
Start 


2100 . v :. „ 




End 


2276 




GI 


none 




Score 


203 




Exons 


2100. . 22 64, 2106.. 2276, 


2171 . 


.2275 






Seq. No. 


48251 




Seq. ID 


OJ000125_09. 0303 


.C21 


Gene No. 


102752 




Strand 


+ 




Start 


2504 




End 


2596 




Name 


OJ000125_09 . 0303.C21 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1978 




End 


2182 




GI 


. none 




Score 


103 




Exons 


1978. .2166, 1982. .2167, 


1986. 


.2168, 1987. .2169, 2003. .2182 


Seq. No. 


48251 




Seq. ID 


OJ000125_09.0303 


.C21 


Gene No. 


102752 




Strand 


+ 




Start 


2504 




End 


2596 




Name 


OJ000125_09. 0303.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


2504 




End 


2596 




GI 


none 




Score 


155 




Exons 


2504 . .2596 










Seq. No. 


48252 




Seq. ID 


OJ000125_09.0303 


.C24 


Gene No. 


102753 




Strand 






Start 


444 




End 


700 




Name 


OJ000125_09. 0303.C24 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


444 




End 


700 




GI 


none 




Score 


211 




Exons 


444.-689, 483. .680, 499 


. . 690, 


515. .700 






Seq. No. 


48253 




Seq. ID 


OJ000125_09.0303 


.C25 


Gene No. 


102754 




Strand 






Start 


90 




End 


1007 




Name 


OJ000125 09.0303.C25.ol 


.gp 


Method 


AAT/GAP 




Start 


90 




End 


1007 




GI 


25534 1.R1084 




Score 


442 




Exons 


90. .146, 410. .502, 839. 


.894, 


966. .1007 






GI Descrip. 


'3047124 6.0e-26 (AF058919) No definition line found 






[Arabidopsis thaliana] ' 










Seq. No. 


48254 




Seq. ID 


OJ000125_09.0303 


.C26 


Gene No. 


102755 




Strand 


+ 




Start 


977 




End 


1334 




Name 


OJ000125 09.0303.C26.ol 


.gp 


Method 


AAT/GAP 




Start 


977 




End 


1334 




GI 


2428668 




Score 


661 




Exons 


977. .1334 










Seq. No. 


48254 




Seq. ID 


OJ000125_09.0303 


.C26 


Gene No. 


102756 




Strand 






Start 


1355 




End 


2094 




Name 


OJ000125 09.0303.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1355 




End 


1995 




GI 


none 




Score 


269 




Exons 


1355.. 1792, 1357.. 1905, 


1835. 


.1900, 1920. .1994, 1921. .1995 


Seq. No. 


48254 




Seq. ID 


OJ000125_09.0303 


.C26 


Gene No. 


102756 




Strand 






Start 


1355 




End 


2094 





50001. 



Name 

Start 

GI 

Exons 



OJ000125_09 . 0303 . C26 . ol . tc Method v TBLASTX : Cress 
1357 End 2094 

none . Score 50 

1357. .1563, 1591. .1626, 1681. .1830, 1834. .1920, 1920. .1997, 
1921.. 1995, 2049.. 2093, 2050.. 2094 



Seq. No. 48254 

Gene No. 102756 

Start 1355 

Name OJ000125_09.0303.C26.ol.ts 

Start 1357 

GI none 
Exons 



Seq. ID OJ000125_09.0303.C26 
Strand 

End 2094 

Method TBLASTX : Soybean 

End 2094 

Score 58 



1357. .1452, 1459. .1659, 1681. .1830, 1920. .1994, 1924. .1989, 
1984. .2094, . 2037. .2093 



Seq. No. 48255 

Gene No. 102757 

Start 360 

Name OJ000125_09 . 0303 . C27 . ol . tm 

Start 2 

GI none 

Exons 2.. 199, 3.. 200, 138.. 200 



Seq. ID OJ000125_09.0303.C27 
Strand 

End 875 

Method TBLASTX: Maize 

End 200 

Score 275 



Seq. No. 48255 

Gene No. 102757. 

Start 360 

Name OJ000125_09 . 0303 . C27 . ol . tc 

Start 29 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000125_09.0303.C27 
Strand 

End 875 

Method TBLASTX : Cress 

End 598 

Score 70 



29. .175, 36. .206, 224. .274, 275. .331, 440. .598 



48255 

102757 

360 

OJ000125_09.0303.C27.ol.ts 
29 

none 



Seq. ID OJ000125_09.0303.C27 
Strand 

End 875 

Method TBLASTX : Soybean 

End 598 

Score 51 



29. .97, 33. .104, 98. .157, 99. .155, 224. .274, 272. .328, 443. .598 



48255 

102757 

360 

OJ000125_09.0303.C27.ol.tw 
32 

none 



Seq. ID OJ000125_09.0303.C27 
Strand 

End 875 

Method TBLASTX : Wheat 

End 335 

Score 87 



32. .157, 48. .158, 275.-334, 276. .335 



48255 
102757 
360 

OJ000125_09.0303.C27.ol.gp 
360 

uC-osflM202020dllbl 
360.. 875 

, 3183979/emb| CAA06412.il 2.0e-10 (AJ005171) P69C protein 
[Lycopersicon esculentum] 1 



Seq. ID OJ000125_09.0303.C27 
Strand 

End 875 

Method AAT/GAP 

End 875 

Score 975 



50002 



Seq. No. 48256 

Gene No. 102758 

Start 920 

Name OJ000125_09 . 0303 . C29 . ol . gp 

Start 920 

GI none 

Exons 920.. 1240 



Seq. ID OJ000125_09.0303.C29 

Strand- + 

End 1240 

Method AAT/GAP 

End 1240 

Score 642 



Seq. No. 48257 

Gene No. 102759 

Start 1 

Name OJ000125_0 9 . 0303 . C30 . ol .gp 

Start 1 

GI 62012_1.R1084 

Exons 1..321, 593.. 703 

GI Descrip. '4204912 1.0e-29 (U58918) MEK 

Seq. No. 48257 

Gene No. 102759 

Start 1 

Name OJ000125_0 9 . 0303 . C30 . ol . tm 

Start 1 

GI none 

Exons 1..288, 3.. 287, 290.. 322, 291. 



Seq. ID OJ000125_09.0303.C30 
Strand 

End 703 

Method AAT/GAP 

End 703 

Score 780 

kinase [Arabidopsis thaliana] ' 

Seq. ID OJ000125_09.0303.C30 
Strand 

End 703 

Method TBLASTX : Mai ze 

End 323 

Score 220 

.323 



Seq. No. 48258 

Gene No. 102760 

Start 9 

Name OJ000125JD 9 . 0303 . C31 . ol . tm 

Start 9 

GI none 

Exons 9. .83, 17. .79, 400. .483, 401. 



Seq. ID OJ000125_09.0303.C31 
Strand 

End 707 

Method TBLASTX :Maize 

End 707 

Score 123 
.484, 576. .707, 577. .705 



Seq. No. 48258 

Gene No. 102760 

Start 9 

Name OJ000125_09 . 0303 . C31 . ol . tc 

Start 17 

GI none 

Exons 17.. 55, 18. .56, 364.. 483, 400. 



Seq. ID OJ000125_09. 0303.C31 

Strand 

End 707 

Method TBLASTX : Cress 

End 707 

Score 55 

.483, 401. .484, 576. .707, 577, 



.705 



Seq. No. 48258 
Gene No. 102760 
Start 9 

Name OJ000125_09.0303.C31.ol.ts 

Start 400 

GI 5753494 

Exons 400. .483, 403. .483, 407. .484, 

576. .707, 577. .699 
GI Descrip. 3688193/emb_CAA08995_ 4.0e-25 

kinase [Brassica napus] 



Seq. ID OJ000125_09.0303.C31 
Strand 

End 707 

Method TBLASTX : Soybean 
End 707 
Score 100 

410. .484, 569. .685, 573. .686, 
(AJ010091) MAP3K alpha 1 protein 



Seq. No. 48259 

Gene No. 102761 

Start 14 

Name OJ000125_09 . 0303 . C35 . o2 . ts 

Start 14 



Seq. ID OJ000125_09.0303.C35 

Strand 

End 4 62 

Method TBLASTX : Soybean 

End 369 



50003 




GI 


none 




Score 


74 


Exons 


14. .85, 150. .203, 166.. 


210, 259. .369, 282. .311 


Seq. No. 


48259 




Seq. ID 


OJ000125_09.0303.C35 


Gene No. 


102761 




^t rand 




O LClI L 


1 A 

X 72 




End 


462 


Name 


OJ000125 09.0303.C35.o2 


. tm 


Mpt hod 


TBLASTX • Mai zp 


Start 


161 




End 


402 


GI 


none 




Score 


54 


Exons 


161. .202, 161. .202, 165 


254 , 


166 228 


252 368 253 402 




289. .402 








Seq. No. 


48259 




Seq. ID 


OJ000125 09 0303 C35 




J. \J 1 O X 




Strand 




Start 


14 




End 


462 


Name 


OJ000125 09.0303.C35.o2 


. tc 


Mpt hnd 


TBLASTX * Cress 


Start 


166 




End 


462 


GI 


none 




Score 


54 


Exons 


166. .210, 262. .462, 282 


. .461 






Seq. No. 


48259 




wC^t X U 


OJ000125 09 0303 C35 


flonci Mo 


x\j c. / 




q-t- rand 




Start 


583 




FnH 




Name 


OJ000125 09.0303.C35.ol 






TRLA^TX • Prpqq 
l Lj lino l *\ • v_> .L " o o 


Start 


583 




FnH 


92 9 


GI 


none 






24 5 
i j 


Exons 


583. .801, 585. .800, 805 


. .924, 


807. .929 




Seq. No. 


48259 




O C ^ . 1U 


OJ000125 09 0303 C35 




109769 




o Li anu 




Start 


583 




Fnd 


1127 

X X £. 1 


Name 


OJ000125 09.0303.C35.ol 




Mprh oH 




Start 


607 




End 


1119 


GI 


none 






203 

C \J «J 


Exons 


607. .801, 610. .801, 805 


921 


807 917 

<J \J I • • ZJ X t / 


1018 1119 1020 1115 

XUXU..XXX-7, X\J C, \J m » X X X *J 


Seq. No. 


48259 




Seq. ID 


OJ000125_09.0303.C35 


Gene No. 


102762 




Sr rand 




OLCll L 


JO J 




Fnd 


1127 


Name 


OJ000125 09.0303.C35.ol 


fin 


Mprh nd 


TRT.A^TX • Ms i 7p 
x o Lnj i /\ • L la. x £* c 


Start 


733 




Fnd 


1127 

X X ^. / 


GI 


none 




Score 


51 


Exons 


733. .759, 733. .777, 768 


923 


769 921 

f \J ZJ * • Zf C X f 


1018 1119 1018 1116 

X U X O . . X X X J' , X V X (J • • x x x u , 




1020. .1127 








Seq. No. 


48260 




Seq. ID 


OJ000125_09.0303.C37 


Gene No. 


102763 




Strand 




O Lai L. 


505 




End 


1 9R0 


Name 


OJ000125 09.0303.C37.ol 


.tm 


Method 


1 -DJ_i>iO 1 A . via. x. Z e 


Start 


505 




End 


1280 


GI 


none 




Score 


59 


Exons 


505. .582, 539.-652, 553 


. .651, 


575. . 652, 


731. .844, 732. .845, 




732. .845, 1047. .1148, 1054. .1191, 1055. 


.1183, 1263. .1280 


Seq. No. 


48261 




Seq. ID 


OJ000125_09.0303.C38 


Gene No. 


102764 




Strand 




Start 


2 




End 


227 



50004 



Name 

Start 

GI 

Exons 



OJ000125_09 . 0303 . C38 . ol . tc Method 

2 End 

none Score 
2. .214, 3. .161 



TBLASTX: Cress 

214 

118 



Seq. No. 48261 

Gene No. 102764 

Start 2 

Name OJ000125_09 . 0303 . C38 . ol . tm 

Start 2 

GI none 

Exons 2.. 220, 90.. 161, 143.. 220 



Seq. ID OJ000125_09.0303.C38 
Strand 

End 227 

Method TBLASTX: Maize 

End 220 

Score 76 



: . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48261 

102764 

2 

OJ000125_09.0303.C38.ol.ts 
2 

none 

2. .223, 90. .227 



Seq. ID OJ000125_09.0303.C38 
Strand 

End 227 

Method TBLASTX : Soybean 

End 227 

Score 85 



48262 
102765 
281 

OJ000125_09.0303.C42.ol.gp 
281 

2799050 
281. .758 

1698774/gb|U70311|CVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 



Seq. ID OJ000125_09.0303.C42 

Strand + 

End 758 

Method AAT/GAP 

End 758 

Score 805 





Seq. No. 


48263 




Seq. ID 


OJ000125_09.0303.C43 




Gene No. 


102766 




Strand 






Start 


77 




End 


712 


r ^ 


Name 


OJ000125 


_09.0303.C43.ol.tm 


Method 


TBLASTX: Maize 


1 


Start 


77 




End 


712 




GI 


none 




Score 


177 




Exons 


77. .235, 


99. .233, 103. .246, 


313. .537, 


316. .462, 323. .493, 






375. .506, 


625. .708, 628. .711 


, 632. .712 




~ =5. 


Seq. No. 


48263 




Seq. ID 


OJ000125_09.0303.C43 


w 


Gene No. 


102766 




Strand 






Start 


77 




End 


712 




Name 


OJ000125 


09.0303.C43.ol.ts 


Method 


TBLASTX: Soybean 




Start 


77 




End 


709 




GI 


none 




Score 


161 




Exons 


77. .235, 


81. .236, 102. .248, 


103. .237, 


313. .528, 314. .526, 






628. .708, 


629. .709 








Seq. No. 


48263 




Seq. ID 


OJ000125_09.0303.C4 3 




Gene No. 


102766 




Strand 






Start 


77 




End 


712 




Name 


OJ000125 


09.0303.C43.ol.tc 


Method 


TBLASTX: Cress 




Start 


95 




End 


702 




GI 


none 




Score 


118 




Exons 


95. .235, 


117. .233, 313. .513, 


323. .496, 


628. .702 



50005 



Seq. No. 48264 Seq. ID 

Gene No. 102767 Strand 

Start 2 End 

Name OJ000125_09 . 0303 . C45 . ol . tc Method 

Start 2 End 

GI none Score 

Exons 2. .67, 3. .68, 166. .246, 167. .247, 331. 
557. .709 



OJ000125_09.0303.C45 
1095 

TBLASTX: Cress 

709 

74 

.435, 332. .424, 487. .708, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48264 Seq. ID 

102767 Strand 
2 End 
OJ000125_09.0303.C45.ol.ts Method 
2 End 
none Score 
2. .67, 3. .68, 166. .246, 167. .247, 331. 
563. .709, 898. .1095, 941. .1093 

48264 Seq. ID 

102767 Strand 

2 End 

OJ000125_09.0303.C45.ol.tm Method 

2 End 

none Score 
2. .67, 3. .68, 166. .249, 166. .246, 283. 
502. .639, 557. .703, 615. .707 



1* Seq. No. 48264 Seq. ID 

U Gene No. 102767 Strand 

LJ Start 2 End 

,3 Name OJ000125_09. 0303.C45 .ol . tw Method 

' f 7i Start 8 End 

ib? GI none Score 

s Exons 8. .67, 9. .62, 166. .231, 166. .246, 167. 

Q 323. .406, 340. .426, 520. .603, 523. .594 

11 Seq. No. 48264 Seq. ID 
Gene No. 102767 Strand 

H Start 2 End 

4 Name OJ000125_09.0303.C45.o2. tc Method 

12 Start 805 End 
GI none Score 
Exons 805.. 861, 898.. 1095, 941.. 1090 

Seq. No. 48264 Seq. ID 

Gene No. 1027 67 Strand 

Start 2 End 

Name OJ000125_09 . 0303. C45 . o2 . tm Method 

Start 884 End 

GI none Score 

Exons 884.. 1093, 898.. 1095, 931.. 1095 

Seq. No. 48265 Seq. ID 

Gene No. 1027 68 Strand 

Start 581 End 

Name OJ000125 09 . 0303.C46. ol . tm Method 



OJ000125_09.0303.C45 
1095 

TBLASTX: Soybean 

1095 

69 

.435, 332. .436, 487. .708, 



OJ000125_09.0303.C45 
1095 

TBLASTX: Maize 

708 

65 

.423," 331. .420, 487. .708, 



OJ000125_09.0303.C45 
1095 

TBLASTX: Wheat 

603 

59 

268, 176. .238, 322. .435, 



OJ000125_09.0303.C45 
1095 

TBLASTX: Cress 

1095 

52 



OJ000125_09.0303.C45 
1095 

TBLASTX: Maize 

1095 

146 



OJ000125_09.0303.C46 
940 

TBLASTX: Maize 



50006 




Start 


581 


End 


940 




GI 


none 


Score 


64 




Exons 


581. .697, 583. .690, 805. .933, 


833. .940 






Seq. No. 


48266 


Seq. ID 


OJ000125_09.0303 


.C47 


OCT lie LlU • 


1 097 fiQ 


c +- r* a n H 






Start 


1426 


End 


1899 




Name 


OJ000125 09.0303.C47.ol.gp 


Method 


AAT/GAP 




Start 


1426 


End 


1899 




GI 


none 


Score 


480 




Exons 


1426. .1501, 1584. .1655, 1773. 


.1899 






Seq. No. 


48267 


Seq. ID 


OJ000125_09.0303 


.C48 


bene INU • 


1 09770 


c +- ra nH 
OLI diiu 






Start 


1 


End 


318 




Name 


OJ000125 09.0303.C48.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


318 




GI 


426666 


Score 


625 




Exons 


1..318 








Seq. No. 


48268 


Seq. ID 


OJ000125_09.0303 


.C50 


^ano NT/""* 
ucilc LNO • 


1 09771 


O CX. a 11 LI 


i 




Start 


283 


End 


616 




Name 


OJ000125 09-0303. C50.ol.tm 


Method 


TBLASTX: Maize 




Start 


280 


End 


447 




GI 


none 


Score 


152 




Exons 


280. .378, 282. .383, 283. .447, 


285. .416 






Seq. No. 


48268 


Seq. ID 


OJ000125_09.0303 


.C50 


ucllc LNO . 


1 09771 
LKjc. 111. 




4. 
i 




Start 


283 


End 


616 




Name 


OJ000125 09.0303.C50.ol.tw 


Method 


TBLASTX: Wheat 




Start 


280 


End 


417 




GI 


none 


Score 


125 




Exons 


280. .417, 282. .416, 283. .417 








Seq. No. 


48268 


Seq. ID 


OJ000125_09.0303 


.C50 


Gene No. 


102771 


Strand 


+ 




Start 


283 


End 


616 




Name 


OJ000125 09.0303.C50.ol.gp 


Method 


AAT/GAP 




Start 


283 


End 


616 




GI 


43 3.R1084 


Score 


629 




Exons 


283. .616 








GI Descrip. 


, 4768911/gb|AAD2967 6.1|AF131201_l 2.0e- 


-92 (AF131201) plasma 




membrane MIP protein [Zea mays] ' 






Seq. No. 


48269 


Seq. ID 


OJ000125_09.0303 


.C51 


bene ino ■ 


102772 


Strand 






Start 


42 


End 


445 




Name 


OJ000125 09.0303.C51.ol.tc 


Method 


TBLASTX: Cress 




Start 


42 


End 


445 




GI 


none 


Score 


127 




Exons 


42. .197, 55. .201, 292. .435, 293. .445 






Seq. No. 


48269 


Seq. ID 


OJ000125_09.0303 


.C51 


Gene No. 


102772 


Strand 






Start 


42 


End 


445 





50007 



Name 

Start 

GI 

Exons 



OJ000125_09 . 0303 . C51 . ol . tw Method TBLASTX : Wheat 

42 End 442 

none Score 77 

42. .197, 43. .201, 292. .435, 293. .418, 293. .442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48269 

102772 

42 

OJ000125_09.0303.C51.ol.tm 
42 

none 



Seq. ID OJ000125_09.0303.C51 
Strand 
End 

Method 
End 
Score 



445 

TBLASTX: Maize 

439 

67 



42. .197, 57. .179, 58. .201, 288. .437, 292. .435, 293. .439, 
293. .436, 301. .435, 302. .439, 344. .436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48269 

102772 

42 

OJ000125_09.0303.C51.ol.ts 
42 

none 



Seq. ID OJ000125_09.0303.C51 
Strand 
End 

Method 
End 
Score 



445 

TBLASTX: Soybean 

439 

108 



42. .197, 58. .201, 292. .435, 293. .439, 293. .436 



Seq. ID OJ000125_09.0303.C52 



Seq. No. 48270 

Gene No. 102773 

Start 86 

Name OJ000125_09 . 0303 . C52 . ol . tm 

Start 8 6 

GI none 

Exons 86. .118, 160. .240, 163. .267, 250. .327, 349. .438, 454. .582, 
454. .717, 458. .718 



Strand 
End 

Method 

End 

Score 



718 

TBLASTX: Maize 

718 

40 



l 1 


Seq. No. 


48270 




Seq. ID 


OJ000125_09.0303 


.C52 


i y 


Gene No. 


102773 




Strand 








Start 


86 




End 


718 




S 


Name 


OJ000125 09.0303.C52.ol 


.ts 


Method 


TBLASTX : Soybean 




r ™s 


Start 


307 




End 


718 




3 

■ 

•v. 


GI 


none 




Score 


69 






Exons 


307. .453, 452. .568, 454 


. .567, 


580. .717 


, 581.. 718 




W 


Seq. No. 


48270 




Seq. ID 


OJ000125_09.0303 


.C52 




Gene No. 


102773 




Strand 






□ 


Start 


86 




End 


718 






Name 


OJ000125 09.0303.C52.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


352 




End 


718 






GI 


none 




Score 


89 






Exons 


352. .453, 454. .567, 580 


. .717, 


581. .718 








Seq. No. 


48271 




Seq. ID 


OJ000125_09.0303 


.C56 




Gene No. 


102774 




Strand 


+ 






Start 


75 




End 


165 






Name 


OJ000125 09.0303.C56.ol 


.gp 


Method 


AAT/GAP 






Start 


75 




End 


165 






GI 


LIB3477-003-P1-K1-E9 




Score 


85 






Exons 


75. .165 











GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



50008 



Seq. ID OJ000125_09.0303.C57 
Strand 

End 1251 

Method TBLASTX : Soybean 

End 351 

Score 109 



Seq. ID OJ000125_09.0303.C57 
Strand 

End 1251 

Method TBLASTX : Cress 

End 1251 

Score 114 



Seq. ID OJ000125_09.0303.C57 
Strand 

End 1251 

Method TBLASTX : Mai ze 

End 1161 

Score 65 



Seq. ID OJ000125_09.0303.C57 
Strand 

End 1251 

Method TBLASTX : Soybean 

End 1161 

Score 108 



Seq. ID OJ000125_09.0303.C61 

Strand + 

End 1326 

Method TBLASTX : Cress 

End 403 

Score 63 



Seq. ID OJ000125_09.0303.C61 
Strand + 
End 1326 
-tm Method TBLASTX : Maize 
End 1326 
Score 532 
26, 497. .592, 516. .596, 516. .587, 
521. .595, 686. .754, 687. .755, 693. .755, 848. .889, 905. .982, 
907. .987, 1045. .1185, 1064. .1186, 1260. .1322, 1261. .1326 



Seq. No. 


48272 




Gene No. 


102775 




Start 


135 




Name 


OJ000125 


_09.0303.C57 


Start 


135 




GI 


none 




Exons 


135. . 350, 


216. . 347, 


Seq. No. 


48272 




Gene No. 


102775 




Start 


135 




Name 


OJ000125 


_09.0303.C57 


Start 


213 




GI 


none 




Exons 


213. . 383, 


225. . 365, 


Seq. No. 


48272 




Gene No. 


102775 




Start 


135 




Name 


OJ000125 


09.0303.C57 


Start 


216 




GI 


none 




Exons 


216. .374, 


707. . 940, 


Seq. No. 


48272 




Gene No. 


102775 




Start 


135 




Name 


OJ000125 


09.0303.C57 


Start 


695 




GI 


none 




Exons 


695. .940, 


705. . 884, 


Seq. No. 


48273 




Gene No. 


102776 




Start 


97 




Name 


OJ000125 


09.0303.C61 


Start 


35 




GI 


none 




Exons 


35. .388, 


45. .140, 46 


Seq. No. 


48273 




Gene No. 


102776 




Start 


97 




Name 


OJ000125 


09.0303.C61 


Start 


35 




GI 


none 




Exons 


35. .172, 


47. .430, 49 



Seq. No. 48273 

Gene No. 102776 

Start 97 

Name OJ000125_09 . 0303 . C61 . ol . ts 

Start 38 

GI none 



Seq. ID OJ000125_09.0303.C61 

Strand + 

End 1326 

Method TBLASTX : Soybean 

End 406 

Score 490 



50009 



Exons 



38. .406, 61. .402 



V4 



Seq. No. 


48273 


Seq. ID 


OJ000125_09.0303.C61 




102776 


Strand 


+ 


Start 


97 


End 


1326 


Name 


OJ000125 09.0303.C61.ol.gp 


Method 


AAT/GAP 


Start 


97 


End 


710 


GI 


24957 1.R1084 


Score 


822 


Exons 


97. .430, 519. .594, 688. .710 






GI Descrip. 


'5689035/dbj IBAA83071.il l.Oe- 


-57 (AB022053) prolyl 




oligopeptidase [Mus musculus] ' 




Seq. No. 


*± o£ 1 J 


oeq. iu 


ujuuuizj uy . ujuo.ldi 


Gene No. 


±U<c / / o 


otrana 


+ 


Start 


Q"7 




1326 


Name 


ujuuui<io uy . u juo . Loi . o^ . zs 


TUt y-v +- V\ n 

Metnoa 


TBLASTX : Soybean 


Start 




bna 


1161 


GI 


none 


Score 


98 


Exons 


"7 fYR "7 R R Tin 1 A Q A Q QQQ 


one qqo 

y uo . . y o z , 


907. .987, 1045. .1161 


oeq . ino . 


48273 


Seq. ID 


OJ000125_09.0303.C61 


Gene No. 


102776 


Strand 




Start 


97 


End 


1326 


Name 


OJ000125 09.0303.C61.o2.tc 


Method 


TBLASTX: Cress 


Start 


726 


End 


1314 


GI 


none 


Score 


60 


Exons 


726. .755, 848. .889, 850. .885, 


905. .988, 


907. .987, 1060. .1197, 




1061. .1186, 1261. .1314, 1261.. 


1305 






48274 


Seq. ID 


UJUUUlzo Uj . UJlb.Ll 


Gene No. 


102777 


Strand 




Start 


1 


End 


1012 


Name 


OJ000125 05.0316.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1012 


GI 


5091513 


Score 


1582 


Exons 


1..1012 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


48274 


Seq. ID 


OJ000125_05.0316.C1 


Gene No. 


102777 


Strand 




Start 


1 


End 


1012 


Name 


OJ000125 05.0316.Cl.ol.gs 


Method 


GENS CAN 


Start 


58 


End 


1008 


GI 


none 


Score 


.44 


Exons 


58. .1008 






Seq. No. 


48275 


Seq. ID 


OJ000125_05.0316.C2 


Gene No. 


102778 


Strand 


+ 


Start 


9855 


End 


11464 


Name 


OJ000125 05.0316.C2.o2.np 


Method 


AAT/NAP 


Start 


9855 


End 


11464 


GI 


129232 


Score 


1653 


Exons 


9855. .11192, 11386. .11464 






GI Descrip. 


ORYZAIN BETA CHAIN PRECURSOR gi | 67 645 | pir | | KHRZOB oryzain (EC 




3.4.22.-) beta precursor - rice gi | 218183 | dbj | BAA14403 . 1 1 




(D90407) oryzain beta precursor [Oryza 


sativa] 



50010 



Seq. No. 48275 Seq. ID OJ000125_05 . 0316 . C2 

Gene No. 102779 Strand + 

Start 12950 End 1477.6 

Name OJ000125_05 . 0316 . C2 . o3 . gp Method AAT/GAP 

Start 12950 End 13753 

GI LIB3432-014-P1-K1-E9 Score 818 

Exons 12950. .13334, 13704.. 13753 

GI Descrip. ' 565652/dbj | D28 135 | HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus 
gene for ribulose-bisphosphate carboxylase, complete cds 1 



Seq. No. 


48275 




Gene No. 


102779 




Start 


12950 




Name 


OJ000125 05. 0316. C2 


,o3 .np 


Start 


13023 




GI 


7406453 




Exons 


13023. .13334, 13704 


. .13771, 




14321. .14435, 14522 


. .14705 


GI Descrip. 


(AL162875) putative 


protein 


Seq. No. 


48275 




Gene No. 


102779 




Start 


12950 




Name 


OJ000125 05. 0316. C2 


. o4 .gp 


Start 


13877 




GI 


4715716 




Exons 


13877. .13994, 14080 


. .14195, 



Seq. ID OJ000125_05.0316.C2 

Strand + 

End 14776 

Method AAT/NAP 

End 14705 

Score 616 
13863. 



Seq. ID OJ000125_05.0316.C2 

Strand + 

End 14776' 

Method AAT/GAP 

End 14776 

Score 1018 



GI Descrip. 



565652/dbj | D28135 | HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus gene 
for ribulose-bisphosphate carboxylase, complete cds 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48275 
102780 
1 

OJ000125_05.0316.C2.ol.np 
1 

7106512 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C2 



9279 
AAT/NAP 
2364 
1792 

1..485, 652. .1482, 1585. .2231, 2305. .2364 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



=J Seq. No. 48275 Seq. ID 

3 Gene No. 102780 Strand 

Start 1 End 

Name OJ000125_05 . 0316. C2 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19. .421 



OJ000125_05.0316.C2 

9279 
GENSCAN 
421 
.83 



Seq. No. 48275 Seq. ID 

Gene No. 102780 Strand 

Start 1 End 

Name OJ000125_05 . 0316 . C2 . o2 . gs Method 

Start 630 End 

GI none Score 

Exons 630.. 1276, 1343.. 1487 



OJ000125_05.0316.C2 

9279 
GENSCAN 
1487 
.91 



Seq. No. 



48275 



Seq. ID OJ000125_05.0316.C2 



50011 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102780 
1 

OJ000125_05.0316.C2.o3.gs 

1830 

none 

1830. .1894, 2172. .2231, 3050. 
6263. .6401, 6885. .6941, 7276. 
8753. .8835, 8924. .9098, 9196. 

48275 

102780 

1 

OJ000125_05.0316.C2.ol.gp 

5110 

2797265 

5110. .5352 



Strand 

End 9279 
Method GEN SCAN 
End 9279 
Score .69 

.3101, 3107.. 3305, 3483.. 3803, 
.7393, 7503. .7652, 8269. .8418, 
.9279 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_05.0316.C2 

9279 
AAT/GAP 
5352 
470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48275 Seq. ID OJ000125_05 . 0316 . C2 

102781 Strand 

12237 End 12326 

0 JO 0 0 1 2 5_0 5 . 0 3 1 6 . C2 . o2 . gp Me t hod AAT/GAP 

12237 End 12326 

LIB3477-003-P1-K1-E9 Score 103 

12237. .12326 

'24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48275 

102782 

15167 

OJ000125_05.0316.C2.o4.tm 

7298 

none 

7298. .7393, 7308. .7403, 7309. 
7762..7836, 7772. .7840, 7775. 

48275 

102782 

15167 

OJ000125_05. 0316.C2.ol.tc 

9939 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7401, 7485. 
.7837, 7776. 



OJ000125_05.0316.C2 
15937 

TBLASTX: Maize 
7840 
74 

,7655, 7506. .7658, 
,7838 



Seq. ID OJ000125_05.0316.C2 
Strand 

End 15937 

Method TBLASTX : Cress 

End 11186 

Score 42 



9939.-9974, 9987. .10028, 10079 .. 10138 , 10080 .. 10145, 
10164.-10256, 10181. .10234, 10251 .. 10331, 10286 .. 10336, 
10320. .10424, 10331. .10423, 10479. . 10781, 10484 .. 10780, 
10833. .10946, 10847 .. 10933, 11010 .. 11186, 11012. .11164 



Seq. No. 48275 

Gene No. 102782 

Start 15167 

Name OJ000125_05 . 0316 . C2 . ol . tm 

Start 9939 

GI none 
Exons 



Seq.' ID OJ000125_05.0316.C2 
Strand 

End 15937 

Method TBLASTX : Mai ze 

End 11200 

Score 120 



9939. .10031, 9978. .10001, 10079 .. 10138 , 10080 10160, 
10161. .10256, 10175. .10234, 10244 .. 10780, 10245 .. 10283, 
10287. .10331, 10332. .10781, 10833 .. 1094 6, 1084 1 .. 10939, 



50012 



10933. .10968, 10934 .. 10969, 11013 .. 11189, 11015.. 11200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48275 Seq. ID 

102782 Strand 

15167 End 

OJ000125_05 . 0316 . C2 . ol . ts Method 

9987 End 

none Score 



OJ000125_05.0316.C2 
15937 

TBLASTX: Soybean 

11200 

39 



9987.. 10028, 10079 10138, 10080 .. 10151 , 10164 .. 10232 , 
10178. .10234, 10268. .10330, 10287 .. 10331, 10320 .. 10424 , 



10331. .10423, 10472. .10777, 10473. 
10847. .10882, 10905 .. 10946, 11013, 



,10781, 10833. .10901, 
,11192, 11027. .11200 



Seq. No. 48275 

Gene No. 102782 

Start 15167 

Name OJ000125_05 . 031 6 . C2 . ol . tw 

Start 10080 

GI none 

Exons 10080. .10151, 10178 .. 10219, 
10479. .10715, 10484. .10582, 



Seq. ID OJ000125_05.0316.C2 
Strand 

End 15937 

Method TBLASTX : Wheat 

End 10889 

Score 71 
10284. .10424, 10286 .. 10423, 
10588. .10608, 10716. .10889 



Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


Gene No . 


102782 




Strand 




Start 


15167 




End 


15937 


Name 


OJ000125 05. 0316. C2 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


11024 




End 


11186 


GI 


none 




Score 


228 


Exons 


11024. .11185, 11025 


. .11186 






Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


Gene No. 


102782 




Strand 




Start 


15167 




End 


15937 


Name 


OJ000125 05. 0316. C2 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


13701 




End 


14026 


GI 


none 




Score 


72 


Exons 


13701. .13751, 13701 


. .13760, 


13703. .13771, 13706. . 13771, 




13830. .13994, 13834 


. .14004, 


13852. .13995, 13865.. 14026 


Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


Gene No. 


102782 




Strand 




Start 


15167 




End 


15937 


Name 


OJ000125 05. 0316. C2 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


13860 




End 


14699 


GI 


none 




Score 


157 


Exons 


13860. .13994, 13861 


. .13992, 


14313. .14429, 14314 .. 14 430, 




14522. .14686, 14523 


. .14699 






Seq. No. 


48275 




Seq. ID 


OJ000125JD5.0316 


Gene No. 


102782 




Strand 




Start 


15167 




End 


15937 


Name 


OJ000125 05. 0316. C2 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


14079 




End 


14635 


GI 


none 




Score 


73 


Exons 


14079. .14150, 14081 


. .14197, 


14081. .14197, 14212. .14268, 




14314. .14424, 14317 


. .14436, 


14319. .14 432, 14 508. .14 633, 



14519. .14635 



50013 






Seq. No. 


48275 




Seq. ID 


OJ000125_05 . 0316 


.C2 




Gene No. 


102782 




Strand 








Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o5 . gs 


Method 


GENSCAN 






Start 


15167 




End 


15718 






GI 


none 




Score 


.91 






Exons 


15167. .15718 












Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


.C2 




Gene No. 


102782 




Strand 








Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o4 . np 


Method 


AAT/NAP 






Start 


15170 




End 


15937 






GI 


5091619 




Score 


648 






Exons 


15170. .15718, 15915. 


.15937 










GI Descrip. 


(AC007454) F23M19.7 


[Arabidopsis thaliana] 






Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


.C2 




Gene No. 


102782 




Strand 








Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


15236 




End 


15721 






GI 


none 




Score 


110 




3 


Exons 


15236. .15292, 15329. 


.15721, 


15510. .15632 




is 


Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


.C2 




Gene No. 


102782 




Strand 






St. 
-J 


Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o2.tc 


Method 


TBLASTX: Cress 




y 


Start 


15332 




End 


15719 




si 


GI 


none 




Score 


98 




i'l 


Exons 


15332. .15718, 15510. 


.15719 








3 


Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


. C2 




Gene No. 


102782 




Strand 








Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


15335 




End 


15701 






GI 


none 




Score 


70 






Exons 


15335. .15700, 15383. 


.15616, 


15510. .15701 






Seq. No. 


48275 




Seq. ID 


OJ000125_05.0316 


.C2 




Gene No. 


102782 




Strand 








Start 


15167 




End 


15937 






Name 


OJ000125 05. 0316. C2. 


o3 . ts 


Method 


TBLASTX : Soybean 






Start 


15473 




End 


15718 






GI 


none 




Score 


65 






Exons 


15473. . 15718, 15485. 


.15595, 


15510. .15620 






Seq. No. 


48276 




Seq. ID 


OJ000125_05.0316 


.C3 




Gene No. 


102783 




Strand 


+ 






Start 


214 




End 


9496 






Name 


OJ000125 05. 0316. C3. 


ol . gs 


Method 


GENSCAN 






Start 


214 




End 


9496 






GI 


none 




Score 


.8 






Exons 


214.. 302, 1592.. 2259, 2666. 


.2871, 3084 


..3488, 3518. .3686, 



50014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3848. .3956, 5474. .5636, 6650. .6793, 6949. .7051, 7446. .7490, 
8977.. 9251, 9332.. 9496 



48276 

102783 

214 

OJ000125_05 . 0316 . C3 . ol . gp 

3252 

2311047 

3252.. 3488, 3570.. 3615 

48276 

102783 

214 

OJ000125_05 . 0316 ,C3 . o2 . np 

3396 

7527718 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_05.0316.C3 
+ 

9496 
AAT/GAP 
3615 
502 



OJ000125_05.0316.C3 
+ 

9496 
AAT/NAP 
9493 
814 



3396. .3488, 3570. .3732, 3885. .4137, 5467. .5636, 6207. .6284, 
6384. .6452, 6650. .6793, 6949. .7048, 9001. .9251, 9332. .9493 
(AC010657) T5E21.7 [Arabidopsis thaliana] 



48276 
102783 
214 

OJ000125_05.0316.C3.o2.gp 
6679 

LIB3431-052-P1-K1-E10 
6679. .6793, 6949. .7051, 8977 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9162 

, 2244781/emb|CAB10204.1| 5.0e-12 (Z97335) hypothetical protein 
[Arabidopsis thaliana] * 



OJ000125_05.0316.C3 
+ 

9496 
AAT/GAP 
9162 
719 





Seq. No. 


48276 






Seq. ID 


OJ000125 




Gene No. 


102784 






Strand 






Start 


1 






End 


2210 




Name 


OJ000125 05 


.0316. 


C3.ol .np 


Method 


AAT/NAP 




Start 


1 






End 


2210 




GI 


5091619 






Score 


656 




Exons 


1..22, 488. 


.763, 


1595. .2210 






a? 


GI Descrip. 


(AC007454) 


F23M19 


.7 [Arabidopsis thaliana] 


~z 
-J 


Seq. No. 


48276 






Seq. ID 


OJ000125 




Gene No. 


102785 






Strand 






Start 


9384 






End 


10062 




Name 


OJ000125 05 


.0316. 


C3.o3.gp 


Method 


AAT/GAP 




Start 


9384 






End 


9751 




GI 


none 






Score 


696 




Exons 


9384. .9751 












Seq. No. 


48276 






Seq. ID 


OJ000125_ 




Gene No. 


102785 






Strand 






Start 


9384 






End 


10062 




Name 


OJ000125 05 


.0316. 


C3 . o2 . gs 


Method 


GENSCAN 




Start . 


9547 






End 


10062 




GI 


none 






Score 


. 63 




Exons 


9547. .9678, 


9784. 


.10062 








Seq. No. 


48276 






Seq. ID 


OJ000125_ 



50015 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



102786 Strand 

18598 End 

OJ000125_05 . 0316 . C3 . o2 . tm Method 

504 End 

none Score 

504. .743, 508. .732, 510. .743, 511. .744 



19794 

TBLASTX: Maize 

744 

243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48276 

10278 

18598 

OJ000 

3374 

none 

3374. 

3829. 

3883. 

6205. 

6382. 

6648. 

8997. 

9111. 



6 

125 05.0316.C3.ol.tm 



3481, 
3897, 
3951, 
6282, 
6459, 
6701, 
9062, 
9254, 



3375. 
3829. 
5475. 
6205. 
6384. 
6650. 
9007. 
9176. 



,3488, 
.3885, 
,5636, 
,6282, 
,6455, 
,6793, 
,9063, 
,9253, 



3548, 
3830. 
5477. 
6206. 
6384. 
6946. 
9079. 
9329. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.3628, 
.3895, 
.5635, 
.6286, 
.6467, 
.7068, 
.9249, 
.9490, 



D OJ000125 05. 0316. C3 



19794 

TBLASTX: Maize 
9510 
151 
3555. .3629, 



3877. 
5481. 
6207. 
6639. 
6948. 
9080. 
9331. 



,3942, 
,5636, 
,6287, 
,6701, 
,7064, 
.9247, 
.9510, 



3693, 
3881. 
5482. 
6359. 
6647. 
8994. 
9087. 
9331. 



.3815, 
.3940, 
.5643, 
.6454, 
.6793, 
.9062, 
.9251, 
. 9489 



in 



LI 



Seq. No. 48276 Seq. ID 

Gene No. 102786 Strand 

Start 18598 End 

Name OJ000125_05 . 0316 . C3 . o2 . ts Method 

Start 5553 End 

GI none Score 
Exons 



OJ000125_05.0316.C3 
19794 

TBLASTX : Soybean 

7017 

113 



5553.-5636, 5558. .5635, 6206. .6286, 6207. .6287, 6359. .6454, 
6384. .6455, 6650. .6793, 6658. .6792, 6946. .7017 



Seq. No. 48276 Seq. ID 

Gene No. 102786 Strand 

Start 18598 End 

Name OJ000125_05 . 0316 . C3 . ol . ts Method 

Start 9117 End 

GI none Score 

Exons 9117.. 9254, 9329.. 9496 



OJ000125_05.0316.C3 
19794 

TBLASTX: Soybean 

9496 

169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



48276 

102786 

18598 

OJ000125_05.0316.C3.ol.tc 

9135 

none 

9135.. 9164, 9150.. 9254, 9179. 
9358. .9498, 9362. .9511 

48276 

102786 

18598 

OJ000125_05.0316.C3.o4.gs 

18598 

none 

18598. .18935, 19788. .19794 
48277 



Seq. ID OJ000125_05.0316.C3 
Strand 

End 19794 

Method TBLASTX : Cress 

End 9511 

Score 56 

.9247, 9329. .9379, 9331. .9378, 



Seq. ID OJ000125_05.0316.C3 
Strand 

End 19794 

Method GENS CAN 

End 19794 

Score .89 



Seq. ID OJ000125__05.0316.C4 



50016 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



102787 • Strand 

1 End 5970 

OJ000125_05 . 0316 . C4 . ol . np Method AAT/NAP 

1 End 167 

6692131 Score 85 

1. .167 

(AC007654) T19E23.10 [Arabidopsis thaliana] 



48277 

102787 

1 

OJ000125_05.0316.C4.ol.gs . 
13 

none 



Seq. ID OJ000125_05.0316.C4 
Strand 

End 5970 

Method GEN SCAN 

End 5949 

Score .44 



13. .503, 1585. .1659, 4351. .4623, 5064. .5204, 5647. .5949 



48277 
102787 
1 

OJ000125_05 . 0316 . C4 . o2 . np 
3860 
6063552 

3860. .4000, 4351. .4623, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5064. .5247, 



OJ000125JD5.0316.C4 

5970 
AAT/NAP 
5970 
871 
5593. .5970 



(AP000615) ESTs AU065232 (E60855) ,C23624 (S1554) , AU07824 1 (E60855) 
correspond to a region of the predicted gene.; similar to 
putative adenylate kinase. (AC005896) [Oryza sativa] 



48277 

102787 

1 

OJ000125_05.0316.C4.ol.gp 

5056 

2431503 

5056. .5204, 5647. .5766 
4056480 4.0e-29 (AC005896) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125J35.0316.C4 

5970 
AAT/GAP 
5766 
474 



putative adenylate kinase 



Seq. ID OJ000125_05. 0316.C4 
Strand 

End 10269 

Method AAT/GAP 

End 7491 

Score 947 



48277 
102788 
6979 

OJ000125_05 . 0316 . C4 . o2 . gp 
6979 

19075_1.R1084 
6979. .7491 

, 4531444/gb|AAD22129.1|AC006224_ll 2.0e-09 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



48277 Seq. ID 

102788 Strand 

697 9 End 

OJ000125_05 . 0316 . C4 . o2 . gs Method 

7191 End 

none Score 



OJ000125_05.0316.C4 

10269 
GENSCAN 
10106 
.89 



7191. .7502, 7622. .8051, 8215. .8312, 8872. .8959, 9055 
9257.. 9461, 10016.. 10106 



48277 



9168, 

Seq. ID OJ000125_05.0316.C4 



50017 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102788 Strand 

697 9 End 

OJ000125_05 . 0316 . C4 . o3 . np Method 

7194 End 

4531444 Score 



10269 
AAT/NAP 
10244 
1323 



7194. .7502, 7622. .8051, 8215. .8312, 8460. .8562, 8668.-8753, 
8872. .8959, 9055. .9168, 9257. .9442, 10186. .10244 
(AC006224) putative amine oxidase [Arabidopsis thaliana] 



48277 Seq. ID 

102788 Strand 
6979 End 
OJ000125_05.0316.C4.o3.gp Method 
9087 End 
29451_1.R1084 Score 
9087.. 9168, 9257.. 9461, 9812.. 10269 

'4531444/gb|AAD22129.1|AC006224_ll 6.0e-12 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



OJ000125_05.0316.C4 

10269 
AAT/GAP 
10269 
1380 



48277 
102789 
10994 

OJ000125_05.0316.C4.o3.gs 
10994 
none 

10994. .11128, 11617. .11910, 11967 
12697. .12799, 12891 .. 12976, 13060 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125_05.0316.C4 

15435 
GEN SCAN 
15170 
.8 



,12396, 12507. 
,13147, 13429. 



,12604, 
,13517, 



13651. .13766, 14931 .. 15080, 15086.. 15170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48277 

102789 

10994 

OJ000125_05.0316.C4.o4 
11306 

2516_1.R1084 
11306. .11868, 11967. 
12891. .12976, 13060. 
13651. .13766, 14931. 



gp 



12396, 
13147, 
15435 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12507 

13232 



OJ000125 05. 0316. C4 



15435 
AAT/GAP 
15435 
3973 

12604, 12697. .12799, 
13345, 13429. .13517, 



, 4531444/gb|AAD22129.1|AC006224_ll 1.0e-160 (AC006224) putative 
protein kinase [Arabidopsis thaliana] ' 



48277 

102789 

10994 

OJ000125_05.0316.C4.o4.np 

11551 

6686400 



Seq. ID OJ000125_05.0316.C4 
Strand 

End 15435 

Method AAT/NAP 

End 13809 

Score 1378 



11551. .11903, 11945. .12396, 12507 .. 12 604 , 12697 .. 12799, 
12891. .12976, 13060 .. 13147 , 13232 .. 13345 , 13429 .. 13517, 
13651. .13809 

GI Descrip. (AC007234) F1E22.18 [Arabidopsis thaliana] 



Seq. No. 48277 Seq. ID 

Gene No. 1027 90 Strand 

Start 16810 End 

Name OJ000125_05 . 0316 . C4 . o4 . gs Method 

Start 16810 End 



OJ000125_05.0316.C4 

23260 

GENSCAN 

23260 



50018 



GI 

Exons 



none Score .47 

16810. .16887, 16926. .17067, 18019 .. 18166, 18 958 .. 18 985, 

20701. .21174, 21459. .21538, 21566 .. 21629, 22555 .. 22703, 

22760. .22966, 23098.. 23260 



Seq. No. 48277 
Gene No. 102791 
Start 24785 

Name OJ000125_05.0316.C4 .o3.tm 

Start 3589 
GI none 

Exons 3589.. 3693, 3707.. 3754, 3708. 

3863. .3997, 3864. .3998, 3891. 
4351. .4623, 4351. .4623, 4353. 
5064. .5234, 5064. .5207, 5644, 

Seq. No. 48277 
Gene No. 102791 
Start 24785 

Name OJ000125_05 . 0316 . C4 . o3 . ts 

Start 3863 
GI none 

Exons 3863.. 3997, 3864.. 3995, 4342. 

4409. .4624, 5059. .5205, 5064. 
5730. .5795 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C4 



25909 

TBLASTX: Maize 
5694 
42 

3743, 3851. .3892, 3854. 
3998, 3904.. 4026, 3907. 
4625, 5060.. 5206, 5063. 
5694, 5647.. 5694 



.3892, 
.4002, 
.5197, 



Seq. ID OJ000125_05. 0316.C4 
Strand 

End 25909 

Method TBLASTX : Soybean 

End 57 97 

Score 129 

.4620, 4351. .4623, 4383. .4625, 
.5207, 5698. .5787, 5699.. 5797, 



Lil Seq. No. 48277 

ril Gene No. 102791 

Start 24785 

?1 Name OJ000125_05 .0316.C4 .o2 . tc 

*i Start 3882 

W GI none 

fU Exons 3882.. 3995, 3890.. 3997, 4351. 

5064.. 5165, 5064.. 5159, 5163. 

-~ 5654.. 5782 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C4 



25909 

TBLASTX: Cress 
5784 
114 

4623, 4357. .4635, 4362. .4625, 
5219, 5165.. 5209, 5641.. 5784, 



-.1 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48277 

102791 

24785 

OJ000125_05. 

7174 

none 

7174. .7293, 
7622. .8053, 
8459. .8557, 



8672. , 
9057. , 
10012, 
11549, 
11968. 
12507. 
12697. 
13054. 
13234. 



8746, 

9167, 

.10044 

.11857 

.12399 

.12608 

.12801 

.13143 

.13344 



0316.C4.ol.tm 



7191.. 7502, 7191 
7623.. 7988, 7623 
8459. .8557, 8460 
8871. .8957, 8872 
9253.. 9462, 9256 
, 10032. .10115, 



11614. 
12495. 
12695. 
12889. 
13059. 
13239. 



.11865, 
.12605, 
.12799, 
.12978, 
.13166, 
.13346, 



13425. .13520, 
15123. .15167 



13426. .13518, 



Seq. ID OJ000125 
Strand 

End 25909 
Method TBLASTX: 
End 15167 
Score 337 
..7502, 7192. .7503, 
..8054, 8175. .8315, 
..8564, 8663. .8755, 
..8961, 8873. .8962, 
..9462, 9257. .9463, 
10120. .10143, 11531 
11615. .11863, 11967 
12506. .12607, 12506 
12695. .12748, 12696 
12890. .12988, 12891 
13061. .13156, 13232 
13240. .13347, 13425 
13630. .13677, 13631 



05. 0316. C4 



Maize 



7438. .7515, 
8214 . .8315, 
8667. .8756, 
9055. .9168, 
10012. .10116, 

. .11596, 

. .12407, 

. .12607, 

. .12770, 

. .12977, 

. .13345, 

. .13496, 

. .13768, 



50019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



lz Seq. No. 

LH Gene No. 

fij Start 

H Name 

*~ Start 

b ; gi 

Exons 



13 



48277 

102791 

24785 

OJ000125_05.0316.C4.o3.tc 

7233 

none 



Seq. ID OJ000125_05.0316.C4 



Strand 
End 

Method 

End 

Score 



25909 

TBLASTX: Cress 

11869 

167 



7233. .7499, 7252. .7527, 7619. .7705, 11617 .. 11868 , 11618.. 11869 



48277 

102791 

24785 

OJ000125_05.0316.C4 .ol.ts 

7269 

none 

7269. .7499, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C4 



8214. .8315, 
9065. .9169, 
11605. .11868 
11976. .12374 



12508. 
12697, 
13061. 



,12606 
,12801 
,13156 



7303.. 7497, 7619 
8460.. 8564, 8667 
9236.. 9358, 9240 
, 11627. .11869, 
, 12506. .12607, 
12693. .12782, 



13407. .13505, 
13427. .13534, 

48277 
102791 
24785 

OJ000125_05, 
7706 
none 

7706. .8053, 
8224. .8298, 
9063. .9095, 
9257. .9358, 
12506. .12607 
12900. .12932 
13228. .13272 
13288. .13347 
13640. .13738 



12890. 
13232. 
13423. 
13649. 



12988, 
13345, 
13518, 
13741 



25909 

TBLASTX: Soybean 
13741 
173 

..8053, 7643. .7981, 7710. .7985, 
..8756, 9055. .9168, 9057. .9167, 
..9422, 9253.-9435, 9256.-9372, 
11964. .12407, 11965. .12372, 
12507. .12605, 12507 .. 12608, 
12695. . 12802, 12695 .. 12781, 
12894. .12977, 13060 .. 13140, 
13233. .13346, 13237 .. 13347, 
13425. .13520, 13426 .. 13518, 



0316.C4.ol.tc 



Seq.. ID OJ000125_05.0316.C4 
Strand 

End 25909 
Method TBLASTX : Cress 
End 13738 
Score 206 
7710. .7985, 7712. .8089, 7857. .8054, 8214. .8315, 
8460. .8564, 8727. .8747, 8866. .8910, 8911. .8961, 
9070.. 9093, 9090.. 9167, 9091.. 9168, 9256.-9372, 
12054. .12398, 12055 .. 12399, 12235 .. 12399, 
, 12507. .12590, 12697 .. 12801, 12697 .. 12801, 
, 13057. .13098, 13096 .. 13143, 13113 13148, 
, 13239. .13268, 13241 .. 13270, 13268 .. 13345, 
, 13321. .13344, 13425 .. 13520, 13426 .. 13518, 



Seq. No. 48277 

Gene No. 102791 

Start 24785 

Name OJ000125_05 . 0316.C4 .o2.tw 

Start 7976 

GI none 
Exons 



Seq. ID OJ000125_05.0316.C4 
Strand 

End 25909 

Method TBLASTX : Wheat 

End 12778 

Score 82 



7976. .8053, 8214. .8315, 8214. .8315, 8460. .8543, 8460. .8540, 
12318. .12398, 12318 .. 12407 , 12319 .. 12399, 12502 .. 12606, 
12506. .12607, 12506 .. 12607 , 12507 .. 12608 , 12695 .. 12778, 
12697. .12777 



Seq. No. 48277 Seq. ID 

Gene No. 102791 Strand 

Start 24785 End 

Name OJ000125_05 . 0316 . C4 . ol . tw Method 

Start 8721 End 



OJ000125_05.0316.C4 
25909 

TBLASTX: Wheat 
15074 



50020 




GI none Score 77 

Exons 8721.. 8756, 8872.. 8961, 8873.-8962, 9055.. 9162, 9057.. 9167, 

9062. .9169, 9236.-9358, 9256. .9462, 9265 94 4 4 , .94 10 .. 94 63, 





12943. .12978, 12943. 


.12978, 


13054. .13143, 13059. .13178, 






13061. .13156, 13230. 


.13346, 


13233. .13346, 13234 .. 13347 , 






13390. .13518, 13425. 


.13520, 


13426. .13518, 13427 .. 13519, 






13649. .13768, 13650. 


.13769, 


13688. .13768, 1368 9 .. 13769, 






14 yzo . . 14 y d4 , i4yoi. 










Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4. 


06. tm 


Method 


TBLASTX: Maize 




Start 


20620 




End 


21165 




GI 


none 




Score 


45 




Exons 


zUozO . . ZU /JO, 2UooZ. 


. zllbo, 


20801. .20953 




Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


21369 




End 


21809 




GI 


none 




Score 


142 




Exons 


21369 21506, 21591. 


. 21809 








Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


21381 




End 


21773 




GI 


none 




Score 


107 




Exons 


Z\ Jol . . Z\ f l5 t Zl4o0. 


. Z1594 , 


21661. .21771 




Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


21456 




End 


21860 




GI 


none 




Score 


150 




Exons 


21456. .21581, 21594. 


.21860 








Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 : ' f * 




Name 


OJ000125 05. 0316. C4 . 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


24764 




End 


25444 




GI 


none 




Score 


72 




Exons 


24764. .25027, 24861. 


.25022, 


25055. .25444, 25140 .. 25250, 






25284. .25439 










Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




• End 


25909 




Name 


OJ000125 05. 0316. C4. 


o5 .gs 


Method 


GEN SCAN 




Start 


24785 


End 


25804 




GI 


none 




Score 


.58 




Exons 


24785. .25804 











50021 




Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No. 


102791 




Strand. 






Otait 


947ft S 




End 


25909 




Name 


OJ000125 05. 0316. C4 


. o5 . np 


Method 


AAT/NAP 




Start 


24788 




End 


25909 




GI 


6630685 




Score 


1209 




Exons 


24788. .25909 










GI Descrip. 


(AP000969) Similar 


to copia 


-type pol polyprotein. (AF10571 




[Oryza sativa] 










O rt rt> M /""n 

beq. ino . 


a q o n n 




Seq. ID 


OJ000125JD5.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


24806 - 




End 


25462 




GI 


none 




Score 


299 




Exons 


24806. .25462, 24807 


. .25454 








Seq. No. 


48277 




Seq. ID 


OJ000125_05.0316 


.C4 


Gene No . 


1 no i q i 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4 


,o4 . tc 


Method 


TBLASTX : Cress 




Start 


24806 




End 


25465 




GI 


none 




Score 


67 




Exons 


24806. .25018, 24900 


. .25019, 


25037. .25171, 25283 25453, 






25292. .25465 










Seq. No. 


a Q 0"7 7 
4oZ 1 f 




Seq. ID 


OJ000125__05.0316 


. C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4 


.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


25229 




End 


25645 




GI 


none 




Score 


83 




Exons 


25229. .25465, 25230 


. .25454, 


25493. .25645 




O rt rtr M rt\ 

oeq. wo. 


A Q 977 




Seq. ID 


OJ000125_05.0316 


/i A 

. C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4 


,o5.ts 


Method 


TBLASTX : Soybean 




Start 


25445 




End 


25673 




GI 


none 




Score 


70 




Exons 


25445. .25669, 25506 


. .25673 








Seq. No. 


A Q oi n 
4oZ / / 




Seq. ID 


OJ000125JD5.0316 


.C4 


Gene No. 


102791 




Strand 






Start 


24785 




End 


25909 




Name 


OJ000125 05. 0316. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


25577 




End 


25909 




GI 


none 




Score 


81 




Exons 


25577. .25909, 25580 


. .25744, 


25716. .25901 




Seq. No. 


48278 




Seq. ID 


OJ000125_05.0316 


.C5 


Gene No. 


102792 




Strand 


+ 




Start 


4175 




End 


4313 




Name 


OJ000125 05. 0316. C5 


. ol . gp 


Method 


AAT/GAP 




Start 


4175 




End 


4313 





50022 




GI uC-osrocyp002b09al 
Exons 4175.. 4313 

GI Descrip. • 4768980/gb | AAD29703 . 1 1 AF.14 
protein [Oryza sativa] 1 




Score 219 
490 1 1.0e-35 (AF140490) heat-shock 



Seq. No. 48278 Seq. ID OJ000125_05 . 0316 . C5 

Gene No. 102793 Strand 

Start 1 End 1269 

Name OJ000125_05 . 0316 . C5 . ol . np Method AAT/NAP 

Start 1 End 1269 

GI 7489803 Score 855 

Exons 1..1269 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5* end not determined 
experimentally [Zea mays] 



Seq. No. 


48278 










Seq. ID 


OJ000125_05.0316.C5 


Gene No. 


102793 










Strand 




Start 


1 










End 


1269 


Name 


OJ000125 


_05. 


0316. C5 


. ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


21 










End 


443 


GI 


none 










Score 


165 


Exons 


21. .110, 


132 


. .443, 


139. 


.432 






Seq. No. 


48278 










Seq. ID 


OJ000125_05.0316.C5 


Gene No . 


102793 










Strand 




Start 


1 










End 


1269 


Name 


OJ000125 


_05. 


0316. C5 


.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


27 










End 


425 


GI 


none 










Score 


70 


Exons 


27. .119, 


135 


. .425, 


204. 


.401 






Seq. No. 


48278 










Seq. ID 


OJ000125_05.0316.C5 


Gene No. 


102793 










Strand 




Start 


1 










End 


1269 


Name 


OJ000125 


_05. 


0316. C5 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


27 










End 


616 


GI 


none 










Score 


274 


Exons 


27. .134, 


116 


. .217, 


129. 


.464, 


130. .459, 


533. .616, 553. .585 



Seq. No. 48278 

Gene No. 102793 

Start 1 

Name OJ000125_05 . 0316 . C5 . ol . tw 

Start 285 

GI none 
Exons 



Seq. ID OJ000125_05.0316.C5 



Strand 
End 

Method 

End 

Score 



1269 

TBLASTX: Wheat 

847 

96 



285. .464, 286. .387, 300. .464, 421. .465, 482. .571, 611. .847 



Seq. No. 48278 

Gene No. 102794 

Start 3332 

Name OJ000125_05 . 0316 . C5 . o2 . ts 
Start . 3332 

GI none 

Exons 3332.. 3625 



Seq. ID OJ000125_05.0316.C5 
Strand 

End 3625 

Method TBLASTX : Soybean 

End 3625 

Score 179 



Seq. No. 48279 Seq. ID OJ000125_05 . 0316 . C6 

50023 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



102795 Strand 

1082 End 

OJ000125_05 . 0316 . C6 . ol . gs Method 

1082 End 

none Score 



+ 

3668 
GENSCAN 
3668 
.48 



1082. .1185, 1887. .2014, 2773. .2878, 2903. .2988, 3081. .3329, 
3565. .3668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48279 Seq. ID OJ000125_05 . 0316 . C6 

102796 Strand 

1 End 631 

OJ000125_05 . 0316 . C6 . ol . np Method AAT/NAP 

1 End 631 

6069646 Score 330 

1. .631 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48279 Seq. ID 

102797 Strand 

3080 End 
OJ000125_05 . 0316 . C6 . o2 . tm Method 

54 - - End 

none Score 

54. .206, 200. .439, 242. .439 



OJ000125_05.0316.C6 
4142 

TBLASTX: Maize 

439 

87 



Seq. No. 48279 Seq. ID 

Gene No. 102797 Strand 

Start 3080 End 

Name OJ000125_05 . 0316 . C6 . o2 . tw Method 

Start 180 End 

GI none Score 

Exons 180.. 311, 188.. 502 



OJ000125JD5. 0316. C6 
4142 

TBLASTX: Wheat 

502 

65 



Seq. No. 48279 
Gene No. 102797 
Start 3080 

Name OJ000125_05 . 0316 .C6 . ol . tm 

Start 3069 
GI none 

Exons 3069.. 3266, 3072.. 3254, 3074. 

3712. .3879, 3719. .3865, 3720. 
3725.. 3886, 3827. .3874, 3832. 
3886. .4101, 3888. .4082, 3888. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C6 



4142 

TBLASTX: Maize 
4101 
87 

3271, 3075.. 3266, 3083.. 3271, 
3881, 3721.. 3834, 3721.. 3885, 
3885, 3885.. 4082, 3885.. 4082, 
4082, 3895.. 4083 



Seq. No. 48279 

Gene No. 102797 

Start 3080 

Name OJ000125JD5 . 0316 .C6 . o2 . ts 

Start 3077 

GI none 

Exons 3077.. 3226, 



3081.. 3224, 3089. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3226 



OJ000125_05.0316.C6 
4142 

TBLASTX : Soybean 

3226 

159 



Seq. No. 



48279 



Seq. ID OJ000125_05.0316.C6 



50024 





Gene No. 


lUz /y / 




Start 


3080 




Name 


OJ000125 05 




Start 


3077 




GI 


none 




Exons 


3077. .3217, 




Seq. No. 


48279 




Gene No. 


102797 




otarc 


jUOU 




Name 


OJ000125 05 




Start 


3080 




GI 


6728990 




Exons 


3080. .3265, 




GI Descrip. 


(AC018363) 




Seq. No. 


48279 




Gene No. 


102797 




Start 


3080 




Name 


OJUUUlzo Uo 




Start 


3218 




GI 


none 




Exons 


3218. .3259, 






3844. .3885, 






3911. .4084 


w 


Seq. No. 


48279 


PIS 

; y 


Gene No. 


102797 




Start 


JUoU 


^ J 


Name 


OJ000125 05 


few. 


Start 


3737 




GI 


none 




Exons 


3737. .3877, 






3885. .4082, 


- — 

^ J 


Seq. No. 


48279 


^ - s 


Gene No. 


102797 




Start 


3080 




Name 


OJ000125 05 




Start 


3814 




GI 


none 




Exons 


3814. .3918, 



Strand 
End 

Method 

End 

Score 



4142 

TBLASTX: Cress 

3266 

78 



Seq. ID OJ000125_05.0316.C6 
Strand 

End 4142 

Method AAT/NAP 

End 4142 

Score 785 



Seq. ID OJ000125_05.0316.C6 
Strand 

End 4142 

Method TBLASTX : Cress 

End 4084 

Score 37 



Seq. ID OJ000125_05.0316.C6 
Strand 

End 4142 

Method TBLASTX : Soybean 

End 4101 

Score 173 



Seq. ID OJ000125_05.0316.C6 
Strand 

End 4142 

16.C6.ol.tw Method TBLASTX: Wheat 

End 4083 

Score 73 

3814. .3918, 3815. .3874, 3885. .4082, 3886. .4083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



48280 
102798 
1 

OJ000125_05.0316.C7 .ol.np 
1 

6728990 

1..283, 1143. .1259, 1351. .1407 

(AC018363) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 1407 

Method AAT/NAP 

End 1407 

Score 4 95 



48280 

102798 

1 

OJ000125_05.0316.C7.ol.gs 
7 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 1407 

Method GEN SCAN 

End 1404 



50025 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
7.. 283, 1143.. 1259, 1351.. 1404 



.97 



48280 

102799 

1938 

OJ000125_05.0316.C7 ,o2.gs 

1938 

none 

1938. .2092 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 2092 

Method GENSCAN 

End 2092 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

|H Exons 

fj Seq. No. 

Gene No. 

^ Start 

^ Name 

[Lj Start 

== GI 

fj Exons 



48280 

102800 

3261 

OJ000125_05 . 0316 . C7 . ol . tc 
2 

none 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 3519 

Method TBLASTX : Cress 

End 1395 

Score 265 



2. .286, 3. .284, 5. .286, 1143. .1262, 1168. .1257, 1348. .1380, 
1348. .1395 



48280 

102800 

3261 

OJ000125_05-0316.C7.ol.ts 
2 

none 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 3519 

Method TBLASTX : Soybean 

End 1410 

Score 219 



2. .286, 3. .266, 1143. .1262, 1145. .1258, 1168. .1260, 1351. .1410 



48280 

102800 

3261 

OJ000125_05 . 0316 . C7 . ol . tm 
2 

none 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 3519 
Method TBLASTX : Maize 
End 1472 
Score 211 

2. .172, 3. .191, 5. .286, 6. .266, 38. .286, 156. .284, 170. .286, 
170. .286, 1120. .1260, 1121. .1261, 1143. .1265, 1143. .1262, 
1143. .1262, 1168. .1257, 1318. .1395, 1334. .1411, 1350. .1412, 
1350. .1472 



p Seq. No. 

Gene No. 
" Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48280 

102800 

3261 

OJ000125_05.0316.C7 .ol.tw 

152 

none 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 3519 

Method TBLASTX : Wheat 

End 1418 

Score 168 



152. .286, 153. .284, 157. .285, 1143. .1262, 1168. .1260, 
1331. .1402, 1350. .1418, 1350. .1418 



48280 

102800 

3261 

OJ000125_05.0316.C7.ol.gp 

3261 

none 

3261. .3519 



Seq. ID OJ000125_05.0316.C7 
Strand 

End 3519 

Method AAT/GAP 

End 3519 

Score 482 



Seq. No. 



48281 



Seq. ID OJ000125_05.0316.C8 



50026 




Gene No. 


102801 








Strand 






Start 


114 








End 


2971 




Name 


OJ000125 05 


.0316 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


114 








End 


2971 




GI 


none 








Score 


.98 




Exons 


114. .1482, 


1707. 


.1817, 


2825. . 


2971 






Seq. No. 


48281 








Seq. ID 


OJ000125_05.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


769 








End 


1483 




GI 


none 








Score 


129 




Exons 


769. .813, 790. .1026, 841. .1011, 846. .1019, 851. .1027, 






1243. .1476, 


1244 


. .1480, 


1250. 


.1483 






Seq. No. 


48281 








Seq. ID 


OJ000125_05.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


808 








End 


2893 




GI 


none 








Score 


75 




Exons 


808. .909, 851. .913, 1327. .1464, 1707.. 


1820, 1714. .1818, 






2825. .2893 














Seq. No. 


48281 








Seq. ID 


OJ000125_05.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1384 








End 


2905 




GI 


none 








Score 


129 




Exons 


1384. .1458, 


1707 


. .1820, 


1714. 


.1818, 2813. .2899, 2825.. 2905 


Seq. No. 


48281 








Seq. ID 


OJ000125_05.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1707 








End 


2908 




GI 


none 








Score 


150 




Exons 


1707. .1820, 


1711 


. .1818, 


2825. 


.2902, 2825. .2908 




Seq. No. 


48281 








Seq. ID 


OJ000125JD5.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


3000 








End 


7403 




GI 


4102600 








Score 


311 




Exons 


3000. .3102, 


5834 


. .5944, 


6865. 


.7055, 7159.. 7403 




GI Descrip. 


(AF0134 67) ARF6 


[Arabidopsis 


thaliana] 






Seq. No. 


48281 








Seq. ID 


OJ000125_05.0316. 


C8 


Gene No. 


102802 








Strand 






Start 


3000 








End 


7403 




Name 


OJ000125 05 


.0316 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


4720 








End 


7320 




GI 


none 








Score 


.89 




Exons 


4720. .4799, 


5332 


. .5494, 


6286. 


.6400, 6865. .7055, 7159. .7320 



50027 



Seq. No. 48281 

Gene No. 102802 

Start 3000 

Name OJ000125_05 .0316 . C8 . ol . gp 

Start 5121 

GI 36294_1.R1084 

Exons 5121.. 5494, 5822.. 5944, 

GI Descrip. ' 4102600/gb | AAD01513 . 1 1 
thaliana] ' 



Seq. ID 
Strand 

End 7 4 03 

Method AAT/GAP 
End 7403 
Score 1713 
6865. .7055, 7159. .7403 
4.0e-42 (AF013467) ARF6 



OJ000125 05. 0316. C8 



[Arabidopsis 



Seq. No. 48281 
Gene No. 102802 
Start 3000 

Name OJ000125_05 . 0316 . C8 .ol . tm 

Start 5168 
GI none 

Exons 5168.. 5200, 5168.. 5200, 5262. 

5306. .5341, 5352. .5372, 5354. 
5852. .5950, 6860.. 7057, 6863. 
6910. .7074, 7156. .7401, 7157, 



Seq. ID OJ000125_05.0316.C8 
Strand 

End 7403 

Method TBLASTX : Maize 

End 7403 

Score 35 

.5294, 5263.. 5289, 5304 
.5371, 5469. .5495, 5848 



.7057, 6864, 
.7402, 7158, 



.7058, 6867. 
.7403 



5339, 
5943, 
7061, 



Seq. No. 48281 

Gene No. 102802 

'? Start 3000 

!f Name OJ000125_05 . 0316 . C8 . ol . ts 

Start 5861 

rLJ GI none 

fi Exons 5861.. 5950, 5874.. 5933, 5875. 

i7* 6867.. 7061, 7156.. 7176, 7168. 



Seq. ID OJ000125_05.0316.C8 
Strand 

End 7403 

Method TBLASTX : Soybean 

End 7341 

Score 88 

.5943, 6865. .7056, 6867. .7058, 
.7341 



Seq. No. 48281 

Gene No. 102802 

Start 3000 

Name OJ000125_05 . 0316 . C8 . ol . tc 

Start 5871 

GI none 

Exons 5871.. 5939, 5872.. 5943, 5873, 
6867.. 7061, 6910.. 7056 



OJ000125__05.0316.C8 
7403 

TBLASTX: Cress 

7061 

90 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5950, 5876.. 5950, 6863.. 7057, 



Seq. No. 48282 Seq. ID 

Gene No. 102803 Strand 

Start 3785 End 

Name OJ000125_05 .0316 . C9 . o2 . gs Method 

Start 3785 End 

GI none Score 

Exons 3785.. 4229, 4322.. 4738, 6315.. 6466 



OJ000125JD5.0316.C9 
+ 

6466 
GEN SCAN 
6466 
.5 



Seq. No. 48282 Seq. ID OJ000125_05 . 0316 . C9 

Gene No. 102804 Strand 

Start 1 End 4777 

Name OJ000125_05 . 0316 . C9 . ol . gp Method AAT/GAP 

Start 1 End 421 

GI 46523JL.R1084 Score 842 

Exons 1..421 

GI Descrip. ' 4104931/gb | AAD02219 . 1 1 2.0e-37 (AF042196) auxin response factor 
8 [Arabidopsis thaliana] ' 



50028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48282 

102804 

1 

OJ000125_05.0316.C9.ol.np 
1 

4102600 



Seq. ID OJ000125_05.0316.C9 
Strand 

End 4777 

Method AAT/NAP 

End 4777 

Score 1568 

2142, 222S..2389, 



1..658, 1259. .1415, 1628. .1703, 2020. 
2475. .2565, 3348. .3432, 3535. .3690, 3809. .3865, 3992. .4090, 
4206. .4315, 4732. .4777 
(AF013467) ARF6 [Arabidopsis thaliana] 



48282 

102804 

1 

OJ000125_05.0316.C9.ol.gs 
26 

none 



Seq. ID OJ000125_05.0316.C9 



Strand 
End 

Method 

End 

Score 



4777 
GENSCAN 
3657 
.88 



26. .658, 1268. .1415, 1628. .1703, 2020. .2157, 2225. .2308, 
2475.. 2565, 3348.. 3432, 3535.. 3657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No. 

U Gene No. 

Start 

=% Name 

1 Start 

^ GI 

* Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



48282 Seq. ID 

102804 Strand 

1 End 

OJ000125J35 . 0316 . C9 . o2 . gp Method 

417 End 

3761532 Score 



OJ000125J35.0316.C9 

4777 
AAT/GAP 
1688 . 
790 



417. .658, 1268. .1415, 1628. .1688 

4104931/gb|AAD02219.1| 2.0e-37 (AF042196) auxin response factor 
8 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125 05. 0316. C9 



4777 
AAT/GAP 
4771 
204 



48282 
102804 
1 

OJ000125_05.0316.C9.o3.gp 
4520 

uC-osflm202112h06bl 
4520. .4587, 4698. .4771 

' 1174745/sp|P46225|TPIC_SECCE 8.0e-16 TRIOSEPHOSPHATE ISOMERASE 

CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir S53761 

triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_1095494_prf 2109226B triosephosphate 

isomerase [Secale cereale] ' 



Seq. ID OJ000125_05.0316.C9 



48282 
102805 
7175 

OJ000125_05.0316.C9.o2.tm 
21 

none 

21. .239, 22. .243, 56. .658, 309. .659, 397. .663, 1265. .1387, 
1269. .1388, 1269. .1391, 1273. .1392 



Strand 
End 

Method 

End 

Score 



10736 

TBLASTX: Maize 

1392 

262 



48282 

102805 

7175 



Seq. ID 

Strand 

End 



OJ000125 05. 0316. C9 



10736 



50029 



Name 

Start 

GI 

Exons 



OJ000125J)5.0316.C9.ol.tc Method TBLASTX: Cress 

543 End 4317 

none Score 154 

543. .611, 1266. .1418, 1267. .1416, 1625. .1705, 1626. .1703, 
2018. .2143, 2019. .2144, 2019. .2144, 2023. .2145, 2224. .2406, 
2224. .2403, 2228.-2425, 2474. .2566, 2475.-2579, 2478. .2573, 
3343.. 3423, 3346.. 3432, 3347.. 3424, 3533.. 3700, 3535.. 3690, 
3812. .3877, 3813. .3869, 3992. .4093, 3993. .4091, 4191. .4316, 
4204. .4317 



Seq. No. 48282 
Gene No. 102805 
Start 7175 

Name OJ000125_05.0316.C9.o2. ts 

Start 1269 
GI none 

Exons 1269.. 1418, 1273.. 1416, 1322. 

2017. .2145, 2018.. 2143, 2019. 
2228. .2344 



Seq. ID OJ000125_05.0316.C9 
Strand 

End 10736 

Method TBLASTX : Soybean 

End 2344 

Score 157 

.1423, 1625. .1705, 1626. .1706, 
.2144, 2224. .2343, 2224.-2343, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48282 

102805 

7175 

OJ000125_05.0316.C9.o3.tm 

1625 

none 

1625.. 1705, 1626.. 1703, 2017. 
2026.. 2142, 2224.. 2409, 2225. 

48282 

102805 

7175 

OJ000125_05.0316.C9.ol.tm 

2501 

none 

2501.. 2566, 2502.. 2573, 3346. 
3533.. 3643, 3535.. 3690, 3807. 
3990.. 4058, 3992.. 4093, 3993. 

48282 

102805 

7175 

OJ000125_05.0316.C9.ol.ts 

3346 

4306688 

3346.. 3432, 3347.. 3433, 3356. 
3535.. 3690, 3809.. 3871, 3810. 



48282 

102805 

7175 

OJ000125_05.0316.C9.o3.ts 

4191 

none 

4191. .4316, 4204. .4317 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05. 0316. C9 



10736 

TBLASTX: Maize 
2409 
73 

2127, 2019. .2144, 2022. .2126, 
2389 



Seq. ID OJ000125_05.0316.C9 
Strand 

End 10736 
Method TBLASTX : Mai ze 
End 4317 
Score 87 

.3432, 3347.. 3433, 3533.. 3700, 
.3869, 3809. .3877, 3985. .4017, 
.4091, 4191. .4316, 4204. .4317 

Seq. ID OJ000125_05.0316.C9 
Strand 

End 10736 

Method TBLASTX : Soybean 

End 4075 

Score 88 

.3436, 3524. .3673, 3533.-3688, 
.3869, 3992.. 4075, 3993. .4073 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_05.0316.C9 
10736 

TBLASTX : Soybean 

4317 

149 



50030 



Seq. No. 48282 

Gene No. 102805 

Start 7175 . 

Name OJ000125_05 . 0316 . C9 . o3 . gs 

Start 7175 

GI none 
Exons 



Seq. ID OJ000125_05.0316.C9 
Strand 

End 10736 

Method GENS CAN 

End 10736 

Score .69 



7175. .7397, 9938. .10112, 10211 10332 , 10396 .. 10556, 
10680. .10736 



Seq. No. 48283 

Gene No. 102806 

Start 7091 

Name OJ000125_05 . 0316 . C10 . ol . gp 

Start 7091 

GI none 

Exons 7091.. 7546 



Seq. ID OJ000125_05. 0316. C10 
Strand 

End 10463 

Method AAT/GAP 

End 7546 

Score 861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000125_05. 0316. C10 
Strand 

10463 
AAT/NAP 
10463 
2435 



48283 
102806 
7091 

OJ000125_05.0316.C10.ol.np 
7432 
6598459 
7432. .10463 

(AC005312) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



48283 

102807 

10391 

OJ000125_05. 0316. C10. o2.gp 

10391 

none 

10391. .10851 



Seq. ID OJ000125_05. 0316. C10 
Strand 

End 10851 

Method AAT/GAP 

End 10851 

Score 876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



48283 
102808 
11121 

OJ000125__05. 0316. C10. o3.gp 
11121 

LIB3474-009-P1-K1-F11 
11121. .11253 

M455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000125_05. 0316. C10 
Strand 

End 11253 

Method AAT/GAP 

End 11253 

Score 221 



48283 

102809 

13126 

OJ000125J35. 0316. C10. o2.np 

13126 

226691 



Seq. ID OJ000125_05. 0316. C10 
Strand 

End 18128 

Method AAT/NAP 

End 18128 

Score 263 



13126. .13203, 13592. .13748, 14 901 .. 15132 , 18101. .18128 
RNA polymerase beta' -2 [Oryza sativa] 



48283 

102810 

22892 



Seq. ID OJ000125_05. 0316. C10 
Strand 

End 23609 



50031 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000125_05. 0316. CIO. o4.gp Method AAT/GAP 
22892 End 23609 

none Score 1Q24 

22892. .23075, 23168 .. 23365, 23460.. 23609 



48283 

102811 

24141 

OJ000125_05. 0316. C10. ol.tm 

7411 

none 



Seq. ID OJ000125_05. 0316. C10 
Strand 
End 

Method 
End 
Score 



24458 

TBLASTX: Maize 

7952 

614 



7411. .7947, 7415. .7948, 7432. .7950, 7437. .7949, 7443. .7952 



48283 

102811 

24141 

OJ000125_05. 0316. C10. ol.ts 

7561 

none 



Seq. ID OJ000125_05. 0316. C10 
Strand 
End 

Method 
End 
Score 



24458 

TBLASTX : Soybean 

8283 

168 



7561. .8004, 7628. .7960, 7996. .8283, 8008. .8229 



48283 

102811 

24141 

OJ000125_05. 0316. C10. ol.tw 

7579 

none 



Seq. ID OJ000125_05. 0316. C10 



Strand 
End 

Method 

End 

Score 



24458 

TBLASTX: Wheat 

8019 

219 



7579. .7623, 7642. .7977, 7649. .7897, 7969. .8019, 7978. .8019 



Seq. No. 48283 
Gene No. 102811 
Start 24141 

Name OJ000125_05 . 0316 . C10 . ol . tc 

Start 7645 
GI none 

Exons 7645.. 7971, 7646.. 7954, 

8602. .8883, 8611. .8871, 

8614. .8793, 8614. .8874, 

8614. .8871, 8614. .8868, 

8617. .8871, 8678. .8770, 

8749. .8856, 8834. .8869, 

8986. .9057, 8989. .9210, 

8992.. 9228, 9013.. 9210, 

9331.. 9933, 9331.. 9738, 

9391. .9942, 9392. .9703, 
9598.. 10017, 9610.. 10017 



Seq. ID OJ000125__05. 0316. C10 
Strand 

End 24458 
Method TBLASTX : Cress 
End 10080 
Score 124 
7996. .8322, 8557. .8682, 8566. .8805, 
8611. .8868, 8612. .8854, 8612. .8704, 
8614. .8868, 8614. .8868, 8614. .8811, 
8614. .8874, 8615. .8866, 8617. .8871, 
8683. .8862, 8686. .8862, 8687. .8770, 
8980. .9210, 8980. .9174, 8980. .9201, 
8992. .9222, 8992. .9201, 8992. .9228, 
9019. .9210, 9073. .9189, 9325. .9942, 
9340.. 10080, 9340.. 9726, 9371.. 9703, 
9530.. 9715, 9538.. 10005, 9539.. 9718, 
, 9658. .9834, 9769. .10020 



Seq. No. 48283 Seq. ID 

Gene No. 102811 Strand 

Start 24141 End 

Name OJ000125_05 . 0316 . C10 . o3 . tw Method 

Start 8029 End 

GI none Score 

Exons 8029.. 8295, 8084.. 8236 



OJ000125_05. 0316. C10 
24458 

TBLASTX: Wheat 

8295 

67 



Seq. No. 
Gene No. 



48283 
102811 



Seq. ID 
Strand 



OJ000125 05. 0316. C10 



50032 




Start 


24141 








End 24458 




Name 


OJ000125 05. 


0316. 


C10.o3. 


tm 


Method TBLASTX: 


Maize 


Start 


8074 








. End 8344 




GI 


none 








Score 63 




Exons 


8074. .8343, 


8079. 


.8270, 


8081. 


.8344 




Seq. No. 


48283 








Seq. ID OJ000125 


_05. 0316. C10 


Gene No. 


102811 








Strand 




Start 


24141 








End 24458 




Name 


OJ000125 05. 


0316. 


C10.o2. 


ts 


Method TBLASTX : 


Soybean 


Start 


8557 








End 10020 




GI 


none 








Score 85 




Exons 


8557. .8868, 


8567. 


.8704, 


8609. 


.8773, 8611. .8871, 


8614. .8868, 




8614 . . 8871, 


8614 . 


.8868, 


8614 . 


.8853, 8614 . . 8853, 


8614 . . 8868 , 




8614. .8937, 


8632. 


.8763, 


8680. 


.8868, 8959. .9138, 


8965. .9210, 




8980. .9201, 


8992. 


.9228, 


9019. 


.9231, 9019. .9174, 


9019. .9201, 




9049. .9168, 


9250. 


.9300, 


9325. 


.9705, 9331. .9438, 


9331. .9918, 




9340. .9654, 


9349. 


.9468, 


9388. 


.9798, 9463.. 9837, 


9544. .9702, 




.. 9607. .10014, 


9676 


. .9933, 


9703 


..9828, 9772. .9942 


, 9970. .1002 


Seq. No. 


48283 








Seq. ID OJ000125 


_05. 0316. C10 


Gene No. 


102811 








Strand 




Start 


24141 








End 24458 




Name 


OJ000125 05. 


0316. 


C10.o2. 


tw 


Method TBLASTX : 


Wheat 


Start 


8560 








End 9726 




GI 


none 








Score 58 




Exons 


8560. .8913, 


8588. 


.8656, 


9019. 


.9234, 9463.. 9726 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[1 Seq. No. 

?3 Gene No. 

*~ Start 
Name 
Start 
GI 

Exons 



48283 
102811 
24141 

OJ000125_05 . 031 6 . C10 . o2 . tm 
8608 



End 

Method 
End 

none Score 
8608. .8763, 8617. .8874, 8665. .8868, 8677. .8805, 8980 
9340. .9468, 9401. .9613, 9415. .9612, 9538. .9837, 9581 
9590. .9727, 9616. .9909, 9618. .9731, 9777. .9893, 9877 



Seq. ID OJ000125_05. 0316. C10 
Strand 

24458 

TBLASTX: Maize 
10020 
199 



,9231, 
9727, 
,10020 



48283 

102811 

24141 

OJ000125_05 . 031 6 . C10 . 06 . tm 

22935 

none 

22935. .23030, 22936 .. 23043, 
23473..23688, 23542 .. 23676, 
23680. .23784, 23782 23904 , 
23890. .24003, 23902 .. 24000, 
24212. .24274, 24238.. 24282 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22940 

23674 



OJ000125 05. 0316. C10 



24458 

TBLASTX: Maize 
24282 
70 

23044, 23148. .23279, 
23796, 23679. .23798, 



23787. .23906, 23788 .. 23892, 
23998. .24180, 23999 .. 24 172 , 



Seq. No. 48283 Seq. ID 

Gene No. 102811 Strand 

Start 24141 End 

Name OJ000125_05 . 0316 . C10 . o5 . gp Method 

Start 24141 End 

GI none Score 

Exons 24141. .24458 



OJ000125_05. 0316. C10 

24458 
AAT/GAP 
24458 
570 



50033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48283 Seq. ID 

102812 Strand 
25196 End 
OJ000125_05 . 0316 . CIO . o4 . tm Method 
25196 End 
none Score 
25196. .25285, 25197 .. 25304 , 
25404. .25538, 25405. .25545 

48283 

102813 Strand 
25875 End 
OJ000125_05. 0316. C10. o5.tm Method 
25875 End ■ 
none Score 
25875. .26117, 25900 .. 26142, 26265 26552, 26718.. 27047 



OJ000125_05. 0316. C10 
25545 

TBLASTX : Maize 
25545 
114 

25204 . .25302, 254 02 .. 25536, 



Seq. ID OJ000125_05. 0316. C10 



27047 

TBLASTX: Maize 

27047 

131 



Seq. No. 48283 Seq. ID 

Gene No. 102813 Strand 

Start 25875 End 

Name OJ000125_05 . 0316 . C10 . o3 . ts Method 

Start 25884 End 

GI none Score 

Exons 25884. .26132, 25899 .. 26132 , 

26235. .26444, 26730.. 26921 



OJ000125_05. 0316. C10 
27047 

TBLASTX : Soybean 
26921 
109 

25900. .26139, 26212 .. 26397 , 



Seq. No. 48284 
Gene No. 102814 
Start 11906 

Name OJ000125_05 . 0316.C13.o8 . gp 

Start 11856 
GI 20664_1.R1084 
Exons 11856. .11957, 

13516. .13535 

GI Descrip. ' 4662633/gb| AAD26905 . 1 1 AC007267_5 2.0e-10 (AC007267) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_ 
+ 

13670 
AAT/GAP 
13535 
851 



05.0316.C13 



12045. .12225, 13069 .. 13210, 13331 13400, 



Seq. No. 48284 

Gene No. 102814 

Start 11906 

Name OJ000125JD5 . 0316 . C13 . o3 . gs 

Start 11906 

GI none 
Exons 



Seq. ID OJ000125_05.0316.C13 

Strand + 

End 13670 

Method GENS CAN 

End 13670 

Score .95 



11906. .11957, 12045. .12225, 13069 .. 13210, 13331 .. 13400, 
13516. .13670 



Seq. No. 48284 Seq. ID OJ000125__05 . 0316 . C13 

Gene No. 102815 Strand + 

Start 16792 End 18134 

Name OJ000125_05 . 0316.C13. o2 . np Method AAT/NAP 

Start 16452 End 18100 

GI 7485903 Score 495 

Exons 16452. .16559, 16987 .. 1711 6, 17159.. 18100 

GI Descrip. hypothetical protein F20O9.70 - Arabidopsis thaliana 

gi|2842481|emb|CAA16878.1| (AL021749) extensin-like protein 
[Arabidopsis thaliana] gi | 7269692 | emb | CAB79640 . 1 1 (AL161572) 



50034 



extensin-like protein [Arabidopsis thaliana] 



Seq. No. 


48284 




Seq. ID 


OJ000125 


_05.0316 


.C13 


Gene No. 


102815 




Strand 


+ 






Start 


16792 




End 


18134 






Name 


OJ000125 05.0316.C13 


. o4 .gs 


Method 


GEN SCAN 






Start 


16792 




End 


18134 






GI 


none 




Score 


.99 






Exons 


16792. .16875, 16890. 


.18134 










Seq. No. 


48284 




Seq. ID 


OJ000125_ 


_05.0316 


.C13 


Gene No. 


102816 




Strand 


+ 






Start 


22677 




End 


27233 






Name 


OJ000125 05.0316.C13 


. 06 . gs 


Method 


GENSCAN 






Start 


22677 




End 


27233 - 






GI 


none 




Score 


.69 






Exons 


22677. .22836, 22965. 


.23040, 


23385.-23528, 23894 


. .25123, 





25219. .27139, 27204.. 27233 



Seq. No. 48284 Seq. ID 

Gene No. 102816 Strand 

Start 22677 End 

Name OJ000125_05 . 0316 . C13 . o4 . np Method 

Start 23862 End 

GI 6907089 Score 

Exons 23862. .25123, 25219.. 27150 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000125_05.0316.C13 
+ 

27233 
AAT/NAP 
27150 
4942 



Seq. No. 48284 Seq. ID 

Gene No. 102817 Strand 

Start 34009 End 

Name OJ000125_05 .0316. C13 . 06 . np Method 

Start 34009 End 

GI 5922623 Score 
Exons 34009. .34083, 34458.. 34582 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000125_05.0316.C13 
+ 

34582 
AAT/NAP 
34582 
128 



Seq. No. 48284 

Gene No. 102818 

Start 667 

Name OJ000125_05 .0316. C13 . ol . gp 

Start 667 

GI 1735_1.R1084 

Exons 667. .1191, 1875.. 2089, 2511 

GI Descrip. ' 2633727/emb | CAB13229 | l.Oe- 
subtilis] 1 



Seq. ID OJ000125__05.0316.C13 
Strand 

End 3981 

Method AAT/GAP 

End 2701 

Score 1729 
, .2701 

-23 (Z99111) ykrT [Bacillus 



Seq. No. 48284 

Gene No. 102818 

Start 667 

Name OJ000125_05 . 0316 . C13 . ol . gs 

Start 1017 

GI none 

Exons 1017.. 1191, 1875.. 2089, 2511. 
3510. .3834, 3905. .3981 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 3981 

Method GENSCAN 

End 3981 

Score .89 

.2712, 2792. .2966, 3115. .3424, 



50035 



Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No., 102818 Strand 

Start 667 End 3981 

Name OJ000125_05 . 0316.C13 .ol . np Method AAT/NAP 

Start 1020 End 3682 

GI 7475143 Score 403 

Exons 1020.. 1191, 1875.. 1930, 1973.. 2089, 2538.. 2712, 2792.. 2966, 

3118. .3424, 3510. .3682 

GI Descrip. hypothetical protein ykrT - Bacillus subtilis 

gi 12633727 | emb | CAB13229 . 1| (Z99111) ykrT [Bacillus subtilis] 

Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102818 Strand 

Start 667 End 3981 

Name OJ000125_05. 0316 . C13 . o2 . gp Method AAT/GAP 

Start 3243 End 3872 

GI 26361_1.R1084 Score 1050 

Exons 3243.. 3424, 3510.. 3872 

GI Descrip. 1 2633727/emb | CAB13229 | 7.0e-13 (Z99111) ykrT [Bacillus 
subtilis] ' 

Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102819 Strand 

Start 6905 End 10595 

Name OJ000125_05.0316.C13.o3.gp Method AAT/GAP 

Start 6793 End 7079 

GI 1735_1.R1084 Score 509 

Exons 6793.. 7079 

GI Descrip. ' 2633727/emb | CAB13229 | 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] • 

Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102819 Strand 

Start 6905 End 10595 

Name OJ000125_05 . 0316.C13 . o4 .gp Method AAT/GAP 

Start 6904 End 7733 

GI 1735_1.R1084 Score 730 

Exons 6904.. 7079, 7518.. 7733 

GI Descrip. 1 2 6337 27 /emb I CAB13229 | 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] ' 

Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102819 Strand 

Start 6905 End 10595 

Name OJ000125_05.0316.C13.o2.gs Method GENSCAN 

Start 6905 End 10595 

GI none Score .72 

Exons 6905. .7079, 7518. .7732, 8372. .8573, 8651. .8825, 8924. .9233, 
9331.. 9656, 10478.. 10595 



Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102819 Strand 

Start 6905 End 10595 

Name OJ000125_05 . 0316 . C13 . o5 . gp Method AAT/GAP 

Start 7543 End 8564 

GI 1735 1.R1084 Score 654 



50036 



Exons 


7543.-7732, 8372.. 8564 








GI Descrip. 


, 2633727/emb|CAB13229| l.Oe- 


23 (Z99111) 


ykrT [Bacillus 






subtilis] 1 








Seq. No. 


48284 


Seq. ID 


OJ000125_05.0316. 


C13 


Gene No . 


luZo 1 y 


C +- >- -1 r*i s4 

oirana 






Start 


6905 


End 


10595 




Name 


OJ000125 05.0316.C13.o6.gp 


Method 


AAT/GAP 




Start 


8617 


End 


9059 




GI 


none 


Score 


499 




Exons 


8617. .8825, 8924. .9059 








Seq. No. 


48284 


Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102819 


Strand 


- 




Start 


6905 


End 


10595 




Name 


UJUUUl^D VD . U jIO . . O / . gp 


Method 






Start 


9099 


End 


9659 




GI 


26361 1.R1084 


Score 


724 




Exons 


9099. .9233, 9331.. 9659 








GI Descrip. 


, 2633727/emb|CAB13229| 7.0e- 


13 (Z99111) 


ykrT [Bacillus 






subtilis] ' 








Seq. No. 


48284 


Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102820 


Strand 






Start 


18426 


End 


21828 




Name 


OJ000125 05.0316.C13.o9.gp 


Method 


AAT/GAP 




Start 


18426 


- End 


21828 




GI 


559 1.R1084 


Score 


3372 




Exons 


18426. .18755, 19066 . . 19533, 


19610. .19750, 19847. .20085, 





21215. .21828 

GI Descrip. 1 129232/sp | P25777 | ORYB_ORYSA 0.0e+00 ORYZAIN BETA CHAIN 

PRECURSOR >gi_67 645_pir KHRZOB oryzain (EC 3.4.22.-) beta 

precursor - rice >gi_218183_dbj_BAA14403_ (D90407) oryzain beta 
precursor [Oryza sativa] 1 



Seq. No. 48284 Seq. ID OJ000125_05 . 0316 . C13 

Gene No. 102820 Strand 

Start 18426 End 21828 

Name OJ000125_05. 0316.C13.o3.np Method AAT/NAP 

Start 18674 End 21701 

GI 129232 Score 2365 

Exons 18674. .18755, 19066 .. 19533, 19610 .. 19750, 19847 .. 20085 , 

21215. .21701 

GI Descrip. ORYZAIN BETA CHAIN PRECURSOR gi | 67 645 | pir | | KHRZOB oryzain 
3.4.22.-) beta precursor - rice gi | 218183 | dbj | BAA14403 . 1 1 
(D90407) oryzain beta precursor [Oryza sativa] 



(EC 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 Seq. ID 

102820 Strand 

18426 End 

OJ000125_05.0316.C13.o5.gs Method 

18690 End 

none Score 



OJ000125_05.0316.C13 

21828 
GENSCAN 
21701 
.78 



18690. .18755, 19066 .. 19533, 19610 .. 19750 , 19847 20061 , 
21215. .21701 



Seq. No. 



48284 



Seq. ID OJ000125 05.0316.C13 



50037 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102821 Strand 

27781 End 33931 

OJ000125_05 . 031 6 . C13 . o5 . np Method AAT/NAP 

27781 End 33931 

7228457 Score 9570 

27781. .29331, 29398 .. 30548 , 30671 .. 31504 , 31568 .. 33503, 

33565. .33931 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125_05, 

1013 

none 

1013. .1192, 
1869. .2090, 
2511. .2711, 



0316.C13.o2.tm 



2792. 
3268. 
6900. 
7518. 
8651. 
8976. 



.2968, 
.3468, 
.7079, 
.7739, 
.8827, 
.9236, 



9451. .9504, 



1016. 
1874. 
2512. 
2880. 
3510. 
6905. 
8372. 
8921. 
9092. 
9452. 



1141, 
2092, 
2715, 
2969, 
3611, 
7081, 
8572, 
8992, 
9238, 
9505 



1017. 
2024. 
2516. 
3116. 
3511. 
6906. 
8373. 
8924. 
9148. 



Seq. ID OJ000125 
Strand 

End 34582 
Method TBLASTX 
End 9505 
Score 154 
.1193, 1018. .1194, 
.2092, 2510. .2710, 
.2719, 2789. .2944, 
.3427, 3117. .3425, 
.3588, 3606.. 3683, 
.7082, 7510. .7734, 
.8576, 8377. .8580, 
.8992, 8925. .9236, 
.9255, 9331. .9408, 



05.0316.C13 



Maize 



1869. 
2511. 
2791. 
3167. 
3643. 
7517. 
8650. 
8926. 
9332. 



.2090, 
.2711, 
.2967, 
.3427, 
.3684, 
.7735, 
.8826, 
.9234, 
.9409, 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316. C13 . o7 . ts 

Start 1029 

GI none 

Exons 1029.. 1199, 1047.. 1193, 1048. 

6936.. 7082, 29950.. 30120 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1194, 



OJ000125 05.0316.C13 



34582 

TBLASTX: Soybean 
30120 
79 

6917. -.7087, 6935.. 7081, 



r " Seq. No. 
\2 Gene No. 
□ Start 
f l Name 
= " Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125J)5.0316.C13.o4.tc 

1035 

none 

1035.. 1193, 1051.. 1203, 1869. 
1874. .2086, 1878. .2087, 6923. 
7516.. 7728, 7517.. 7729, 7518. 

48284 

102822 

34159 

OJ000125_05.0316.C13.o2.ts 

1982 

none 

1982. .2092, 1983. .2090, 2482. 
2654. .2719, 2790. .2966, 2792. 
3129.. 3260, 7625.-7735, 7626. 
8376.. 8579, 8651.. 8830, 8653. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05.0316.C13 



34582 

TBLASTX: Cress 
7730 
107 

.2084, 1870. .2085, 1870. .2085, 
.7081, 6939. .7091, 6945. .7082, 
.7727, 7521. .7730 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Soybean 

End 9074 

Score 81 

.2715, 2511. .2714, 2515. .2718, 
.2971, 2794.. 2967, 3119.. 3265, 
.7739, 8343. .8576, 8372. .8575, 
.8826, 8928. .9074, 8938. .9069 



50038 



\1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 
102822 
34159 

OJ000125_05.0316.C13.o2.tc 
3212 



OJ000125 05.0316.C13 



none 
3212. 
9021. 
9451. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3427, 3213. .3452, 3510. .3599, 3511. .3588, 3609 
9236, 9022.. 9234, 9057.. 9236, 9331.. 9408, 9332 
9501, 9452. .9496 



34582 

TBLASTX: Cress 

9501 

203 



3680, 
,9409, 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125JD5 . 0316 . C13 . o4 . ts 

Start 3266 

GI none 
Exons 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Soybean 

End 9501 

Score 131 



3266.-3427, 3267. .3425, 3269.-3427, 3510. .3680, 3511. .3678, 
9075. .9236, 9076. .9234, 9078. .9236, 9331. .9501, 9332. .9499 



48284 
102822 
34159 
OJ000125 
12040 
none 
12040 
13067 
13512 



05.0316.C13.o3.tm 



12225, 12041. .12226, 
13222, 13324. .13404, 
13670, 13514. .13684, 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316 . C13 . o5 . tc 

Start 16976 

GI - none 

Exons 16976. .17080, 16983 .. 17093, 
17177. .17296 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13061. .13210, 
13330. .13401, 



OJ000125 05.0316.C13 



34582 

TBLASTX: Maize 
13696 
220 

13065. .13211, 
13356. .13490, 



13517. .13696 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_05.0316.C13 
34582 

TBLASTX: Cress 

17297 

112 



17118. .17168, 17169. .17297, 



Seq. No. 48284 Seq. ID 

Gene No. 102822 Strand 

Start 34159 End 

Name OJ000125_05 . 0316 . C13 . 08 . tm Method 

Start 17223 End 

GI none Score 

Exons 17223. .17399, 17228.. 17404 



OJ000125_05.0316.C13 
34582 

TBLASTX: Maize 

17404 

269 



Seq. No. 48284 Seq. ID 

Gene No. 102822 Strand 

Start 34159 End 

Name OJ000125_05 . 031 6 . C13 . o3 . t s Method 

Start 17237 End 

GI none Score 

Exons 17237. .17302, 17238 .. 17303, 17316 .. 17 603 , 17321 

17618. .17902, 17619. .17891, 17901. .17999 



OJ000125 05.0316.C13 



34582 

TBLASTX : Soybean 
17999 
81 

17383, 



Seq. No. 



48284 



Seq. ID OJ000125_05.0316.C13 



50039 




Gene No. 


102822 




Strand 




Start 


34159 




End 


34582 


Name 


OJ000125 05,0316. C13. 


olO. tw 


Method 


TBLASTX: Wheat 


Start 


17286 




End 


17714 


GI 


none 




Score 


60 


Exons 


17286. .17393, 17441.. 


17713, 


17445. .17714, 17502. . 17624 


Seq. No. 


48284 




Seq. ID 


OJ000125_05.0316 


Gene No. 


102822 




Strand 




Start 


34159 




End 


34582 


Name 


OJ000125 05.0316.C13. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


17483 




End 


18008 


GI 


none 




Score 


348 


Exons 


17483. .17833, 17484.. 


17834, 


17 658. .1784 0, 17 901. .18008, 



17901. .18005 



s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125_05.0316.C13.o3.tc 

17528 

none 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Cress 

End 17897 

Score 88 



17528. .17611, 17535. .17609, 17 618 .. 17833, 17622 .. 17834 , 
17637. .17813, 17847. .17897 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125J35 . 0316 . C13 . 

Start 18633 

GI none 

Exons 18633. .18695, 18679.. 

19071. .19262, 19315., 
19610. ..19750, 19847.. 
21196. .21255, 21213.. 
21321. .21413, 21331., 
21519. .21542, 21522.. 



ol.tm 



18756, 
19533, 
20086, 
21287, 
21399, 
21572, 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Mai ze 

End 21651 

Score 39 
18680. .18757, 19069 .. 19254 , 
19316. .19534, 19610 .. 19750, 
19848. .20087, 1984 8 .. 20087 , 
21282. .21329, 21298 21315, 
21414. .21497, 21436 .. 21519, 
21564. .21629, 21583.. 21651 



W Seq. No. 
[1 Gene No. 
Q Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125_05.0316.C13.o9.tw 

18705 

none 



Seq. ID OJ000125_05.0316.C13 
Strand 
End 

Method 
End 
Score 



34582 

TBLASTX: Wheat 

19232 

94 



18705. .18755, 19054 .. 19227, 19065.. 19232 



Seq. No. 48284 
Gene No. 102822 
Start 34159 

Name OJ000125_05 . 0316.C13 .ol .tc 

Start 19068 
GI none 

Exons 19068. .19235, 19072 .. 19245, 

19316. .19534, 19599 .. 19748, 
19610. .19750, 19844. .19972, 
19856. .19969, 19976 .. 20086, 
21327. .21410, 21340. .21393, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 05.0316.C13 



34582 

TBLASTX: Cress 
21644 
51 

19307. .19471, 19315. .19533, 
19608. .19748, 19610 .. 19750, 
19848. .19997, 19848 .. 19955 , 
19980. .20087, 21213 .. 21323, 
21429. .21578, 21436 .. 214 95 , 



50040 



21597. .21644, 21598. .21639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125_05.0316.C13.ol.ts 
19072 
none 
19072. 
19316. 
19610. 
19847. 
21211. 
21423. 



,19251, 19074. 

,19381, 19381. 

.19750, 19626. 

,19975, 19848. 

,21252, 21213. 

,21497, 21436. 



.19169, 
.19539, 
.19748, 
.20015, 
.21323, 
.21498, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_05.0316.C13 
34582 

TBLASTX : Soybean 

21644 

52 



48284 
102822 
34159 

OJ000125_05.0316.C13.o6.tw 
19393 
none 

19393. .19455, 19393 .. 19491, 19465 .. 19545, 1 9637 19735 , 
19856. .19969, 19985 20083, 21222 .. 212 90, 2 1351 .. 214 10, 
21423. .21494 



19148. .19252, 19315 19380, 

19384. .19527, 19406 .. 19555, 

19645. .19749, 1984 4 .. 19975, 

19979. .20086, 19980 .. 20087 , 

21321. .21410, 21328. .21396, 
21600. .21644 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Wheat 

End 21494 

Score 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48284 

102822 

34159 

OJ000125_05 . 0316 . C13 . olO . tm 

27778 

none 

27778. .27921, 27782. .27916 

48284 

102822 

34159 

OJ000125_05.0316.C13.o8.tw 

27790 

none 

27790. .27915, 27794 27916, 
28109. .28366, 28109.. 28369 



48284 

102822 

34159 

OJ000125_05.0316.C13.o4.tw 

28373 

none 

28373.-28672, 28393 .. 28773, 

48284 

102822 

34159 

OJ000125_05.0316.C13.o6.tm 

28588 

none 

28588. .28911, 28601.. 28882 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Maize 

End 27921 

Score 129 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Wheat 

End 28369 

Score 75 
27976. .28344, 28108 .. 28368, 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Wheat 

End 28774 

Score 171 
28432.-28773, 28718. .28774 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

Method TBLASTX : Mai ze 

End 28911 

Score 214 



50041 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316 . C13 . oil . tw 

Start 29104 

GI none 

Exons 29104. .29373, 29240.. 29416 



Seq. ID OJ000125 05.0316.C13 



Strand 
End 

Method 

End 

Score 



34582 

TBLASTX: Wheat 

29416 

64 



Seq. No. 48284 Seq. ID 

Gene No. 102822 Strand 

Start 34159 End 

Name OJ000125_05 . 0316 . C13 . 06 . ts Method 

Start 29164 End 

GI 5666795 Score 

Exons 29164. .29370, 29419 .. 29556, 29632.. 29730 
GI Descrip. 4206306 2-0e-10 (AF049110) prpol [Zea mays] 



OJ000125 05.0316.C13 



34582 

TBLASTX : Soybean 
29730 
68 



Seq. No. 48284 Seq. ID 

Gene No. 102822 Strand 

Start 34159 End 

Name OJ000125_05. 0316 . C13 . o5 . tw Method 

Start 29419 End 

GI none Score 

Exons 29419. .29568, 29420 .. 29557, 29602 29853, 29603 .. 29788 , 
29623. .29877 



OJ000125_05.0316.C13 
34582 

TBLASTX: Wheat 
29877 
78 



Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316.C13 . o5 

Start 30378 

GI none 

Exons 30378. .30419, 30477.. 30 

Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316 . C13 . o2 

Start 30507 

GI none 

Exons 30507. .30713, 30514.. 30 

Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 031 6 . C13 . o7 

Start 30600 

GI none 

Exons 30600. .30710, 30698.. 30 

Seq. No. 48284 

Gene No. 102822 

Start 34159 

Name OJ000125_05 . 0316 . C13 . o5 

Start 31010 

GI none 



Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

.ts Method TBLASTX : Soybean 

End 30847 

Score 80 
707, 30704. .30847, 30705. .30830 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

.tw Method TBLASTX: Wheat 

End 30926 

Score 117 
687, 30695. .30925, 30696.. 30926 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

.tm Method TBLASTX: Maize 

End 30983 

Score 198 
982, 30699.. 30983 

Seq. ID OJ000125_05.0316.C13 
Strand 

End 34582 

.tm Method TBLASTX: Maize 

End 31366 

Score 124 



50042 




Exons 


. 31010. .31315, 31010. 


.31366, 


31020. .31331 




Seq. No. 


48284 




Seq, ID 


OJ000125_05.0316. 


C13 


Gene No. 


-t rt rt rt rt rt 

102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


31034 




End 


31497 




GI 


none 




Score 


227 




Exons 


31034. .31495, 31040. 


.31495, 


31041. .31496, 31054. .31497 




Seq. No. 


•48284 




Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


** i *i rt rt rt rt rt 

l - -102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


. 08 . ts 


Method 


TBLASTX: Soybean 




Start 


31091 




End 


31456 




GI 


none 




Score 


113 




Exons 


31091. .31225, 31232. 


.31456 








Seq. No. 


48284 




Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


31661 




End 


32147 




GI 


none 




Score 


173 




Exons 


31661. .32146, 31692. 


.31952, 


31974. .32147 




Seq. No. 


48284 




Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


32885 




End 


33437 




GI 


none 




Score 


86 




Exons 


32885. .33142, 32964. 


.33158, 


33125. .33223, 33126 .. 33218 , 






33230. .33277, 33402. 


.33437 








Seq. No. 


48284 




Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


32987 




End 


33272 




GI 


none 




Score 


9.2 




Exons 


32987. .33235, 32988. 


.33272 








Seq. No. 


48284 




Seq. ID 


OJ000125_05.0316. 


C13 


Gene No. 


102822 




Strand 






Start 


34159 




End 


34582 




Name 


OJ000125 05.0316.C13 


. o7 . np 


Method 


AAT/NAP 




Start 


34159 




End 


34582 




GI 


5042454 




Score 


202 




Exons 


34159. .34212, 34437. 


.34582 








GI Descrip. 


(AC007789) putative ] 


polyprotein [Oryza 


sativa] 




Seq. No. 


48285 




Seq. ID 


OJ000125_05.0316. 


C14 


Gene No. 


102823 




Strand 


+ 




Start 


328 




End 


1009 




Name 


OJ000125 05.0316.C14 


.ol.gs 


Method 


GEN SCAN 




Start 


328 




End 


1009 





50043 



GI 


none 




Score 


.62 


Exons 


328. .496, 823. .1009 








Seq. No. 


48285 




Seq. ID 


OJ000125 


Gene No. 


102824 




Strand 


+ 


Start 


2453 




End 


2605 


Name 


OJ000125 05.0316.C14.o2 


. gs 


Method 


GEN SCAN 


Start 


2453 




End 


2599 


GI 


none 




Score 


.44 


Exons 


2453. .2599 








Seq. No. 


48285 




Seq. ID 


OJ000125 


Gene No. 


102824 




Strand 


+ 


Start . 


2453 




End 


o r\ c 


Name 


OJ000125 05.0316.C14.o2 


.np 


Method 


AAT/NAP 


Start 


2453 




End 


2605 


GI 


7106513 




Score 


271 


Exons 


2453. .2605 








GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48285 




Seq. ID 


OJ000125 


Gene No. 


102825 




Strand 




Start 


1 




End 


643 


Name 


OJ000125 05.0316.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


643 


GI 


7106512 




Score 


138 



Exons 1..31, 432. .510, 584. .643 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


48285 






Seq. ID 


OJ000125 


Gene No. 


102826 






Strand 




Start 


1667 






End 


3188 


Name 


OJ000125 05 


.0316.C14.o3 


.np 


Method 


AAT/NAP 


Start 


. 1667 






End 


3188 


GI 


7248395 






Score 


415 


Exons 


1667. .1763, 


2779. .3188 








GI Descrip. 


: (AP001389) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48286 






Seq. ID 


OJ000125 


Gene No. 


102827 






Strand 




Start 


1 






End 


801 


Name 


OJ000125 05 


.0316.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


801 


GI 


7106512 






Score 


1023 


Exons 


1. .801 











GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 48286 Seq. ID 

Gene No. 102827 Strand 

Start 1 End 

Name OJ000125_05 . 0316 . C15 . ol . gs Method 

Start 273 End 

GI none Score 

Exons 273.. 689 



OJ000125_05.0316.C15 
801 

GENSCAN 

689 

.94 



50044 



Seq. No. 48287 Seq. ID 

Gene No. 102828 Strand 

Start 4 9 End 

Name OJ9 91 122_1 6 . 04 1 9 . C3 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 4 9.. 324 



OJ991122_16.0419.C3 
+ 

324 

GENSCAN 

324 

.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48288 
102829 
600 

OJ991122 
600 

7248394 
600. .1248, 
(AP001389) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1292. .1657 

ESTs C97394 (C60113) ,AU075824 (R0165 ) , D38985 (R0165 ) 



16.0419.C4.ol.np 



OJ991122_16.0419.C4 
+ 

1657 
AAT/NAP 
1657 
1601 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 48288 Seq. ID 

tl Gene No. 102829 Strand 

Start 600 End 

It Name OJ991122_16. 0419.C4 .ol . ts Method 

Start 699 - End 

^ GI none Score 

C3 Exons 699.. 1061, 767.. 1045 



OJ991122_16.0419.C4 
+ 

1657 

TBLASTX : Soybean 

1061 

197 



Seq. No. 48289 Seq. ID 

Gene No. 102830 Strand 

Start 341 End 

Name OJ991 122_1 6 . 04 1 9 . C5 . ol . gs Method 

Start 341 End 

GI none Score 

Exons 341.. 612 



OJ991122_16.0419.C5 
+ 

612 

GENSCAN 

612 

.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48290 Seq. ID 

102831 Strand 

1 End 

OJ991122_16.0419.C7.ol.np Method 

1 End 

7248399 Score 
1..423 

(AP001389) Similar to Arabidopsis thaliana Skpl homolog 

(AF059295) [Oryza sativa] 



OJ991122_16.0419.C7 
+ 

426 

AAT/NAP 
423 
712 



48290 Seq. ID 

102831 Strand 

1 End 

OJ991122_16 . 04 1 9 . C7 . ol . tm Method 

3 End 

none Score 



OJ991122_16.0419.C7 
+ 

426 

TBLASTX: Maize 

423 

56 



3. .68, 4. .69, 75. .140, 76. .195, 154. .423, 246. .422 



48290 
102831 



Seq. ID OJ991122JL6.0419.C7 
Strand + 



50045 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991122_16 . 04 19 . C7 . ol . tc 

.4 

none 



End 

Method 

End 

Score 



426 

TBLASTX: Cress 

423 

55 



4. .69, 75. .140, 76. .156, 142. .423, 309. .422 



48290 

102831 

1 

OJ991122_16.0419.C7.ol.ts 
7 

none 



Seq. ID OJ991122_16.0419.C7 

Strand + 

End 426 

Method TBLASTX : Soybean 

End 423 

Score 39 



7. .69, 73. .150, 75. .140, 175. .423, 282. .422 



48290 Seq. ID 

102831 Strand 

1 End 

O J991 122_1 6.0419.C7.ol.gs Method 

19 End 

none Score 
19. .426 



OJ991122_16.0419.C7 
+ 

426 

GENSCAN 

426 

.94 



Seq. No. 
12 Gene No. 
q Start 
fr§ Name 
sic Start 

Ctl Exons 



48291 

102832 

50 

OJ991122 
50 

none 
50. .222 



16.0419.C9.ol.gs 



Seq. ID OJ991122_16.0419.C9 

Strand + 

End 222 

Method GENSCAN 

End 222 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48292 Seq. ID OJ991122_16 . 04 19 . C13 

102833 Strand 

1 End 711 

OJ991122_16.0419.C13.ol.np Method AAT/NAP 

1 End 711 

7248390 Score 197 

1..176, 654. .711 

(AP001389) ESTs AU033035 (S1515 ) , D39871 (S1515 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F22D22 genomic sequence; putative glucan 
synthase (AC006223) [Oryza sativa] 



48292 

102833 

1 

OJ991122_16.0419.C13.ol.tw 
1 

none 



Seq. ID OJ991122_16.0419.C13 



Strand 
End 

Method 

End 

Score 



711 

TBLASTX: Wheat 

326 

114 



1..141, 2. .142, 3. .167, 72. .152, 235. .285, 240. .326, 244. .288 



48293 Seq. ID 

102834 Strand 

1 End 
OJ991122_16.0419.C15.ol.np Method 

1 End 

7248395 Score 
1. .846 



OJ991122_16.0419.C15 
846 

AAT/NAP 

846 

1348 



50046 



GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



Seq. No. 48293 

Gene No. 102834 

Start 1 

Name OJ991122_16. 0419.C15.ol.gs 

Start 77 

GI none 

Exons 77.. 188, 194.. 760 



Seq. ID OJ991122_16. 0419. CIS 
Strand 

End 846 

Method GENSCAN 

End 7 60 

Score . 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48294 
102835 
1 

OJ991122_16.0419.C16.ol.np 
1 

7248390 



Seq. ID OJ991122_16.0419.C16 
Strand 

910 

AAT/NAP 
910 
681 



End 

Method 
End 
Score 

1..162, 306. .426, 539. .699, 792. .910 

(AP001389) ESTs AU033035 (S1515 ) , D39871 {S1515 ) correspond to a 
region of the predicted gene. -Similar to Arabidopsis thaliana 
chromosome II BAC F22D22 genomic sequence; putative glucan 
synthase (AC006223) [Oryza sativa] 



Seq. No. 


48294 




Seq. ID 


OJ991122_16.0419.C16 


Gene No. 


102835 




Strand 




Start 


1 




End 


910 


Name 


OJ991122 16.0419.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


49 




End 


867 


GI 


62196 1.R1084 




Score 


757 


Exons 


49. .162, 306. .426, 539. 


.699, 


792. .867 




GI Descrip. 


'4588012/gb|AAD25952.1|AF085717 1 3.0e- 


■33 (AF085717) putati^ 




callose synthase catalytic subunit [Gossypium hirsutum] ■ 


Seq. No. 


48294 




Seq. ID 


OJ991122_16.0419.C16 


Gene No. 


102835 




Strand 




Start 


1 




End 


910 


Name 


OJ991122 16.0419.C16.ol 


.gs 


Method 


GENSCAN 


Start 


65 




End 


699 


GI 


none 




Score 


.9 


Exons 


65. .162, 306. .426, 539. 


.699 






Seq. No. 


48294 




Seq. ID 


OJ991122_16.0419.C16 


Gene No. 


102835 




Strand 




Start 


1 




End 


910 - . 


Name 


OJ991122 16.0419.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


333 




End 


840 


GI 


none 




Score 


119 


Exons 


333.. 425, 334. .426, 335 


. .430, 


517. . 675, 


533. .742, 539. .676, 




678. .701, 789. .839, 792 


. .839, 


793. .840 




Seq. No. 


48294 




Seq. ID 


OJ991122_16.0419.C16 


Gene No. 


102835 




Strand 




Start 


1 




End 


910 


Name 


OJ991122 16.0419.C16.ol 


-ts 


Method 


TBLASTX: Soybean 


Start 


375 




End 


824 


GI 


none 




Score 


45 


Exons 


375. .425, 376. .426, 517 


. .696, 


539. .727, 


789. .824 



50047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48295 Seq. ID OJ991122_16 . 04 19 . C21 

102836 Strand 

1 End 939 

OJ991122_16 . 04 19 . C2 1 . ol . np Method AAT/NAP 

1 End 939 

4588012 Score 144 

1..107, 209. .305, 912. .939 

(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48296 
102837 
1 

OJ991122_16.0419.C23.ol.np 
1 

7248390 
1..28, 86. .165, 787. .809 

(AP001389) ESTs AU033035 (S1515 ) , D3987 1 (S1515 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F22D22 genomic sequence; putative glucan 
synthase (AC006223) [Oryza sativa] 



Seq. ID OJ991122_16.0419.C23 

Strand + 

End 809 

Method AAT/NAP 

End 809 

Score 93 



Seq. No. 


48296 




Seq. ID 


OJ991122 


Gene No. 


102838 




Strand 


- 


Start 


42 




End 


151 


Name 1 • 


OJ991122 16.0419.C23.ol 


.gs 


Method 


GENSCAN 


Start 


42 




End 


151 


GI 


none 




Score 


.44 


Exons 


42. .151 








Seq. No. 


48297 




Seq. ID 


OJ991122 


Gene No. 


102839 




Strand 


' + 


Start 


550 




End 


773 


Name 


OJ991122 16.0419.C26.ol 


.np 


Method 


AAT/NAP 


Start 


550 




End 


773 


GI 


7248395 




Score 


377 


Exons 


550. .773 








GI Descrip. ~ 


(AP001389) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48297 




Seq. ID 


OJ991122 


Gene No. 


102840 




Strand 




Start 


101 




End 


702 


Name 


OJ991122 16.0419.C26.ol 


.gs 


Method 


GENSCAN 


Start 


101 




End 


702 


GI 


none 




Score 


.5 


Exons 


101. .198, 576. .702 








Seq. No. 


48298 




Seq. ID 


OJ991122 


Gene No. 


102841 




Strand 


+ 


Start 


1 




End 


1457 


Name 


OJ991122 16.0419.C27.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1457 


GI 


4539658 




Score 


199 



Exons ' 1..56, 99. .279, 1406. .1457 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



50048 




Seq. No. 


48298 


Seq. ID 


OJ991122 


_16.0419 


.C27 


Gene No. 


102841 


Strand 


+ 






Start 


1 


End 


1457 






Name 


OJ991122 16.0419.C27.ol.gs 


Method 


GENSCAN 






Start 


146 


End 


1348 






GI 


none 


Score 


.91 






Exons 


146. .148, 614. .688, 1013. .1348 








Seq. No. 


48298 


Seq. ID 


OJ991122 


JL6.0419 


.C27 


Gene No. 


102841 


Strand 


+ 






Start 


1 


End 


1457 






Name 


OJ991122 16.0419.C27.ol.gp 


Method 


AAT / GAP 






Start 


292 


End 


534 






GI 


LIB3475-004-P1-K2-A5 


Score 


398 






Exons 


292. .534 










GI Descrip. 


' 5777612/emb | AJ24 5900 . 1 1 OSA245900 1 . Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome f 






Seq. No. 


48298 


Seq. ID 


OJ991122 


_16.0419 


-C27 


Gene No. 


102841 


Strand 


+ 






Start 


1 


End 


1457 






Name 


OJ991122 16.0419.C27.ol.tm 


Method 


TBLASTX : ] 


Maize 




Start 


321 


End 


559 






GI 


none 


Score 


99 






Exons 


321. .437, 322. .438, 335. .439, 


439. .555 


, 441. .554, 442. .1 


558, 




443. .559 










Seq. No. 


48298 


Seq. ID 


OJ991122 


JL6.0419 


.C27 


Gene No. 


102841 


Strand 


+ 






Start 


1 


End 


1457 






Name 


OJ991122 16.0419.C27.o3.np 


Method 


AAT /NAP 






Start 


594 


End 


1457 






GI 


7248395 


Score 


1409 






Exons 


594. .1351, 1386. .1457 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48299 


Seq. ID 


OJ991122 


_16.0419 


.C28 


Gene No. 


102842 


Strand 


+ 






Start 


1 


End 


1190 






Name 


OJ991122 16.0419.C28.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


1190 






GI 


7248395 


Score 


1627 






Exons 


1..281, 479. .1190 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48300 


Seq. ID 


OJ991122 


_16.0419 


.C31 


Gene No. 


102843 


Strand 


+ 






Start 


337 


End 


456 






Name 


OJ991122 16.0419.C31.ol.gs 


Method 


GENSCAN 






Start 


337 


End 


456 






GI 


none 


Score 


.5 






Exons 


337. .456 










Seq. No. 


48300 


Seq. ID 


OJ991122 


_16.0419 


-C31 


Gene No. 


102844 


Strand 








Start 


1525 


End 


1674 






Name 


OJ991122 16.0419.C31.ol.np 


Method 


AAT /NAP 







50049 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1525 End 1674 

7340920 Score 124 

1525. .1674 

(AP001550) hypothetical protein [Oryza sativa] 



48301 

102845 

895 

OJ991122_16.0419.C32.ol.gs 

895 

none 

895. .900 



Seq. ID OJ991122_16.0419.C32 

Strand + 

End 900 

Method GENS CAN 

End 900 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48302 
102846 
1 

OJ991122_16.0419.C34.ol.np 
1 

7248390 



Seq. ID OJ991122_16.0419.C34 
Strand 

1342 
AAT/NAP 
1342 
568 



End 

Method 
End 
Score 

1..129, 261. .341, 434. .549, 1254. .1342 

(AP001389) ESTs AU033035 ( S1515 ) , D39871 (S1515 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F22D22 genomic sequence; putative glucan 
synthase (AC006223) [Oryza sativa] 



48302 

102846 

1 

OJ991122_16 . 04 19 . C34 . ol . tm 
1 

none 



Seq. ID OJ991122_16.0419.C34 
Strand 

End 1342 

Method TBLASTX: Maize 

End 550 

Score 99 



1..132, 12. .131, 248. .343, 270. .344, 270. .344, 434. .550, 
434. .544, 436. .549 



48302 

102846 

1 

OJ991122_16.0419.C34.ol.ts 
12 

none 



Seq. ID OJ991122_16.0419.C34 
Strand 

End 1342 

Method TBLASTX : Soybean 

End 1341 

Score 122 



12. .131, 16. .129, 269. .343, 270. .344, 275. .346, 282. .344, 

434. .550, 436. .549, 441. .551, 442. .552, 1252. .1341, 1252. .1317, 

1254.. 1340 



Seq. No. 48302 

Gene No. 102846 

Start 1 

Name OJ991122_16 . 0419 . C34 . ol . gs 

Start 17 

GI none 

Exons 17. .129, 261. .341, 434. .549 

Seq. No. 48302 

Gene No. 102846 

Start 1 

Name OJ991122_16. 0419. C34 . ol . tc 

Start 21 



Seq. ID OJ991122_16.0419.C34 
Strand 

End 1342 

Method GENS CAN 

End 54 9 

Score .46 



Seq. ID OJ991122_16.0419.C34 
Strand 

End 1342 

Method TBLASTX : Cress 

End 1337 



50050 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 73 

21..131, 37. .129, 266. .319, 270. .317, 434. .550, 436. .552, 
436.. 549, 1242.. 1337, 1252.. 1335 



48303 

102847 

709 

OJ991122_16.0419.C36.ol.gs 

709 

none 

709. .790 



Seq. No. 48304 

Gene No. 102848 

Start 227 

Name OJ991122_16 . 0419 . C37 . ol . gs 

Start 227 

GI none 

Exons 227.. 233, 761.. 1017 



Seq. ID OJ991122_16.0419.C36 

Strand + 

End 7 90 

Method GENSCAN 

End 7 90 

Score .81 



Seq. ID OJ991122_16.0419.C37 

Strand + 

End 1083 

Method GENSCAN 

End 1017 

Score .46 



Seq. No. 48304 
Gene No. 102848 
Start 227 

Name OJ991122_16. 0419.C37 . ol .np 

Start 785 
GI 7248398 
Exons 785.. 879, 910.. 1083 

GI Descrip. (AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F28A23; kinetochore (SKPlp) - like protein (AL021961) 
[Oryza sativa] 



Seq. ID OJ991122_16.0419.C37 
Strand + 

1083 
AAT/NAP 
1083 
409 



End 

Method 

End 

Score 



Seq. No. 


48305 




Seq. ID 


OJ991122 


Gene No. 


102849 




Strand 




Start 


113 




End 


538 


Name 


OJ991122 16.0419.C39.ol 


. gs 


Method 


GENSCAN 


Start 


113 




End 


538 


GI 


none 




Score 


.66 


Exons 


113. .538 








Seq. No. 


48305 




Seq. ID 


OJ991122 


Gene No. 


102849 




Strand 




Start 


113 




End 


538 


Name 


OJ991122 16.0419.C39.ol 


.np 


Method 


AAT/NAP 


Start 


116 




End 


538 


GI 


7248391 




Score 


678 


Exons 


116. .538 








GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48306 




Seq. ID 


OJ991122 


Gene No. 


102850 




Strand 


+ 


Start 


469 




End 


2799 


Name 


OJ991122 16.0419.C41.o2 


.np 


Method 


AAT/NAP 


Start 


469 




End 


2799 


GI 


5295955 




Score 


97 


Exons 


469. .607, 2686..2799 









GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



50051 



Seq. No. 


48306 


Seq. ID 


OJ991122_16. 


0419. 


bene no. 


102851 


Strand 






Start 


1 


End 


81 




Name 


OJ991122 16.0419.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


81 




GI 


7248396 


Score 


65 




Exons 


1. .81 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48306 


Seq. ID 


OJ9911z2 Id. 


0419. 


Gene No. 


102852 


Strand 






Start 


677 


End 


2521 




Name 


OJ991122 16.0419.C41.ol.gs 


Method 


GENS CAN 




Start 


677 


End 


2521 




GI 


none 


Score 


.58 




Exons 


677. .787, 1214. .1384, 1511. 


.1552, 1685, 


..1825, 2516. 


.2521 


Seq. No. 


48306 ■ 


Seq. ID 


OJ991122_16. 


0419. 


Gene No. 


102852 


Strand 






Start 


677 


End 


2521 




Name 


OJ991122 16.0419.C41.ol.gp 


Method 


AAT/GAP 




Start 


2006 


End 


2119 




GI 


uC-osflcyp088bl2bl 


Score 


156 




Exons 


2006. .2119 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■5257255/dbj IAP000364. 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



48307 
102853 
1 

OJ991122_16.0419.C43.ol.np 
1 

7248393 
1..461 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ991122_16.0419.C43 
Strand 

End 4 61 

Method AAT/NAP 

End 4 61 

Score 757 



48307 

102853 

1 

OJ991122_16.0419.C43.ol.gs 

155 

none 

155. .461 



Seq. ID OJ991122_16.0419.C43 

Strand 

End 4 61 

Method GEN SCAN 

End 4 61 

Score . 6 



Seq. No. 48308 
Gene No. 102854 
Start 1 

Name OJ991122_10 . 0419 .C5 . ol .np 

Start 1 
GI 7485231 
Exons 1..21, 316.. 1469 

GI Descrip. hypothetical protein A_IG002N01 . 30 - Arabidopsis thaliana 
(fragment) gi | 2191151 | gb | AAB61038 . 1 | (AF007269) contains 
similarity to membrane associated salt-inducible protein 
[Arabidopsis thaliana] 



Seq. ID OJ991122_10.0419.C5 
Strand 

1469 
AAT/NAP 
1469 
355 



End 

Method 

End 

Score 



50052 



Seq. No. " 48308 Seq. ID 

Gene No. 102854 Strand 

Start 1 End 

Name OJ991122_10 . 0419.C5 . ol . gs Method 

Start 283 End 

GI none Score 

Exons 283.. 1374 



OJ991122_10.0419.C5 

1469 
GENSCAN 
1374 
.9 



Seq. No, 48308 
Gene No. . 102854 

Start 1 

Name OJ991122_10 . 0419. C5 .o2 . ts 

Start 4 63 

GI none 

Exons 463.. 783, 490.. 828, 503.. 802 

Seq. No. 48308 

Gene No. 102854 

Start 1 

Name OJ991122_10. 0419.C5.ol.tc 

Start 4 90 

GI none 

Exons 490.. 762, 503.. 763 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 48308 Seq. ID 

Gene No. 102854 Strand 

Start 1 End 

Name OJ991122_10 . 0419 . C5 . ol . tm Method 

Start 4 90 End 

GI none Score 

Exons 490.. 771 



OJ991122__10.0419.C5 
1469 

TBLASTX : Soybean 

828 

106 



OJ991122_10.0419.C5 
1469 

TBLASTX: Cress 

763 

102 



OJ991122_10.0419.C5 
1469 

TBLASTX: Maize 

771 

201 



Seq. No. 48308 Seq. ID 

Gene No. 102854 Strand 

Start 1 End 

Name OJ991122_10 . 0419.C5.ol .ts Method 

Start 1043 End 

GI none Score 

Exons 1043.. 1198, 1045.. 1467, 1063.. 1209 

Seq. No. 48309 Seq. ID 

Gene No. 102855 Strand 

Start 26 End 

Name OJ991122_10 . 0419.C11 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 301, 4.. 303, 157.. 303 

Seq. No. 48309 Seq. ID 

Gene No. 102855 Strand 

Start 26 End 

Name OJ991122_10 . 0419 . Cll . ol . tc Method 

Start 5 End 

GI none Score 

Exons 5.-325, 121.. 315 



OJ991122_10.0419.C5 
1469 

TBLASTX : Soybean 

1467 

98 



OJ991122_10. 0419. Cll 
+ 

593 

TBLASTX: Maize 

303 

305 



OJ991122_10. 0419. Cll 
+ 

593 

TBLASTX: Cress 

325 

194 



Seq. No. 



48309 



Seq/ ID OJ991122_10. 0419. Cll 



50053 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102855 Strand + 
26 End 593 
OJ991122_10.0419.Cll.ol.gs . Method GEN SCAN 
26 End 593 
none Score . 65 
26.-448, 534. .593 

48310 Seq. ID OJ991122_10 . 0419 . C12 

102856 Strand + 

1 End 1652 

OJ991122_10.0419.C12.ol.np Method AAT/NAP 
1 End 1652 

7487328 Score 79 

1..71, 1357. .1459, 1629. .1652 

hypothetical protein T22A6.300 - Arabidopsis thaliana 
gi|5051789|emb|CAB45082.1| (AL078637) putative protein 
[Arabidopsis thaliana] gi I 7269297 | emb | CAB79357 . 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 48310 Seq. ID 

Gene No. 102857 Strand 

Start 1465 End 

Name OJ991122_10 .0419. C12 . o2 . gs Method 

Start 1465 End 

GI none * Score 

Exons 1465.. 1530 



OJ991122_10.0419.C12 

1530 
GENS CAN 
1530 
.64 



Seq. No. 48311 Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122JL0 . 04 1 9 . C13 . ol . gp Method 

Start 1 End 

GI uC-osroM202022c08bl Score 

Exons 1..27, 75.. 127, 209.. 270, 339.. 449, 
GI Descrip. 



OJ991122_10.0419.C13 

1817 
AAT/GAP 
831 
721 

528. .693, 803. .831 



•1800223 2.0e-31 (U65018) mannosyltransf erase [Dictyostelium 
discoideum] ' 



Seq. No. 48311 

Gene No. 102858 

Start 1 

Name OJ991122_10.0419.C13.ol .np 

Start 75 

GI 7300314 
Exons 



Seq. ID OJ991122_10.0419.C13 
Strand 

End 1817 

Method AAT/NAP 

End 1817 

Score 310 



75. .127, 209. .270, 339. .449, 528 . . 5?2; 632 . . 693, 803. .955, 
1119. .1197, 1312. .1424, 1504. .1639, 1784. .1817 
GI Descrip. (AE003719) CG18012 gene product [Drosophila melanogaster ] 



Seq. No. 48311 

Gene No. 102858 

Start 1 

Name OJ991122_10.0419.C13.ol .tm 

Start 75 

GI none 
Exons 



Seq. ID OJ991122_10.0419.C13 
Strand 

End 1817 

Method TBLASTX : Mai ze 

End 84 6 

Score 89 



75. .128, 76. .129, 77. .127, 198. .272, 206. .280, 337. .450, 
338. .463, 342. .461, 546. .617, 546. .617, 621. .692, 623.-697, 
624. .716, 802. .846, 826. .846 



50054 



Seq. No. 48311 Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122_10 . 04 19 . C13 . ol . tc Method 

Start 77 End 

GI none Score 

Exons 77. .127, 78. .128, 198. .272, 206. .280, 

Seq, No. 48311 Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122_10 . 04 19 . C13 . ol . ts Method 

Start 89 End 

GI none Score 

Exons 89.. 127, 90.. 128, 198.. 272, 206.. 280, 
526. .552, S46..692, 585. .692 

Seq. No. 48311 . Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122_10 . 0419 .C13.ol.gs Method 

Start 510 End 

GI none Score 

Exons 510.. 693, 803.. 982, 1312.. 1401, 1487.. 



OJ991122_10.0419.C13 
1817 

TBLASTX: Cress 

427 

59 

337. .426, 338. .427 
OJ991122_10.0419.C13 
1817 

TBLASTX : Soybean 

692 

64 

337. .450, 338. .451, 



OJ991122_10.0419.C13 

1817 
GENSCAN 
1635 
.51 
1635 



Seq. No. 48311 Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122_10 . 0419 . C13 . o2 . tm Method 

Start 847 End 

GI none Score 

Exons 847.. 915, 997.. 1059, 1005.. 1061, 1131. 
1132. .1197, 1132. .1206 

Seq. No. 48311 Seq. ID 

Gene No. 102858 Strand 

Start 1 End 

Name OJ991122_10 . 04 1 9 . C13 . o3 . tm Method 

Start 1519 End 

GI none Score 

Exons 1519.. 1653, 1520.. 1663 



OJ991122_10.0419.C13 
1817 

TBLASTX: Maize 

1206 

93 

.1190, 1131. .1193, 



OJ991122_10.0419.C13 
1817 

TBLASTX: Maize 

1663 

190 



Seq. No. 48312 Seq. ID 

Gene No. 102859 Strand 

Start 4 90 End 

Name OJ991122_10 .0419. C15 . ol . gs Method 

Start 4 90 End 

GI none Score 

Exons 490.. 659, 759.. 1212 

Seq. No. 48313 Seq. ID 

Gene No. 102860 Strand 

Start 326 End 

Name OJ99ll22_10.0419.C16.ol.gs Method 

Start 326 End 

GI none Score 

Exons 326.. 450, 777.. 858 



OJ991122_10.0419.C15 
+ 

1212 
GENSCAN 
1212 
.92 



OJ991122_10.0419.C16 
858 

GENSCAN 

858 

.79 



50055 



Seq. No. 48314 

Gene No. 102861 

Start 353 

Name OJ991122_10 . 0419.C18 . ol 

Start 353 

GI none 

Exons 353.. 925 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_10.0419.C18 

1029 
AAT/GAP 
925 
1131 



Seq. No. 48314 

Gene No. 102861 

Start 353 

Name OJ991122JL0 . 0419.C18 .ol , 

Start 748 

GI none 

Exons 748.. 1029 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_10.0419.C18 

1029 
GEN SCAN 
1029 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48315 

102862 

17 

OJ991122_10.0419.C19.ol, 
17 

none 

17. .76, 266. .401 

48316 

102863 

1 

OJ991122_10.0419.C21.ol, 
1 

4680341 

1..42, 1259. .1309, 1566, 
(AF128457) hypothetical 

48316 

102863 

1 

OJ991122_10.0419.C21.ol. 
18 

none 

18. .220, 253. .281, 1576, 

48316 

102863 

1 

OJ991122_10.0419.C21.ol. 

1297 

none 

1297. .1335, 1319. .1357, 
1442. .1507, 1443. .1508, 
1578. .1637, 1578. .1688, 

48317 

102864 

402 

OJ991122_10.0419.C33.ol. 
402 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_10.0419.C19 
401 

GENS CAN 

401 

.82 



Seq. ID OJ991122_10.0419.C21 
Strand 

End 1750 

,np Method AAT/NAP 

End 1750 

Score 245 

, .1750 

protein [Oryza sativa subsp. indica] 

Seq. ID OJ991122_10.0419.C21 
Strand 

End 1750 

,gs Method GEN SCAN 

End 1736 

Score . 68 



1736 



tw 



Seq. ID OJ991122_10.0419.C21 
Strand 

End 1750 

Method TBLASTX : Wheat 

End 1704 

Score 38 

.1355, 1333. .1368, 1333. .1362, 
.1532, 1444. .1512, 1577. .1630, 



1329. 
1443. 

1579. .1689, 1630. .1704 

Seq. ID OJ991122_10.0419.C33 

Strand + 

End 557 

gs Method GENSCAN 

End 557 



50056 



GI none 

Exons 402.. 407, 492.. 557 

Seq. No. 48318 

Gene No. 102865 

Start 4 68 

Name OJ991122_10 . 0419.C34 .ol .gp 

Start 468 

GI none 

Exons 468.. 711 



Score . 61 



Seq. ID OJ991122_10.0419.C34 

Strand + 

End 711 

Method AAT/GAP 

End 711 

Score 488 



P 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48318 Seq. ID 

102865 Strand 

4 68 End 
0 J991122_10 . 0419. C34 . ol . gs Method 

556 End 

none Score 
556. .691 



OJ991122_10.0419.C34 
+ 

711 

GENSCAN 

691 

.5 



48319 Seq. ID 

102866 Strand 
1 End 
OJ991122_10.0419.C36.ol.gp Method 
1 End 
28094_2.R1084 Score 
1. .590 

'3075394 5.0e-35 (AC004484) putative beta-Jcetoacyl-CoA synthase 
[Arabidopsis thaliana] >gi_3559809_emb_CAA09311_ (AJ010713) ^ 
fiddlehead protein [Arabidopsis thaliana] 1 



OJ991122_10.0419.C36 
+ 

590 

AAT/GAP 

590 

1135 



48319 

102866 

1 

OJ991122_10.0419.C36.ol.np 
1 

7484963 
1. .321 

fatty acid elongase 1 
gi|881615|gb|AAA70154 
[Arabidopsis thaliana 
fatty acid elongase 1 
gi I 7270402 | emb | CAB80169.il 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_ 
+ 

590 

AAT/NAP 

321 

310 



10.0419.C36 



- Arabidopsis thaliana 
11 (U29142) fatty acid elongase 1 
gi|3096921|emb|CAA18831.1| (AL023094) 
[Arabidopsis thaliana] 

(AL161585) fatty acid elongase 1 



Seq. No. 


48319 








Seq. ID 


OJ991122_10.0419. 


C36 


Gene No. 


102867 








Strand 






Start 


13 








End 


313 




Name 


OJ991122 10 


0419. 


C36 


ol . tm 


Method 


TBLASTX: Maize 




Start 


7 








End 


313 




GI 


none 








Score 


286 




Exons 


7. .183, 10. 


177, 


60. 


278, 238 


..279, 242 


. .313 




Seq. No. 


48319 








Seq. ID 


OJ991122_10.0419. 


C36 


Gene No. 


102867 








Strand 






Start 


13 








End 


313 




Name 


OJ991122 10 


0419. 


C36 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10 








End 


183 





50057 



GI 


none 




Score 


240 




Exons 


10. .183, 66. 


.176, 88. .177 








Seq. No. 


48319 




Seq. ID 


OJ991122JL0.0419 


.C36 


Gene No. 


102867 




Strand 






Start 


13 




End 


313 




Name 


OJ991122 10. 


0419.C36.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10 




End 


288 




GI 


none 




Score 


242 




Exons 


10. .183, 60. 


.176, 238. .288 








Seq. No. 


48319 




Seq. ID 


OJ991122_10.0419 


.C36 


Gene No. 


102867 




Strand 






Start 


13 




End 


313 




Name 


OJ991122 10. 


0419.C36.ol.gs 


Method 


GENSCAN 




Start 


13 




End 


269 




GI 


none 




Score 


.49 




Exons 


13. .269 










Seq. No. 


48319 




Seq. ID 


OJ991122_10.0419 


.C36 


Gene No. 


102867 




Strand 






Start 


13 




End 


313 




Name 


OJ991122 10. 


0419.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


55 




End 


183 




GI 


none 




Score 


199 




Exons 


55. .183, 60. 


.176, 88. .177 








Seq. No. 


48320 




Seq. ID 


OJ991122_10.0419 


.C38 


Gene No. 


102868 




Strand 






Start 


2433 




End 


2583 




Name 


OJ991122 10. 


0419.C38.ol.gs 


Method 


GENSCAN 




Start 


2433 




End 


2583 




GI 


none 




Score 


.92 




Exons 


2433. .2583 










Seq. No. 


48321 




Seq. ID 


OJ991122_10.0419 


.C39 


Gene No. 


102869 




Strand 


+ 




Start 


105 




End 


226 




Name 


OJ991122 10. 


0419.C39.ol.gs 


Method 


GENSCAN 




Start 


105 




End 


226 




GI 


none 




Score 


.78 




Exons 


105. .226 










Seq. No. 


48322 




Seq. ID 


OJ991122_10.0419 


.C40 


Gene No. 


102870 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ991122 10. 


0419.C40.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1137 




GI 


4335773 




Score 


355 




Exons 


1..277, 408. 


.484, 616. .783, 


835. .1137 






GI Descrip. 


(AC006284) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


48322 




Seq. ID 


OJ991122_10.0419 


.C40 


Gene No. 


102870 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ991122 10. 


0419.C40.ol.gs 


Method 


GENSCAN 




Start 


73 




End 


1224 





50058 




GI 


none 






Score 


1 




Exons 


73.. 277, 408.. 484, 649. 


. 1224 








Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102871 






Strand 


+ 




Start 


2630 






End 


4131 




Name 


OJ991122 10 


.0419.C40.o2 


. as 


Method 


GEN SCAN 




Start 


2630 






End 


4131 




GI 


none 






Score 


.41 




Exons 


2630. .2684, 


2744. .2784, 


2838. 


.2955, 3219. .3313,. 3804. .3901, 




4008. .4131 












Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102872 






Strand 


+ 




Start 


4915 






End 


8196 




Name 


OJ991122 10 


.0419.C40.o3 


. as 


Method 


GENSCAN 




Start 


4915 






End 


8196 




GI 


none 






Score 


1 




Exons 


4915. .8196 












Seq. No. 


48322 






Seq. ID 


OJ991122 10.0419. 


C40 


Gene No. 


102872 






Strand 


+ 




Start 


4915 






End 


8196 




Name 


OJ991122 10 


.0419.C40.o2 


.np 


Method 


AAT/NAP 




Start 


4996 






End 


8165 




GI 


6862939 






Score 


1905 




Exons 


4996. .8165 












GI Descrip. 


(AC019018) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102873 






Strand 






Start 


8280 






End 


9771 




Name 


OJ991122 10 


.0419.C40.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


148 






End 


487 




GI 


none 






Score 


138 




Exons 


148. .297, 189. .353, 404 


. .484, 


409. .480, 


419. .487 




Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102873 






Strand 






Start 


8280 






End 


9771 




Name 


OJ991122 10 


.0419.C40.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


6805 






End 


7011 




GI 


none 






Score 


187 




Exons 


6805. .7011, 


6813. .7007 










Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102873 






Strand 






Start 


8280 






End 


9771 




Name 


OJ991122 10 


.0419.C40.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7669 






End 


8151 




GI 


none 






Score 


228 




Exons 


7669. .7869, 


7671. .7871, 


7873. 


.8040, 787 


8. .7955, 8095. .8151 


Seq. No. 


48322 






Seq. ID 


OJ991122_10.0419. 


C40 


Gene No. 


102873 






Strand 






Start 


8280 






End 


9771 




Name 


OJ991122 10 


.0419.C40.o3 


.np 


Method 


AAT/NAP 





50059 



Start 8280 End 9771 

GI 4006891 Score 202 

Exons 8280.. 8336, 9518.. 9771 

GI Descrip. (Z99708) putative protein [Arabidopsis thaliana] 

gi I 7270627 | emb | CAB80344.il (AL161590) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48322 

102873 

8280 

OJ991122_10.0419.C40.o4.gs 

8758 

none 

8758.. 8913, 9532.. 9720 

48323 

102874 

11431 

OJ991122_10.0419.C41.o3.gs 
11431 
none 
11431. 
14187. 
16472. 
17596. 
19427. 



.11486, 12108. 

.14540, 14622. 

.16651, 16755. 

,17708, 17830. 

,19507, 20006. 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122_10.0419.C40 

9771 
GENSCAN 
9720 
.87 



OJ991122_10.0419.C41 
+ 



.12215, 12942, 

.14710, 15171, 

.16806, 16854. 

.17979, 18445, 
.20146 



20146 
GENSCAN 
- 20146 
.66 

13039, 13155. 
15258, 15701. 
16993, 17139. 
18600, 18957. 



13213, 
16009, 
17250, 
19073, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48323 

102874 

11431 

OJ991122JL0 . 04 19 . C41 . o3 . np 

12184 

7486768 



Seq. ID OJ991122_10.0419.C41 

Strand + 

End 20146 

Method AAT/NAP 

End 20143 

Score 2059 



12184. .12233, 12939 .. 13039, 13390 13532 , 14088 .. 14540, 
14625. .14710, 15171. .15258, 15328 .. 15403, 15527 .. 1557 6, 
15701. .16022, 16446. .16651, 16755 .. 16993, 17139 .. 17250, 
17599. .17708, 17830 .. 17955, 18445 .. 18 600 , 18957 .. 19073, 
19427. .19633, 20006.. 20143 

hypothetical protein L23H3.30 - Arabidopsis thaliana 
gi|4914452|emb|CAB43692.1| (AL050398) putative protein 
[Arabidopsis thaliana] gi | 7270159 | emb | CAB79972 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48323 

102874 

11431 

OJ991122_10.0419.C41.ol.gp 

17625 

3107449 



Seq. ID OJ991122_10.0419.C41 

Strand + 

End 20146 

Method AAT/GAP 

End 18589 

Score 525 



17625. .17708, 17830 .. 17979, 18445. .18589 

2914703 1.0e-25 (AC003974) unknown protein [Arabidopsis 

thaliana] 



Seq. No. 48323 Seq. ID OJ991122 

Gene No. 102875 Strand + 

Start 22439 End 24805 

Name OJ991122_10 . 0419.C41 .o4 .np Method AAT/NAP 



10.0419.C41 



50060 



Start 
GI 

Exons 

GI Descrip. 



• 



22633. .22813, 



End 24805 
Score 559 
23336.-23454, 23516. 



.23852, 



22424 
7305619 
22424. .22534, 
24654. .24805 

ubiquitin specific protease 5 (isopeptidase T) 
gi|3024764|sp|P56399|UBP5_MOUSE UBIQUITIN CARBOXYL- TERMINAL 
HYDROLASE 5 (UBIQUITIN THIOLESTERASE 5) (UBIQUITIN-SPECIFIC 
PROCESSING PROTEASE 5) (DEUBIQUITINATING ENZYME 5) (ISOPEPTIDASE 
T) gi|3287373|gb|AAC36015.1| (AC002397) ISOT [Mus musculus] 



Seq. No. 48323 

Gene No. 102875 

Start 22439 

Name OJ991122_10 . 04 19 . C41 . o4 . gs 

Start 22439 

GI none 
Exons 



Seq. ID OJ991122_10.0419.C41 



Strand 
End 

Method 

End 

Score 



+ 

24805 
GENSCAN 
23947 
.82 



22439. .22534, 22606 22813, 23336 .. 234 48 , 23522. .23947 



Seq. No. 48323 Seq. ID 

Gene No. 102875 Strand 

Start 22439 End 

Name OJ991122_10 . 0419 . C41 . o2 . gp Method 

Start 23539 End 

GI 65628_1.R1084 Score 

Exons t 23539. .23858, 24010.. 24051 

GI Descrip. ' 30247 64 /sp | P56399 | UBP1_M0USE 
CARBOXYL-TERMINAL HYDROLASE T 



OJ991122_10.0419.C41 
+ 

24805 
AAT/GAP 
24051 
621 



1.0e-45 UBIQUITIN 
(UBIQUITIN THIOLESTERASE T) 
(UBIQUITIN-SPECIFIC PROCESSING PROTEASE T) (DEUBIQUITINATING 
ENZYME T) (ISOPEPTIDASE T) >gi_3287373 (AC002397) ISOT [Mus 
musculus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48323 Seq. ID 

102876 Strand 

1064 End 

OJ991122__10.0419.C41.o2.np Method 

1064 End 

7340868 Score 



OJ991122_10.0419.C41 

24805 
AAT/NAP 
24805 
207 



1064. .1210, 2728. .2817, 6684. .6864, 14766 14799, 24602. .24805 
(AP001551) hypothetical protein [Oryza sativa] 



48323 Seq. ID 

102876 Strand 

1064 End 
OJ991122_10 . 0419.C41.ol.np Method 

5266 End 

6815099 Score 
5266.. 5385, 6518.. 6571 

(AP001081) hypothetical protein [Oryza sativa] 



OJ991122_10.0419.C41 

24805 
AAT/NAP 
6571 
87 



48323 

102876 

1064 

OJ991122_10.0419.C41.o2.gs 

6791 

none 



Seq. ID OJ991122_10.0419.C41 
Strand 

End 24805 

Method GENSCAN 

End 10511 

Score .79 



6791. .7059, 7164. .7208, 7926. .8053, 8508. .8577, 10394. .10511 



50061 




Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 


102876 




Strand 






btart 


1Uo4 




End 


24805 




Name 


OJ991122 10.0419.C41 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12904 




End 


13502 




GI 


none 




Score 


144 




Exons 


12904. .13038, 12921. 


.13037, 


12943. .13038, 12944. .13063, 






13361. .13501, 13389. 


.13502 








Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 






Strand 






Start 


1064 




End 


24805 




Name 


OJ991122 10.0419.C41 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


13380 




End 


13520 




GI 


none 




Score 


201 




Exons 


13380. .13520, 13388. 


.13498, 


13392. .13499 




Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No . 


IVZo I b 




Strand 






Start 


1064 




End 


24805 




Name 


OJ991122 10.0419.C41 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


13388 




End 


13517 




GI 


none 




Score 


196 




Exons 


13388. .13498, 13389. 


.13517, 


13392. .13517 




Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 


102876 




. Strand 






brart 


lUo4 




End 


24805 




Name 


OJ991122 10.0419.C41 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


17133 




End 


18573 




GI 


none 




Score 


73 




Exons 


17133. .17201, 17601. 


.17711, 


17603. .17710, 17827. .17979, 






17829. .17972, 18447. 


.18563, 


18448. .18573 




Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 


102876 




Strand 






0 4--. — i- 

b tar z 


i n a a 




End 


24805 




Name 


• OJ991122 10.0419.C41 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17577 




End 


17979 




GI 


none 




Score 


177 




Exons 


17577. .17711, 17588. 


.17710, 


17765. .17974, 177 99 .. 17978 , 






17827. .17979, 17827. 


.17979 








Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 


102876 




Strand 






Start 


1064 




End 


24805 




Name 


ojyyn^ iu.U4iy.L4i 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


17872 




End 


20068 




GI 


none 




Score 


171 




Exons 


17872. .17979, 17874. 


.17978, 


18426. .18599, 184 4 8 .. 18600, 






18451. .18606, 18956. 


.19060, 


18957. .19058, 194 15 .. 19651, 






19420. .19632, 20003. 


.20068 








Seq. No. 


48323 




Seq. ID 


OJ991122_10.0419 


.C41 


Gene No. 


102876 




Strand 






Start 


1064 




End 


24805 




Name 


OJ991122 10.0419.C41 


. o3 . tm 


Method 


TBLASTX: Maize 





50062 



Start 
GI 

Exons 



18426 End 20160 

none Score 71 

18426. .18602, 18450 18578 , 18451 .. 18 603, 18451 .. 18609, 

18960. .19064, 18974 .. 19066, 19421 19648, 19423 .. 19629, 

20003. .20047, 20028 .. 20114 , 20032 .. 20091, 20095 20160, 

20117. .20146 



Seq. No. 48323 

Gene No. 102876 

Start 1064 

Name OJ991122_10 . 04 1 9 . C4 1 . o2 . tc 
Start * 18984 

GI none 
Exons 



Seq. ID OJ991122_10.0419.C41 
Strand 

End 24805 

Method TBLASTX : Cress 

End 20091 

Score 78 



18984. .19055, 19421 19651 , 19423 19632, 20003 .. 2007 1 , 
20005. .20091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



48323 

102876 

1064 

OJ991122_10.0419.C41.o2.tm 

22453 

none 



Seq. ID OJ991122_10.0419.C41 
Strand 

End 24805 

Method TBLASTX : Mai ze 

End 23641 

Score 143 



22453. .22533, 22454 .. 22534 , 22620 22742, 22621 22770, 
22633. .22770, 2274 1 .. 22818 , 22768 .. 22818 , 23331 23450, 
23332. .23451, 23332 .. 23448 , 23519 23641, 23519.. 23641 



48323 

102876 

1064 

OJ991122_10.0419.C41.ol.tc 

22454 

none 



Seq. ID OJ991122_10.0419.C41 
Strand 

End 24805 

Method TBLASTX : Cress 

End 23394 

Score 104 



22454. .22534, 22465 22533, 22620 .. 22745, 22621 .. 22770 , 

22648. .22776, 22777 .. 22818 , 23332.. 23394 

48324 Seq. ID OJ991122_10 . 0419. C42 

102877 Strand + 

6590 End 11947 

OJ991122_10 . 0419 . C42 . o3 . gs Method GENSCAN 

6590 End 11947 

none Score .51 

6590. .6656, 6722. .6759, 8053. .8915, 9045. .9627, 11469 .. 11570, 
11882. .11947 

48324 Seq. ID OJ991122_10 . 0419 . C42 

102877 Strand + 
6590 End 11947 
OJ991122_10 . 0419 . C42 . o3 . np Method AAT/NAP 
8135 End 9654 
4415922 Score 834 
8135. .9654 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 

48324 Seq. ID OJ991122_10 . 04 19 . C42 

102878 Strand + 
16132 End 16464 
OJ991122_10 . 04 19 . C42 . o4 . gs Method GENSCAN 



50063 




Start 


16132 


End 


16464 




GI 


none 


Score 


.53 




Exons 


16132. .16464 








Seq. No. 


48324 


Seq. ID 


OJ991122_ 


_10.0419.C42 


Gene No. 


102879 


Strand 


+ 




Start 


25739 


End 


30191 




Name 


OJ991122 10.0419.C42.o7.np 


Method 


AAT/NAP 




Start 


25739 


End 


29896 




GI . 


5103843 


Score 


1974 




Exons 


25739. .25861, 25963 .. 26045, 


26160. .26352, 26434. 


.26572, 




26647. .26812, 27419 27585, 


27710. .27883, 28257. 


.28352, 




28442. .28546, 28828 .. 29171, 


29336. .29615, 29727. 


.29896 


GI Descrip. 


(AC007591) Is a member of the PF| 00955 


Anion exchanger family. 




[Arabidopsis thaliana] 








Seq. No. 


48324 


Seq. ID 


OJ991122_ 


10.0419.C42 


Gene No. 


102879 


Strand 


+ 




Start 


25739 


End 


30191 




Name 


OJ991122 10.0419.C42.o8.gs 


Method 


GEN SCAN 




Start 


26276 


End 


30191 




GI 


none 


Score 


.86 




Exons 


26276. .26352, 26434 .. 26572, 


27710. .27883, 28442. 


. 28558, 




28849. .29132, 29336 .. 29603, 


29720. .2984 


8, 30132. 


.30191 


Seq. No. 


48324 


Seq. ID 


OJ991122_ 


10.0419.C42 


Gene No. 


102880 


Strand 






Start 


1 


End 


57 




Name 


OJ991122 10.0419.C42.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


57 




GI 


2312486 


Score 


114 




Exons 


1. .57 








GI Descrip. 


4415923/gb|AAD20154 | 1.0e-14 


(AC006282) 


putative 


glucosyl 




transferase [Arabidopsis thaliana] 






Seq. No. 


48324 


Seq. ID 


OJ991122_ 


10.0419.C42 


Gene No. 


102881 


Strand 






Start 


1304 


End 


3082 




Name 


OJ991122 10.0419.C42.ol.gs 


Method 


GEN SCAN 




Start 


1304 


End 


3082 




GI 


none 


Score 


.89 




Exons 


1304.. 2297, 2571.. 3082 








Seq. No. 


48324 


Seq. ID 


OJ991122_ 


10.0419.C42 


Gene No. 


102881 


Strand 






Start 


1304 


End 


3082 




Name 


OJ991122 10.0419.C42.ol.np 


Method 


AAT/NAP 




Start 


1307 


End 


3044 




GI 


4415920 


Score 


998 




Exons 


1307. .2297, 2571. .3044 








GI Descrip. 


(AC006282) putative glucosyl 


transferase [Arabidopsis thaliana 


Seq. No. 


48324 


Seq. ID 


OJ991122_ 


10.0419.C42 


Gene No. 


102882 


Strand 






Start 


4133 


End 


6337 




Name 


OJ991122 10.0419.C42.o2.gs 


Method 


GEN SCAN 




Start 


4133 


End 


6337 





50064 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4133. .5126, 5835. .6337 



Score 



95 



Seq. ID OJ991122_10.0419.C42 
Strand 

6337 
AAT/NAP 
6316 
1036 



48324 
102882 
4133 

OJ991122_10.0419.C42.o2.np 
4136 
4415924 
4136. .5111, 5818. .6316 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 7391 

Method AAT/GAP 

End 7391 

Score 143 



48324 
102883 
7298 

OJ991122_10.0419.C42.o2.gp 
7298 

uC-osflcyp022c06b2 
7298. .7391 

, 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122 10.0419.C42 



48324 
102884 
16305 

OJ991122_10.0419.C42.o4.np 
16305 
5091499 
16305. .16511, 18179.. 18221 

(AB023482) Similar to Human mRNA for alpha 1 (III) collagen 
fragment (aa 892-1023) . (X01655) [Oryza sativa] 



22514 
AAT/NAP 
18221 
102 



48324 Seq. ID 

102884 -Strand 
16305 End 
OJ991122_10.0419.C42.o5.gs Method 
17057 End 
none Score 



OJ991122_10.0419.C42 

22514 
GENSCAN 
19252 
.91 



17057. .17236, 17729 .. 17777 , 17872 .. 18045, 18153 .. 18838 , 
18840. .18982, 19056 .. 19196, 19213.. 19252 



Seq. No. 


48324 


Seq. ID 


OJ991122 


_10 


.0419 


.C42 


Gene No. 


102884 


Strand 










Start 


16305 


End 


22514 








Name 


OJ991122 10.0419.C42 


. o5.np Method 


AAT/NAP 








Start 


17345 


End 


22514 








GI 


4680203 


Score 


1995 








Exons 


17345. .17443, 19545. 


.21234, 22467.. 22514 








GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 








Seq. No. 


48324 


Seq. ID 


OJ991122 




.0419 


.C42 


Gene No. 


102884 


Strand 










Start 


16305 


End 


22514 








Name 


OJ991122 10.0419.C42 


. o4.gp Method 


AAT/GAP 








Start 


19547 


End 


21230 








GI 


342 1.R1084 


Score 


2743 








Exons 


19547. .21230 













50065" 



GI Descrip. * 4574406/gb | AAD24042 . 1 1 O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 48324 Seq. ID 

Gene No. 102884 Strand 

Start 16305 End 

Name OJ991122_10 . 04 1 9 . C42 . 06 . gs Method 

Start 19576 End 

GI none Score 

Exons 19576. .20084, 20219.. 21044 



OJ991122_10.0419.C42 

22514 
GENSCAN 
21044 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48324 - Seq. ID OJ991122_10 . 04 19 . C42 

102884 Strand 

16305 End 22514 

OJ991122_10.0419.C42.o5.gp Method AAT/GAP 

21095 End 21720 

2310235 Score 303 

21095. .21234, 21683.. 21720 

5852182/emb | CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



f=3 



48324 

102885 

22650 

OJ991122_10.0419.C42.o2.tm 

1310 

none 

1310. .1606, 1311. .1607, 4138. 
4333. .4437 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Maize 

End 44 37 

Score 332 

.4293, 4139. .4429, 4139.. 4432, 



13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48324 

102885 

22650 

OJ991122_10.0419.C42.o4.tw 

1493 

none 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 
Method TBLASTX : Wheat 
End 9378 
Score 179 

1493. .1768, 1554. .1775, 1796. .1873, 4322. .4597, 4362. .4589, 
4397. .4603, 4625. .4702, 9084. .9122, 9085. .9138, 9169. .9378, 
9234. .9371 



48324 

102885 

22650 

OJ991122_10.0419.C42.ol.ts 

1505 

none 

1505. .1774, 1506. .1778, 1761. 
2048. .2164, 2057. .2167, 4334. 
4638.-4868, 4911. .4997, 8998. 
9225. .9347 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Soybean 

End 94 68 

Score 254 

.2054, 1772. .2053, 1781. .2068, 
.4603, 4335. .4583, 4601. .4999, 
.9141, 9006. .9134, 9163. .9468, 



Seq. No. 48324 Seq. ID 

Gene No. 102885 Strand 

Start 22650 End 

Name OJ991122_10.0419.C42.ol.tc Method 

Start 1541 End 

GI none Score 



OJ991122_10.0419.C42 
24511 

TBLASTX: Cress 

9363 

128 



50066 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1541.. 1738, 1542. .1727, 1596. 
2003.. 2140, 2603.. 2686, 4370. 
5867. .5965, 8997.. 9122, 8998. 

48324 

102885 

22650 

OJ991122_10.0419.C42.o5.tm 

1610 

none 

1610. .1783, 1611. .1784, 1811. 
4442. .4603, 4640. .4792, 8998. 

48324 

102885 

22650 

OJ991122_10.0419.C42.o6.ts 

2645 

none 

2645. .2683, 2748. .3011, 2762. 
6015.. 6122, 6200.. 6301, 6201. 

48324 

102885 

22650 

OJ991122_10.0419.C42.o5.tc 

2696 

none 

2696.. 3025, 2715.. 3011, 5981. 
6206.. 6277, 8167.. 8232 

48324 

102885 

22650 

OJ991122_10.0419.C42.o3.tw 

2735 

none 

2735. .3016, 2741. .3016, 2907. 
6197. .6304, 6203. .6274, 8170. 

48324 

102885 

22650 

OJ991122_10.0419.C42.o7.tm 

2787 

none 

2787. .3011, 2789. .3016, 6051. 
6198. .6278, 8169.. 8231, 8170. 

48324 

102885 

22650 

OJ991122_10.0419.C42.o7.ts 

19738 

none 

19738. .19980 



,1742, 1814. .1987, 1818. .2012, 
,4567, 4371. .4556, 4643. .4816, 
.9138, 9220. .9363, 9237. .9347 



OJ991122_10.0419.C42 
24511 

TBLASTX: Maize 
9363 
120 

,4583, 
.9363 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1957, 4439. .4612, 4440. 
.9138, 9184. .9363, 9196. 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Soybean 

End 8553 

Score 116 

.3013, 5912. .5992, 6011. .6190, 
.6278, 8179. .8430, 8485. .8553 

Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX: Cress 

End 8232 

Score 88 

.6190, 5982. .6182, 6200. .6298, 



Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Wheat 

End 8430 

Score 233 

.3026, 5999. .6196, 6003. .6197, 
.8430 

Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Maize - 

End 8403 

Score 133 

.6197, 6053. .6196, 6197. .6289, 
.8232, 8335. .8403 

Seq. ID OJ991122_10.0419.C42 
Strand 

End 24511 

Method TBLASTX : Soybean 

End 19980 

Score 212 



50067 




Seq. No. 


48324 






Seq. ID 


OJ991122JL0.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19810 






End 


20255 




GI 


none 






Score 


99 




Exons 


19810. 


.20004, 20014.. 


20139, 


20133. .20255 




Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19844 






End 


20312 




GI 


none 






Score 


170 




Exons 


19844. 


.20050, 19849.. 


20052, 


19849. .20073, 20053 .. 20139, 






20054. 


.20140, 20154.. 


20258, 


20158. .20247, 20259 .. 20312 , 






20260. 


.20304 










Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


20133 






End 


20448 




GI 


none 






Score 


74 




Exons 


20133. 


.20441, 20161.. 


20256, 


20296. .20448 




Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


20181 






End 


20610 




GI 


none 






Score 


119 




Exons 


20181. 


20477, 20199.. 


20423, 


20472. .20534, 20527 .. 20610, 






20535. 


20609 










Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42. 


o2 .tw 


Method 


TBLASTX: Wheat 




Start 


20531 






End 


20927 




GI 


none 






Score 


202 




Exons 


20531. 


20773, 20541.. 


20792, 


20542. .20784, 20549 .. 20791, 






20775. 


20927, 20789.. 


20908 








Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122 10.0419.C42. 


o7 .gs 


Method 


GENSCAN 




Start 


22650 




End 


24493 




GI 


none 






Score 


.4 




Exons 


22650. . 


23074, 23146.. 


23257, 


23346. .23441, 23446 .. 23555, 






24063. . 


24233, 24421.. 


24493 








Seq. No. 


48324 






Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102885 






Strand 






Start 


22650 






End 


24511 




Name 


OJ991122_10.0419.C42. 


o6.np 


Method 


AAT/NAP 





50068 




Start 23146 End 24511 

GI 2281641 Score 111 

Exons 23146. .23393, 24334.. 24511 

GI Descrip. (AF003101) AP2 domain containing protein RAP2 . 8 [Arabidopsis 
thaliana] 



Seq. No. 48324 

Gene No. 102886 

Start 25754 

Name OJ991122_10 . 0419 .C42 . ol . tm 

Start 25754 

GI none 

Exons 25754. .25861, 25776 .. 25907 , 
26156. .26353, 26158 .. 2634 9, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 10.0419.C42 



26673 

TBLASTX: Maize 
26572 
100 

25958. .26056, 25960 .. 2604 3, 
26434. .26571, 26435.-26572 



Seq. No. 48324 

Gene No. 102886 

Start 25754 

Name OJ991122_10 . 0419 .C42 . o4 . ts 

Start 26156 

GI none 

Exons 26156. .26266, 26158 26265, 
26227. .26352, 26252 .. 26353, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26159 

26432 



OJ991122 10.0419.C42 



26673 

TBLASTX: Soybean 
26487 
157 

26266, 26221. .26352, 
26485, 26434. .26487 



Seq. No. 48324 Seq. ID 

Gene No. 102886 Strand 

Start 25754 End 

Name OJ991122_10 . 0419 . C42 . o3 . tc Method 

Start 26161 End 

GI none Score 

Exons 26161. .26352, 26177 .. 26353, 

26435. .26572, 26641.. 26673 



OJ991122_10.0419.C42 
26673 

TBLASTX: Cress 
26673 
245 

26192. .26362, 264 34 .. 26571, 



Seq. No. 48324 

Gene No. 102887 

Start 26637 

Name OJ99tt22_10 . 0419 . C42 . o5 . ts 

Start 26637 

GI none 

Exons 26637. .26813, 26644 .. 26817, 
27418. .27585, 27671 27808 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 10.0419.C42 



29842 

TBLASTX : Soybean 
27808 
194 

27415. .27579, 274 17 .. 27590, 
27721. .27807 



Seq. No. 48324 

Gene No. 102887 

Start 26637 

Name OJ991122_10.0419.C42, 

Start 27415 

GI none 

Exons 27415. .27588, 27417., 



o7. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_10.0419.C42 
29842 

TBLASTX: Cress 

27588 

90 



27521, 27418.. 27588 



OJ991122 10.0419.C42 



Seq. No. 48324 Seq. ID 

Gene No. 102887 Strand 

Start 26637 End 

Name OJ991122_10 . 04 19 . C4 2 . 06 . tm Method 

Start 27504 End 

GI none Score 

Exons 27504. .27587, 27505 .. 27585, 27671 .. 27886, 277 15 .. 27 900, 



29842 

TBLASTX: Maize 

28959 

126 



50069 




28255. .28350, 28256 .. 28351, 28257 .. 28355 , 28257 28352, 
28418. .28558, 28442 .. 28585, 2884 6 .. 28956, 28848 28958, 
28849. .28959 



Seq. No. 


48324 




Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102887 




Strand 






Start 


26637 




End 


29842 




Name 


OJ991122 10.0419.C42 


. 06. tc 


Method 


TBLASTX: Cress 




Start 


27671 




End 


28352 




GI 


none 




Score 


220 




Exons 


27671. .27883, 27715. 


.27879, 


28260. .28352, 28268. .28345 




Seq. No. 


A O O O A 

4 oo24 




Seq. ID 


OJ991122_10.0419. 




Gene No. 


102887 




Strand 






Start 


26637 




End 


29842 




Name 


OJ991122 10.0419.C42 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


27827 




End 


29842 




GI 


none 




Score 


88 




Exons 


27827. .27883, 28250. 


.28345, 


28251. .28346, 28442 .. 28561, 






28448. .28546, 28837. 


.28917, 


28848. .28916, 28894 .. 29172, 






28926. .29132, 29333. 


.29533, 


29334. .29591, 29418 .. 29582, 






29765 . . 298.42 










Seq. No. 


48324 




Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102887 




Strand 






Start 


26637 




End 


29842 




Name 


OJ991122 10.0419.C42 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


28899 




End 


29506 




GI 


none 




Score 


342 




Exons 


28899. .29153, 28906. 


.29172, 


28933. .29172, 29327 .. 294 58 , 






O A *!>*!> >l Oft/I C ft Oft>l 

29334 .. 29459, 29462. 


. 29506 








Seq. No. 


48324 




Seq. ID 


OJ991122_10.0419. 


C42 


Gene No. 


102887 




Strand 






Start 


26637 




End 


29842 




Name 


OJ991122 10.0419.C42 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


28960 




End 


29567 




GI 


none 




Score 


341 




Exons 


28960. .29172, 28962. 


.29150, 


28964. .29185, 29330 .. 29536, 






29333. .29533, 29532. 


.29567 








Seq. No. 


48325 




Seq. ID 


OJ991122_10.0419. 


C43 


Gene No. 


102888 




Strand 


+ 




Start 


877 




End 


14353 




Name 


OJ991122 10.0419.C43 


. ol .gs 


Method 


GENSCAN 




Start 


877 




End 


14353 




GI 


none 




Score 


.63 




Exons 


877. .1196, 2149. .2219, 3440 


.3545, 3689.-3878, 5695.. 5813, 



7204. .7396, 8747. .8937, 9789. .9964, 10237 10429, 10512 .. 10650, 
10725. .10890, 11447. .11613, 11742 .. 11915 , 12386 .. 12481, 
12571. .12687, 12983 .. 13305, 134 69 .. 13736, 13853 .. 13981, 
14294. .14353 



Seq. No. 48325 Seq. ID OJ991122_10 . 04 19 . C4 3 

Gene No. 102888 Strand + 

Start 877 End 14353 

Name OJ991122JL0 . 0419.C43.ol .np Method AAT/NAP 



50070 




Start 9805 End 14031 

GI 5103843 Score 1967 

Exons 9805.. 9923, 10041. . 10123, 10237 104 29, 10512 10650, 

10725. .10890, 11447. .11613, 11742 .. 11915, 12386 .. 12481, 
12571. .12675, 12962 .. 13305, 134 69 .. 1374 6, 13858.. 14031 

GI Descrip. (AC007591) Is a member of the PF| 00955 Anion exchanger family. 





[Arabidopsis thaliana] 








Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102889 


Strand 


+ 




Start 


18420 


End 


21053 




Name. 


OJ991122 10.0419.C43.ol.gp 


Method 


AAT/GAP 




Start 


18381 


End 


20258 




GI 


63383 1.R1084 


Score 


1162 




Exons 


18381. .18465, 18570 .. 18623, 


19294. .19464, 1 9567 19698 , 






20031. .20258 








GI Descrip. 


'3320122 6.0e-14 (U46007) espin [Rattus norvegicus] ' 




Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102889 


Strand 


+ 




Start 


18420 


End 


21053 




Name 


OJ991122 10.0419.C43.o3.gs 


Method 


GENSCAN 




Start 


18420 


End 


21053 




GI 


none 


Score 


.63 




Exons 


18420. .18465, 18570 .. 18623, 


19294 . .19464, 19567 .. 19698 , 






20031. .20170, 20982.. 21053 








Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102890 


Strand 






Start 


15401 


End 


16825 




Name 


OJ991122 10.0419.C43.o2.gs 


Method 


GENSCAN 




Start 


15401 


End 


16825 




GI 


none 


Score 


.84 




Exons 


15401. .16825 








Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102891 


Strand 






Start 


21566 


End 


21637 




Name 


OJ991122 10.0419.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


9816 


End 


10650 




GI 


none 


Score 


115 




Evon s 

j-j *\ \y i iu 


9816. .9923, 10036 10134 , 10038. .10121 


, 10233. .10430, 






10235. .10426, 10236 10430, 


10495. .10647, 10512 10649, 






10513. .10650 








Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102891 


Strand 






Start 


21566 


End 


21637 




Name 


OJ991122 10.0419.C43.ol.tc 


Method 


TBLASTX: Cress 




Start 


10238 


End 


10754 




GI 


none 


Score 


243 




Exons 


10238. .10429, 10254 10430, 


10269. .10439, 10512 .. 10649, 






10513. .10650, 10719. .10754, 


10724. .10753 




Seq. No. 


48325 


Seq. ID 


OJ991122_10.0419 


.C43 


Gene No. 


102891 


Strand 






Start 


21566 


End 


21637 





50071 



Name 

Start 

GI 

Exons 



OJ991122_10.0419.C43.o2.ts Method 
10359 End 
none Score 



TBLASTX : Soybean 

10883 

89 



10359. .10430, 10370. .10429, 10512 1064 9, 10513. 
10719. .10883, 10724.. 10882 



10650, 





Seq. No. 


48325 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 










Start 


21566 






End 


21637 








Name 


OJ991122 10.0 


419. C43 


.o3 . ts 


Method 


TBLASTX: 


Soybean 






Start 


11433 






End 


11858 








C T 


none 






Score 


89 








Exons 


11433. .11639, 


11443. 


.11640, 


11445. .11639, 11446 


. . 11640, 








11629. .11667, 


11739. 


.11858, 


11753. .118 


57 








Seq. No. 


48325 . 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 










Start 


21566 






End 


21637 








Name 


OJ991122 10.0419.C43 


. o4 . tc 


Method 


TBLASTX: 


Cress 






Start 


11443 






End 


11616 








GI 


none 






Score 


82 








Exons 


11443. .11502, 


11444. 


.11614, 


11445. .115 


76, 11446 


. .11616, 








11530. .11616 
















Seq. No. 


48325 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 










Start 


21566 






End 


21637 






s : s 
Li 


Name 


OJ991122 10.0419.C43 


.o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


11532 






End 


13093 








GI 


none 






Score 


125 








Exons 


11532. .11615, 


11533. 


.11613, 


11535. .11615, 11739 


. .11918, 








11741. .11932, 


12385. 


. Iz4 oU , 


12386. .12484, 12386 






y 




12548. .12673, 


12550. 


.12687, 


12573. .12674, 12580 


. . 12687, 








12980. .13090, 


12982. 


.13092, 


12983. .13093 








Seq. No. 


48325 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 










Start 


21566 






End 


21637 








Name 


OJ991122 10.0 


419. C43 


. o3 . tc 


Method 


TBLASTX: 


Cress 






Start 


11707 






End 


12481 








GI 


none 






Score 


72 








Exons 


11707. .11892, 


11717. 


.11893, 


11718. .11915, 11738 


. . 11932, 








12389. .12481, 


12397. 


1 O A T A 

. Iz4 /4 












Seq. No. 


48325 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 










Start 


21566 






End 


21637 








Name 


OJ991122 10.0 


419. C43 


. ol . ts 


Method 


TBLASTX: 


Soybean 






Start 


11859 






. End 


13975 








GI 


none 






Score 


88 








Exons 


11859. .11915, 


12379. 


.12474, 


12380. .124 


75, 12576 


. .12692, 








12577. .12708, 


12971. 


.13051, 


12982. .130 


50, 13028 


. .13306, 








13060. .13275, 


13463. 


.13654, 


13466. .136 


66, 13467 


. .13724, 








13551. .13715, 


13895. 


.13975 












Seq. No. 


48325 






Seq. ID 


OJ991122 


_10.0419. 


C43 




Gene No. 


102891 






Strand 









50072 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21566 End 

OJ991122_10.0419.C43.o2.tc Method 

13033 End 

none Score 
13033. .13287, 13040 .. 13306, 
13460. .13591, 13467. .13592 



21637 

TBLASTX: Cress 
13592 . 
341 

13067. .13306, 13099 .. 13329, 



48325 

102891 

21566 

OJ991122_10.0419.C43.o2.tm 

13094 

none 

13094. .13306, 13096 13284 , 
13466. .13666, 13665.. 13700 



Seq. ID OJ991122_10.0419.C43 
Strand 

End 21637 

Method TBLASTX : Mai ze 

End 13700 

Score 343 
13098. .13319, 13439. .13669, 



48325 Seq. ID 

102891 Strand 

21566 End 
OJ991122_10.0419.C43.o4.gs Method 

21566 End 

none Score 
21566. .21637 



OJ991122_10.0419.C43 

21637 
GENSCAN 
21637 
.92 



Seq. No. 48326 Seq. ID 

Gene No. 102892 Strand 

Start 1 End 

Name OJ991122_10. 0419.C4 6. ol .np Method 

Start 1 End 

GI 4335773 Score 

Exons 1..4 9, 125.. 302 
GI Descrip. (AC006284) unknown protein 

Seq. No. 48326 Seq. ID 

Gene No. 102892 Strand 

Start - 1 - End 

Name OJ991122_10 . 0419.C4 6.ol .gs Method 

Start 125 End 

GI none Score 

Exons 125.. 305 



OJ991122_10.0419.C46 
305 

AAT/NAP 

302 

136 



[Arabidopsis thaliana] 



OJ991122_10.0419.C46 
305 

GENSCAN 

305 

.75 



Seq. No. 48327 Seq. ID 

Gene No. 102893 Strand 

Start 482 End 

Name OJ991122_10 . 0419 . C47 . ol . gs Method 

Start 482 End 

GI none Score 

Exons 482.. 524 



OJ991122_10.0419.C47 
+ 

524 

GENSCAN 

524 

.63 



Seq. No. 48328 Seq. ID 

Gene No. 102894 Strand 

Start 155 End 

Name OJ991122_10 . 0419 . C48 . ol . gs Method 

Start 155 End 

GI none Score 

Exons 155.. 198, 565.. 670 



OJ991122_10.0419.C48 
+ 

670 

GENSCAN 

670 

.46 



50073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48329 Seq. ID 

102895 Strand 
4763 End . 

OJ991122_10 . 04 19 . C4 9 . ol . gp Method 
4763 End 
uC-osrocyp011d03bl Score 
4763. .5268 

, 4415922/gb|AAD20153| 9.0e-38 (AC006282) putative glucosyl 
transferase [Arabidopsis thaliana] ' 



OJ991122_10.0419.C49 
+ 

11276 
AAT/GAP 
5268 
1008 



48329 

102895 

4763 

OJ991122_10.0419.C4 9.o2.np 

4833 

6862938 



Seq. ID OJ991122_10.0419.C49 

Strand + 

End 11276 

Method AAT/NAP 

End 11276 

Score 57 9 



4833. .5213, 5247. .5683, 10612 10920, 11013. .11276 
(AC019018) putative non-phototropic hypocotyl [Arabidopsis 
thaliana] 



48329 
102896 
1 

OJ991122_10.0419.C4 9.ol.np 
1 

3582328 
1. .1671 

(AC005496) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122 10.0419.C49 



1671 
AAT/NAP 
1671 
1074 



48329 Seq. ID OJ991122_10 . 04 19 . C4 9 

102897 Strand 

6058 End 6150 

OJ991122_10.0419.C4 9.o2.gp Method AAT/GAP 

6058 End 6150 

5867_1.R1084 Score 132 

6058. .6150 

, 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


48329 








Seq. ID 


OJ991122 


Gene No. 


102898 








Strand 




Start 


11006 








End 


11444 


Name 


OJ991122 10.0419 


.C49. 


o3 


• gp 


Method 


AAT/GAP 


Start 


11006 








End 


11444 


GI 


none 








Score 


834 


Exons 


11006. .11444 












Seq. No. 


48329 








Seq. ID 


OJ991122 


Gene No. 


102899 








Strand 




Start 


11500 








End 


12706 


Name 


OJ991122 10.0419 


.C49. 


ol 


tm 


Method 


TBLASTX: 


Start 


84 








End 


1445 



50074 



GI 

Exons 



none Score 14 6 

84. .950, 220. ,645, 501. .965, 657. .821, 660. .950, 876. .1052, 
876. .1127, 960. .1079, 9.63. .1055, 1056. .1436, 1056. .1334, 
1066. .1287, 1089. .1331, 1107. .1328, 1149. .1331, 1245. .1436, 
1380. .1445 



Seq. No. 48329 

Gene No. 102899 

Start 11500 

Name OJ991122_10.0419.C4 9.o2 .tc 

Start 126 

GI none 

Exons 126.. 533, 142.. 534 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Cress 

End 534 

Score 112 



Seq. No. 48329 

Gene No. 102899 

Start 11500 

Name OJ991122_10 . 0419 . C49 .ol . ts 

Start 129 

GI none 

Exons 129.. 638, 142.. 282, 168.. 638 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Soybean 

End 638 

Score 71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48329 

102899 

11500 

OJ991122_10.0419.C4 9.ol.tw 

513 

none 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Wheat 

End 1331 

Score 156 



513. .992, 514. .834, 660. .986, 879. .1124, 880. .1095, 1050. .1331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48329 

102899 

11500 

OJ991122_10.0419.C4 9.ol.tc 

537 
none 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Cress 

End 1361 

Score 22 6 



537. .641, 573. .785, 628. .1218, 660. .1361, 888. .1271, 1021. .1245, 
1038.. 1328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48329 

102899 

11500 

OJ991122_10.0419.C4 9.o3.ts 

654 

none 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Soybean 

End 1436 

Score 68 



654. .797, 655. .798, 717. .1100, 1056. .1193, 1113. .1361, 
1395. .1436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48329 

102899 

11500 

OJ991122_10.0419.C49.o2.ts 

5018 

none 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method TBLASTX : Soybean 

End 10920 

Score 70 



5018. .5077, 5129. .5194, 5255. .5401, 5531. .5683, 10609 .. 10839, 
10707. .10838, 10834.. 10920 



50075 



Seq. No. 48329 • Seq. ID 

Gene No. 102899 Strand 

Start 11500 End 

Name OJ991122_10 . 04 19 . C4 9 . o4 . gp Method 

Start 11500 End 

GI none Score 

Exons 11500. .12093 



OJ991122_10.0419.C49 

12706 
AAT/GAP 
12093 
1065 



Seq. No. 48329 

Gene No. 102899 

Start 11500 

Name OJ991122_10. 04 19 . C4 9 . o3 . gs 

Start 11756 

GI none 

Exons 11756. . 12706 



Seq. ID OJ991122_10.0419.C49 
Strand 

End 12706 

Method GENSCAN 

End 12706 

Score .49 



; =3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



f Seq. No. 
s Gene No. 
| Start 
| Name 
§ Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



48330 Seq. ID OJ991112_18 . 04 19 . CI 

102900 Strand 

1 End 1177 

OJ991112_18 . 04 19 . CI . ol . np Method AAT/NAP 

1 End 965 

4206200 Score 107 

1..21, 568. .965 

(AF071527) hypothetical protein [Arabidopsis thaliana] 



48330 

102900 

1 

OJ991112_18.0419.Cl.ol.gs 

562 

none 

562. .732, 887. .1177 

48331 

102901 

280 

OJ991112_18.0419.C2.ol.gs 

280 

none 

280. .666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_18.0419.C1 

1177 
GENSCAN 
1177 
.41 



Seq. ID OJ991112_18.0419.C2 

Strand + 

End 666 

Method GENSCAN 

End 666 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48331 

102902 

2188 

OJ991112_18.0419.C2.ol.np 

2188 

7505816 

2188. .2421, 2461. .2572, 4410., 
hypothetical protein K12C11.4 



Seq. ID OJ991112_18.0419.C2 
Strand 

End 4453 

Method AAT/NAP 

End 4453 

Score 59 
4453 

- Caenorhabditis elegans 



gi|2804470|gb|AAB97579.1| (AF043701) contains similarity to 
ankyrin repeats and protein kinases [Caenorhabditis elegans] 



48332 

102903 

1780 

OJ991112_18.0419.C4.o2.np 
1780 



Seq. ID OJ991112_18.0419.C4 

Strand + 

End 2539 

Method AAT/NAP 

End 2539 



50076 




GI 


5922623 


Score 


142 




Exons 


1780.. 1865, 2243.. 2539 








GI Descrip. 


.(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


48332 


Seq. ID 


OJ991112_18. 


0419. C4 


Gene No. 


102904 


Strand 






Start 


1 


End 


2307 




Name 


OJ991112 18.0419.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1702 




GI 


7228457 


Score 


2521 




Exons 


1..1274, 1336. .1702 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein. (AF098806) 


[Oryza 




sativa] 








Seq. No. 


48332 


,.Seq. ID 


OJ991112_18. 


0419. C4 


Gene no. 


102904 


Strand 






Start 


1 


End 


2307 




Name 


OJ991112 18.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


2307 




GI 


none 


Score 


.84 




Exons 


32. .750, 893. .1720, 1777.. 


1983, 2221.. 


2307 




Seq. No. 


48332 


Seq. ID 


OJ991112_18. 


0419. C4 


Gene No. 


102904 


Strand 






Start 


1 


End 


2307 




Name 


OJ991112 18.0419.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


662 


End 


1048 




GI 


none 


Score 


78 




Exons 


662. .901, 699. .929, 896. .994, 897. .989, 1001. .1048 




Seq. No. 


48332 


Seq. ID 


OJ991112_18. 


0419. C4 


Gene No . 


102904 


Strand 






Start 


1 


End 


2307 




Name 


OJ991112 18.0419.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


758 


End 


1006 




GI 


none 


Score 


66 




Exons 


758. .1006, 759. .905 








Seq. No. 


48333 


Seq. ID 


OJ991112 18. 


0419. C5 


Gene No . 


102905 


Strand 


+ 




Start 


151 


End 


1429 




Name 


OJ991112 18.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


1333 




GI 


none 


Score 


.6 




Exons 


151. .1333 








Seq. No. 


48333 


Seq. ID 


OJ991112_18. 


0419. C5 


Gene No. 


102905 


Strand 


+ 




Start 


151 


End 


1429 




Name 


OJ991112 18.0419.C5.ol.np 


Method 


AAT/NAP 




Start 


151 


End 


1429 




GI 


5803259 


Score 


2175 




Exons 


151. .1429 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 





50077 




Seq. No. 


48334 








Seq. ID 


OJ991112 18.0419 


,C8 


Gene No. 


102906 








Strand 






Start 


1664 








End 


1990 




Name 


OJ991112_18 


. 0419 


C8 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1664 








End 


1990 




GI 


none 








Score 


238 




Exons 


1664 . . 1990 














Seq. No. 


48335 








Seq. ID 


OJ991112__18.0419 


.C10 


Gene No. 


102907 








Strand 


+ 




Start 


529 








End 


1297 




Name 


OJ991112 18 


.0419. 


ClO.ol 


.gs 


Method 


GENS CAN 




Start 


529 








End 


1297 




GI 


none 








Score 


. 63 




Exons 


529. .569, 876. .1005, 1283. .1297 






Seq. No. 


48335 








Seq. ID 


OJ991112_18 . 0419 


,C10 


Gene No. 


102908 








Strand 






Start 


2257 








End 


5898 




Name 


OJ991112 18 


.0419. 


ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


2257 








End 


3407 




GI 


40064 1.R1084 






Score 


1310 




Exons 


2257. .2794, 


3264. 


.3407 










GI Descrip. 


•5430753/gb IAAD43153.il 


AC007504 8 l.Oe 


-11 (AC007504) Unknowr 




Protein [Arabidopsis thaliana] 1 






Seq. No. 


48335 








Seq. ID 


OJ991112_18.0419 


C10 


Gene No. 


102908 








Strand 






Start 


2257 








End 


5898 




Name 


OJ991112 18 


.0419. 


C10.o2 


. gs 


Method 


GENSCAN 




Start 


2513 








End 


4499 




GI 


none 








Score 


.94 




Exons 


2513. .2794, 


3264. 


.3427, 


3502. 


.3603, 3956. .4499 




Seq. No. 


48335 








Seq. ID 


OJ991'112_18.0419 


C10 


Gene No. 


102908 








Strand 






Start 


2257 








End 


5898 




Name 


OJ991112 18 


.0419. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2531 








End 


3411 




GI 


none 








Score 


253 




Exons 


2531. .2794, 


2544. 


.2783, 


2548. 


.2784, 2549. .2785, 3264. .3410, 




3267. .3389, 


3268. 


.3411 










Seq. No. 


48335 








Seq. ID 


OJ991112JL8.0419. 


C10 


Gene No . 


102908 








Strand 






Start 


2257 








End 


5898 




Name 


OJ991112 18 


.0419. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2625 








End 


3405 




GI 


none 








Score 


157 




Exons 


2625. .2792, 


2627. 


.2800, 


2627. 


.2803, 3264. .3398, 3264. .3398, 




326S..3399, 


3265. 


.3405 










Seq, No. 


48335 








Seq. ID 


OJ991112_18.0419. 


C10 


Gene No. 


102908 








Strand 






Start 


2257 








End 


5898 




Name 


OJ991112 18 


.0419. 


C10.o2 


.gp 


Method 


AAT/GAP 





50078 



Start 4098 

GI none 

Exons 4098.. 4493, 5850.. 5898 

Seq. No. 48336 

Gene No. 102909 

Start 447 

Name OJ991112_18 . 0419 . Cll . ol . gp 

Start 447 

GI none 

Exons 447.. 511 



End 
Score 



5898 
819 



Seq. ID OJ991112_18. 0419. Cll 
Strand 

End 511 

Method AAT/GAP 

End 511 

Score 101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48336 

102910 

1346 

OJ991112_18.0419.Cll.ol.gs 

1346 

none 



Seq. ID OJ991112_18. 0419. Cll 
Strand 

End 24 02 

Method GENSCAN 

End 2402 

Score .71 



1346. .1356, 1516. .1651, 2355. .2402 



Seq. No. 48337 

Gene No. 102911 

Start 539 

Name OJ991112_18 . 0419.C14 .ol .gs 

U Start 539 

^.3 GI none 

ffl Exons 539.. 688 



Seq. ID OJ991112_18.0419.C14 
Strand 

End 688 

Method GENSCAN 

End 688 

Score .72 



i Li 



Seq. No. 48338 

Gene No. 102912 

Start 210 

Name OJ991112_18 . 0419.C15.ol .gs 

Start 210 

GI none 

Exons 210.. 653 



Seq. ID OJ991112_18.0419.C15 

Strand + 

End 653 

Method GENSCAN 

End 653 

Score .49 



Seq. No. 48339 
Gene No. 102913 
Start 1 

Name OJ991112_18 . 04 19 . C18 . ol . np 

Start 1 
GI 7228457 
Exons 1..940 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ991112_18.0419.C18 
Strand 

940 

AAT/NAP 
940 
1550 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48339 

102913 

1 

OJ991112_18 . 0419 . C18 . o2 . tw 
3 

none 



Seq. ID OJ991112_18.0419.C18 
Strand 

End 940 

Method TBLASTX : Wheat 

End 54 5 

Score 113 



3. .68, 249. .545, 262. .405, 303. .407, 442. .540, 470. .541 



48339 
102913 



Seq. ID OJ991112_18.0419.C18 
Strand 



50079 




Start 


1 




End \ 


940 




Name 


OJ991112 18.0419.C18.ol 


.gs 


Method 


GENSCAN 




Start 


47 




End 


702 




GI 


none 




Score 


.58 




Exons 


47. .702 










Seq. No. 


48339 




Seq. ID 


OJ991112_18.0419 


.C18 


Gene No . 


lU2y 1 j 




b trana 






Start 


1 




End 


940 




Name 


OJ991112 18.0419.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


528 




End 


902 




GI 


none 




Score 


178 




Exons 


528. .641, 639. .902 










Seq. No. 


48339 




Seq. ID 


OJ991112_18.0419 


-C18 


Gene No. 






Strand 






Start 


1 




End 


940 




Name 


OJ991112 18.0419.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


546 




End 


927 




GI 


none 




Score 


169 




Exons 


546. .926, 577. .825, 585 


. .830, 


871. .927 






Seq. No. 


48340 




Seq. ID 


OJ991112_18.0419 


.C21 


Gene No. 


102914 




Strand 


+ 




Start 


68 




End 


332 




Name 


OJ991112 18.0419.C21.ol 


.gs 


Method 


GENSCAN 




Start 


68 




End 


332 




GI 


none 




Score 


. 7 




Exons 


68..74, 238. .332 










Seq. No. 


48340 




Seq. ID 


OJ991112_18.0419 


.C21 


Gene No. 


102915 




Strand 






04- -\ -r- +- 

btart 


1 




End 


1 ^ A Q 




Name 


OJ991112 18.0419.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1292 




GI 


6539588 




Score 


237 




Exons 


1..27, 990. .1292 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48340 




Seq. ID 


OJ991112_18.0419 


• C21 


Gene No . 


i Aim c 

10291b 




Strand 






Start 


1 




End 


1549 




Name 


OJ991112 18.0419.C21.o2 


.gs 


Method 


GENSCAN 




Start 


986 




End 


1549 




GI 


none 




Score 


.73 




Exons 


986. .1233, 1492. .1549 










Seq. No. 


48341 




Seq. ID 


OJ991112_18.0419 


.C23 


Gene No . 


102916 




Strand 






Start 


560 




End 


1523 




Name 


OJ991112 18.0419.C23.ol 


. gs 


Method 


GENSCAN 




Start 


560 




End 


1296 




GI 


none 




Score 


.51 




Exons 


560. .988, 1204. .1296 










Seq. No. 


48341 




Seq. ID 


OJ991112_18.0419 


.C23 


Gene No. 


102916 




Strand 







50080 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



560 End 

OJ991112_18.0419.C23.ol.tm Method 

584 End 

none Score 



1523 

TBLASTX: Maize 

1299 

118 



584. .733, 585.-734, 804. .923, 806. .973, 807. .980, 1202. .1297, 
1202. .1297, 1203. .1298, 1204. .1299, 1204. .1299 



48341 
102916 
560 

OJ991112_18.0419.C23.ol.np 

702 

6978915 

702. .922, 1204. .1296, 1481. .1523 

(AC021665) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991112_18.0419.C23 
Strand 

End 1523 

Method AAT/NAP 

End 1523 

Score 230 



48342 

102917 

94 

OJ991112_18.0419.C24.ol.gs 
94 

none 
94 . .176 



Seq. ID OJ991112_18.0419.C24 

Strand + 

End 17 6 

Method GENSCAN 

End 17 6 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48342 
102918 
1 

OJ991112_18.0419.C24.ol.np 
1 

6978915 

1..218, 314. .404, 1141. .1197, 1978. .2021 
(AC021665) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991112_18.0419.C24 
Strand 

End 2021 

Method AAT/NAP 

End 2021 

Score 348 



48342 

102918 

1 

OJ991112_18.0419.C24.ol.tm 
45 

none 



Seq. ID OJ991112_18.0419.C24 
Strand 

End 2021 

Method TBLASTX : Maize 

End 1199 

Score 114 



45. .89, 65. .160, 76. .159, 80. .160, 81. .188, 164. .226, 165. .221, 
314. .403, 316. .405, 316. .408, 1137. .1199, 1142. .1198 



Seq. No. 


48342 










Seq. ID 


OJ991112_18.0419. 


C24 


Gene No. 


102918 










Strand 






Start 


1 










End 


2021 




Name 


OJ991112 


_18. 


0419. 


C24. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


* 54 . 










End 


221 




GI 


none 










Score 


89 




Exons 


54. .200, 


56. 


.190, 


56. 


.220, 


57. .221 






Seq. No. 


48342 










Seq. ID 


OJ991112_18.0419. 


C24 


Gene No. 


102918 










Strand 






Start 


1 










End 


2021 




Name 


OJ991112 


_18. 


0419. 


C24. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


56 










End 


405 




GI 


none 










Score 


96 




Exons 


56. .220, 


57. 


.212, 


316 


. .405, 


316. .405 







50081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48343 
102919 
1 

OJ991112_18.0419.C25.ol.np 
1 

6815099 
1..38, 559. .674 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_18.0419.C25 

Strand + 

End 674 

Method AAT/NAP 

End 674 

Score 92 



48344 

102920 

162 

OJ991112_18.0419.C26.ol.gs 

162 

none 

162. .283 



Seq. ID OJ991112_18.0419.C26 

Strand + 

End 283 

Method GENSCAN 

End 283 

Score .95 



Seq. No. 
Gene No. 
Start 
Name 
Start 
?~ GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991112_18.0419.C26 
Strand 

End 2182 

Method GENSCAN 

End 2182 

Score . 62 



48344 
102921 
1845 

OJ991112_18.0419.C26.o2.gs 
1845 
none 

1845. .1958, 2179.. 2182 

48345 
102922 
1 

OJ991112_18.0419.C28.ol.np 
1 

7228457 

1..932, 987. .2549, 3689. .3767, 4081. .4125 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. ID OJ991112_18.0419.C28 
Strand 

End 4511 

Method AAT/NAP 

End 4125 

Score 1712 



Seq. No. 


48345 










Seq. ID 


OJ991112_18.0419. 


C28 


Gene No. 


102922 










Strand 






Start 


1 










End 


4511 




Name 


OJ991112 


_18 


.0419 


.C28 


.02. tm 


Method 


TBLASTX: Maize 




Start 


4 










End 


348 




GI 


none 










Score 


99 




Exons 


4. '.348, 


5. . 


181, 


251. 


.313 








Seq. No. 


48345 










Seq. ID 


OJ991112JL8.0419. 


C28 


Gene No. 


102922 










Strand 






Start 


1 










End 


4511 




Name 


OJ991112 


_18 


.0419 


.C28 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


88 










End 


315 




GI 


none 










Score 


76 




Exons 


88. .315, 


89 


. .178 












Seq. No. 


48345 










Seq. ID 


OJ991112_18.0419. 


C28 


Gene No. 


102922 










Strand 






Start 


1 










End 


4511 




Name 


OJ991112 


18 


.0419 


.C28 


. o3. tw 


Method 


TBLASTX: Wheat 





50082 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



88 

none 

88. .405, 89. .181, 121. 



End 
Score 



405 
98 



,402 



Seq. ID OJ991112_18.0419.C28 
Strand 

4511 

TBLASTX: Maize 
732 
211 



End 

Method 

End 

Score 



Seq. ID OJ991112_18.0419.C28 
Strand 

4511 

TBLASTX: Wheat 
862 
344 



End 

Method 

End 

Score 



48345 
102922 
1 

OJ991112_18.0419.C28.ol.tm 
376 
none 

376. .732, 377. .670, 430. .678 

48345 
102922 
1 

OJ991112_18.0419.C28.ol.tw 
406 
none 

406. .861, 407. .862 

48345 
102922 
1 

OJ991112_18.0419.C28.o2.ts 
457 
none 

457. .591, 607. .822 

48345 
102922 
1 

OJ991112_18.0419.C28.o2.tw 
1054 
none 

1054. .1290, 1064. .1288, 1327. .1509, 1400. .1501 



Seq. ID OJ991112_18.0419.C28 
Strand 

4511 

TBLASTX: Soybean 
822 
97 



End 

Method 

End 

Score 



Seq. ID OJ991112_18.0419.C28 
Strand 

4511 

TBLASTX: Wheat 
1509 
149 



End 

Method 

End 

Score 



48345 

102922 

1 

OJ991112_18 . 04 19 . C28 . o4 . tw 

2140 

none 



Seq. ID OJ991112_18.0419.C28 
Strand 

End 4511 

Method TBLASTX : Wheat 

End 2538 

Score 100 



2140. .2415, 2141. .2374, 2374. .2487, 2426.-2476, 2488. .2538 



48345 

102922 

1 

OJ991112_18.0419.C28.o2.np 

2399 

7523517 



Seq. ID OJ991112_18.0419.C28 
Strand 

End 4511 

Method AAT/NAP 

End 4511 

Score 286 



2399. .2420, 3996. .4069, 4214. .4511 

(AP001633) hypothetical protein [Oryza sativa] 



48346 

102923 

549 

OJ991112_18.0419.C29.ol.gs 



Seq. ID OJ991112_18.0419.C29 
Strand 

End 1068 

Method GEN SCAN 



50083 




Start 


549 




End 


1068 




GI 


none 




Score 


.51 




Exons 


549.. 754, 1059.. 1068 










Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 


\_J cue u • 


102924 




Sr rand 


+ 




Start 


1 




End 


109 




Name 


OJ991112 18.0419.C30.ol 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


109 




GI 


none 




Score 


181 




Exons 


1. .109 










Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 


OC11C IN \J • 


102925 










Start 


17 




End 


1517 




Name 


OJ991112 18.0419.C30.ol 


.gs 


Method 


GENSCAN 




Start 


17 




End 


779 




GI 


none 




Score 


. 96 




Exons 


17. .779 










Seq. No. 


48347 




Seq. ID 


OJ991112__18.0419. 


C30 


Gene No. 


102925 




Strand 






Start 


17 




End 


1517 




Name 


OJ991112 18.0419.C30.ol 


..np 


Method 


AAT/NAP 




Start 


42 




End 


587 




GI 


7300088 




Score 


207 




Exons 


42. .587 










GI Descrip. 


(AE003711) CG5516 gene ; 


product [Drosophila melanogaster ] 




Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 


Gene No. 


102925 




Strand 






Start 


17 




End 


1517 




Name 


OJ991112 18.0419.C30.o2 


• gp 


Method 


AAT/GAP 




Start 


430 




End 


1517 




GI 


11912 1.R1084 




Score 


1045 




Exons 


430. .832, 1374. .1517 










GI Descrip. 


' 5803242/dbj IAP000399.1 


IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 1 






Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 


Gene No. 


102926 




Strand 






O Lai L 


2276 




End 


2839 




Name 


OJ991112 18.0419.C30.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


310 




End 


783 




GI 


none 




Score 


208 




Exons 


310. .369, 348. .386, 381 


. .539, 


382. .519, 


510. .779, 511. .7 


80, 




511. .783 










Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 


UC 1 1<3 LN \J . 


102926 




Strand 






Start 


2276 




End 


2839 




Name 


OJ991112 18.0419.C30.ol 


-ts 


Method 


TBLASTX : Soybean 




Start 


570 




End 


776 




GI 


none 




Score 


155 




Exons 


570. .776, 571. .771 










Seq. No. 


48347 




Seq. ID 


OJ991112_18.0419. 


C30 



50084 



Gene No. 102926 

Start 2276 

Name OJ991112JL8 . 0419 . C30 . o3 . gp 

Start 2276 

GI 4971_1.R1084 

Exons 2276.. 2736 

GI Descrip. ' 1904 6/emb | X64254 | HVMRNA 3.0e-21 H.vulgare mRNA for seed protein 
B32E' 



Strand 

End 2839 

Method AAT/GAP 

End 2736 

Score 8 98 



t IT 

a: : 



Seq. No. 


48347 • 








Seq. ID 


OJ991112_18.0419 


.C30 


Gene No. 


102926 








Strand 






Start 


2276 








End 


2839 




Name 


OJ991112 18 


.0419. 


C30.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2495 








End 


2839 




GI 


none 








Score 


189 




Exons 


2495. .2536, 


2633. 


.2839, 


2637. 


.2831 






Seq. No. 


48347 








Seq. ID 


OJ991112JL8.0419 


.C30 


Gene No. 


102926 








Strand 






Start 


2276 








End 


2839 




Name 


OJ991112 18 


.0419. 


C30.o2 


.np 


Method 


AAT/NAP 




Start 


2636 








End 


2839 




GI 


282995 








Score 


245 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



%3 Seq. No. 
p Gene No. 
p Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2636. .2839 

seed protein B32E - barley (fragment) gi | 1345530 | emb | CAA45538 : 
(X64254) B32E [Hordeum vulgare] 



Seq. ID OJ991112_18.0419.C31 
Strand 

End 3201 

Method AAT/GAP 

End 7 65 

Score 8 66 



48348 
102927 
1 

OJ991112_18.0419.C31.ol.gp 
1 

5796_1.R1084 
1..149, 353. .589, 675. .765 

•282995/pirl IS22534 1.0e-20 seed protein B32E - barley 
(fragment) >gi_1345530_emb_CAA45538_ (X64254) B32E [Hordeum 
vulgare] * 

48348 Seq. ID OJ991112_18 . 04 19 - C31 

102927 Strand 

1 End 3201 

OJ991112_18 . 0419.C31 .ol .np Method AAT/NAP 

1 End 14 8 

282995 Score 197 

1. .148 

seed protein B32E - barley (fragment) gi | 1345530 | emb | CAA45538 | 
(X64254) B32E [Hordeum vulgare] 



48348 

102927 

1 

OJ991112_18.0419.C31.o2.np 
1 

2829927 



Seq. ID OJ991112_18.0419.C31 
Strand 

End 3201 

Method AAT/NAP 

End 3198 

Score 363 



1..60, 345. .589, 675. .760, 1429. .1504, 2697. .2759, 2799. .2869, 
3085. .3198 

(AC002291) Unknown protein [Arabidopsis thaliana] 



50085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48348 

102927 

1 

OJ991112_18.0419.C31.ol.gs 

313 
none 



Seq. ID OJ991112_18.0419.C31 
Strand 

End 3201 

Method GEN SCAN 

End 3198 

Score .87 



313. .589, 675. .760, 1429. .1510, 2162. .2313, 3085. .3198 



48348 Seq. ID 

102927 Strand 

1 End 

OJ991112_18 . 0419 .C31 . ol . tm Method 

34 6 End 

none Score 



OJ991112_18.0419.C31 
3201 

TBLASTX: Maize 

3201 

67 



346. .399, 352.-399, 376. .468, 401. .466, 493.-594, 502. .588, 
506. .640, 507. .617, 660. .761, 671. .766, 674. .760, 1428. .1511, 
1429. .1512, 1429. .1512, 1430. .1513, 2684. .2719, 2714. .2866, 
2750. .2866, 3066. .3200, 3080. .3199, 3085. .3201, 3085. .3201 



48348 

102927 

1 

OJ991112_18.0419.C31.ol.ts 

346 

none 



Seq. ID OJ991112_18.0419.C31 
Strand 

End 3201 

Method TBLASTX : Soybean 

End 3201 

Score 82 



346. .441, 505. .591, 677. .760, 678. .761, 1429. .1512, 2718. .2756, 
2795. .2875, 2798. .2872, 3085. .3201, 3101.. 3199 

48348 Seq. ID OJ991112_18 . 04 19 . C31 

102927 Strand 

1 End 3201 

OJ991112_18 . 0419 .C31 . o2 . gp Method AAT/GAP 

1386 End 3198 

48709_1.R1084 Score 668 

1386.. 1510, 2697.. 2869, 3085.. 3198 

'3395431 1.0e-43 (AC004683) unknown protein [Arabidopsis 
thaliana] 1 



48349 Seq. ID 

102928 Strand 
688 End 
OJ991112_18.0419.C32.ol.gp Method 
688 End 
1913_1.R1084 Score 
688. .934 

, 1709619/sp|P52588|PDI_MAIZE 1.0e-174 PROTEIN DISULFIDE 

ISOMERASE PRECURSOR (PDI) >gi_214 68 14_pir S69181 protein 

disulfide isomerase (EC 5.3.4.1) precursor - maize >gi_625148 
(L39014) protein disulfide isomerase [Zea mays] ' 



OJ991112_18.0419.C32 
+ 

1026 
AAT/GAP 
934 
423 



48349 Seq. ID 

102928 Strand 

688 End 

OJ991112_18.0419.C32.ol.gs Method 

728 End 

none Score 



OJ991112_18.0419.C32 
+ 

1026 
GENSCAN 
930 
1 



50086 



Exons 



728. .930 



Seq. No. 48349 Seq. ID OJ991112_18 . 04 19 . C32 

Gene No. 102928 Strand + 

Start 688 End 1026 

Name OJ991112_18 . 0419 . C32 . ol . np Method AAT/NAP 

Start 728 End 1026 

GI 1709620 Score 237 

Exons 728.. 1026 

GI Descrip. PROTEIN DISULFIDE ISOMERASE PRECURSOR (PDI) 

gi I 7437387 |pir | IT06262 probable protein disulf ide-isomerase (EC 

5.3.4.1) precursor - wheat gi | 508975 l.gb | AAA19660 . 1 1 (U11496) 

protein disulfide isomerase [Triticum aestivum] 

gi 1 1094851 Iprf | | 2106410A protein disulfide isomerase [Triticum 

aestivum] 



Seq. No. 48350 Seq. ID 

Gene No. 102929 Strand 

Start 8311 End 

Name OJ991112_18 . 04 19 . C34 . o2 . gs Method 

Start 8311 End 

GI none Score 

Exons 8311.. 8427 



OJ991112_18.0419.C34 
+ 

8427 
GEN SCAN 
8427 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48350 Seq. ID OJ991112_18 . 04 19 . C34 

102930 Strand 

1 End 8512 

OJ991112_18 . 0419 . C34 . ol . np Method AAT/NAP 

1 End 8512 

7505816 Score 23 

1.-67, 958. .1054, 8481. .8512 

hypothetical protein K12C11-4 - Caenorhabditis elegans 
gi|2804470|gb|AAB97579.1| (AF043701) contains similarity to 
ankyrin repeats and protein kinases [Caenorhabditis elegans] 



Seq. No. 48351 

Gene No. 102931 

Start 16 

Name OJ991112_18 . 0419 . C35 . ol . gs 

Start 16 

GI none 

Exons 16.. 1122 



Seq. ID OJ991112_18.0419.C35 

Strand + 

End 1122 

Method GEN SCAN 

End 1122 

Score 1 



Seq. No. 48351 Seq. ID OJ991112_ 

Gene No. 102932 Strand + 

Start 1560 End 2119 

Name OJ991112_18 . 0419 . C35 . ol . gp Method AAT/GAP 

Start 1560 End 2119 

GI 51104_1.R1084 Score 996 

Exons 1560.. 2119 

GI Descrip. 1 5803242/dbj I AP000399 . 1 | AP000399 0 
DNA, chromosome 6, clone : P0535G04 1 



18.0419.C35 



0e+00 Oryza sativa genomic 



Seq. No. 
Gene No. 
Start 
Name 



48351 

102933 

2145 

OJ991112 



18.0419.C35.ol.tm 



Seq. ID 

Strand 

End 

Method 



OJ991112_18.0419.C35 
2397 

TBLASTX: Maize 



50087 



Start 
GI 

Exons 



2125 End 2397 

none Score 106 

2125. .2226, 2143. .2226, 2145. .2234, 2294. .2395, 2298. .2396, 

2302.. 2397, 2304.. 2396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48351 
102933 
2145 

OJ991112_18.0419.C35.ol.np 
2142 
5916445 
2142. .2225, 2304. .2397 

(AC007633) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991112_18.0419.C35 
Strand 

End 2397 

Method AAT/NAP 

End 2397 

Score 172 



48351 

102933 

2145 

OJ991112_18.0419.C35.o2.gs 

2145 

none 

2145. .2225, 2304. .2342 



Seq. ID OJ991112_18.0419.C35 
Strand 

End 2397 

Method GENSCAN 

End 2342 

Score .91 



Seq. No. 

f «: Gene No. 

^ Start 

W Name 

til Start 

r u gi 

12 Exons 

i7s GI Descrip. 

Seq. No. 

fjj Gene No. 

= Start 

[i Name 

1% Start 

?~ Exons 



48352 
102934 
1 

OJ991112_18.0419.C36.ol.np 
1 

5916445 

1..33, 462. .673, 1126. .1482, 1939. .2493 

(AC007633) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991112_18.0419.C36 
Strand 

End 2493 

Method AAT/NAP 

End 2493 

Score 602 



48352 

102934 

1 

OJ991112_18.0419.C36.ol.tm 

448 

none 



Seq. ID OJ991112_18.0419.C36 
Strand 

End 2493 

Method TBLASTX: Maize 

End 2322 

Score 114 



448. .642, 461. .673, 462. .674, 1102. .1491, 1127. .1483, 

1990. .2058, 2035. .2079, 2062. .2130, 2082. .2168, 2209. .2322, 

2211.. 2246, 2224..2292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48352 
102934 
1 

OJ991112_18. 0419.C36.ol.tc 
459 
none 

459. .671, 461. .673 

48352 
102934 
1 

OJ991112_18.0419.C36.ol.ts 
459 
none 

459. .671, 461. .673, 1111. .1242, 1124. .1243, 1124. .1243, 
1237. .1311 



Seq. ID OJ991112_18.0419.C36 
Strand 

End 24 93 

Method TBLASTX : Cress 

End 67 3 

Score 164 



Seq. ID OJ991112_18.0419.C36 
Strand 

End 24 93 

Method TBLASTX : Soybean 

End 1311 

Score 169 



50088 



Seq. No. 


48352 




Seq. ID 


OJ991112_18.0419.C36 


Gene No. 


102934 




Strand 




Start 


1 




T-l _ _J 

End 


1 A Q *3 

y J 


Name 


OJ991112 18.0419.C36.ol 


. gs 


Method 


r* 17 XT C C 7\ M 


Start 


4 62 




End 


O A A Q 

244 y 


GI 


none 




Score 


. yo 


Exons 


462. .673, 1126. .1430, 1991. 


Olvlyl 010*3 

. ^14 4 , 1 la J 


O A A Q 


Seq. No. 


48352 




Seq. ID 


OJ991112_18.0419.C36 


Gene No. 


102934 




Strand 




Start 


1 




End 


2493 


Name 


OJ991112 18.0419.C36.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1111 




End 


1324 


GI 


none 




Score 


63 


Exons 


1111. .1245, 1119. .1196, 


1127. .1246, 1139. .1243, 1237. .1323, 




1247. .1324 








Seq. No. 


48353 




Seq. ID 


OJ991112 18.0419.C38 


Gene No. 


102935 




Strand 


+ 


Start 


224 




End 


772 


Name 


OJ991112_18.0419.C38.ol 


. gs 


Method 


GENS CAN 


Start 






End 


772 


GI 


none 




Score 


.66 


Exons 


224. .772 








Seq. No. 


48353 




Seq. ID 


OJ991112_18.0419.C38 


Gene no . 


102936 




Strand 




Start 


1 




End 


892 


Name 


OJ991112 18.0419.C38.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


892 


GI 


6721558 




Score 


226 


Exons 


1..92, 793. .892 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi | 6815083 | dbj | BAA90369 


.11 


(AP001081) : 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


48354 




Seq. ID 


OJ991112_18.0419.C40 


Gene No. 


102937 




Strand 




Start 


1 




End 


1354 


Name 


OJ991112 18.0419.C40.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1354 


GI 


5295971 




Score 


2094 


Exons 


1. .1354 









GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 48354 

Gene No. 102937 

Start 1 

Name OJ991112_18 . 0419.C40.ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991112_18.0419.C40 
Strand 

End 1354 

Method TBLASTX : Mai ze 

End 436 

Score 107 



1..87, 3. .86, 4. .87, 5. .145, 5. .139, 140. .235, 156. .179, 
161. .436, 162. .419, 206. .421 



50089 






beq. no. 


A Q "3 £ A 




ATQQ1 1 1 O 1 Q Ci A 1 Q 

ujyyiiiz ±o.U4±y. 


Ufi U 




Gene No. 


102937 


Strand 








Start 


1 


End 


1354 






Name 


ujyyin*: io . iy . L4 u . oi . gs 


Memoa 


C C 1 M C C* TS. M 






Start 


1 1 A 
1 ID 




1 *5 R a 






GI 


none 


Score 


. oy 






Exons 


11U . . 










beq. no. 




OcCJ . 1 u 


HTQQ1 1 1 0 1 Q C\A 1 Q 


U4 u 




Gene No. 


102937 


Strand 








Start 


1 


End 


■ 1354 






Name 




Method 


TBLASTX: Maize 






Start 


o / 1 


End 


967 






GI 


none 


Score 


213 






Exons 


C7 1 QQC QQC 1 A1 Q£9 

D/1..00D, o/i. .ooD/ /4/..yoz, 


778. .897, 932. .967 






beq. no. 


4 0 J DO 


Seq. ID 


OJ991112_18.0419. 


CA 1 




Gene No . 


lUzyjo 


Strand 








OLalC 


643 


End 


988 






Name 


OJ991112 18.0419.C41.ol.np 


Method 


AAT/NAP 






Start 


643 


End 


988 






GI 


7228457 


Score 


471 






Exons 


643. .988 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy~Ty3 type 




^ = 




retrotransposon RetroSorl,, polyprotein 


. (AF098806) [Oryza 






sativa] 










Seq. No. 


48355 


Seq. ID 


OJ991112_18.0419. 


C41 


i ys 


Gene No . 


102938 


Strand 








Start 


643 


End 


988 






Name 


OJ991112 18.0419.C41.ol.tm 


Method 


TBLASTX: Maize 






Start 


677 


End 


951 








none 


Score 


122 




\ y 
a 


Exons 


677. .802, 678. .794, 855. .950, 


868. .951 






r=i 


beq. No. 


48355 


Seq. ID 


OJ991112_18.0419. 


C41 


h. 5 


Gene No. 


102938 


Strand 






s : 
r ™ 


Start 


643 


End 


988 




. =3 


Name 


OJ991112 18.0419.C41.ol.tw 


Method 


TBLASTX: Wheat 






O -> v 4- 

btart 


695 


End 


980 






C T 


none 


Score 


93 






Exons 


695. .802, 708. .803, 790. .873, 


864. .980 








O «^ XT a 

beq. no. 


48356 


Seq. ID 


OJ991112_18.0419. 


C42 




Gene No . 


102939 


Strand 


+ 






u Lai L 


1 


End 


1689 






Name 


OJ991112 18-0419. C42.ol-np 


Method 


AAT/NAP 






Start 


1 


End 


1689 






GI 


1709619 


Score 


1233 






Exons 


1..93, 199. .486, 590. .778, 92C 


). .1045, 


1336. .1473, 1556. . 


1689 




GI Descrip. 


PROTEIN DISULFIDE ISOMERASE PRECURSOR 


(PDI) 





gi 12146814 Ipir | IS69181 protein disulfide isomerase (EC 5.3.4.1) 
precursor - maize gi 1625148 (L39014) protein disulfide isomerase 
[Zea mays] 

Seq. No. 48356 Seq. ID OJ991112_18 . 04 19 . C42 

Gene No. 102939 Strand + 



50090 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991112_18.0419.C42.ol.tm 
62 

none 



End 

Method 

End 

Score 



1689 

TBLASTX: Maize 

1687 

62 



62. .91, 63. .92, 64. .93, 64. .90, 196. .489, 196. .486, 198. .488, 
589. .720, 590. .787, 591. .779, 908. .1102, 918. .1046, 919. .1092, 
1333. .1473, 1333. .1383, 1334. .1483, 1335. .1496, 1553. .1687, 
1554.. 1676, 1555.. 1683 



48356 

102939 

1 

OJ991112_18.0419.C42.ol.gp 
63 

1913 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
63. .93, 199. .486, 590. .778, 920. .1045, 1336. .1473, 1556. .1689 
f 1709619/sp|P52588|PDI_MAIZE 1.0e-174 PROTEIN DISULFIDE 

I SOME RASE PRECURSOR (PDI) >gi_214 6814_pir S69181 protein 

disulfide isomerase (EC 5.3.4.1) precursor - maize >gi_625148 
(L39014) protein disulfide isomerase [Zea mays] 1 



OJ991112_18.0419.C42 
+ 

1689 
AAT/GAP 
1689 
1654 



Seq. No. 48356 

Gene No. 102939 

Start 1 

l i Name OJ991112_18 . 0419.C42 . ol . 

;*3 Start 63 

if!" GI none 

fjj Exons 63.. 92, 64.. 93, 167.. 328 
572.. 778, 590.. 802, 908. 

s ;~3 1333.. 1473, 1370.. 1471, 

'*3 Seq. No. 48356 

fu Gene No. 102939 

5 Start 1 

f- Name OJ991112_18 . 0419 . C42 . ol . 

I* Start 63 

s '; GI none 

Exons 63.. 92, 64.. 93, 158.. 328 

%1 589.. 720, 590.. 787, 590. 

fg 1519.. 1671, 1553.. 1672 

*" Seq. No. 48356 

Gene No. 102939 

Start 1 

Name OJ991112_18.0419.C42.ol. 

Start 196 

GI none 

Exons 196.. 474, 198.. 473, 589. 



Seq. ID OJ991112_18.0419.C42 

Strand + 

End 168 9 

tc Method TBLASTX: Cress 

End 1672 

Score 58 
, 188. .334, 196. .489, 198. .476, 
.1105, 919. .1092, 1202. .1261, 
1526. .1672, 1553. .1666, 1555. .1668 

Seq. ID OJ991112_18.0419.C42 

Strand + 

End 168 9 

ts Method TBLASTX: Soybean 

End 1672 

Score 62 
, 196. .489, 196. .423, 198. .488, 
.778, 908. .1105, 919. .1050, 1333. .1473, 



Seq. ID OJ991112_18.0419.C42 

Strand + 

End 168 9 

tw Method TBLASTX : Wheat 

End 696 

Score 421 
.696, 590. .694, 592. .696 



Seq. No. 48356 

Gene No. 102939 

Start 1 

Name OJ991112_18 . 0419 . C42 . ol . gs 

Start 199 

GI none 
Exons 



Seq. ID OJ991112_18.0419.C42 

Strand + 

End 1689 

Method GEN SCAN 

End 1675 

Score .96 



199. .486, 590. .778, 920. .1045, 1336. .1473, 1556. .1675 



50091 




Seq. No. 


48357 




Seq. ID 


OJ991112_18.0419.C43 


Gene No. 


102940 




Strand 


+ 


OtaLL 


1094 




End 


1986 


Name 


OJ991112 18.0419.C43.ol 


.np 


Method 


AAT/NAP 


Start 


1094 




End 


1986 


GI 


7303699 




Score 


44 


Exons 


1094. .1211, 1257. .1476, 


1900. 


.1986 




GI Descrip. 


(AE003828) CG12342 gene product [Drosophila melanogaster ] 


Seq. No. 


48357 




Seq. ID 


OJ991112_18.0419.C43 


Gene No . 


102940 




Strand 




Start 


i u y ft 




Lnu 


i y o d 


Name 


A TQQ1 1 1 O 1 Q fl/MG p/l "5 ^ 1 

ujyyinz io . u^iy .L4 o.oi 


.gs 


Method 




Start 


11 / O 




_na 


1 3 13 


GI 


none 




Score 


. o y 


Exons 


I 1 TO 1 CI C 

II (J . . lOlO 








Seq. No. 


48358 




Seq. ID 


OJ991112_18.0419.C44 


Gene No . 


102941 




Strand 




Start 


lUo 




End 


CI o 

3 IZ 


Name 


ATQ01 1 1 O 1 O n ^ 1 o f* A A 1 

ojyyiiiz io . U4 1 y . C4 4 . oi 


. tw 


Metnoa 


TBXjASTX : wneat 


Start 


106 




End 


/on 

4 oO 


GI 


none 




Score 




Exons 


t f\c o>in 1 no ooo otq 
1Uo..z4U, lUo..zoy, z/y 


OCO 


oil* . 4 JU 




Seq. No. 


A O *3 C O 

4 oobo 




Seq. ID 


OTQQ1 1 1 O 10 f\ A 1 Q A A 

ojyyiiiz io.U4iy.c44 


Gene No. 


102941 




Strand 




Start 


106 




End 


512 


Name 


OJ991112 18.0419.C44.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


108 




End 


512 


GI 


none 




Score 


58 


Exons 


108. .365, 374. .481, 377 


. .460, 


378. .512 


, 471. .500 


Seq. No. 


48359 




Seq. ID 


OJ991112_18.0419.C46 


Gene No. 


102942 




Strand 


+ 




1 




End 


1805 


Name 


OJ991112 18.0419.C46.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1802 


GI 


5902445 




Score 


1538 


Exons 


1..457, 491. .1802 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


48359 




Seq. ID 


OJ991112_18.0419.C46 


Gene No . 


102942 




Strand 


+ 


Start 


1 




End 


1805 


Name 


OJ991112 18.0419.C46.ol 


.gs 


Method 


GEN SCAN 


Start 


46 




End 


1805 


GI 


none 




Score 


.42 


Exons 


46. .338, 417. .864, 1000 


..1203, 1527. .1805 


Seq. No. 


48359 




Seq. ID 


OJ991112_18.0419.C4 6 


Gene No. 


102943 




Strand 




Start 


3469 




End 


4186 


Name 


OJ991112 18.0419.C46.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


28 




End 


402 


GI 


none 




Score 


206 


Exons 


28. .402 









50092 



Seq. No. 48359 

Gene No. 102943 

Start 3469 

Name OJ991112_18 . 0419.C4 6.ol . tm 

Start 679 

GI none 

Exons 679.-984, 696.. 983 



Seq. ID OJ991112_18.0419.C46 
Strand 

End 4186 

Method TBLASTX : Mai ze 

End 984 

Score 355 



Seq. No. 48359 

Gene No. 102943 

Start 3469 

Name OJ991112_18 . 0419 .C4 6 . ol . tw 

Start 679 

GI none 

Exons 679.. 1062, 687.. 1061 

Seq. No. 48359 

Gene No. 102943 

Start 3469 

Name OJ991112_18 . 0419.C4 6 . o2 . tw 

Start 1186 

GI none 

Exons 1186.. 1377, 1335.. 1376, 1394, 
1667. .1792 



Seq. ID OJ991112_18.0419.C46 
Strand 

End 4186 

Method TBLASTX : Wheat 

End 1062 

Score 37 9 



Seq. ID OJ991112_18.0419.C46 
Strand 

End 418 6 

Method TBLASTX : Wheat 

End 1793 

Score 171 

.1441, 1395. .1637, 1662.. 1793, 



Seq. No. 48359 

Gene No. 102943 

Start 3469 

Name OJ991112JL8 . 0419 . C46 . o2 . tm 

Start 1509 

GI none 

Exons 1509.. 1673, 1674.. 1757 



Seq. ID OJ991112_18.0419.C46 
Strand 

End 4186 

Method TBLASTX: Maize 

End 1757 

Score 138 



Seq. No. 48359 

Gene No. 102943 

Start 3469 

Name OJ991112_18 . 0419 .C4 6 . o2 . gs 

Start 3469 

GI none 

Exons 3469.. 3546, 3977.. 4186 



Seq. ID OJ991112_18.0419.C46 
Strand 

End 418 6 

Method GENSCAN 

End 418 6 

Score .63 



Seq. No. 48360 

Gene No. 102944 

Start 99 

Name OJ991112_18 . 0419.C47 . ol . gs 

Start 99 

GI none 

Exons 99.. 428, 495.. 586, 685.. 830, 

Seq. No. 48360 

Gene No. 102944 

Start 99 

Name OJ991112_18 . 0419.C47 . ol . np 

Start 965 

GI 6721561 

Exons 965.. 1733, 1800.. 1859 



Seq. ID OJ991112_18.0419.C47 
Strand 

1859 
GENSCAN 
1668 
.72 



End 

Method 
End 
Score 
1098. .1668 



Seq. ID . OJ991112_18.0419.C47 
Strand 

End 1859 
Method AAT/NAP 
End 1859 
Score 965 



50093 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



48361 
102945 
215 

OJ991112_18.0419.C4 9.ol.gp 
215 

1913 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 18.0419.C49 



1394 
AAT/GAP 
1394 

1455 

215. .558, 638. .855, 968. .1080, 1271. .1394 
, 1709619/sp|P52588|PDI_MAIZE 1.0e-174 PROTEIN DISULFIDE 

ISOMERASE PRECURSOR (PDI) >gi_214 6814_pir S69181 protein 

disulfide isomerase (EC 5.3.4.1) precursor - maize >gi_62514( 
(L39014) protein disulfide isomerase [Zea mays] 1 



48361 Seq. ID 

102945 Strand 

215 End 

OJ991112_18 .0419.C4 9.ol.ts Method 

623 End 

none Score 



OJ991112_18.0419.C49 
1394 

TBLASTX : Soybean 

1391 

70 



623. .820, 697. .825, 725. .823, 754. .840, 826. .855, 830. .856, 
968. .1084, 975. .1082, 977. .1081, 978. .1106, 1029. .1076, 
1272. .1391, 1272. .1388 



Seq. No. 48361 Seq. ID 

Gene No. 102945 Strand 

Start 215 End 

Name OJ991112_18 . 04 19 . C4 9 . ol . gs Method 

Start 643 End 

GI none Score 

Exons 643.-855, 968.. 1080 



OJ991112_18.0419.C49 

1394 
GENSCAN 
1080 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48361 Seq. ID 

102945 Strand . 

215 End 
OJ991112_18.0419.C49.ol.np Method 
646 End 
7209794 Score 
646. .855, 968. .1080, 1271. .1394 

(AB039278) protein disulfide isomerase [Oryza sativa] 



OJ991112_18.0419.C49 

1394 
AAT/NAP 
1394 
703 



Seq. No. 48361 Seq. ID 

Gene No. 102945 Strand 

Start 215 End 

Name OJ991112_18 . 0419 .C4 9. ol . tm Method 

Start 700 End 

GI none Score 
Exons 



OJ991112_18.0419.C49 
1394 

TBLASTX: Maize 

1389 

104 



700. .855, 704. .856, 718. .849, 722. .862, 965. .1081, 966. .1079, 
968. .1081, 968. .1084, 1029. .1076, 1272. .1388, 1272. ,1388, 
1273. .1389 



Seq. No. 
Gene No. 



48361 
102945 



Seq. ID 
Strand 



OJ991112 18.0419.C49 



50094 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



215 End 

OJ991112_18 : ;:0419.C4 9.ol.tc Method 

709 End 

none Score 



1394 

TBLASTX: Cress 

1394 

73 



709. .825, 713. .826, 715. .825, 826.-855, 827. .856, 968. .1084, 
978. .1106, 980. .1081, 1272. .1394 



48362 

102946 

284 

OJ991112_18.0419.C50.ol.gs 

284 

none 

284. .384, 1017. .1121 



Seq. ID OJ991112_18.0419.C50 
Strand 

End 1121 

Method GENSCAN 

End 1121 

Score .43 



Seq. ID OJ991112_18.0419.C56 
Strand 

1504 
AAT/NAP 
1504 
2309 



48363 
102947 
1 

OJ991112_18.0419.C56.ol.np 
1 

6539558 
1. .1504 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



End 

Method 

End 

Score 



48363 

102947 

1 

OJ991112_18.0419.C56.ol.ts 

239 

none 

239.-352, 406. .717, 422. .712 

48363 

102947 

1 

OJ991112_18.0419.C56.ol.tc 

269 

none 

269.. 352, 409.. 702, 416.. 562 

48363 

102947 

1 

OJ991112_18.0419.C56.ol.gs 

274 

none 

274. .1353, 1359. .1481 

48363 

102947 

1 

OJ991112_18.0419.C56.ol.tm 

323 

none 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

Method TBLASTX : Soybean 

End 717 

Score 168 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

Method TBLASTX : Cress 

End 702 

Score 63 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

Method GENSCAN 

End 1481 

Score .66 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

Method TBLASTX : Mai ze 

End 748 

Score 47 



323. .361, 323. .364, 324. .365, 353. .748, 353. .517, 354. .536, 
355. .744 



50095 



Seq. No. 48363 

Gene No. 102947 

Start 1 

Name OJ991112_18. 0419.C56.o2, 

Start 391 

GI none 

Exons 391. .480, 407. .484, 487. 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

tw Method TBLASTX: Wheat 

End 951 

Score 41 
.750, 587. .736, 811. .951 



Seq. No. 48363 

Gene No. 102947 

Start 1 

Name OJ991112_18 . 0419 . C56 .o2 , 

Start 811 

GI none 

Exons 811.. 1086, 910.. 990 



ts 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

Method TBLASTX : Soybean 

End 108 6 

Score 195 



Seq. No. 48363 

Gene No. 102947 

Start 1 

Name OJ991112_18 . 0419 . C56 . ol , 

Start 1024 

GI none 

Exons 1024.. 1104, 1025.. 1099, 
1378. .1476, 1395. .1475 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 

tw Method TBLASTX: Wheat 

End 1476 

Score 38 
1084. .1344, 1109. .1360, 1111. .1359, 



Seq. No. 48363 

Gene No. 102947 

Start 1 

Name OJ991112_18 . 0419.C56.o2 . tm 

Start 1147 

GI none Score 

Exons 1147.. 1371, 1148.. 1372, 1156.. 1374 



Seq. ID OJ991112_18.0419.C56 
Strand 

End 1504 
Method TBLASTX : Mai ze 
End 1374 
247 



Seq. No. 48364 

Gene No. 102948 

Start 2053 

Name OJ991112_18 . 0419. C57 .ol , 

Start 2053 

GI none 

Exons 2053.. 2706 



gs 



Seq. ID OJ991112_18.0419.C57 

Strand + 

End 2706 

Method GENSCAN 

End 2706 

Score .89 



Seq. No. 48364 

Gene No. 102948 

Start 2053 

Name OJ991112_18 . 0419. C57 .ol . 

Start 2252 

GI 4206200 

Exons 2252.. 2618 

GI Descrip. (AF071527) hypothetical 



np 



Seq. ID OJ991112_18.0419.C57 

Strand + 

End 2706 

Method AAT/NAP 

End 2618 

Score 103 



protein [Arabidopsis thaliana] 



Seq. No. 48365 

Gene No. 102949 

Start 78 

Name OJ991112_18 . 0419.C59.ol , 

Start 78 

GI none 



gs 



Seq. ID OJ991112_18.0419.C59 
Strand 

End 785 

Method GENSCAN 

End 785 

Score .59 



50096 



Exons 



78. .127,. 704. .785 



Seq. No. 48366 

Gene No. 102950 

Start 56 

Name OJ991112_18.0419.C63.ol.gs 

Start 56 

GI none 

Exons 56. . 621 



Seq. ID OJ991112_18.0419.C63 

Strand + 

End 621 

Method GENSCAN 

End 621 

Score . 6 



Seq. No. 48366 
Gene No. 102951 
Start 1 

Name OJ991112_18.0419.C63.ol.np 
Start 1 
GI 7228457 
Exons 1..357, 421. .719 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ991112_18.0419.C63 
Strand 

End 719 

Method AAT/NAP 

End 719 

Score 987 



Seq. No. 


48366 


Gene No. 


102951 


Start 


1 


Name 


OJ991112 


Start 


2 


GI 


none 


Exons 


2 . . 97, 9 . 


Seq. No. 


48366 


Gene No. 


102951 


Start 


1 


Name 


OJ991112 


Start 


2 


GI 


none 


Exons 


2.. 97, 2. 


Seq. No. 


48366 


Gene No. 


102951 


Start 


1 


Name 


OJ991112 


Start 


223 


GI 


none 


Exons 


223. .387, 


Seq. No. 


48367 


Gene No. 


102952 


Start 


2787 


Name 


OJ991112 


Start 


2787 


GI 


none 


Exons 


2787. .287, 


Seq. No. 


48367 


Gene No. 


102952 


Start 


2787 


Name 


OJ991112 



,89, 79.. 219 



Seq. ID OJ991112_18.0419.C63 
Strand 

End 719 

Method TBLASTX : Marze 

End - 219 

Score 72 



Seq. ID OJ991112_18.0419.C63 
Strand 

End 719 

Method TBLASTX : Wheat 

End 34 9 

Score 58 



Seq. ID OJ991112_18.0419.C63 
Strand 

End 719 

Method TBLASTX : Mai ze 

End 391 

Score 153 



Seq. ID OJ991112_18.0419.C64 



Strand 
End 

Method 

End 

Score 



+ 

5634 
GENSCAN 
5500 
.49 



2787. .2873, 4887. .4968, 5047. .5154, 5184. .5500 



Seq. ID OJ991112_18.0419.C64 

Strand + 

End 5634 

Method AAT/NAP 



50097 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4676 End 5634 

6979326 Score 169 

4676.-4934, 5149. .5634 

(AF172282) hypothetical protein [Oryza sativa] 



48368 

102953 

396 

OJ991112_18.0419.C65.ol.gs 

396 

none 

396. .570 

48368 

102954 

1459 

OJ991112_18.0419.C65.o2.gs 

1459 

none 

1459. .1635 



Seq. ID OJ991112_18.0419.C65 

Strand + 

End 57 0 

Method GENSCAN 

End 57 0 

Score , .89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_18.0419.C65 

1635 
GENSCAN 
1635 
.88 



48369 Seq. ID OJ991112_18 . 0419 . C66 

102955 Strand + 

3791 End 4349 

OJ991112_18 .0419.C66.ol.np Method AAT/NAP 

3791 End 4349 

7106528 Score 478 

3791. .4205, 4234. .4349 

(AP001278) EST D40774 (S2920) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



48370 

102956 

240 

OJ991112_18 .0419.C71.ol.gs 

240 

none 

240. .719 



Seq. ID OJ991112_18.0419.C71 
Strand 

End 719 

Method GENSCAN 

End 719 

Score .5 



18.0419.C73 



48371 Seq. ID OJ991112_ 

102957 Strand + 

1 End 94 9 

OJ991112_18.0419.C73.ol.np Method AAT/NAP 
1 End 94 9 

5295971 Score 1541 

1. .949 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777) [Oryza sativa] 



48371 

102958 

152 

OJ991112_18.0419.C73.o2.tm 
3 

none 



Seq. ID OJ991112_18.0419.C73 



Strand 
End 

Method 

End 

Score 



947 

TBLASTX: Maize 

370 

49 



3. .26, 3. .26, 25. .108, 27. .107, 102. .368, 105. .368, 107. .370 



50098 





Seq. No. 


48371 




Seq. ID 


OJ991112_18.0419.C73 




Gene No. 


102958 




Strand 






Start 


152 




End 


947 




Name 


OJ991112_18 . 0419.C73.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


105 




End 


479 




GI 


none 




Score 


94 




Exons 


105. .260, 285. .479 










Seq. No. 


48371 




Seq. ID 


OJ991112_18 . 0419 . C73 




Gene No. 


102958 




Strand 






Start 


152 




End 


947 




Name 


OJ991112 18.0419.C73.ol. 


gp 


Method 


AAT/GAP 




Start 


152 




End 


606 




GI 


36280 1.R1084 




Score 


850 




Exons 


152. .606 










GI Descrip. 


■5295971/dbj IBAA81872.1 | 


l.Oe 


-81 (AB026295) EST D24 315 (R17 18 ) 






corresponds to a region of the predicted gene.; Similar to 






Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 






[Oryza sativa] ' 










Seq. No. 


48371 




Seq. ID 


OJ991112_18.0419.C73 




Gene No. 


102958 




Strand 


— 




Start 


152 




End 


947 




Name 


OJ991112_18 .0419.C73.ol. 


tc 


Method 


TBLASTX: Cress 


u ^ 


Start • 


285 




End 


947 




GI 


none 




Score 


255 


f : s 


Exons 


285. .572, 347. .457, 479. 


.571, 


581. . 658 


, 582. .662, 729. .947, 






737. .943 








; s 

iy 


Seq. No. 


48371 




Seq. ID 


OJ991112_18 .0419.C73 


^ .J 


Gene No. 


102958 




Strand 


— 


ill 


Start 


152 




End 


947 




Name 


OJ991112 18.0419.C73.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


306 




End 


944 


- 5T 


GI 


none 




Score 


147 


~"4 


Exons 


306. .467, 479. .640, 480. 


.641, 


723. .944 


, 737. .823 




Seq. No. 


48371 




Seq. ID 


OJ991112_18.0419.C73 




Gene No. 


102958 




Strand 




53, 


Start 


152 




End 


947 




Name 


OJ991112 18.0419.C73.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


372 




End 


551 




GI 


none 




Score 


195 




Exons 


372. .551, 374. .550 










Seq. No. 


48371 




Seq. ID 


OJ991112_18.0419.C73 




Gene No. 


102958 




Strand 






Start 


152 




End 


947 




Name 


OJ991112 18.0419.C73.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


498 




End 


917 




GI 


none 




Score 


120 




Exons 


498. .668, 581. .658, 714. 


.917, 


723. .905 






Seq. No. 


48371 




Seq. ID 


OJ991112_18.0419.C73 




Gene No. 


102958 




Strand 






Start 


152 




End 


947 



50099 



Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_18 . 04 19 . C73 . ol . tm Method TBLASTX : Mai ze 

557 End 94 6 

none Score 520 

557. .664, 558. .944, 560. .946, 589. .822, 651. .944 



48372 
102959 
288 

OJ991112_18.0419.C75.ol.np 
288 

6006359 
288. .396 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_18.0419.C75 

Strand + 

End 396 

Method AAT/NAP 

End 396 

Score 45 



48372 

102960 

294 

OJ991112_18.0419.C75.ol.gs 

294 

none 

294. .518 



Seq. ID OJ991112_18.0419.C75 
Strand 

End 518 

Method GENS CAN 

End 518 

Score .49 



Seq. No. 48373 
Gene No. 102961 
Start 1 

Name OJ991112_19 . 0419 . C19 . ol .np 

Start 1 
GI 7228457 
Exons 1..352, 416.. 790 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ991112_19.0419.C19 

Strand + 

End 790 

Method AAT/NAP 

End 790 

Score 1176 



Seq. No. 48373 

Gene No. 102962 

i Start 15 

Name OJ991112_19 . 04 19 . C19 . o2 . tw 

* Start 5 

1 GI none 

i Exons 5.. 256, 13.. 228 

=? 

* Seq. No. 48373 
Gene No. 102962 
Start 15 

Name OJ991112_19. 0419.C19.ol .gs 

Start 15 

GI none 

Exons 15.. 87, 152.. 718 

Seq. No. 48373 

Gene No. 102962 

Start 15 

Name OJ991112_19 . 04 19 . CI 9 . ol . tw 

Start 423 

GI none 

Exons 423. .782, 424.. 789, 425. .790 



Seq. ID OJ991112_19.0419.C19 
Strand 

End 790 

Method TBLASTX : Wheat 

End 256 

Score 267 



Seq. ID OJ991112_19.0419.C19 

Strand 

End 790 

Method GENSCAN 

End 718 

Score .53 



Seq. ID OJ991112_19.0419.C19 

Strand 

End 7 90 

Method TBLASTX : Wheat 

End 790 

Score 14 4 



50100 



Seq. No. 


48373 


Seq. ID 


OJ991112_19.0419.C19 


Liene ino . 




otrana 




Start 


15 


End 


790 


Name 


OJ991112 19-0419. C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


554 


End 


787 


GI 


none 


Score 


262 


Exons 


554. .787, 589. .786 






Seq. No. 


48374 


Seq. ID 


OJ991112_11.0421.C1 


Gene No. 


102963 


Strand 


-. 


Start 


218 


End 


312 


Name 


OJ991112 11.0421.Cl.ol.gp 


Method 


AAT/GAP 


Of -a >-+- 


218 


End 


312 


GI 


LIB3477-003-P1-K1-E9 


Score 


150 


Exons 


218. .312 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] • 






Seq. No. 


48375 


Seq. ID 


OJ991112_11.0421.C2 


Gene No. 


102964 


Strand 


+ 


Start 


130 


End 


3573 


Name 


OJ991112 11.0421.C2.ol.gp 


Method 


AAT/GAP 


Start 


130 


End 


274 


GI 


LIB3474-003-P1-K1-H9 


Score 


255 


Exons 


130. .274 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5734630/dbj | BAA83361.il 5.0e-24 (AP000391) Similar to 
Arabidopsis thaliana DNA chromosome 4, BAC clone F25I24 
(AL049525) [Oryza sativa] 1 



48375 

102964 

130 

OJ991112_11.0421.C2.ol.np 
130 

5734631 



Seq. ID OJ991112_11.0421.C2 

Strand + 

End 3573 

Method AAT/NAP 

End 2096 

Score 8 92 



130.. 337, 970.. 1068, 1353.. 1430, 1902.. 2096 

(AP000391) ESTs AU030224 (E50782 ) , AU077702 (E50782 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone T29A15 (AL035602) [Oryza sativa] 



48375 

102964 

130 

OJ991112_11.0421.C2.ol.gs 

152 

none 



Seq. ID OJ991112_11.0421.C2 

Strand + 

End 3573 

Method GENSCAN 

End 3573 

Score . 62 



152. .337, 970. .1068, 1353. .1430, 1902. .2030, 3271. .3573 



Seq. No. 48375 

Gene No. 102964 

Start 130 

Name OJ991112_ll . 0421 .C2 ,o2 .gp 

Start 1902 

GI 3763472 

Exons 1902.. 2450 

GI Descrip. 5734 631/dbj | BAA83362 . 1 | 2.0e-09 (AP000391) ESTs 



Seq. ID OJ991112_11.0421.C2 

Strand + 

End 3573 

Method AAT/GAP 

End 2450 

Score 906 



50101 



AU030224 (E50782) ,AU077702 (E50782) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana DNA chromosome 
4, BAC clone T29A15 (AL035602) [Oryza sativa] 



Seq. No. 48375 

Gene No. 102965 

Start 3993 

Name OJ991112_ll . 0421 . C2 . o2 . gs 

Start 3993 

GI none 

Exons 3993.. 5294 



Seq. ID OJ991112_11.0421.C2 

Strand + 

End 5479 

Method GENSCAN 

End 5294 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48375 Seq. ID OJ991112_ll . 0421 . C2 

102965 Strand + 

3993 End 5479 

OJ991112_ll . 0421 . C2 . o2 . np Method AAT/NAP 

3993 End 5291 

5734630 Score 2221 

3993.. 5291 

(AP000391) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F25I24 (AL049525) [Oryza sativa] 



48375 Seq. ID 

102965 Strand 
3993 End 
OJ991112_ll . 0421 . C2 . o3 . gp Method 
5064 End 
2799765 Score 
5064.. 5479 

5734630/dbj IBAA83361.il 5.0e-24 (AP000391) Similar to 
Arabidopsis thaliana DNA chromosome 4, BAC clone F25I24 
(AL049525) [Oryza sativa] 



OJ991112_11.0421.C2 
+ 

5479 
AAT/GAP 
5479 
708 



48375 Seq. ID 

102966 Strand 
11405 End 
OJ991112_ll . 0421 . C2 . o4 . gp Method 
11405 End 
LIB3432-059-P1-K1-D8 Score 
11405. .11862 

1 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ? 



OJ991112_11.0421.C2 
+ 

11862 
AAT/GAP 
11862 
767 



48375 Seq. ID 

102967 Strand 

7636 End 

OJ991112_ll . 0421 . C2 . o3 . gs Method 

7636 End 

none Score 



OJ991112_11.0421.C2 

10430 
GENSCAN 
9578 
.91 



7636. .7931, 8252. .8298, 8335. .8474, 8976. .9137, 9197. .9356, 
9478. .9578 



Seq. No. 48375 

Gene No. 102967 

Start 7636 

Name OJ991112_ll . 0421 . C2 . o3 .np 

Start 7692 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 10430 

Method AAT/NAP 

End 10430 



50102 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5734629 Score 1408 

7692. .7931, 8976. .9057, 9197. .9356, 9478. .9557, 10069. .10430 
(AP000391) Similar to ribitol dehydrogenase isolog (AC00234.3) 
[Oryza sativa] 



48375 

102967 

7636 

OJ991112_11.0421.C2.o4.gs 

10050 

none 

10050. .10430 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 10430 

Method GEN SCAN 

End 10430 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48375 
102968 
14773 

OJ991112_11.0421.C2.ol.tc 
131 
none 



Seq. ID OJ991112_11.0421.C2 
Strand 

14851 

TBLASTX: Cress 
2154 
255 



End 

Method 
End 
Score 

131. .355, 136. .342, 969. .1052, 970. .1065, 977. .1069, 1899. .1967, 
1900.. 1968, 1966.. 2154, 1971.. 2108 



48375 

102968 

14773 

OJ991112_11.0421.C2.o2.ts 

200 

none 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 14851 

Method TBLASTX : Soybean 

End 2061 

Score 191 



200. .355, 202. .315, 970. .1065, 978. .1076, 1890. .1964, 
1900.. 1968, 1965.. 2054, 1966.. 2061 



48375 

102968 

14773 

OJ991112_11.0421.C2.o3.tm 

1940 

none 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 14851 

Method TBLASTX : Maize 

End 2281 

Score 169 



1940. .2116, 1941. .2117, 1942. .2121, 1942. .2121, 2148. .2276, 
2162.. 2281, 2165.. 2251, 2173.. 2274 



48375 

102968 

14773 

OJ991112_11.0421.C2.ol.tm 

4428 

none 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 14851 

Method TBLASTX : Mai ze 

End 5451 

Score 1098 



4428. .5276, 4431. .5273, 5300. .5335, 5379. .5447, 5380. .5448, 
5386. .5451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48375 

102968 

14773 

OJ991112_11.0421.C2.ol.ts 

4755 

none 



Seq. ID OJ991112_11.0421.C2 



Strand 
End 

Method 

End 

Score 



14851 

TBLASTX : Soybean 

5132 

210 



4755. .5033, 4796.-4837, 4889. .5020, 5061. .5132 



50103 



Seq. No. 48375 

Gene No. 102968 

Start 14773 

Name OJ991112_ll . 0421 .C2 . o2 . tm 

Start 9190 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C2 
Strand 

End 14851 

Method TBLASTX : Mai ze 

End 9571 

Score 58 



9190. .9237, 9191. .9238, 9238. .9357, 9239. .9385, 9467. .9571, 
9477. .9563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48375 . 
102968 
14773 

OJ991112_11.0421.C2.o4 .np 
14773 
5852084 
14773. .14851 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ991112_11.0421.C2 
Strand 

14851 
AAT/NAP 
14851 
70 



End 

Method 
End 
Score 



48376 

102969 

264 

OJ991112_11.0421.C3.ol.gs 

264 

none 

264. .381 



Seq. ID OJ991112_11.0421.C3 

Strand + 

End 381 

Method GENS CAN 

End 381 

Score .74 



rn 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48376 
102970 
280 

OJ991112_11.0421.C3.ol.np 
280 

5734628 
280. .362, 2373. .3531 

(AP000391) hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_11.0421.C3 
Strand 

3531 
AAT/NAP 
3531 
2062 



End 

Method 

End 

Score 



48376 
102970 
280 

OJ991112_11.0421.C3.ol.gp 
2253 

LIB34 33-009-Q6-K1-E9 
2253.-2623 

, 5734628/dbj IBAA83359.il 4.0e-34 (AP000391) hypothetical protein 
[Oryza sativa] 1 



Seq. ID OJ991112_11.0421.C3 
Strand 

End 3531 

Method AAT/GAP 

End 2623 

Score 699 



48376 

102970 

280 

OJ991112_11.0421.C3.o2.gs 

2350 

none 

2350. .3531 



Seq. ID OJ991112_11.0421.C3 
Strand 

End 3531 

Method GEN SCAN 

End 3531 

Score .96 



Seq. No. 48376 

Gene No. 102971 

Start 5756 

Name OJ991112 11 . 0421 . C3 . ol . tm 



Seq. ID OJ991112_11.0421.C3 
Strand 

End 6124 

Method TBLASTX : Mai ze 



50104 





Start 


Zo 1 1 






End 


zo53 




GI 


none 






Score 


o n o 

Z33 




Exons 


zJ / / . . Z /Uo, 


Z3 1 1 . . Z /UO; 


Z /dZ , 


. Zoo J 






beq. NO. 


A Q *3 1 a 

4 o z> / b 






beq. id 


ojy yiiiz 




Gene No. 


102971 






Strand 






Start 


5756 






End 


6124 




Name 


A TQ Q1 1 1 0 11 

ujyyinz ii . 


U4z 1 . Lj . O J . 


gs 


Method 


brjNbLAN 




o tar l 


D 1 ob 






Lna 


blz4 




bl 


none 






Score 


. b4 




Exons 


D/Do. . oyu / / 


foU /d . . blz4 ■ 










beq. no. 


A Q TTH 

4o J / / 






Seq. ID 


ujyyuiz 




Gene No . 


1 fiOQT) 

iu^y / ^ 






Strand 


+ 




Start 


1 






End 


91 




Name 


OJ991112 11. 


0421.C4.ol. 


np 


Method 


AAT/NAP 




C +- -1 

otart 


1 






End 


Q1 

y i 




Cjl 


5734627 






Score 


ijy 




Exons 


1. .91 












GI Descrip. 


(AP000391) hypothetical 


protein [Oryza 


sativa] 




beq. wo. 


48377 






Seq. ID 


ojyyiiiz 




Gene No. 


102973 






Strand 


+ 




Start 


5 






End 


844 


3 


Name 


OJ991112 11. 


0421.C4.ol. 


gs 


Method 


bhNbLAN 


3 


Start 


5 






End 


84 4 


s 


GI 


none 






Score 


. 58 


IS 


Exons 


5. .90, 763.. 


844 








ST 
J 


Seq. No. 


48377 






Seq. ID 


OJ 991112 


J 


Gene No . 


102973 






Strand 


+ 




O L. a. X L. 


5 






End 


ft A A 

O H H 




Name 


OJ991112 11. 


0421.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


229 






End 


469 




GI 


LIB3433-023- 


P1-K1-A12 




Score 


454 




Exons 


229. .469 












GI Descrip. 


'5734616/dbj 


IAP000391.1 


IAP000391 5.0e- 


95 Oryza 



DNA, chromosome 6, clone: P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48377 
102974 
8921 

OJ991112_11.0421.C4.o3.np 
8921 
5734625 
8921. .9270 

(AP000391) hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_11.0421.C4 

Strand + 

End 9270 

Method AAT/NAP 

End 9270 

Score 530 



48377 

102975 

13888 

OJ991112_11.0421.C4.o4.gs 

13888 

none 

13888. .14196 



Seq. ID OJ991112_11.0421.C4 

Strand + 

End 14332 

Method GENSCAN 

End 14196 

Score .51 



Seq. No. 



48377 



Seq. ID OJ991112_11.0421.C4 



50105 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102975 Strand + 

13888 End 14332 

OJ991112_11.0421.C4.o5.np . Method AAT/NAP 

13888 End 14332 

5734623 Score 500 

13888. .14190, 14311.. 14332 

(AP000391) hypothetical protein [Oryza sativa] 



48377 

102976 

1405 

OJ991112_ll . 0421 ,C4 . o2 .gs 

1405 

none 



Seq. ID OJ991112_11.0421.C4 
Strand 

End 6022 

Method GENSCAN 

End 6022 

Score . 9 



1405. .1739, 2415. .2518, 2670. .2876, 2906. .2952, 3397. .3607, 
3681. .3793, 4129. .4188, 5846. .6022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



48377 

102976 

1405 

OJ991112_11.0421.C4.o2.np 

1408 

5734626 



Seq. ID OJ991112_11.0421.C4 
Strand 

End 6022 

Method AAT/NAP 

End 6022 

Score 1710 



1408. .1739, 2415. .2518, 2670. .2746, 3397. .3607, 3681. .3793, 
4129. .4188, 5846. .6022 

(AP000391) Similar to mouse ankyrin 3 (AC005727) [Oryza sativa] 



Seq. ID OJ991112_11.0421.C4 
Strand 

End 6291 

Method AAT/GAP 

End 6291 

Score 423 



48377 
102977 
6058 

OJ991112_11.0421.C4.o2.gp 
6058 
568537 
6058.. 6291 

5734616/dbj | AP000391 . 1 | AP000391 5.0e-95 Oryza sativa genomic 
DNA, chromosome 6, clone: P0538C01 



48377 

102978 

10936 

OJ991112_11.0421.C4.ol.tw 

1612 

none 



Seq. ID OJ991112_11.0421.C4 
Strand 

End 14098 

Method TBLASTX: Wheat . 

End 2503 

Score 114 



1612. .1737, 1616. .1729, 1642. .1737, 2416. .2463, 2417. .2503 



48377 

102978 

10936 

OJ991112_ll . 0421 .C4 . o2 . tm 

1624 

none 



Seq. ID OJ991112_11.0421.C4 
Strand 

End 14098 

Method TBLASTX : Mai ze 

End 2 955 

Score 132 



1624. .1737, 1625. .1729, 1628. .1738, 1642. .1737, 2416. .2505, 
2417. .2494, 2669. .2812, 2670. .2813, 2682. .2816, 2689. .2814, 
2903.. 2953, 2905.. 2955, 2905.. 2955 



48377 
102978 



Seq. ID OJ991112_11.0421.C4 
Strand 



50106 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10936 End 

OJ991112_11.0421.C4 .ol.ts Method 

2723 End 

none Score 



14098 

TBLASTX : Soybean 

6022 

79 



2723. .2812, 2724. ,2813, 2905. .2955, 3391. .3468, 3398.-3469, 

3490. .3615, 3491. .3610, 3520. .3582, 3719. .3811, 3732. .3794, 

3860. .3952, 3863. .3955, 3877. .3954, 4123. .4191, 4129. .4206, 

4149. .4223, 5843. .6022, 5847. .5924 



48377 
102978 
10936 

OJ991112_11.0421.C4.o3.tm 
3391 
none 

3391. .3453, 3391. .3459, 3401. .3460, 3484. .3609, 3485 
3520. .3603, 3719. .3811, 3719. .3763, 3735. .3809, 3836 
3865. .3954, 3879. .3965, 4123. .4188, 5843. .6022, 5847 



Seq. ID OJ991112_11.0421.C4 
Strand 

14098 

TBLASTX: Maize 
6023 
72 



End 

Method 

End 

Score 



.3613, 
.3955, 
.6023 



48377 Seq. ID OJ991112_ll . 0421 . C4 

102978 Strand 

10936 End 14098 

OJ991112_11.0421.C4 .o4 .np Method AAT/NAP 

10491 End 13249 

7494794 Score 98 

10491. .10561, 11836. .11996, 13219.. 13249 

hypothetical protein B0261.4 - Caenorhabditis elegans 

gi| 1938549 | gb | AAB52351.il (U97016) similar to drosophila Rlcl 

gene product (NID: g563361) and S. cerevisiae mitochondrial 60S 

ribosomal protein L4 (YML4) (NID: g459259) [Caenorhabditis 

elegans] 



48377 

102978 

10936 

OJ991112_11.0421.C4.o2.ts 

10931 

none 

10931. .11044, 10936. .11046, 
11834. .11995 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_11.0421.C4 
14098 

TBLASTX : Soybean 

11995 

139 



10937. .11044, 11833. .11994, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48377 

102978 

10936 

OJ991112_11.0421.C4.ol.tm 
10934 
none 
10934. 
10936. 
13903. 



,11044, 10934. .11044, 
,11046, 11829. .11987, 
,13977, 13904. .13972, 



48377 

102978 

10936 

OJ991112_11.0421.C4.o3.gs 

10936 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 11. 0421. C4 



14098 

TBLASTX: Maize 
14098 
160 

10935. .11045, 10936. .11046, 
11833. .11994, 11834. .11995, 
14039. .14098 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_11.0421.C4 

14098 
GENSCAN 
13055 
.68 



50107 



Exons 



10936. .11043, 11836. .11993, 12365 .. 1244 1, 12826. .13055 





Seq. No. 


48377 


Seq. ID 


OJ991112_11.0421.C4 




Gene No. 


102978 


Strand 






Start 


10936 


End 


14098 




Name 


OJ991112 11.0421.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


11833 


End 


11995 




GI 


none 


Score 


119 




Exons 


11833. .11991, 11833. .11994, 11834.. 11995 




Seq. No. 


48378 


Seq. ID 






Clczncz Ma 


102979 


Strand 






Start 


1 


End 


941 




Name 


OJ991112 11.0421.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 






GI 


5734622 


Score 






Exons 


1..435, 748. .940 








GI Descrip. 


(AP000391) Similar to Hypothetical 81. 


7 Wl r\rr\i- n in MOT 1 —MAT 1 !? 






intergenic region &SCCVIIRA_2 


(P48234) 


1 f*S V s ! □ O 3 +" T TT 3 1 

[wXyZd bdUlvd J 




Seq. No. 


48378 


Seq. ID 


OJ991112_11.0421.C5 




Gene No. 


102979 


Strand 






Start 


1 


End 


Q4 1 

ft X 




Name 


OJ991112 11.0421.C5.ol.gs 


Method 


PTTMQr 1 AM 


£3 


Start 


42 


End 


y jo 


*3 


GI 


none 


Score 




Cn 


Exons 


42. .133, 192. .253, 301. .435, 


748. .938 






Oct}. IN U • 


48378 


Seq. ID 


PITQQ1119 11 C\A0*\ PR 




Gene No. 


102979 


Strand 




iy 


Start 


1 


End 


941 




Name 


OJ991112 11.0421.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


151 


End 


941 




GI 


none 


Score 


55 




Exons 


151. .213, 153. .221, 154. .228, 


254. .304 


, 256. .312, 306. .437, 






313. .438, 314. .436, 315. .437, 


746. .817 


, 747. .941, 747. .941 


§- .5. 


Seq. No. 


48379 


Seq. ID 


OJ991112_11.0421.C6 


\J 


Gene No. 


102980 


Strand 






Start 


1 


End 


1716 


L _i 

r ^ 


Name 


OJ991112 11.0421.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


144 




GI 


5734622 


Score 


147 




Exons 


1. .144 








GI Descrip. 


(AP000391) Similar to Hypothetical 81. 


7 KD protein in MOL1-NAT2 






intergenic region &SCCVIIRA_2 


(P48234) 


[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48379 

102980 

1 

OJ991112_11.0421.C6.o2.np 
1 

6911869 



Seq. ID OJ991112_11.0421.C6 
Strand 

End 1716 

Method AAT/NAP 

End 1716 

Score 445 



1..214, 313. .401, 653. .811, 891. .1061, 1160. .1268, 1583. .1716 
(AL138655) putative protein [Arabidopsis thaliana] 



Seq. No. 



48379 



Seq. ID OJ991112_11.0421.C6 



50108 



□ 



£3 



IIS 



bene ino . 


i no qp n 


oil dilU 




Start 


1 


End 


1716 


Name 


OJ991112 ll.0421.C6.ol 


,gs Method 


GENSCAN 


Start 


67 


End 


1661 


GI 


none 


Score 


. 63 


Exons 


67. .214, 309. .391, 653 


..811, 891.. 1061 


, 1160.. 1268, 1583.. 1661 


Seq. No. 


48379 


Seq. ID 


OJ991112_11.0421.C6 


UCJlc IN(J . 


1 09 QRD 

l.\J c. -70 U 


OLI Cll l\J. 




Start 


1 


End 


1716 


Name 


OJ991112 ll.0421.C6.ol 


,ts Method 


TBLASTX: Soybean 


Start 


752 


End 


1062 


GI 


none 


Score 


135 


Exons 


752. .811, 889. .1062, 8 


91. .1061 




Seq. No. 


48379 


Seq. ID 


OJ991112_11.0421.C6 


ocllfci HSU • 


1 09QftO 


OLI CI 1 1U 




Start 


1 


End 


1716 


Name 


OJ991112 ll.0421.C6.ol 


.tc Method 


TBLASTX: Cress 


Start 


889 


End 


1638 


GI 


none 


Score 


148 


Exons 


889. .1062, 891. .1061, 


1163. .1267, 1167 


..1271, 1582. .1638 


Seq. No. 


48379 


Seq. ID 


OJ991112_ll. 0421. C6 


oene wo . 




otlaUQ 




Start 


1 


End 


1716 


Name 


OJ991112 ll.0421.C6.ol 


.tm Method 


TBLASTX: Maize 


Start 


978 


End 


1271 


GI 


none 


Score 


121 


Exons 


978. .1061, 978. .1061, 


979. .1062, 1160. 


.1267, 1161. .1271 


Seq. No. 


48380 


Seq. ID 


OJ991112_11.0421.C7 


Gene No. 


102981 


Strand 


+ 


Start 


1 


End 


11646 


Name 


OJ991112 11.0421.C7.ol 


.np Method 


AAT/NAP 


Start 


1 


End 


11643 


GI 


5734643 


Score 


3744 



1^ Exons 

SET 



GI Descrip. 



1..284, 1208. .1423, 2282. .2350, 2447. .2575, 3109. .3561, 
4010. .4264, 4693. .4811, 5552. .5701, 5825. .5981, 6390. .6498, 
7469. .7569, 8389. .8559, 8870. .8939, 9407. .9469, 9551. .9625, 
10266. .10338, 10935 11043, 11541. .11643 

(AP000391) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F7H19 (AL031018) [Oryza sativa] 



Seq. No. 48380 
Gene No. 102981 
Start 1 

Name OJ991112_ll . 0421 . C7 . ol . gs 

Start 1214 
GI none 

Exons 1214.. 1423, 2282.. 2350, 2447. 

4693. .4811, 5552. .5701, 5825. 
8389. .8559, 8870. .8939, 9407. 
10935. .11043, 11541.. 11646 



Seq. ID OJ991112_11.0421.C7 

Strand + 

End 11646 

Method GENSCAN 

End 11646 

Score .58 

.2575, 3109. .3561, 4010. .4264, 
.5981, 6390. .6498, 7469. .7569, 
.9469, 9551. .9625, 102 66 .. 10338 , 



Seq. No. 
Gene No. 



48380 
102981 



Seq. ID OJ991112_11.0421.C7 
Strand + 



50109 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
3 Gene No. 
j Start 
n; Name 
ii Start 

Exons 



End 

Method 
End 
Score 



11646 
AAT/GAP 
4111 
325 



OJ991112_ll.0421.C7.ol.gp 
3933 

44045_1.R1084 
3933. .4111 

'5734616/dbj IAP000391. 1 IAP000391 1.0e-92 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



48380 
102982 
11683 

OJ991112_ll.0421.C7.o2.gp 
11683 

27118_1.R1084 

11683. .12472, 12605.. 12975 
•5734642/dbj |BAA83373.1| 5 
C22657 (S0014) ,C22656(S0014 
predicted gene.; Similar t 
(AC004484) [Oryza sativa] 
ESTs C22657<S0014) ,C22656{ 
predicted gene.; Similar t 
(AC004484) [Oryza sativa]' 

48380 

102982 

11683 

OJ991112_ll.0421.C7.o2.gs 

12120 

none 

12120. .12473, 12605. .12975, 
13719. .13836, 13881 .. 13962 , 
14368. .14439, 14552 .. 14 623, 
15061. .15132, 15215. .15286, 
15912. .15980, 16224. .16295, 
17543. .17607, 18035 .. 18373, 



OJ991112 11. 0421. C7 



Seq. ID 
Strand 

End 20353 
Method AAT/GAP 
End 13097 
Score 2241 
13058. . 13097 
Oe-69 (AP000391) ESTs 
) correspond to a region of the 
o receptor protein kinase, ERECTA 
>gi_6006357_dbj_BAA84787 . 1_ (AP000559) 
S0014) correspond to a region of the 
o receptor protein kinase, ERECTA 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13058 

14039 

14715 

15371 

16676 

18387 



OJ991112 11. 0421. C7 



20353 
GENSCAN 
20353 
.69 

13396, 13502. 
14110, 14200. 
14786, 14901. 
15442, 15723. 
16747, 17029. 
18524, 20291. 



.13633, 
.14271, 
.14972, 
.15794, 
.17100, 
.20353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48380 

102982 

11683 

OJ991112_11.0421.C7.o2.np 

12123 

5734642 



12123. 
13719. 
14368. 
15061. 
15723. 
16393. 
17497. 



.12473, 
.13836, 
.14439, 
.15132, 
.15794, 
.16464, 
.17568, 



12605. 
13881. 
14552. 
15215. 
15912. 
16676. 
18035. 



12975, 
13962, 
14623, 
15286, 
15980, 
16747, 
18273 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_11.0421.C7 

20353 
AAT/NAP 
18273 
4453 



13058. .13396, 13502, 

14039. .14110, 14200. 

14715. .14786, 14901, 

15371. . 15442, 15526, 

16065. . 16136, 16224. 

17029. . 17100, 17201. 



,13633, 
,14271, 
,14972, 
,15597, 
16295, 
17272, 



(AP000391) ESTs C22657 (S00 
region of the predicted ge 
kinase, ERECTA (AC004484) 
gi 16006357 | dbj |BAA84787.1| 
C22657 (S0014) , C22656 (S0014 
predicted gene.; Similar t 
(AC004484) [Oryza sativa] 



14) ,C22656 (S0014) correspond to a 
ne.; Similar to receptor protein 
[Oryza sativa] 

(AP000559) ESTs 
) correspond to a region of the 
o receptor protein kinase, ERECTA 



50110 




Seq. No. 


48380 








Seq. ID 


OJ991112 


_11.0421 


Gene No. 


102983 








Strand 






Start 


22161 








End 


24944 




Name 


OJ991112 11. 0421. C7. 


ol.tc 


Method 


TBLASTX : 


Cress 


Start 


12126 








End 


18096 




GI 


none 








Score 


142 




Exons 


12126. 


.12182, 


12294. 


.12473, 


12310. .12474, 12590 


. .12976, 




12602. 


.12967, 


12615. 


.12977, 


IjUjI. , UjOD/ ±OUfi4 


. .13382, 




13056. 


.13391, 


13240. 


.13392, 


14074. .14106, 14199 


. .14270, 




1 A 1 QQ 

i h i y y . 


"\ Aon c\ 




.14270, 


14368. .14442, 14376 


. .14438, 




14376. 


.14438, 


14551. 


.14622, 


14551. .14628, 14558 


. .14635, 




14714. 


.14791, 


14900. 


.14971, 


15060. .15131, 15362 


. .15442, 




15370. 


.15441, 


15379. 


.15438, 


15528. .15596, 15537 


. .15596, 




15722. 


.15793, 


15723. 


• ± J f J 4 , 


15911. .16021, 15912 


• » ± ~J Z) ZJ C f 




16064. 


.16147, 


16064. 


.16147, 


16074. .16136, 16226 


. .16309, 




16392. 


.16463, 


16392. 


.16463, 


16393. .16464, 16675 


. .16746, 




16675. 


.16746, 


16679. 


.16747, 


17049. .17099, 17053 


. .17130, 




17064. 


.17132, 


17195. 


.17281, 


17200. .17280, 17200 


. .17271, 




17487. 


.17567, 


17506. 


.17565, 


18034*. . 18096 




Seq. No. 


48380 








Seq. ID 


OJ991112 


J.1.0421 


bens LNO . 


102983 








Strand 






Start 


22161 








End 


24944 




Name 


OJ991112 11. 0421. C7. 


o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


12285 








End 


12474 




GI 


none 








Score 


142 




Exons 


12285. 


.12473, 


12292. 


.12474 








Seq. No. 


48380 








Seq. ID 


OJ991112 


J.1.0421 


Gene No. 


102983 








Strand 






Start 


22161 








End 


24944 




Name 


OJ991112 11. 0421. CI. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


12295 








End 


14785 




GI 


none 








Score 


162 




Exons 


12295. 


.12474, 


12306. 


■ -L 4 / O/ 


12584. .12976, 12605 


12748 , 




12615. 


.12977, 


12798. 


.12980, 


13056. .13145, 13057 


. .13137, 




13131. 


.13400, 


13135. 


.13191, 


13140. .13382, 13240 


. .13398, 




13741. 


.13791, 


13749. 


.13793, 


13877. .13951, 13881 


. .13952, 




14038. 


.14097, 


14208. 


.14270, 


14368. .14436, 14376 


. .14438, 




14551. 


.14622, 


14732. 


.14785 








Seq. No. 


48380 








Seq. ID 


OJ991112 


J1.0421 


Gene No. 


102983 








Strand 








22161 








End 


24944 




Name 


OJ991112 11. 0421. C7. 


ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


12624 








End 


13401 




GI 


none 








Score 


355 




Exons 


12624. 


.12977, 


12626. 


.12976, 


13056. .13391, 13056 


. .13394, 




13063. 


.13401, 


13240. 


.13395 








Seq. No. 


48380 








Seq. ID 


OJ991112 


J1.0421 


Gene No. 


102983 








Strand 






Start 


22161 








•.End 


24944 




Name 


OJ991112 11. 0421. C7. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


12632 








End 


12956 




GI 


none 








Score 


197 




Exons 


12632. 


.12955, 


12633. 


.12956 









50111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48380 
102983 
22161 
OJ991112 
13877 
none 
13877. .1 
14184. .1 
14208. .1 
14545. .1 
14715. .1 
15377. .1 
15528. .1 



11.0421.C7.o3.ts 



3951, 13916. 

4261, 14199. 

4270, 14368. 

4622, 14549. 

4786, 14900. 

5478, 15388. 

5596, 15537. 



.13951, 
.14270, 
.14439, 
.14635, 
.14971, 
.15438, 
.15596, 



Seq. ID OJ991112JL1.0421.C7 
Strand 

End 24944 

Method TBLASTX : Soybean 

End 15745 

Score 51 
14047. .14106, 14059. .14106, 
14199. .14270, 14199. .14270, 
14376. .14438, 14385 .. 14438 , 
14551. .14622, 14714 .. 14785 , 
15370. .15441, 15370. .15477, 
15389. .15442, 15526 .. 15597 , 
15722. .15745 



Seq. No. 48380 
Gene No. 102983 
Start 22161 

Name OJ991112_ll . 0421 .C7 . o2 . tm 

Start 14900 
GI none 
Exons 14900. 

15061. 

15216. 

15370. 

15722. 

15727. 



,14971, 14902. . 14976, 

,15090, 15063. .15131, 

,15284, 15247. 

,15441, 15371. 

,15781, 15723. 

,15792, 17200. 



,15285, 
,15439, 
,15782, 
,17268 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_11.0421.C7 
24944 

TBLASTX: Maize 

17268 

100 



14907. .14972, 15036 .. 15131, 

15067. .15132, 15213. .15281, 

15248. .15286, 15360 .. 15440, 

15526. .15597, 15528 .. 15596, 

15725. .15784, 15726 .. 15791 , 



Seq. No. 48380 Seq. ID 

Gene No. 102983 Strand 

Start 22161 End 

Name OJ991112_ll . 0421 . C7 . o2 . ts Method 

Start 15051 End 

GI none. Score 

Exons 15051. .15131, 15761 .. 15793, 15911 .. 15979, 15915 

16064. .16147, 16074. .16136, 16215 .. 16313, 16226 

16392. .16463, 16393 .. 16464, 16661 16747 , 16675 

17055. .17099, 17200. .17271 



OJ991112 11. 0421. C7 



24944 

TBLASTX: Soybean 
17271 
56 

,15992, 
,16309, 
,16746, 



Seq. No. 48380 Seq. ID 

Gene No. 102983 Strand 

Start 22161 End 

Name OJ991112_ll . 0421 . C7 . o3 . gs Method 

Start 22161 End 

GI none Score 

Exons 22161. .22398, 24532.. 24590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48380 Seq. ID 

102983 Strand 
22161 End 
OJ991112_11.0421.C7.o3.np Method 
22164 End 
6006356 Score 

22164. .22398, 23282 23304 , 24227 2424 9, 24919. .24944 
(AP000559) hypothetical protein [Oryza sativa] 



OJ991112_11.0421.C7 

24944 
GENSCAN 
24590 
.88 



OJ991112_11.0421.C7 

24944 
AAT/NAP 
24944 
397 



Seq. No. 



48381 



Seq. ID OJ991112_11.0421.C8 



50112 



fli 



C3 



Gene No. ■ 


102984 




Strand 




Start 


1 




End 


2439 


Name 


OJ991112 ll.0421.C8.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2439 


GI 


5734641 




Score 


721 


Exons 


1..43, 1218. .1325, 2051 


. .2439 






GI Descrip. 


(AP000391) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48381 




Seq. ID 


OJ991112 


Gene No. 


102984 




Strand 




Start 


1 




End 


2439 


Name 


OJ991112 ll.0421.C8.ol. 


np 


Method 


AAT/NAP 


Start 


298 




End 


1076 


GI 


6006356 




Score 


516 


Exons 


298.-532, 990. .1076 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48381 




Seq. ID 


OJ991112 




102984 




Strand 




Start 


1 




End 


2439 


Name 


OJ991112 ll.0421.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1214 




End 


2224 


GI 


none 




Score 


.62 


Exons 


1214.. 1325, 1929.. 2224 








Seq. No. 


48381 




Seq. ID 


OJ991112 


Gene No. 


102985 




Strand 




Start 


2856 




End 


4054 


Name 


OJ991112 ll.0421.C8.ol. 


gp 


Method 


AAT/GAP 


Start . 


2856 




End 


3437 


GI 


1883 1.R1084 




Score 


958 


Exons 


2856. .3266, 3348.. 3437 








GI Descrip. 


'5734 640/dbj IBAA83371.1 


I 6.0e- 


-31 (AP000391) Sim 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 
hypothetical protein (AC003680) [Oryza sativa] ' 



48381 

102985 

2856 

OJ991112_ll . 0421 . C8 . ol . tm 

3148 

none 



Seq. ID OJ991112_11.0421.C8 
Strand 

End 4054 

Method TBLASTX : Maize 

End 3571 

Score 109 



3148. .3255, 3150. .3266, 3151. .3267, 3207. .3269, 3345. .3449, 
3346. .3450, 3348.-3458, 3349. .3450, 3527. .3571, 3528. .3560 



48381 

102985 

2856 

OJ991112__ll.0421.C8.o2.gs 

3150 

none 



Seq. ID OJ991112_11.0421.C8 
Strand 

End 4054 

Method GENSCAN 

End 3564 

Score .72 



3150.. 3266, 3321.. 3448, 3529.. 3564 



48381 

102985 

2856 

OJ991112 11.0421.C8.o3.np 



Seq. ID OJ991112_11.0421.C8 
Strand 

End 4054 

Method AAT/NAP 



50113 



Start 3153 End 4054 

GI " 5734640 Score 349 

Exons 3153.. 3266, 3321.. 3448, 4029.. 4054 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 

F17K2 genomic sequence; hypothetical protein (AC003680) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



48382 Seq. ID OJ991112_ll . 0421 . C9 

102986 Strand 

64 End 5865 

OJ9911 12_11 . 04 2 1 . C9 . ol . gp Method AAT/GAP 

64 End 1751 

LIB3431-038-P1-K1-G11 Score 669 

64. .168, 670. .793, 1473. .1553, 1636. .1751 

'5734640/dbj IBAA83371.il 2.0e-56 (AP000391) Similar to 

Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 

hypothetical protein (AC003680) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



lz GI Descrip. 

L:'3 



48382 

102986 

64 

OJ991112_ll.0421.C9.ol.np 
101 

5734640 



Seq. ID OJ991112_11.0421.C9 
Strand 

End 5865 

Method AAT/NAP 

End 5733 

Score 1398 

1836. .1931, 2020. .2260, 



101. .168, 670. .793, 1636. .1751, 
5334.. 5425, 5505.. 5733 

(AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F17K2 genomic sequence; hypothetical protein (AC003680) [Oryza 
sativa] 



K J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



J Seq. No. 
3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



48382 Seq. ID 

102986 Strand 

64 End 

OJ991 112_11 . 0421 . C9 . ol . tm Method 

101 End 

none Score 

101. .178, 668. .796, 669. .794, 1470 



OJ991112 11. 0421. C9 



,1572, 1630. 
,1732 



1474 . 
1703, 

48382 

102986 

64 

OJ991112_11.0421.C9.ol.gs 

119 

none 



,1728, 1633. .1719, 



5865 

TBLASTX: Maize 
1732 
188 

1553, .1470. .1571, 
1634.. 1729, 1635. 



1727, 



Seq. ID OJ991112_11.0421.C9 



Strand 
End 

Method 

End 

Score 



5865 
GENSCAN 
5805 
.78 



119. .168, 670. .793, 1473. .1553, 1636. .1751, 1836. .1931, 
2020. .2168, 2844. .2909, 3647. .3728, 5334. .5425, 5513. .5805 



Seq. No. 48382 

Gene No. 10298 6 

Start 64 

Name OJ991112_ll . 0421 .C9. ol . ts 

Start 1515 

GI none 

Exons 1515.. 1571, 1516.. 1572, 1633. 

1823. .1924, 1834. .1926, 1834. 



Seq. ID OJ991112_11.0421.C9 
Strand 

End 5865 

Method TBLASTX : Soybean 

End 1926 

Score 69 

.1719, 1634. .1753, 1703. .1753, 
.1923 



50114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48382 Seq. ID OJ991112_ll . 04 21 . C9 

102986 Strand 

64 End 5865 

OJ991112_ll . 04 2 1 . C9 . o2 . gp Method AAT/GAP 

5607 End 5865 

LIB3431-030-P1-K2-B4 Score 464 

5607. .5865 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-125 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48383 
102987 
138 

OJ991112_ll. 0421. C10. ol.gp 
138 

24984_1.R1084 

138.. 509, 920.. 1135, 1346. 
, 5734639/dbj IBAA83370.il 4 
AU056036(S20239) , C72753 (E2173) 
region of the predicted gene.; 



Seq. ID OJ991112_ll. 0421. C10 
Strand + 
End 3942 
Method AAT/GAP 
End 1491 
Score 1420 
1491 

Oe-59 (AP000391) ESTs 

AU056035 (S20239) correspond to a 
Similar to putative cytochrome 



P-450 (AC003680) [Oryza sativa] 1 

48383 Seq. ID 

102987 Strand 

138 End 
OJ991112_ll . 0421 . C10 . ol . gs Method 

165 End 

none Score 
165. .686 



OJ991112_11.0421.C10 
+ 

3942 
GENSCAN 
686 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112_ll. 0421. C10 
Strand + 
End 3942 
Method AAT/NAP 
End 3571 
Score 1953 

941. .1135, 1346. .1630, 1936. .2273, 2810. .3010, 3383. .3571 
(AP000391) ESTs AU056036 (S20239) , C727 53 (E2173 ) , AU056035 ( S20239) 
correspond to a region of the predicted gene.; Similar to 
putative cytochrome P-450 (AC003680) [Oryza sativa] 



48383 

102987 

138 

OJ991112_ll. 0421. C10. ol.np 
941 

5734639 



48383 

102987 

138 

OJ991112_ll. 0421. C10. o2.gs 

941 

none 



Seq. ID OJ991112_ll. 0421. C10 

Strand + 

End 3942 

Method GENSCAN 

End 3574 

Score .49 



941. .1135, 1346. .1630, 1936. .2273, 2708. .2780, 2810. .3010, 
3383. .3574 



Seq. No. 48383 Seq. ID 

Gene No. 102987 Strand 

Start 138 End 

Name OJ991112JL1 . 0421 . C10 . o2 . gp Method 

Start 1502 End 

GI 368*49 1.R1084 Score 



OJ991112_ll. 0421. C10 
+ 

3942 
AAT/GAP 
3942 
2340 



50115 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1502.. 1630, 1936.. 22-73, 2810.. 3010, 3383.. 3942 
'5734639/dbj | BAA83370.il 2.0e-68 (AP000391) ESTs 

AU056036(S20239),C72753(E2173), AU056035 (S20239 ) correspond to a 
region of the predicted gene.; Similar to putative cytochrome 
P-450 (AC003680) [Oryza sativa] ' 



48383 

102988 

4006 

OJ991112_ll. 0421. C10. ol.ts 

896 

none 



Seq. ID OJ991112_ll. 0421. C10 
Strand 

End 5501 

Method TBLASTX : Soybean 

End 3535 

Score . 103 



896. .1057, 1499. .1606, 1992. .2114, 1999. .2133, 2810. .3007, 
2821. .2970, 3380. .3535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48383 

102988 

4006 

OJ991112_ll. 0421. CIO. ol.tm 

946 

none 



Seq. ID OJ991112_ll. 0421. C10 
Strand 

End 5501 

Method TBLASTX : Mai ze 

End 1612 

Score 190 



946. .1110, 950. .1141, 1343. .1429, 1418. .1612 



Seq. No. 

Gene No. 
%3 Start 
[H Name 
ry Start 
r3 GI 
z ~s Exons 

i=l Seq. No. 
ill Gene No. 
5 Start 

Name 
: 1 Start 

"1 GI 
: ~ Exons 

;3 Seq. No. 
^ Gene No. 
: ~ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48383 

102988 

4006 

OJ991112_ll. 0421. C10. o2.tm 

2831 

none 



Seq. ID OJ991112_ll. 0421. C10 
Strand 

End 5501 

Method TBLASTX : Mai ze 

End 3562 

Score 174 



2831. .2959, 2842. .2961, 2966. .3007, 3380. .3562, 3382. .3444 



48383 

102988 

4006 

OJ991112_ll. 0421. C10. ol.tc 

3368 

none 

3368..3S59, 3380.. 3556 



Seq. ID OJ991112_11.0421.C10 
Strand 

End 5501 

Method TBLASTX : Cress 

End 3559 

Score 216 



48383 
102988 
4006 

OJ991112JL1. 0421. C10. o3.gp 
4006 

66754 1.R1084 



Seq. ID OJ991112_ll. 0421. C10 
Strand 

5501 
AAT/GAP 
4884 
949 



End 

Method 
End 

_ Score 
4006. .4339, 4432. .4558, 4809. .4884 

'5734638/dbj | BAA83369.il 4.0e-43 (AP000391) EST AU077859 (S14590 ) 
corresponds to a region of the predicted gene.; Similar to 
Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 
unknown protein (AC003680) [Oryza sativa] 1 



48383 

102988 

4006 

OJ991112_ll. 0421. C10. o3.gs 

4208 

none 



Seq. ID OJ991112JL1. 0421. C10 
Strand 

End 5501 

Method GENSCAN 

End 5444 

Score .92 



50116 



Exons 



4208. .4339, 4432. .4558, 4809. .5005, 5242. .5291, 5372. .5444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48383 Seq. ID OJ991112_ll . 0421 . C10 

102988 Strand 

4006 End 5501 

OJ991112_ll . 0421 . C10 . o2 . np Method AAT/NAP 

4211 End 5501 

5734638 Score 967 

4211. .4339, 4432. .4558, 4809. .5040, 5242. .5291, 5372. .5501 
(AP000391) EST AU077859 (S14590 ) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome II 

BAC F17K2 genomic sequence; unknown protein (AC003680) [Oryza 
sativa] 

48384 Seq. ID OJ991112_ll . 0421 . Cll 

102989 Strand 

490 End 596 

OJ991112_ll . 0421 .Cll . ol .np Method AAT/NAP 

490 End 596 

6721547 Score 72 
490. .596 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 

48385 Seq. ID OJ991112_ll . 0421 . C12 
10299Q,v; Strand + 

153 ' End 2720 

OJ991112_ll . 0421 . C12 . ol .gs Method GENSCAN 

153 End 2528 

none Score . 94 

153. .491, 609. .686, 1373. .1465, 1646. .1744, 2253. .2528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48385 Seq. ID OJ991112JL1 . 0421 . C12 

102990 Strand + 

153 End 2720 

OJ991112_ll . 0421 . C12 . ol .np Method AAT/NAP 

153 End 2525 

5734637 Score 1485 

153. .491, 609. .686, 1196. .1288, 1373. .1465, 1646. .1744, 

2253. .2525 

(AP000391) ESTs AU02934 8 (E30206 ) , C74035 (E30206) correspond to a 
region of the predicted gene.; Similar to lipase (U38916) [Oryza 
sativa] 

48385 Seq. ID OJ991112_ll . 0421 . C12 

102990 Strand + 

153 End 2720 

OJ991112_ll . 0421 . C12 . ol . gp Method AAT/GAP 
1202 End 2720 

76147_1.R1084 Score 1363 

1202. .1288, 1373. .1465, 1646. .1744, 2253. .2720 
'5734637/dbj IBAA83368.il 4.0e-64 (AP000391) ESTs 
AU029348 (E30206) , C74035 (E30206 ) correspond to a region of the 
predicted gene.; Similar to lipase (U38916) [Oryza sativa] 1 



48385 

102991 

6186 



Seq. ID OJ991112_11.0421.C12 
Strand + 
End 7602 



50117 



Name OJ991112_11.0421.C12.o3.np Method AAT/NAP' 

Start 6186 End 7602 

GI 6907088 Score 413 

Exons 6186.. 6308, 6485.. 6684, 7176.. 7602 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 48385 

Gene No. 102992 

Start 3524 

Name OJ991112_ll . 0421 . C12 . o3 . tm 

Start 248 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4 972 

Method TBLASTX : Maize 

End 1744 

Score 4 3 



248. .283, 366. .491, 371. .490, 386. .493, 592. .636, 603. .689, 
606. .689, 1150. .1290, 1193. .1291, 1370. .1510, 1372. .1467, 
1373. .1468, 1640. .1705, 1643. .1714, 1645. .1713, 1706. .1744 



Seq. No. 48385 

Gene No. 102992 

Start 3524 

Name OJ991112_ll . 0421 .C12 . ol . tc 

Start 381 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4972 

Method TBLASTX : Cress 

End 1744 

Score 107 



381. .491, 603. .692, 1196. .1291, 1198. .1290, 1370. .1513, 
1373. .1468, 1670. .1744 



\1 Seq. No. 

[fi Gene No. 

f Li Start 

Name 

H Start 

^ GI 

\1 Exons 



48385 

102992 

3524 

OJ991112_11.0421.C12.ol.ts 

389 

none 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4 972 

Method TBLASTX : Soybean 

End 2471 

Score 110 



389. .487, 390. .491, 603. .677, 603. .671, 617. .694, 1150. .1287, 
1196. .1288, 1310. .1510, 1372. .1470, 1376. .1498, 1640. .1738, 
1643. .1741, 1645. .1749, 1645. .1740, 2252. .2461, 2253. .2471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48385 

102992 

3524 

OJ991112_11.0421.C12.o2.tm 

2233 

none 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4 972 

Method TBLASTX : Mai ze 

End 2487 

Score 344 



2233. .2352, 2252. .2461, 2253. .2471, 2256. .2471, 2446.-2487 



Seq. No. 48385 

Gene No. 102992 

Start 3524 

Name OJ991112_ll . 0421 . C12 . o2 . tc 

Start 2292 

GI none 

Exons 2292.. 2471, 2300.. 2452 

Seq. No. 48385 

Gene No. 102992 

Start 3524 

Name OJ991112_ll . 0421 . C12 . o2 . np 

Start 3524 

GI 5734636 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4 972 

Method TBLASTX : Cress 

End 2471 

Score 220 



Seq. ID OJ991112_11.0421.C12 
Strand 

End 4972 

Method AAT/NAP 

End 4 937 

Score 1077 



50118 



Exons 3524.. 4051, 4821.. 4937 

GI Descrip. (AP000391) Similar to putative lipase (AC006232) [Oryza sativa] 



Seq. No. 


48385 


Seq. ID 


OJ991112_11.0421 


.C12 


Gene No. 


102992 


Strand 






Start 


3524 


End 


4972 




Name 


OJ991112 11.0421.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


3527 


End 


4972 




GI 


none 


Score 


190 




Exons 


3527. .3799, 3528. .3797, 3848. 


.4057, 3855. .4052, 4821. .4967, 




4822. .4968, 4856.-4972 








Seq. No. 


48386 


Seq. ID 


OJ991112_11.0421 


.C13 


Gene No. 


102993 


Strand 


+ 




Start 


1 


End 


611 




Name 


OJ991112 11.0421.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


175 




GI 


5734635 


Score 


283 




Exons 


1. .175 








GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48386 


Seq. ID 


OJ991112_11.0421 


.C13 


Gene No. 


102993 


Strand 


+ 




Start 


1 


End 


611 




Name 


OJ991112 11.0421.C13.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


611 




GI 


5922620 


Score 


162 




Exons 


1..51, 481. .611 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene . ; hypothetical 


protein 


[Oryza sativa] 







gi | 6016853 I dbj | BAA85196 


.11 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


48386 




Seq. ID 


OJ991112_11.0421.C13 


Gene No. 


102994 




Strand 


+ 


Start 


2658 




End 


3042 


Name 


OJ991112 ll.0421.C13.o2 


. gs 


Method 


GEN SCAN 


Start 


2658 




End 


3042 


GI 


none 




Score 


.58 


Exons 


2658. .2759, 2818. .3042 








Seq. No. 


48386 




Seq. ID 


OJ991112_11.0421.C13 


Gene No. 


102995 




Strand 


+ 


Start 


3356 




End 


4761 


Name 


OJ991112 ll.0421.C13.o3 


. gs 


Method 


GENSCAN 


Start 


3356 




End 


4761 


GI 


none 




Score 


.41 


Exons 


3356. .3623, 4607. .4761 








Seq. No. 


48386 




Seq. ID 


OJ991112_11.0421.C13 


Gene No. 


102996 




Strand 


+ 


Start 


7644 




End 


7936 


Name 


OJ991112 ll.0421.C13.o2 


.gp 


Method 


AAT/GAP 


Start 


7644 


End 


7936 


GI 


uC-osflcyp098g02al 




Score 


400 


Exons 


7644. .7936 
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GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 5.0e-71 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


48386 


Seq. ID 


OJ991112 11.0421 


.C13 


Gene No. 


102997 


Strand 


+ 




Start 


12769 


End 


13710 




Name 


OJ991112 11.0421.C13.o5.gs 


Method 


GENSCAN 




Start 


12769 


End 


13710 




GI 


none 


Score 


.97 




Exons 


12769. .12814, 13021 .. 13240, 


13311. .13430, 13494. .13710 




Seq. No. 


48386 


Seq. ID 


OJ991112_11.0421 


.C13 


Gene No. 


102998 


Strand 






Start 


2343 


End 


2970 




Name 


OJ991112 11.0421.C13.o3.np 


Method 


AAT/NAP 




Start 


2343 


End 


2970 




GI 


5734634 


Score 


834 




Exons 


2343.. 2572, 2676.. 2970 








GI Descrip. 


(AP000391) Similar to putative lipase 


(AC006232) [Oryza 


sativa] 


Seq. No. 


48386 


Seq. ID 


OJ991112_11.0421 


,C13 


Gene No. 


102999 


Strand 






Start 


7482 


End 


12076 




Name 


OJ991112 11.0421.C13.o4.gs 


Method 


GENSCAN 




C3 Start 


7482 


End ' 


12076 






none 


Score 


.9 




f5 Exons 


7482. .7601, 7766. .7908, 8166 


..8299, 8464..8654, 9066. .9247, 




9360. .9661, 10081. .10538, 10637. .10741 


, 10896. .11207, 





11684. .11804, 12024. .12076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 12076 

Method AAT/GAP 

End 8392 

Score 785 



48386 
102999 
7482 

OJ991112_11.0421.C13.o3.gp 
7860 

LIB3433-007-Q6-K1-E10 
7860. .8060, 8166. .8392 

, 5002516/emb|CAB44319.1| 6.0e-27 (AL078606) putative protein 
[Arabidopsis thaliana] 1 



48386 

102999 

7482 

OJ991112_11.0421.C13.o4.np 

8430 

5734633 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 12076 

Method AAT/NAP 

End 12076 

Score 2773 



8430. .8654, 9066. .9247, 9360. .9661, 10081 .. 10538 , 10637 .. 1074 1, 
10896. .11207, 11684. .11804, 12024. .12076 

(AP000391) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F7H19 (AL031018) [Oryza sativa] 



48386 

102999 

7482 

OJ991112_11.0421.C13.o4.gp 
9564 

uC-osflcyp098g02bl 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 12076 

Method AAT/GAP 

End 10119 

Score 225 
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Exons 9564.. 9661, 10081.. 10119 

GI Descrip. * 5734633/dbj | BAA83364 . 1 | 6.0e-16 (AP000391) Similar to 
Arabidopsis thaliana DNA chromosome 4, BAC clone F7H19 
(AL031018) [Oryza sativa] ' 



Seq. No. 48386 

Gene No. 103000 

Start 13108 

Name OJ991112_ll . 0421 . C13 . o5 . tm 

Start 2370 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C13 



Strand 
End 

Method 

End 

Score 



13707 

TBLASTX: Maize 

2853 

124 



2370. .2528, 2370. .2528, 2377. .2529, 2677. .2730, 2678.-2734, 
2745. .2765, 2791. .2853, 2792. .2848 



Seq. No. 48386 

Gene No. 103000 

Start 13108 

Name OJ991112_ll . 0421 . C13 . ol . tc 

Start 7819 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C13 



Strand 
End 

Method 

End 

Score 



13707 

TBLASTX: Cress 

8254 

215 



7819. .8061, 7820. .8065, 8162. .8254, 8164. .8253 



Seq. No. 48386 

Gene No. 103000 

Start 13108 

Name OJ991112_ll . 0421 .C13 . o3 . tm 

Start 7822 

GI none 

Exons 7822.. 8079, 7823.. 8065, 8164. 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Mai ze 

End 8528 - 

Score 230 

.8304, 8164. .8304, 8463. .8528 



Seq. No. 48386 

Gene No. 103000 

Start 13108 

Name OJ991112_ll . 0421 .C13 .o4 . ts 

Start 7822 

GI none 

Exons 7822.. 8061, 7829.. 8065, 7937. 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Soybean 

End 8187 

Score 192 

.8062, 8164. .8187, 8166. .8186 



Seq. No. 48386 
Gene No. 103000 
Start 13108 

Name OJ991112_ll . 0421 . C13 . o2 . ts 

Start 8463 
GI none 

Exons 8463.. 8507, 8463.. 8543, 8464. 

8543.-8656, 8550.. 8678, 8575. 
9199.. 9225, 9378.-9665, 9389. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 11.0421.C13 



13707 

TBLASTX : Soybean 
9666 
44 

8541, 8514. .8654, 8515. .8661, 
8661, 9063. .9128, 9064. .9129, 
9664, 9469.. 9666 



Seq. No. 48386 
Gene No. 103000 
Start 13108 

Name OJ991112_ll . 0421 . C13 . o4 . tm 

Start 8529 
GI none 

Exons 8529.. 8651, 8529.. 8651, 8530. 

9064.. 9129, 9065.. 9133, 9195. 
9358.-9423, 9359.-9499, 9359. 



OJ991112_11.0421.C13 
13707 

TBLASTX: Maize 
9499 
133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8652, 8533.. 8682, 9063. 
.9245, 9202.. 9246, 9209. 
.9499 



9128, 
9247, 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48386 

103000 

13108 

OJ991112_11.0421.C13.ol.tw 

9380 

none 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Wheat 

End 10140 

Score 403 



9380. .9658, 9380. .9658, 9381. .9659, 9469.-9672, 10078 .. 10137 , 
10080. . 10139, 10080. .10139, 10081.. 10140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48386 

103000 

13108 

OJ991112_11.0421.C13.o2.tc 

9389 

none 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX: Cress 

End 10266 

Score 99 



9389. .9472, 9390. .9470, 9469. .9492, 9470. .9493, 9496. .9534, 
9535. .9582, 9536.-9583, 9577. .9666, 9578.-9658, 10072 .. 10266, 
10080. . 10265 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



fs Exons 



48386 

103000 

13108 

OJ991112_11.0421.C13.ol.tm 

9613 

none 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Mai ze 

End 10532 

Score 340 



9613.. 9672, 10080 .. 10403, 10081 .. 10392 , 10086 .. 10403, 
10446. . 10532, 10447 .. 10530, 10458. .10532 



"4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
' ~ Gene No . 
H Start 
h jf Name 
U Start 
GI 

Exons 



48386 
103000 
13108 

OJ991112_11.0421.C13.ol.ts 
10113 
none 

10113. .10358, 10117. .10359 

48386 
103000 
13108 

OJ991112_11.0421.C13.o3.ts 
10446 
none 

10446. .10541, 10450. .10539, 1064 9 .. 10708 , 1067 6 .. 1074 1, 
10683. .10760, 10692. .10754, 10891 .. 11097 , 10895 .. 11110, 
10896. .11141, 10897. .11115 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Soybean 

End 10359 

Score 267 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX : Soybean 

End 11141 

Score 75 



Seq. No. 48386 

Gene No. 103000 

Start 13108 

Name OJ991112_ll . 0421 .C13.o2. tm 

Start 10635 

GI none 
Exons 



Seq. ID OJ991112_11.0421.C13 
Strand 

End 13707 

Method TBLASTX: Maize 

End 12089 

Score 84 



10635. .10760, 10637. .10741, 10884 .. 11156, 10891 .. 11208, 
10891. .11076, 10895. .11209, 10896 .. 11210, 11681 .. 11803, 
11688. .11816, 12017. .12085, 12020 12082 , 12021.. 12089 
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Seq. No. 


48386 


Seq. ID 


OJ991112_11.0421 


.C13 


Gene No. 


103000 


Strand 






Start 


13108 


End 


13707 




Name 


OJ991112 ll.0421.C13.o5. 


np Method 


AAT/NAP 




Start 


13108 


End 


13707 




GI 


5734632 


Score 


1003 




Exons 


13108. .13707 








GI Descrip. 


(AP000391) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48387 


Seq. ID 


OJ991112_11.0421 


.C14 


Gene No. 


103001 


Strand 


+ 




Start 


i V 


End 


250 




Name 


OJ991112 ll.0421.C14.ol. 


gp Method 


AAT/GAP 




Start 


1 


End 


250 




GI 


LIB3474-003-P1-K1-H9 


Score 


471 




Exons 


1. .250 








GI Descrip. 


•5734630/dbj IBAA83361.il 


5.0e-24 (AP000391) Similar to 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Arabidopsis thaliana DNA chromosome 4, BAC clone F25I24 
(AL049525) [Oryza sativa]' 



48387 Seq. ID 

103001 Strand 
1 End 
OJ991112_11.0421.C14.ol.np Method 
1 End 
5734631 Score 
1..250 

(AP000391) ESTs AU030224 (E50782 ) , AU077702 (E50782 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone T29A15 (AL035602) [Oryza sativa] 



OJ991112_11.0421.C14 
+ 

250 

AAT/NAP 

250 

362 



48388 

103002 

1 

OJ991112_11.0421.C15.ol.np 
1 

5734621 



OJ991112 11.0421.C15 



Seq. ID _ 
Strand 

End 5000 
Method AAT/NAP 
End 5000 
Score 1842 

1..127, 228. .320, 448. .513, 778 858, '992 1047, 1707. .1795, 
2357. .2442, 2548. .2663, 3125. .3270, 3681. .3741, 3847. .3930, 
4044. .4151, 4302. .4404, 4817. .5000 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



48388 

103002 

1 

OJ991112_11.0421.C15.ol.gs 
59 

none 

59. .127, 228. .320, 448. .513, 
2357. .2474, 3681. .3741, 3847. 
4817. .4860 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 11.0421.C15 



5000 
GENSCAN 
4860 
.85 

778.-858, 992. .1047, 1707. .1795, 
.3930, 4044. .4151, 4302. .4404, 



Seq. No. 
Gene No. 
Start 



48388 

103002 

1 



Seq. ID 

Strand 

End 



OJ991112 11.0421.C15 



5000 
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Name OJ991112_ll . 0421 . C15 . ol . gp Method AAT/GAP 

Start 63 End 1763 

GI LIB3433-040-P1-K1-C8 Score 668 

Exons 63. .127, 228. .320, 448. .513, 778. .858, 992. .1047, 1707. .1763 

GI Descrip. 1 5734621/dbj I BAA83352 . 1 | 2.0e-80 (AP000391) ESTs 

AU067992 (C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] ' 



Seq. No. 48388 
Gene No. 103002 
Start 1 

Name OJ991112_ll . 0421 . C15 . ol . ts 

Start 1010 
GI none 

Exons 1010.. 1057, 1690.. 1812, 1706. 

2550. .2609, 2572. .2664, 2599. 
3119.. 3268, 3172. .3273, 3680. 
3832. .3933, "4030. .4161, 4044. 
4306. .4374 



Seq. ID OJ991112_11.0421.C15 
Strand 

End 5000 

Method TBLASTX : Soybean 

End 4374 

Score 101 

.1786, 2359. .2460, 2360. .2458, 
.2664, 3099.. 3269, 3112.. 3270, 
.3742, 3682.. 3744, 3829.. 3933, 
.4154, 4305. .4373, 4305. .4373, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48388 
103002 
1 

OJ991112_11.0421.C15.ol.tm 
1720 



End 

Method 
End 

none Score 
1720. .1794, 1721. .1795, 1734. .1805, 1901. .1969, 2349. .2456, 
2350. .2457, 2354. .2458, 2356. .2460, 2538.-2663, 2541. .2609, 
2569.. 2664, 2572.. 2664, 3119.. 3166, 3120.. 3167 



Seq. ID OJ991112_11.0421.C15 
Strand 

5000 

TBLASTX: Maize 
3167 
112 



3 Seq. No. 48388 

fi Gene No. 103002 

" Start 1 

Name OJ991112_ll . 0421 . C15 .o2 . tm 

-J Start 3168 

J GI none 

.£ Exons 3168.. 3266, 3170.. 3271, 3170 

* 3829.-3927, 3848.. 3928, 3849 



Seq. ID OJ991112_11.0421.C15 
Strand 

End 5000 

Method TBLASTX : Mai ze 

End 3929 

Score 132 

.3268, 3679.-3744, 3686. .3742, 
.3929 



Seq. No. 48388 
Gene No. 103002 
Start 1 

Name OJ991112_ll . 0421 .C15 . ol . tw 

Start 3666 
GI none 

Exons 3666.. 3743, 3679.. 3744, 3680 

3848.. 3934, 4036.. 4152, 4054 
4288. .4410, 4299. .4415, 4818 



Seq. ID OJ991112_11.0421.C15 
Strand 

End 5000 
Method TBLASTX : Wheat 
End 48 62 

Score 100 

.3742, 3829.. 3933, 3847.-3933, 
.4152, 4104. .4187, 4130. .4177, 
.4862, 4819. .4860 



Seq. No. 48389 

Gene No. 103003 

Start 5301 

Name OJ991112_ll . 0421 . C16 . o2 .np 

Start 5301 

GI 6911869 

Exons 5301.. 5430, 5555.-5653, 6343. 



Seq. ID OJ991112_11.0421.C16 

Strand + 

End 8826 

Method AAT/NAP 

End 8826 

Score 623 

.6433, 6778.-6878, 8129. .8219, 



50124 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8559. .8617, 8707. .8826 

(AL138655) putative protein [Arabidopsis thaliana] 



48389 

103004 

1 

OJ991112_11.0421.C16.ol.np 
1 

5734621 



OJ991112 11.0421.C16 



Seq. ID _ 
Strand 

End 3268 
Method AAT/NAP 
End 3268 
Score 1734 

1..301, 390. .529, 1153. .1209, 1362. .1548, 2095. .2307, 3011. .3268 
(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



48389 Seq. ID 

103004 Strand 

1 End 

OJ991112_11.0421.C16.ol.gs Method 

71 • End 

none Score 



OJ991112_11.0421.C16 

3268 
GEN SCAN 
3268 
.71 



71. .301, 390. .529, 1153. .1209, 1362. .1515, 2095. .2307, 
3011. .3268 



Seq. No. 48389 

Gene No. 103004 

Start 1 

Name OJ991112_ll . 0421.C16.ol .gp 

Start 1372 

GI 99213_1.R1084 

Exons 1372.. 1548, 2095.. 2307, 3011 
GI Descrip. 



OJ991112 11.0421.C16 



Seq. ID _ 
Strand 

End 3268 
Method AAT/GAP 
End 3160 
Score 1032 
3160 

•5734621/dbj IBAA83352.il 5.0e-77 (AP000391) ESTs 
AU067992 (C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] 1 



Seq. No. 48390 Seq. ID OJ991112_10 . 0421 . C4 

Gene No. 103005 Strand 

Start 1 End 705 

Name OJ991112__10 . 0421.C4 .ol .np Method AAT/NAP 

Start 1 End 705 

GI 6006358 Score 348 

Exons 1..222, 622.. 705 

GI Descrip. (AP000559) Similar to Arabidopsis thaliana DNA chromosome 4, 

clone F7H19, hypothetical protein (AL031018) [Oryza sativa] 



BAC 



Seq. No. 


48391 




Seq. ID 


OJ991112 


Gene No. 


103006 




Strand 


+ 


Start 


1 




End 


1958 


Name 


OJ991112 10.0421 


.C6.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1654 


GI 


6520227 




Score 


182 


Exons 


1..75, 314. .473, 


1478. .1654 






GI Descrip. 


(AB028230) ZCW7 


[Arabidopsis 


thaliana] 




Seq. No. 


48391 




Seq. ID 


OJ991112 


Gene No. 


103006 




Strand 


+ 


Start 


1 




End 


1958 



50125 



Name OJ991112_10 . 0421 .C6 . ol . gs 

Start 237 

GI none 

Exons 237.. 473, 1478.. 1651, 1953. 

Seq. No. 48391 

Gene No. 103007 

Start 8647 

Name OJ991112 

Start 8593 

GI 400578 

Exons 8593.. 8817, 
GI Descrip. 



_10.0421.C6.o3.np 



10090. .10181, 



Method 
End 
Score 
,1958 

Seq. ID 
Strand 
End 

Method 
End 
Score 
10635. .10768, 



GENSCAN 

1958 

.69 



OJ991112_10.0421.C6 
+ 

12863 
AAT/NAP 
12402 
128 

12369. .12402 



NADH-UBIQUINONE OXIDOREDUCTASE 18 KD SUBUNIT PRECURSOR (COMPLEX 
1-18 KD) (CI-18 KD) (COMPLEX I-AQDQ) (CI-AQDQ) 
gi I 346531 Ipir M S28240 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain CI-18(IP) - bovine gi | 226 | emb | CAA4 4 900 1 (X63215) 
NADH dehydrogenase [Bos taurus] 



Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421.C6 


bene ino . 


103007 


Strand 


+ 


Start 


8647 


End 


12863 


Name 


OJ991112 10. 


0421.C6.o3.gs Method 


GENSCAN 


Start 


8647 


End 


12863 


GI 


none 


Score 


.67 


Exons 


8647. .8817, 


10558. .10764, 11439 .. 114 68 , 


12804. .12863 


Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421.C6 


Gene No. 


103008 


Strand 




Start 


2863 


End 


7101 


Name 


OJ991112 10. 


042 1 . C6 . o2 . gs Method 


GENSCAN 


o tar u 


2863 


End 


7101 


GI 


none 


Score 


.54 


Exons 


2863. .3407, 


3484. .3700, 3745. .3887, 4256. .4370, 4508. .4687, 




6795. . 6843, 


6892.. 7037, 7057.. 7101 




Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421.C6 


Gene No. 


103009 


Strand 




Start 


13582 


End 


13968 


Name 


OJ991112 10. 


0421.C6.o3.tm Method 


TBLASTX: Maize 


Start 


386 


End 


1664 


GI 


none 


Score 


123 


Exons 


386. .475, 387. .473, 390. .479, 391. .480, 


391. .480, 1462. .1590, 




1475. .1591, 


1583. .1651, 1584. .1664 




Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421.C6 


Gene No. 


103009 


Strand 




Start 


13582 


End 


13968 


Name 


OJ991112 10. 


0421.C6.o2.tm Method 


TBLASTX: Maize 


Start 


8583 


End 


12865 


GI 


none 


Score 


76 


Exons 


8583. .8711, 


8618. .8668, 8622. .8693, 8632. .8712, 8704. .8832, 




8706. .8822, 


10055. .10183, 10086. .10187, 


10090. .10185, 




10615. .10758 


, 10631. .10660, 10635. .10766, 10635 .. 10766, 




10703. .10771 


, 12795. .12857, 12806.. 12865 


Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421.C6 


Gene No. 


103009 


Strand 





50126 



"■■■4 



OLai L 


13582 


End 


13968 




Name 


OJ991112 10. 0421. C6. 


ol.ts Method 


TBLASTX : Soybean 




Start 


8716 


End 


12851 




GI 


none 


Score 


114 




Exons 


8716. .8832, 8745. .8822, 10090 .. 10185 , 


10092. .10187, 






10615. .10758, 10635. 


.10769, 12795.. 12851 




Seq. No. 


48391 


Seq. ID 


OJ991112 10.0421. 


C6 


Gene No. 


103009 


Strand 






Of- -a r f 


13582 


End 


13968 




Name 


OJ991112 10. 0421. C6. 


ol.tc Method 


TBLASTX : Cress 




Start 


8727 . 


End 


10769 




GI 


none 


Score 


86 




Exons 


8727.. 8819, 8755.. 8859, 10086. . 10187 , 


10090. .10185, 






10633. .10758, 10635. 


.10769 






Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421. 


C6 


Gene No. 


103009 


Strand 






Start 


13582 


End 


13968 




Name 


OJ991112 10. 0421. C6. 


o4 .np Method 


AAT/NAP 




Start 


13582 


End 


13968 




GI 


3935184 


Score 


298 




Exons 


13582. .13968 








GI Descrip. 


(AC004557) F17L21.27 


[Arabidopsis thaliana] 




Seq. No. 


48391 


Seq. ID 


OJ991112_10.0421. 


C6 


Gene No. 


103009 


Strand 






Oldl L 


13582 


End 


13968 




Name 


OJ991112 10. 0421. C6. 


ol.tm Method 


TBLASTX: Maize 




Start 


13586 


End 


13962 




GI 


none 


Score 


123 




Exons 


13586. .13723, 13594. 


.13722, 13640. .13732, 13801 .. 13926, 






13801. .13962 








Seq. No. 


48392 


Seq. ID 


OJ991112_10.0421. 


C7 


Gene No. 


103010 


Strand 


+ 




Start 


125 


End 


11286 




Name 


OJ991112 10. 0421. C7. 


ol.gs Method 


GENSCAN 




Start 


125 


End 


10753 




GI 


none 


Score 


.74 




Exons 


125.. 270, 415.. 477, 


550.. 666, 928.. 1062, 1470. .1568, 1624. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1821.. 1929, 5240.. 5430, 5582.. 5681, 7025.. 7233, 8069.. 8220, 
8420. .8828, 9014. .9111, 9492. .9603, 9706. .9865, 10608. .10753 



48392 

103010 

125 

OJ991112_10.0421.C7.ol.np 

3989 

3445208 



Seq. ID OJ991112_10.0421.C7 

Strand + 

End 11286 

Method AAT/NAP 

End 11286 

Score 1358 



3989. .4011, 5531. .5645, 6191. .6327, 7025. .7233, 8069. .8220, 
8420. .8828, 9014. .9111, 9492. .9603, 9706. .9865, 10626 10698 , 
11130.. 11286 

(AC004786) putative amino acid acetyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 



48392 



Seq. ID OJ991112_10.0421.C7 



50127 



Gene No. 103011 Strand 

Start 1 End 81 

Name OJ991112^10 . 0421 . C7 . ol . gp Method AAT/GAP 

Start 1 End 81 

GI none Score 98 

Exons 1 . . 81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48392 
103012 
12932 

OJ991112_10.0421.C7.o3.tm 
5591 



16453 

TBLASTX: Maize 
8125 

none Score 137 

5591. .5680, 5592. .5678, 5597. .5710, 5604. .5681, 6260. 
6260.. 6328, 6264.. 6332, 6273.-6332, 7023.. 7232, 7023, 
7024. .7233, 7132. .7248, 8066. .8125, 8077. .8124 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 10. 0421. C7 



.6316, 
,7232, 



Seq. No. 48392 

Gene No. 103012 

Start 12932 

Name OJ991112_10 . 0421 . C7 . ol . tm 

Start 8126 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C7 
Strand 

End 16453 

Method TBLASTX : Mai ze 

End 8593 

Score 129 



8126. .8239, 8126. .8254, 8340. .8396, 8355. .8591, 8355. .8396, 
8387. .8587, 8399. .8593, 8406. .8588, 8413. .8592 



Seq. No. 48392 

Gene No. 103012 

Start 12932 

Name OJ991112_10 . 0421 . C7 . ol . tw 

Start 8414 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C7 
Strand 

End 16453 

Method TBLASTX : Wheat 

End 8764 

Score 172 



8414. .8620, 8417. .8590, 8418. .8633, 8419. .8628, 8424. .8636, 
8674. .8724, 8684. .8725, 8698.-8727, 8730. .8762, 8738. .8764 



Seq. No. 48392 

Gene No. 103012 

Start 12932 

Name OJ991112_10 . 0421 .C7 . o2 . tm 

Start 8677 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C7 
Strand 

End 16453 

Method TBLASTX : Maize 

End 11319 

Score 52 



8677. .8838, 8680. .8730, 8681. .8860, 8782. .8862, 9005. 
9005. .9118, 9481. .9606, 9485. .9592, 9489. .9596, 9703. 
9705. .9860, 9727. .9861, 10625 .. 10720 , 1064 8 .. 10731, 
11097. .11282, 11112. .11288, 11131. .11319 



,9118, 
,9855, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48392 

103012 

12932 

OJ991112_10.0421.C7.ol.ts 

9538 

none 



Seq. ID OJ991112_10.0421.C7 
Strand 

End 16453 

Method TBLASTX : Soybean 

End 11259 

■Score 81 



9538.. 9606, 9703.. 9864, 9727.. 9864, 10613 .. 10720, 11106 1124 3, 
11130. .11243, 11131. .11259 



Seq. No. 
Gene No. 



48392 
103012 



Seq. ID OJ991112_10.0421.C7 
Strand 



50128 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12932 End 

OJ991112_10 . 0421 . C7 . o3 . gp Method 

12487 End 

16018 1.R1084 Score 



16453 
AAT/GAP 
14499 
1799 



12487. .13107, 14029. .14203, 14345. .14499 

'1808687/embl Y10784 ISSY10784 1.0e-40 S.stapfianus pSD.13 mRNA* 



48392 Seq. ID 

103012 Strand 

12932 End 

OJ991112_10.0421.C7.o2.gs Method 

12932 End 

none Score 



OJ991112_10.0421.C7 

16453 
GENSCAN 
16453 
.72 



12932. .13107, 13722. .13885, 14029 .. 14203 , 14345 .. 14439, 
16362. .16453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48393 

103013 

816 

OJ991112_10.0421.C8.ol.gs 

816 

none 



Seq. ID OJ991112_10.0421.C8 
Strand 

End 4769 

Method GENSCAN 

End 4769 

Score .64 



816. .1247, 1421. .1844, 1961. .3527, 3621. .3764, 3875. .4769 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 10. 0421. C8 



4769 
AAT/NAP 
4622 
6499 



48393 
103013 
816 

OJ991112_10.0421.C8.ol.np 
819 

6630696 
819. .4622 

(AP000969) ESTs D22114 {C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

48393 Seq. ID OJ991112_10 . 0421 . C8 

103013 Strand 

816 End 4769 

OJ991112_10 . 0421 . C8 . ol . gp Method AAT/GAP 

3690 End 4580 

101595_1.R1084 Score 1459 

3690.. 3764, 3880.. 4580 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



48393 Seq. ID 

103014 Strand 

5198 End 

OJ991112_10 .0421 . C8 . o2 . gp Method 

5198 End 

426253 Score 
5198. .5486 



OJ991112_10.0421.C8 

5486 
AAT/GAP 
5486 
522 



Seq. No. 48393 Seq. ID 

Gene No. 103015 Strand 

Start 10715 End 

Name OJ991112 10 . 0421 . C8 . o2 . np Method 



OJ991112_10. 0421.C8 

11022 
AAT/NAP 



50129 




Start 10715 End 11022 

GI 6907106 Score 181 

Exons 10715. .11022 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103016 




Strand 




Start 


12757 




End 


13166 


Name 


OJ991112 10.0421 


.C8.o3.np 


Method 


AAT/NAP 


Start 


12757 




End 


13166 


GI 


4587577 




Score 


196 


Exons 


12757. .13166 








GI Descrip. 


(AC006550) F10O3 


.17 [Arabidopsis thaliana] 


Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 




Strand 




Start 


18639 




End 


22156 


Name 


OJ991112 .10.0421 


.C8.o6.tw 


Method 


TBLASTX: Wheat 


Start 


324 




End 


678 


GI 


none 




Score 


94 


Exons 


324. .353, 325. .453, 382. .450, 


465. .527 


, 489. .524, 510. .608, 




526. .633, 539. .631, 634. .678, 


646. . 678 




Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 




Strand 




Start 






End 


22156 


Name 


OJ991112 10.0421 


.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


955 




End 


1432 


GI 


none 




Score 


321 


Exons 


955. .1308, 956.. 


1261, 957.. 1265, 1268. 


.1303, 1303. .1338, 




1303.. 1341, 1304 


..1348, 1357. 


.1398, 1358. .1414, 1385. .1432 


Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 




Strand 




Start 


18639 




End 


22156 


Name 


OJ991112 10.0421 


.C8.o5.ts 


Method 


TBLASTX : Soybean 


Start 


1083 




End 


1407 


GI 


none 




Score 


85 


Exons 


1083.. 1259, 1162 


..1260, 1312. 


.1407, 1322.. 1390 


Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 




Strand 




Start 


18639 




End 


22156 


Name 


OJ991112 10.0421 


.C8.o5.tm 


Method 


TBLASTX: Maize 


Start 


1294 




End 


1660 


GI 


none 




Score 


111 


Exons 


1294.. 1389, 1337 


..1660, 1391. 


.1630, 1404. .1637 


Seq. No. 


48393 




Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 




Strand 




Start 


18639 




End 


22156 


Name 


OJ991112 10.0421 


.C8.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1436 




End 


1787 


GI 


none 




Score. 


79 


Exons 


1436. .1618, 1439 


..1627, 1440. 


.1628, 1623. .1787, 1628. .1786 



50130 




Seq. No. 


A Q o n "D 

48393 








Seq. ID 


/^tooiiio in ft/i oi 

OJ991112 10.0421 


. Co 


Gene No. 


103017 








Strand 






Start 


18639 








End 


22156 




Name 


ojyyni2_io 


n a o i 
. 0421 , 


, Co . 03 . 


, tw 


Method 


TBLASTX : wneat 




Start 


1640 








End 


O 1 O A 

2184 




GI 


none 








Score 


c a 
00 




Exons 


lb40 . . 1825, 


i o a n 
1840 . 


O 1 O A 

. 2184 , 


0 nn o 
2003 . 


. 21 0 / 






Seq. No. 


483y3 








Seq. ID 


/"xtooiiio in n/01 

oj yyni2_io .0421 


. C8 


Gene No. 


103017 








Strand 






Start 


18639 








End 


22156 




Name 


ojyyni2 10 


. 0421 . 


C8 . 02 . 


tm 


Method 


TBLASTX: Maize 




Start 


1 *7 O 1 

1 /21 








End 


2185 




GI 


none 








Score 


58 




Exons 


ITOI 1 O O "7 
1 /21 . . 183 / , 


1 O 1 o 

18 /3 . 


. 2184 , 


1 O ^ A 

18 / 4 . 


.1933, 1969. .2049, 2054. .2185 


Seq. No. 


4 o jy j 








Seq. ID 


OJ991112_10.0421 


.C8 


Gene No . 


1U3U1 / 








Strand 


- 




Start 


18639 








End 


22156 




Name 


OJ991112_10 


.0421. 


C8.0I. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 QCC 

loot) 








End 


2319 




GI 


5509260 








Score 


. 103 




Exons 


1855 . . 2319, 


2063 . 


. 2224 










GI Descrip. 
















Seq. No. 


4 8393 








Seq. ID 


OJ991112JL0.0421 


.C8 


Gene No. 


103017 








Strand 






Start 


18639 








End 


22156 




Name 


/^Tomiio in 
OJ991112 10 


n a o i 
.0421. 


C8 . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1 C\ H f 

1966 








End 


2226 




GI 


none 








Score 


110 




Exons 


1 9oo . .2226, 


o n c >i 
2054 . 


. 2224 










Seq. No. 


/ o "D n o 
4 839 3 








Seq. ID 


OJ991112_10.0421 


• C8 


Gene No. 


103017 








Strand 






Start 


18639 








End 


22156 




Name 


to qi 1 i o in 

ojyyni2 10 


. 0421 . 


Co . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


o o o n 
22 39 








End 


2986 




GI 


none 








Score 


106 




Exons 


2239 . . 2421 , 


noon 

2239 . 


0 m n 

. 297 9, 


0 a 0 n 

2489 . 


.2986, 2579.-2986 




Seq. No. 


A O *3 n o 

4 8393 








Seq. ID 


OJ991112_10.0421 


.C8 


Gene No. 


103017 








Strand 






Start 


18639 








End 


22156 




Name 


r\ tqqi 1 i o in 

ojyyiii2 iu 


n >i o i 
. 0421 . 


Co . 02 . 


tc 


Method 


TBLASTX: Cress 




Start 


2551 








End 


3027 




GI 


none 








Score 


124 




Exons 


2551 . .2616, 


*i /" o n 

2620 . 


0 0 n 0 

. 2808, 


O O O T 

2827 . 


.3027 






Seq. No. 


a o o n *d 








Seq. ID 


OJ991112_10.0421 


,C8 


bene wo. 


IUjUI / 








Strand 






Start 


18639 








End 


22156 




Name 


OJ991112 10. 


.0421. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2644 








End 


3042 




GI 


none 








Score 


102 




Exons 


2644. .2817, 


2821. 


.3042, 


2825. 


.3040 







50131 




Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No . 


lOoOl / 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10 


.0421. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2830 








End 


3294 


GI 


none 








Score 


77 


Exons 


2830. .3294, 


2837. 


.3010 








Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No . 


i r\ o a i i 

IOoOIV 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10 


.0421. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2987 








End 


3187 


GI 


none 








Score 


225 


Exons 


2987. .3187, 


2987. 


.3184, 


2989. 


.3186 




Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No . 


lUoUl / 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10 


.0421. 


C8.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


3052 








End 


3432 


GI 


none 








Score 


88 


Exons 


3052. .3300, 


3283. 


.3432 








Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10 


0421. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3406 








End 


3755 


GI 


none 








Score 


37 


Exons 


3406. .3447, 


3413. 


.3442, 


3476. 


.3598, 3476.. 3583, 3477.. 3584 




3478. .3597, 


3597. 


.3749, 


3601. 


.3747, 3602.. 3748, 3609.. 3755 


Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


1 AT A1 1 

10 J017 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10 


0421. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4272 








End 


4580 


GI 


none 








Score 


108 


Exons 


4272. .4580, 


4275. 


.4451, 


4337. 


.4480, 4351. .4533 


Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10. 


0421. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4331 








End 


4730 


GI 


none 








Score 


151 


Exons 


4331. .4513, 


4331. 


.4462, 


4332. 


.4616, 4351. .4542, 4590. .4730 




4593. .4727 












Seq. No. 


48393 








Seq. ID 


OJ991112_10.0421.C8 


Gene No. 


103017 








Strand 




Start 


18639 








End 


22156 


Name 


OJ991112 10. 


0421. 


C8.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


14322 








End 


14567 


GI 


none 








Score 


67 


Exons 


14322. .14390, 14324 .. 14389, 14381 .. 14566, 14388. .14567 



50132 



Seq. No. 48393 

Gene No. 103017 

Start 18639 

Name OJ991112_10.0421.C8.o3.gs 

Start 18639 

GI none 

Exons 18639. .18697, 19769. . 19871, 
21066. .21134, 21302. .21361, 



Seq. ID 

Strand 
End 

Method 

End 

Score 
19965. .20009, 
21737. .21830 



OJ991112 10. 0421. C8 



22156 
GENSCAN 
21830 
.83 

20662. 



.20760, 



Seq. No. 48393 Seq. ID 

Gene No. 103017 Strand 

Start 18639 End 

Name OJ991112_10 . 0421 . C8 . o3 . gp Method 

Start 19218 End 

GI 1179_1.R1084 Score 

Exons 19218. .19545, 19769 .. 19871, 19965 

21066. .21134, 21302. .21361, 21737 

GI Descrip. 



OJ991112 10. 0421. C8 



22156 
AAT/GAP 
22156 
1445 
20009, 20662, 
21832, 22127, 



.20760, 
.22156 



, 2245086/emb|CAB10508.1| 1.0e-120 (Z97343) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48393 

103017 

18639 

OJ991112_10.0421.C8.o4.np 

19472 

7268479 



Seq. ID OJ991112_10.0421.C8 
Strand 

End 22156 

Method AAT/NAP 

End 22156 

Score 4 65 



19472. .19545, 19769. . 19871, 19965 .. 20009, 20662 .. 207 60 , 
21066. .21134, 21302. .21361, 21737 .. 21835, 22084.. 22156 



GI Descrip. (AL161546) putative protein [Arabidopsis thaliana] 



is? 
i. z 



f 3 ? 



Seq. No. 48393 
Gene No. 103017 
Start 18639 

Name OJ991112_10 . 0421 .C8 . 06. tm 

Start 19487 
GI none 

Exons 19487. .19546, 19768 .. 19869, 

19955. .20008, 19962 .. 20012, 
20667. .20762, 20668 .. 20763, 
21061. .21135, 21068. .21133, 
21302. .21364, 21302 .. 21364 , 



Seq. ID OJ991112_10.0421.C8 
Strand 

End 22156 

Method TBLASTX : Mai ze 

End 21833 

Score 134 
19770. .19883, 19771 .. 1 9872 , 
19965. .20000, 20656 .. 207 66, 
21060. .21134, 21060. .21125, 
21077. .21136, 21301. .21363, 
21735. .21833, 21737. .21832 



Seq. No. 48394 Seq. ID 

Gene No. 103018 Strand 

Start 8785 End 

Name OJ991112JL0. 0421.C9.o2.gp Method 

Start 8785 End 

GI none Score 

Exons 8785.. 9595 



OJ991112_10.0421.C9 
+ 

9595 
AAT/GAP 
9595 
1585 



Seq. No. 48394 Seq. ID 

Gene No. 103019 Strand 

Start 22680 End 

Name OJ991112_10 . 0421 .C9 . o5 . gp Method 

Start 22680 End 

GI LIB3431-028-P1-N1-A10 Score 



OJ991112_10.0421.C9 
+ 

23124 
AAT/GAP 
23124 
754 
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Exons 22680. .22750, 22778.. 23124 

GI Descrip. ' 4680203/gb | AAD27566 . 1 1 AF114171J7 3.0e-33 (AFU4171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. No. 48394 Seq. ID 

Gene No. 103020 Strand 

Start 28303 End 

Name OJ991112_10 . 0421 . C9 . o2 . gs Method 

Start 28303 End 

GI none Score 

Exons 28303. .28423, 28824.. 28891 



OJ991112_10.0421.C9 
+ 

28891 
GENSCAN 
28891 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991112 10. 0421. C9 



48394 Seq. ID 

103021 Strand 

1 End 3261 

OJ991112_10 . 0421 . C9 . ol . np Method AAT/NAP 

1 End 3209 

7268479 Score 435 

1..21, 669. .743, 1770. .1888, 2001. .2162, 3084. .3209 

(AL161546) putative protein [Arabidopsis thaliana] 



48394 

103021 

1 

OJ991112_10.0421.C9.ol.gp 
660 

1179_1.R1084 

660. .743, 1770. .1888, 2001, 
, 2245086/emb|CAB10508.1| 1, 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 10. 0421. C9 



3261 
AAT/GAP 
3261 
823 

.2162, 3084. .3184, 3221. .3261 
Oe-120 (Z97343) hypothetical protein 



Seq. No. 48394 Seq. ID 

Gene No. 103022 Strand 

Start 9946 End 

Name OJ991112_10 . 0421 . C9 . o3 . gp Method 

Start 9946 End 

GI none Score 

Exons 9946.. 10346, 10840.. 10995 



OJ991112_10.0421.C9 

10995 
AAT/GAP 
10995 
1065 



Seq. No. 


48394 


Seq. ID 


OJ991112_10 


0421 


.C9 


Gene No. 


103023 


Strand 








Start 


16473 


End 


20162 






Name 


OJ991112 10.0421.C9.o2.np 


Method 


AAT/NAP 






Start 


16473 


End 


20162 






GI 


4680204 


Score 


923 






Exons 


16473. .16704, 17060 .. 17190, 


17281. .174 54, 17559. .18 631, 






18727. .20162 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


48394 


Seq. ID 


OJ991112_10 


0421 


.C9 


Gene No. 


103024 


Strand 








Start 


23302 


End 


26260 






Name 


OJ991112 10.0421.C9.o3.np 


Method 


AAT/NAP 






Start 


23302 


End 


26260 






GI 


6742729 


Score 


1183 






Exons 


23302. .24119, 26217.. 26260 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 
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Seq. No. 48394 Seq. ID 

Gene No. 103024 Strand 

Start 23302 End 

Name OJ991112_10 . 0421 . C9 . o4 . np Method 

Start 24108 End 

GI 5852182 Score 

Exons 24108. .24437, 25552.. 25578 
GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



OJ991112_10.0421.C9 

26260 
AAT/NAP 
25578 
427 



Seq. No. 48394 Seq. ID 

Gene No. 103025 Strand 

Start 30226 End 

Name OJ991112_10 . 0421 . C9 . o2 . tm Method 

Start 666 End 

GI none Score 
Exons 



OJ991112_10.0421.C9 
33193 

TBLASTX: Maize 

3366 

119 



666.-743, 668. .745, 668. .742, 1764. .1895, 1767. .1889, 
1768. .1902, 1768. .1890, 1769. .1894, 2001. .2165, 2002. .2163, 
2013. .2165, 3081. .3224, 3085. .3219, 3153. .3230, 3316. .3366 



Seq. No. 48394 

Gene No. 103025 

Start 30226 

Name OJ991112_10 . 0421 . C9 . o2 . ts 

Start 666 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C9 



Strand 
End 

Method 
End 
. Score 



33193 

TBLASTX : Soybean 

3221 

82 



666. .743, 668. .742, 1764. .1898, 1769. .1894, 1999. .2157, 
2001. .2162, 2002. .2163, 2007. .2165, 3132. .3221, 3133. .3213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48394 

103025 

30226 

OJ991112_10.0421.C9.o4.tm 

9474 

none 



Seq. ID OJ991112_10.0421.C9 



Strand 
End 

Method 

End 

Score 



33193 

TBLASTX: Maize 

9761 

138 



9474. .9590, 9498. .9551, 9512. .9634, 9570. .9761, 9617. .9760 



48394 

103025 

30226 

OJ991112_10.0421.C9.ol.ts 

9644 

none 



Seq. ID OJ991112_10.0421.C9 



Strand 
End 

Method 

End 

Score 



33193 

TBLASTX : Soybean 

10252 

71 



9644. .9754, 9663. .9752, 9791. .9949, 9810. .9929, 9935. .10051, 
9956.. 10072, 10052 .. 10252 , 10089 .. 10130, 10173.. 10244 



Seq. No. 


48394 


Seq. ID 


OJ991112_10.0421 


.C9 


Gene No. 


103025 


Strand 






Start 


30226 


End 


33193 




Name 


OJ991112 10.0421.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


9767 


End 


10190 




GI 


none 


Score 


451 




Exons 


9767. .10189, 9804. .10190 








Seq. No. 


48394 


Seq. ID 


OJ991112_10.0421 


.C9 


Gene No. 


103025 


Strand 






Start 


30226 


End 


33193 
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Name 

Start 

GI 

Exons 



0 J991112_10 . 0421 . C9 . o2 . tc Method TBLASTX : Cress 

9809 End 10247 

none Score . 4 4 

9809. .9949, 9935. .10054, 9996. .10049, 10061 .. 10129, 

10145. .10246, 10161.. 10247 



Seq. No. 48394 

Gene No. 103025 

Start 30226 

Name OJ991112_10 . 0421 .C9 .o2 . tw 

Start 19117 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C9 

Strand 

End 33193 

Method TBLASTX : Wheat 

End 19520 

Score 67 



19117. .19287, 19118. .19192, 19277 .. 194 17 , 19282 .. 19518 , 
19324. .19518, 19404.. 19520 



Seq. No. 48394 

Gene No. 103025 

Start 30226 

Name OJ991112_10 . 042 1 . C9 . ol . tw 

Start 22824 

GI none 
Exons 



Seq. ID OJ991112_10.0421.C9 
Strand 

End 33193 

Method TBLASTX : Wheat 

End 24095 

Score 132 



22824. .22910, 22899.-22979, 22992 .. 23132, 22993 .. 23133, 
23080. .23175, 23112 23171 , 23178 .. 23222, 23179 23223, 
23183. .23224, 23217 24095 , 23233 .. 24093, 23669.. 24094 



%2 Se< 3- No - 

rf\ Gene No. 

?!j Start 

l~ Name 

□ Start 

IJ GI 

Exons 



Seq. No. 
L Gene No. 
□ Start 
h J Name 
U Start 

IZ Exons 



48394 

103025 

30226 

OJ991112_10.0421.C9.ol.tc 

23400 

none 



Seq. ID OJ991112_10.0421.C9 
Strand 

End 33193 

Method TBLASTX : Cress 

End 23847 

Score 209 



23400. .23843, 23400 .. 2384 3, 234 04 .. 23847 , 23512.. 23847 



48394 

103025 

30226 

OJ991112_10.0421.C9.o3.tm 

23778 

none 

23778. .24092, 23806. .24081 



Seq. ID OJ991112_10.0421.C9 
Strand 

End 33193 

Method TBLASTX : Mai ze 

End 24092 

Score 149 



U Seq. No. 48394 

Gene No. 103025 

Start 30226 

Name OJ991112_10 . 0421 . C9. o3 . gs 

Start 30226 

GI none 

Exons 30226. .30383, 33104.. 33192 



Seq. ID OJ991112_10.0421.C9 
Strand 

End 33193 

Method GENSCAN 

End 33192 

Score . 64 



Seq. No. 48394 

Gene No. 103025 

Start 30226 

Name OJ991112_10 . 0421 . C9 . 06 . gp 

Start 32936 

GI 12078_1.R1084 

Exons 32936. .33193 

GI Descrip. 1 2245005/emb | CAB10425 . 1 | 2.0e-49 (Z97341) hypothetical protein 



Seq. ID OJ991112_10.0421.C9 
Strand 

End 33193 

Method AAT/GAP 

End 33193 

Score 480 
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[Arabidopsis thaliana] ' 



Seq. No. 48395 

Gene No. 103026 

Start 786 

Name OJ991112_10 . 0421 . CIO . ol . gp 

Start 786 

GI 12078JL.R1084 

Exons 786.. 1414 

GI Descrip. 1 224 5005/emb | CAB10425 . 1 | 2.0e-49 (Z97341) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991112_10. 0421. CIO 

Strand + 

End 1414 

Method AAT/GAP 

End 1414 

Score 1194 



Seq. No. 48395 

Gene No. 103027 

Start 8406 

Name OJ991112_10. 0421 .C10. o3.gs 

Start 8406 

GI none 
Exons 



Seq. ID OJ991112_10. 0421. C10 

Strand + 

End 10417 

Method GEN SCAN 

End 10417 

Score .74 



8406. .8586, 8606. .9179, 9595. .9722, 10075 10135, 10300. .10417 



in 



ry 



V! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48395 

103028 

520 

OJ991112_10. 0421. CIO. ol.np 
520 

6692260 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 2152 

Method AAT/NAP 

End 1864 

Score 591 



520. .575, 777. .1626, 1699. .1864 

(AC010870) unknown protein [Arabidopsis thaliana] 



48395 
103028 
520 

OJ991112_10. 0421. C10. o2.gp 
1652 
none 

1652. .2152 

48395 
103029 
3717 

OJ991112_10. 0421. C10. o2.gs 
3717 
none 

3717. .4024, 4122. .4242, 5124. .5194, 6071. .6180, 6300. .6433 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 2152 

Method AAT/GAP 

End 2152 

Score 912 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 6433 

Method GENSCAN 

End 6433 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48395 

103030 

10682 

OJ991112_10. 0421. C10. ol.tm 

772 

none 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 12456 
Method TBLASTX : Maize 
End 1531 
Score 126 

772. .978, 786. .878, 796. .966, 802. .879, 803. .898, 808. .1248, 
835.. 1203, 970.. 1047, 971.. 1045, 976.. 1059, 982.. 1371, 
1058. .1108, 1087. .1251, 1088. .1372, 1088. .1255, 1093. .1512, 
1123. .1335, 1139. .1531, 1154. .1282, 1253. .1495, 1271. .1531, 
1286. .1411 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48395 

103030 

10682 

OJ991112JL0. 0421. CIO. ol.ts 

772 

none 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 12456 

Method TBLASTX : Soybean 

End 1501 

Score 158 



772. .1368, 775. .1176, 944. .1366, 1021. .1488, 1129. .1251, 
1141. .1485, 1157. .1501 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 12456 

Method TBLASTX : Cress 

End 1485 

Score 222 

796. .1365, 839. .1381, 1021. .1476, 1138. .1485, 1378. .1467 



Seq. No. 48395 

Gene No. 103030 

Start 10682 

Name OJ991112_10. 0421. C10. ol.tc 

Start 796 

GI none 
Exons 



Seq. No. 48395 

Gene No. 103030 

Start 10682 

Name OJ991112_10 . 0421 . C10 . o4 . gs 

Start 10682 

GI none 
Exons 



Seq. ID OJ991112_10. 0421. C10 
Strand 

End 12456 

Method GENSCAN 

End 12456 

Score .51 



10682. .10749, 10754 .. 10945, 11169. . 11244 , 11593 .. 11742, 
12403. .12456 



Seq. No. 48396 

Gene No. 103031 

Start 11381 

Name OJ991202_19 . 0421 . C2 . o2 . gp 

Start 11381 

GI none 

Exons 11381. .11985 



Seq. ID OJ991202_19.0421.C2 

Strand + 

End 11985 

Method AAT/GAP 

End 11985 

Score 1124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48396 

103032 

17491 

OJ991202_19.0421.C2.o3.gs 

17491 

none 



Seq. ID OJ991202_19.0421.C2 

Strand + 

End 22740 

Method GENSCAN 

End 21850 

Score .54 



17491. .17573, 17761 .. 17915, 18482 .. 18708 ,. 18809 18937 , 
19223. .19585, 19904 .. 20031, 20111 .. 20133, 20458 21520, 
21826. .21850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



48396 
103032 
17491 

OJ991202_19.0421.C2.o3.np 
18220 
5777617 
18220. .18334 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ991202_19.0421.C2 

Strand + 

End 22740 

Method AAT/NAP 

End 18334 

Score 8 6 



48396 

103032 

17491 

OJ991202_19.0421.C2.o6.np 



Seq. ID OJ991202_19.0421.C2 

Strand + 

End 22740 

Method AAT/NAP 
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Start 18539 End 22740 

GI 4982501 Score 42 

Exons 18539. .18601, 20568 21057, 22697.. 22740 

GI Descrip. (AC000107) F17F8.7 [Arabidopsis thaliana] 



C /-\ /-t K7/-V 

oeq. in o ■ 


HO D 


Con t n 
oeq. l u 


rj TQQ 1 9H9 
vJJ y y 


taene wo . 




ol rana 


x 

T 


Cf a rf 
OLalt 


1 / 4 y X 






Name 


HTQQ1 009 1 Q H/101 r"5 

ujyyizuz i y . vh z i . . oo . 


np netnoa 


7\ 7V T> /MAD 


C+- -> v-l- 

b tart 


1 Q A O O 


Lna 


iy boo 


GI 


7523489 


Score 


132 


Exons 


19422. .19655 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48396 


Seq. ID 


OJ991202 


Gene No. 


103033 


Strand 




Start 


163 


End 


249 


Name 


OJ991202 19.0421.C2.ol. 


gp Method 


AAT/GAP 


Start 


163 


End 


249 


GI 


69953 1.R1084 


Score 


108 



19. 0421. C2 



Exons 163.. 249 

GI Descrip. ' 5295936/dbj | AB026295 . 2 



AB026295 7.0e-34 Oryza sativa genomic 



DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48396 

103034 

3264 

OJ991202_1 9 . 04 21 . C2 . o2 . gs 

3264 

none 



Seq. ID OJ991202_19.0421.C2 
Strand 

End 16861 

Method GEN SCAN 

End 16861 

Score .65 



3264. .3847, 4424. .4562, 4649. .5148, 6031. .6137, 7134. .7231, 
9177. .9239, 11253 .. 11486, 11636 .. 12474 , 12565 12727 , 
13009. .13061, 13194. .13415, 13515 .. 13565, 144 02 .. 14506, 





16056. .16200, 16334. .16598, 


16794. .16861 




Seq. No. 


48396 


Seq. ID OJ991202 


_19.0421 


Gene No. 


103034 


Strand 




Start 


3264 


End 16861 




Name 


OJ991202 19.0421.C2.ol.np 


Method AAT/NAP 




Start 


3267 


End 4 932 




GI 


4406782 


Score 222 




Exons 


3267. .3497, 4774. .4932 






GI Descrip. 


(AC006532) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


48396 


Seq. ID OJ991202 


_19.0421 


Gene No. 


103034 


Strand 




Start 


3264 


End 168 61 




Name 


OJ991202 19.0421.C2.o2.np 


Method AAT/NAP 




Start 


11633 


End 14444 




GI 


7108611 


Score 2194 




Exons 


11633. .12474, 12565 .. 12934 , 


13009. .13061, 13155 


. .13415, 




13515. .13565, 13650 .. 13892, 


14402. .14444 




GI Descrip. 


(AF129485) HAK4 [Oryza sativa] 




Seq. No. 


48396 


Seq. ID OJ991202_ 


_19.0421 


Gene No. 


103035 


Strand 




Start 


18376 


End 22425 
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Name 


OJ991202 19. 0421. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


3306 




End 


3510 




GI . 


none 




Score 


151 




Exons 


3306.. 3509, 3316.. 3510 








Seq. No. 


48396 




Seq. ID 


OJ991202_19.0421. 


C2 




103035 

-L \J \J 




Strand 






Start 


18376 




End 


22425 




Name 


OJ991202 19. 0421 .C2 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11628 




End 


11833 




GI 


none 




Score 


104 




Exons 


11628 . . 11738, 11629. 


. 11739, 


11630. .11833, 11631. .11825 




Seq. No. 


48396 




Seq. ID 


OJ991202_19.0421. 


C2 




103035 

1 v V J V 




Strand 






Start 


18376 




End 


22425 




Name 


OJ991202 19 0421. C2. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11972 _ 




End 


12457 




GI 


none 




Score 


66 




Exons 


11972 12409. 12251. 


. 12457 








Seq. No. 


48396 




Seq. ID 


OJ991202_19.0421. 


C2 


Gene No. 


103035 




Strand 






Start 


1837 6 




End 


22425 




Name 


OJ991202 19 0421 C2 


ol . tc 


Method 


TBLASTX: Cress 




O L. a. J. t_ 


11984 ~~ 




End 


14607 




GI 


none 




Score 


181 




Exons 


11984 12409. 12554 


. 12916/ 


12555. .12932, 12626 .. 12958 , 






13000. .13065, 13028. 


.13066, 


13153. .13410, 13645.. 13776, 






13699. .13971, 14400. 


.14507, 


14401. .14508, 14535. .14603, 






14536 14607 










Seq. No. 


48396 




Seq. ID 


OJ991202JL9.0421. 


C2 




103035 

a. vy v -J ■J 




Strand 






Start 


18376 




End 


22425 




Name 


OJ991202 19 0421 C2 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11984 ~~ 




End 


12418 




GI 


none 




Score 


271 




Exons 


11984. .12418 










Seq. No. 


48396 




Seq. ID 


OJ991202_19.0421. 


C2 


Gene No. 


103035 
j. \j j \j ~j *j 




Strand 






Start 


18376 




End 


22425 




Name 


OJ991202 19 0421 C2 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


12419 ~" 




End 


13356 




GI 


none 




Score 


35 




Exons 


12419. . 12475, 12561 . 


. 12917, 


12563. .12934, 12563. .12925, 






12997. .13065, 12998. 


.13099, 


1314 8. .1324 6, 13150. .13356, 






13263. .13301 










Seq. No. 


48396 




Seq. ID 


OJ991202_19.0421. 


C2 


Gene No. 


103035 




Strand 






Start 


18376 




End 


22425 




Name 


OJ991202 19. 0421. C2. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


12551 




End 


13359 




GI 


none 




Score 


141 




Exons 


12551. .12838, 12555. 


.12839, 


125 69. .12841, 128 69. .12916, 
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13000. .13065, 13010. .13066, 13150 13230, 13154 13216, 
13270. .13359, 13303.. 13344 



Seq. No. 


48396 


Seq. ID 


OJ991202 


_19.0421 


.C2 


Gene No. 


103035 


Strand 








Start 


18376 


End 


22425 






Name 


OJ991202 19.0421.C2.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


14412 


End 


14631 






GI 


none 


Score 


113 






Exons 


14412. .14630, 14412. .14603, 


14413. .14631 






Seq. No. 


48396 


Seq. ID 


OJ991202 


_1 9/04 21 


.C2 


Gene No. 


103035 


Strand 








Start 


18376 


End 


22425 






Name 


OJ991202 19.0421.C2.o4.np 


Method 


AAT/NAP 






Start 


18376 


End 


22425 






GI 


7523489 


Score 


135 






Exons 


18376. .18587, 18721 .. 18912, 


19292. .19362, 22328 


. .22425 






(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48396 


Seq. ID 


OJ991202 


_19.0421 


.C2 


Gene No. 


103035 


Strand 








Start 


18376 


End 


22425 






Name 


OJ991202 19.0421.C2.o3.gp 


Method 


AAT/GAP 






Start 


21569 


End 


21839 






GI 


none 


Score 


542 






Exons 


21569. .21839 










Seq. No. 


48397 


Seq. ID 


OJ991202 


_19.0421 


,C3 


Gene No. 


103036 


Strand 


+ 






Start 


8096 


End 


8424 






Name 


OJ991202 19.0421.C3.o3.np 


Method 


AAT/NAP 






Start 


8096 


End 


8424 






GI 


7340884 


Score 


149 






Exons 


8096.. 8313, 8398.. 8424 











=1 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



48397 
103037 
1 

OJ991202_19.0421.C3.o2.np 
1 

6721120 

1..51, 1930. .2148, 2922 
(AC007396) T4012.1 [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,3305, 3729 



OJ991202 19. 0421. C3 



3792 
AAT/NAP 
3792 
254 
3792 



OJ991202 19. 0421. C3 



48397 Seq. ID 

103037 Strand 
1 End 3792 

OJ991202_19 . 0421 . C3 . ol . np Method AAT/NAP 

1237 End 1541 

4506701 Score 138 

1237. .1373, 1441. .1541 

ribosomal protein S23 gi | 730647 | sp I P39028 I RS23_HUMAN 40S 
RIBOSOMAL PROTEIN S23 gi | 54344 9 I pir | | S4 1955 ribosomal protein 
S23 - rat gi | 631360 | pir || S42105 ribosomal protein S23, cytosolic 



50141 



- human gi | 414349 | dbj | BAA03400 | (D14530) ribosomal protein [Homo 
sapiens] gi | 453281 1 emb | CAA54584 | (X77398) ribosomal protein S23 
[Rattus norvegicus] 



Seq. No. 48397 

Gene No. 103038 

Start 7056 

Name OJ991202_19.0421.C3.ol. tm 

Start 1260 

GI none 

Exons 1260.. 1364, 1271.. 1360, 1278. 

1441. .1497, 1498. .1539, 1499. 

Seq. No. 48397 

Gene No. 103038 

Start 7056 

Name OJ991202_1 9 . 0421 . C3 . ol . ts 

Start 1260 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1361, 1435 
.1540 



OJ991202 19. 0421. C3 



8281 

TBLASTX: Maize 
1541 
123 

1497, 1440.. 1541, 



Seq. ID OJ991202_19.0421.C3 



Strand 
End 

Method 

End 

Score 



8281 

TBLASTX: Soybean 

1544 

120 



1260. .1361, 1260. .1364, 1267. .1362, 1439. .1495, 1441. .1497, 
1464. .1505, 1499. .1540, 1500. .1544 



Seq. No. 48397 Seq. ID 

Gene No. 103038 Strand 

Start 7056 End 

Name OJ991202_19 . 0421 . C3 . o2 . gs Method 

Start 7056 End 

GI none Score 

Exons 7056.. 7329, 8058.. 8281 



OJ991202_19.0421.C3 

8281 
GENSCAN 
8281 
. 64 



Seq. No. 48398 Seq. ID OJ991202_19 . 0421 . C4 

Gene No. 103039 Strand + 

Start 1 End 5855 

Name OJ991202_19 . 0421 . C4 . ol .np Method AAT/NAP 

Start 1 End 5855 

GI 5882720 Score 910 

Exons 1..213, 3339.. 4054, 4276.. 4828, 5806.. 5855 

GI Descrip. (AC008263) Similar to gb|D86180 phosphoribosylanthranilate 
transferase from Pisum sativum and contains 2 PF| 00168 C2 
(phospholipid binding) domains. ESTs gb|H76726, gb|T45544 and 
gb|N96377 come from this gene. [Arab... 



Seq. No. 48398 

Gene No. 103039 

Start 1 

Name OJ991202_19. 0421 . C4 . ol . gs 

Start 520 

GI none 

Exons 520.. 1069, 2286.. 2938, 3174. 
4422. .4796 



Seq. ID OJ991202_19.0421.C4 

Strand + 

End 5855 

Method GENSCAN 

End 4796 

Score .51 
,3311, 3329.. 3640, 3701.. 4033, 



Seq. No. 48398 Seq. ID 

Gene No. 103040 Strand 

Start 8740 End 

Name OJ991202_19 . 0421 . C4 . o3 . gs Method 

Start 8740 End 

GI none Score 



OJ991202_19.0421.C4 
+ 

10502 
GENSCAN 
10502 
.67 



50142 



Exons 



8740. .8786, 8944. .8996, 9370. .10106, 10341. .10502 



Seq. No. 48398 

Gene No. 103041 

Start 12972 

Name OJ991202_19 . 0421 . C4 . o4 . gs 

Start 12972 

GI none 

Exons 12972. .13037, 13146.. 13220 



Seq. ID OJ991202_19.0421.C4 

Strand + 

End 13220 

Method GEN SCAN 

End 13220 

Score .77 



Seq. No. 48398 

Gene No. 103042 

Start 16212 

Name OJ991202_19. 0421 .C4 .ol .gp 

Start 16212 

GI LIB3479-006-Q6-K1-B11 

Exons 16212. .16642 

GI Descrip. • 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ991202_19.0421.C4 

Strand + 

End 16642 

Method AAT/GAP 

End 16642 

Score 667 





Seq. No. 


48398 




Seq. ID 


OJ991202 




Gene No. 


103043 




Strand 


+ 




Start 


18105 




End 


27741 




Name 


OJ991202 19. 0421. C4. 


o2 .np 


Method 


AAT/NAP 


3 


Start 


18105 




End 


27738 


i 


GI 


5915832 




Score 


882 


n 


Exons 


18105. .18620, 25777. 


.26146, 


27095. .27738 




GI Descrip. 


CYTOCHROME P450 76C2 


: gi|2979549|gb|AAC06158.1| 


^ 




putative cytochrome 


P450 [Arabidopsis 


thaliana] 


y 


Seq. No. 


48398 




Seq. ID 


OJ991202 




Gene No. 


103043 




Strand 


+ 


i 3 


Start 


18105 




End 


27741 




Name 


OJ991202 19. 0421. C4. 


o7 . gs 


Method 


GENSCAN 




Start 


25255 




End 


27741 


"1 


GI 


none 




Score 


.99 


.i 
Jl 


Exons 


25255. .26163, 27118. 


.27741 








Seq. No. 


48398 




Seq. ID 


OJ991202 




Gene No. 


103044 




Strand 






Start 


5114 




End 


8044 




Name 


OJ991202 19. 0421. C4. 


o2 . gs 


Method 


GENSCAN 




Start 


5114 




End 


8044 




GI 


none 




Score 


.53 




Exons 


5114. .5312, 5829.-5922, 7870 


. . 8044 






Seq. No. 


48398 




Seq. ID 


OJ991202 




Gene No. 


103045 




Strand 






Start 


20915 




End 


21677 




Name 


OJ991202 19. 0421. C4. 


o6.gs 


Method 


GENSCAN 




Start 


20915 




End 


21677 




GI 


none 




Score 


.66 




Exons 


20915. .21014, 21616. 


.21677 








Seq. No. 


48398 




Seq. ID 


OJ991202 




Gene No. 


103046 




Strand 






Start 


29579 




End 


29800 



50143 




Name 


OJ991202 19.0421 


.C4.o8. 


gs 


Method 


GENSCAN 


Start 


29579 






End 


29800 


GI 


none 






Score 


.63 


Exons 


29579. .29800 










Seq. No. 


48398 






Seq. ID 


OJ991202_19.0421.C4 


Gene No. 


103047 






Strand 




Start 


31253 






End 


32423 


Name 


OJ991202 19.0421 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3627 






End 


3978 


GI 


none 






Score 


35 


Exons 


3627.. 3662, 3667 


. .3708, 


3703. 


.3759, 3704.. 3829, 3839.. 3913, 




3841.. 3912, 3909 


. .3977, 


3910. 


.3978 





Seq. No. 48398 

Gene No. 103047 

Start 31253 

Name OJ991202_19 . 0421 . C4 . o3 . tc 

Start 3667 

GI none 

Exons 3667.. 3708, 3703.. 3759, 3704. 

Seq. No. 48398 

Gene No. 103047 

Start 31253 

Name OJ991202JL9 . 0421 . C4 . o3 . ts 

Start 3667 

GI none 

Exons 3667.. 3708, 3704.. 3829, 3839. 
3910. .3978 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3904, 3811. .3906 



OJ991202_19.0421.C4 
32423 

TBLASTX: Cress 
3906 
50 



Seq. ID OJ991202_19.0421.C4 
Strand 

End 32423 

Method TBLASTX : Soybean 

End 3980 

Score 4 9 

.3907, 3841.. 3906, 3909.. 3980, 



Seq. No. 48398 
Gene No. 103047 
Start 31253 

Name OJ991202_19. 0421.C4 .ol.tc 

Start 3907 
GI none 

Exons 3907.. 3978, 3916.. 3972, 3980, 

4279.-4332, 4340. .4384, 4398. 
4688. .4741, 4746. .4814, 4747. 

Seq. No. 48398 
Gene No. 103047 
Start 31253 

Name OJ991202_19 . 0421 . C4 . o3 . tm 

Start 4333 
GI none 

Exons 4333.. 4377, 4340.. 4384, 4398. 

4530. .4682, 4694. .4741, 4694. 
4741. .4827 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 19. 0421. C4 



32423 

TBLASTX: Cress 
4814 
98 

4027, 3980. .4048, 4085, 
4646, 4409. .4645, 4608, 
4812 



,4117, 
.4685, 



Seq. ID OJ991202_19.0421.C4 
Strand 

End 32423 
Method TBLASTX: Maize 
End 4827 
Score 51 

.4646, 4409. .4645, 4410. .4652, 
.4723, 4740. .4814, 4741. .4818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48398 

103047 

31253 

OJ991202 

4398 

none 



19.0421.C4.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_19.0421.C4 
32423 

TBLASTX : Soybean 

4815 

192 



50144 



Exons 



4398.-4646, 4410. .4619, 4688. .4741, 4747. .4815 





Seq. No. 


48398 




Seq. ID 


OJ991202 


_19.0421 


.C4 




Gene No. 


103047 




Strand 










Start 


31253 




End 


32423 








Name 


OJ991202 19. 0421. C4 . 


ol . tm 


Method 


TBLASTX: 


Maize 






Start 


18234 




End 


27711 








GI 


none 




Score 


35 








Exons 


18234. .18257, 18305. 


. 18406, 


18306. . 18425, 18495 


. . 18554, 








19422. . 19553, 19430. 


. 19567, 


19557. . 19607, 19671 


. . 19766, 








19679. . 19753, 19772. 


.20029, 


19773. .20030, 27112 


. . 27348, 








27126. .27191, 27310. 


.27351, 


27387. .27488, 27388 


. . 27447, 








27508. .27711, 27528. 


.27584 












Seq. No. 


48398 




Seq. ID 


OJ991202 


_19.0421 


.C4 




Gene No. 


103047 




Strand 










Start 


31253 




End 


32423 








Name 


OJ991202 19. 0421. C4. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


18240 




End 


27684 








GI 


none 




Score 


36 








Exons 


18240. . 18269, 18285. 


. 18479, 


18501. .18698, 19422 


. . 19532, 








19691. .19753, 19692. 


. 19766, 


19769. .20032, 19770 


. .20033, 








27118. .27348, 27388. 


.27447, 


27507. .27677, 27508 


. . 27684 






Seq. No. 


48398 




Seq. ID 


OJ991202 


_19. 0421 


.C4 




Gene No. 


103047 




Strand 










Start 


31253 




End 


32423 






= 


Name 


OJ991202 19. 0421. C4. 


o2.tc 


Method 


TBLASTX: 


Cress 






Start 


18267 




End 


27644 






LU 


GI 


none 




Score 


248 






~A 


Exons 


18267. .18647, 18317. 


. 18388, 


18450. .18524, 19422 


. . 19559, 








19544. .19687, 19545. 


. 19607, 


19692. .19763, 19772 


. . 19954, 




rl i 
- y 




19773. .19958, 25354. 


.25404, 


25462. .25749, 25792 


. . 25878, 




~ 




27111. .27311, 27112. 


.27348, 


27390. .27473, 27391 


...27447, 




C3 




27508. .27642, 27519. 


.27644 












Seq. No. 


48398 




Seq. ID 


OJ991202 


_19. 0421 


.C4 




Gene No. 


103047 




Strand 










Start 


31253 




End 


32423 






is! 


Name 


OJ991202 19. 0421. C4. 


ol . tw 


Method 


TBLASTX: 1 


Wheat 




£ =% 
^ rr 


Start 


19421 




End 


27426 








GI 


none 




Score 


109 








Exons 


19421. .19540, 19422. 


. 19541, 


19692. .19745, 27118 


. .27348, 








27118. .27201, 27280. 


.27339, 


27388. .27426 








Seq. No. 


48398 




Seq. ID 


OJ991202 


_19.0421 


.C4 




Gene No. 


103047 




Strand 










Start 


31253 




End 


32423 








Name 


OJ991202_19.0421.C4. 


o9 . gs 


Method 


GENSCAN 








Start 


jlzo J 




End 


32423 








GI 


none 




Score 


.74 








Exons 


31253. .31612, 32371. 


.32423 












Seq. No. 


48399 




Seq. ID 


OJ991202 


_19.0421 


.C5 




Gene No. 


103048 




Strand 


+ 








Start 


1691 




End 


21050 








Name 


OJ991202 19. 0421. C5. 


ol . np 


Method 


AAT/NAP 







50145 




Start 


1691 


End 


20723 


GI 


4680341 


Score 


620 


Exons 


1691. .1741, 8811. .8873, 8899. 


.8982, 9041, .9400, 9701. .9773, 




13769. .13838, 20683.. 20723 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


48399 


Seq. ID 


OJ991202JL9.0421.C5 


Gene No. 


103048 


Strand 


+ 


Start 


1691 


End 


21050 


Name 


. OJ991202 19.0421.C5.o2.gs 


Method 


GEN SCAN 


Start 


7105 


End 


9018 


GI 


none 


Score 


.71 


Exons 


7105.. 7292, 8898.. 9018 






Seq. No. 


48399 


Seq. ID 


OJ991202_19.0421.C5 


Gene No. 


103048 


Strand 


+ 


Start 


1691 


End 


21050 


Name 


OJ991202 19.0421.C5.o2.np 


Method 


AAT/NAP 


Start 


19805 


End 


21050 


GI 


7363272 


Score 


177 


Exons 


19805. .19864, 20495.. 21050 






GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48399 


Seq. ID 


OJ991202_19.0421.C5 


Gene No . 


103049 


Strand 




Start 


7637 


End 


7773 


Name 


OJ991202 19.0421.C5.o2.gp 


Method 


AAT/GAP 


Start 


7637 


End 


7773 


GI 


LIB3474-009-P1-K1-F11 


Score 


230 


Exons 


7637. .7773 






GI Descrip. 


, 4455244/emb|CAB36743.1| 6.0e 


-11 (AL035523) MtN3-like prote 




[Arabidopsis thaliana] 1 






Seq. No. 


48399 


Seq. ID 


OJ991202_19.0421.C5 


Gene No . 


103050 


Strand 




Start 


8401 


End 


9713 


Name 


OJ991202 19.0421.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8401 


End 


9713 


GI 


none 


Score 


60 


Exons 


8401. .8460, 8444. .8482, 9289. 


.9387, 9290. .9388, 9290. .9388, 




9336.. 9389, 9403.. 9531, 9460. 


.9525, 9619. .9681, 9632. .9691, 




9675. .9713 






Seq. No. 


48400 


Seq. ID 


OJ991202_19.0421.C6 


Gene No. 


103051 


Strand 


+ 


Start 


3319 


End 


6856 


Name 


OJ991202 19.0421.C6.o2.gs 


Method 


GENSCAN 


Start 


3319 


End 


6856 


GI 


none 


Score 


.43 


Exons 


3319.. 3582, 6488.. 6856 






Seq. No. 


48400 


Seq. ID 


OJ991202_19.0421.C6 


Gene No. 


103052 


Strand 


+ 


Start 


8502 


End 


10102 


Name 


OJ991202 19.0421.C6.o3.gs 


Method 


GENSCAN 


Start 


8502 


End 


9852 


GI 


none 


Score 


.9 



50146 



Exons 



8502. .8733, 8818. .9343, 9447. .9852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
3 Start 
i Name 
* Start 

:: gi 

^ Exons 



2 Seq. No. 
r= Gene No. 
y Start 

Name 

3 Start 
J GI 

jl Exons 



48400 

103052 

8502 

OJ991202_19.0421.C6.o2.tm 

9036 

none 



Seq. ID OJ991202_19.0421.C6 

Strand + 

End 10102 

Method TBLASTX : Mai ze 

End 94 61 

Score 145 



9036. .9158, 9056. .9157, 9083. .9160, 9256. .9369, 9263.-9346, 
9276. .9401, 9435.. 9461, 9435. .9461 



48400 Seq. ID 

103052 Strand 

8502 End 

OJ991202_19 . 0421 . C6 . ol . np Method 

9039 End 

1170408 Score 



OJ991202_19.0421.C6 
+ 

10102 
AAT/NAP 
9732 
494 



9039.. 9158, 9264.. 9343, 9447. .9732 

HOMEOBOX-LEUCINE ZIPPER PROTEIN HAT14 (HD-ZIP PROTEIN 14) 
gi|549885 (U09334) homeobox protein [Arabidopsis thaliana] 



48400 Seq. ID 

103052 Strand 

8502 End 

OJ991202_19.0421.C6.ol.tc Method 

9056 End 

none Score 



OJ991202_19.0421.C6 
+ 

10102 

TBLASTX: Cress 

9630 

126 



9056. .9157, 9057. .9158, 9263.-9343, 9264.-9332, 9444, 
9445.. 9630, 9570.. 9623 



9497, 



48400 

103052 

8502 

OJ991202_19.0421.C6.ol.ts 

9056 

none 

9056-.9157, 9057.. 9158, 9263. 
9444.-9497, 9444. .9497, 9445. 



Seq. ID OJ991202_19.0421.C6 

Strand + 

End 10102 

Method TBLASTX : Soybean 

End 9638 

Score 139 

.9343, 9264. .9332, 9283.-9342, 
.9630, 9570.. 9638 



Seq. No. 48400 

Gene No. 103052 

Start 8502 

Name OJ991202_19 . 0421 . C6 . ol . tm 

Start 9462 

GI none 
Exons 



Seq. ID OJ991202_19.0421.C6 
Strand + 
End 10102 
Method TBLASTX: Maize 
End 10102 
Score 300 

9462.. 9638, 9463.. 9630, 9465.. 9662, 9753.. 9836, 9757.-9837, 
9775.. 9882, 9822.. 9878, 9907.. 9975, 9953.-9973, 10000 .. 10017 , 
10045. .10101, 10046.. 10102 



Seq. No. 48401 Seq. ID 

Gene No. 103053 Strand 

Start 1 End 

Name OJ991202_19 . 0421 . C7 . ol . np Method 

Start 1 End 

GI 5852084 Score 

Exons 1..84, 661.. 773 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ991202_19.0421.C7 
+ 

773 

AAT/NAP 

773 

78 



50147 




Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


. C7 


Gene No. 


103054 


Strand 


+ 






Start 


2424 


End 


3558 






Name 


OJ991202 19.0421.C7.o2.gs 


Method 


GENSCAN 






Start 


2424 


End 


3558 






GI 


none 


Score 


.49 






Exons 


2424. .2451, 3467. .3558 










Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


.C7 


Gene No. 


1 r\ *3 c c 

103055 


Strand 


+ 






Start 


6761 


End 


10738 






Name 


OJ991202 19.0421.C7.o2.np 


Method 


AAT/NAP 






Start 


5995 


End 


9799 






GI 


6721547 


Score 


96 






Exons 


5995.. 6079, 9739.-9799 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


.C7 


Gene No. 


103055 


Strand 


+ 






Start 


6761 


End 


10738 






Name 


OJ991202 19.0421.C7.o3.gs 


Method 


GENSCAN 






Start 


6761 


End 


10738 






GI 


none 


Score 


.64 






Exons 


6761. .6832, 7770. .7978, 8874 


..9133, 9215. .9258, 


10201 . . 


10379, 




10504.. 10738 










Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


.C7 


Gene No. 


103056 


Strand 


+ 






Start 


21007 


End 


21992 






Name 


OJ991202 19.0421.C7.o5.gs 


Method 


GENSCAN 






Start 


21007 


End 


21992 






GI 


none 


Score 


.53 






Exons 


21007. .21015, 21390. .21563, 


21634. .21672, 21930. 






Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


.CI 


Gene No. 


103057 


Strand 








Start 


443 


End 


623 






Name 


OJ991202 19.0421.C7.ol.gs 


Method 


GENSCAN 






Start 


443 


End 


623 






GI 


none 


Score 


.64 






Exons 


443. .623 










Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


.C7 


Gene No. 


103058 


Strand 








Start 


11486 


End 


20230 






Name 


OJ991202 19.0421.C7.o4.gs 


Method 


GENSCAN 






Start 


11486 


End 


20230 






GI 


none 


Score 


.69 






Exons 


11486. .12295, 12394 .. 12591, 


13453. .13710, 13921. 


.14067, 






14493. .15668, 16386 .. 16535, 


16630. .17108, 17150. 


.17271, 






18455. .18886, 18920 .. 19146, 


20153. .20230 






Seq. No. 


48401 


Seq. ID 


OJ991202_ 


19.0421 


-C7 


Gene No. 


103058 


Strand 








Start 


11486 


End 


20230 






Name 


OJ991202 19.0421.C7.ol.gp 


Method 


AAT/GAP 







50148 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13207 

2071_1.R1084 
13207. .13710, 13921 
, 5921663/gb|AAD56290 



End 14845 

Score 1929 
,14067, 14493. .14845 
HAF162279 1 1.0e-122 (AF162279) 



10-formyltetrahydrofolate synthetase [Arabidopsis thaliana] 



48401 
103058 
11486 

OJ991202_19.0421.C7.o3.np 
13438 
5921663 

13438. .13710, 13921. .14067, 
16630. .16785 

(AF162279) 10-formyltetrahydrofolate synthetase 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 19. 0421. C7 



20230 
AAT/NAP 
16785 
2737 



14493. .15668, 16386. 



.16535, 
[Arabidopsis 



48401 

103058 

11486 

OJ991202_19.0421.C7.o2.gp 
15243 

30308 1.R1084 



OJ991202 19. 0421. C7 



Seq. ID 
Strand 

End 20230 
Method AAT/GAP 
End 17124 
_ Score 2063 

15243. .15668, 16386 .. 16535, 16630.. 17124 

, 2507455/sp| P28723I FTHS_SPIOL 7.0e-88 FORMATE- -TETRAHYDRO FOLATE 
LIGASE (FORMYLTETRAHYDROFOLATE SYNTHETASE) { FHS ) ( FTHFS) 

>gi_322401_pir A43350 formate — tetrahydrof olate ligase (EC 

6.3.4.3) - spinach >gi_170145 (M83940) 10-formyltetrahydrofolate 
synthetase [Spinacia oleracea] 1 



48401 Seq. ID 

103058 Strand 

11486 End 

OJ991202_19.0421.C7.o4.np Method 

17572 End 

4887742 Score 



OJ991202_19.0421.C7 

20230 
AAT/NAP 
20024 
67 



17572. .17643, 18501 .. 18677 , 19927.. 20024 

(AC006533) hypothetical protein [Arabidopsis thaliana] 



48401 
103059 
22512 

OJ991202_19.0421.C7.ol.ts 
13421 
none 

13421. .13717, 13435 
13922. .14068, 14490 
15487. .15669, 15498 
16383. .16538, 16625 



48401 

103059 

22512 

OJ991202 

13429 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13719, 13439. .13726, 13921 
15464, 14491. .15465, 15438 
15671, 15628. .15678, 16383 
16657, 16627. .16794, 16715 



OJ991202 19. 0421. C7 



23435 

TBLASTX : Soybean 
16794 
318 

,14067, 
,15494, 
,16538, 
.16777 



19.0421.C7.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_19.0421.C7 
23435 

TBLASTX: Cress 

14693 

380 



13429. .13719, 13439 .. 13726, 13921 .. 14067 , 13925 .. 14 068 , 



50149 






14484. .146.87, 14490 


. .14693, 


14491. . 14691 






Seq. No.. 


48401 




Seq. ID 


OJ991202 


JL9.0421 


.C7 


Gene No. 


103059 




Strand 








Start 


22512 




End 


23435 






Name 


OJ991202 19 0421 C7 


. ol • tm 


Method 


TBLASTX: 


Mai z e 




Start 


13435 




End 


15359 






GI 


none 




Score 


419 






Exons 


13435. .13719, 13436 


. .13726, 


13920. . 14069, 13921 


. .14067, 






13922. .14086, 14462 


. .14602, 


14489. . 14911, 14490 


. .15359, 






14491. .15330, 14654 


. .15355 










Seq. No. 


48401 




Seq. ID 


OJ991202 


_19.0421 


.C7 




103059 




Strand 








Start 


22512 




End 


23435 






Name 


OJ991202 19. 0421. C7 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


14694 




End 


15669 






GI 


none 




Score 


986 






Exons 


14694. .15659, 14695 


. .15588, 


14695. .15669, 15628 


. .15660 




Seq. No. 


48401 




Seq. ID 


OJ991202 


_19.0421 


.C7 


Gene No. 


103059 




Strand 








Start 


22512 




End 


23435 






Name 


OJ991202 19. 0421. C7 


. o3. tc 


Method 


TBLASTX : 


Cress 




Start 


16366 




End 


16782 






GI 


none 




Score 


144 






Exons 


16366. .16536, 16383 


. .16538, 


16625. .16657, 16627 


. .16782, 






16715. .16774 












Seq. No. 


48401 




Seq. ID 


OJ991202 


_19.0421 


.C7 


Gene No. 


103059 




Strand 








Start 


22512 




End 


23435 






Name 


OJ991202 19. 0421. C7 


.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


16383 




End 


16794 






GI 


none 




Score 


138 






Exons 


16383. .16538, 16384 


. .16536, 


16625. .16657, 16627 


. .16794, 






16715. .16777 












Seq. No. 


48401 




Seq. ID 


OJ991202 


J.9.0421 


.C7 




103059 




Strand 








Start 


22512 




End 


23435 






Name 


OJ991202 19. 0421. C7 


.06. gs 


Method 


GEN SCAN 






Start 


22512 


End 


23435 






GI 


none 




Score 


.57 






Exons 


22512. .23435 












Seq. No. 


48402 




Seq. ID 


OJ991202 


_19.0421 


.C8 


\J ~ 1 1C ViKJ * 


i n?nfin 




Strand 








Start 


58 




End 


514 






Name 


OJ991202 19. 0421. C8 


. ol . gs 


Method 


GENSCAN 






Start 


58 




End 


514 






GI 


none 




Score 


.76 






Exons 


58. .273, 402. .514 












Seq. No. 


48403 




Seq.. ID 


OJ991202 


_11.0421 


.CI 


Gene No. 


103061 




Strand 


+ 






Start 


250 




End 


1366 







50150 



Name 

Start 

GI 

Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991202_11 . 0421 .CI .ol .gs Method 

250 End 

none Score 
250.. 520, 607.. 1366 



GENS CAN 

1366 

.77 



48403 Seq. ID OJ991202_11 . 0421 . CI 

103062 Strand + 

5624 End 11746 

OJ991202_11 . 0421 . CI . ol . np Method AAT/NAP 

5624 End 11710 

5922631 Score 6769 

5624. .5748, 6007. .6251, 6510. .6712, 6758. .7329, 
7650.. 8576, 9183.. 11710 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 
region of the predicted gene.; similar to prpol; 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar. to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



7372. .7523, 

correspond to a 
Zea mays 





Seq. No. 


48403 




Seq. ID 


OJ991202_ 


11. 0421. CI 




Gene No. 


103062 




Strand 


+ 






Start 


5624 




End 


11746 






Name 


OJ991202 11. 0421. CI 


. o3 . gs 


Method 


GENSCAN 






Start 


5624 




End 


11746 




n 


GI 


none 




Score 


.7 




■ s 


Exons 


5624. .7896, 8029.. 8568, 8665 


..9735, 9808. .10388, 


10560. .11746 


3 


Seq. No. 


48403 




Seq. ID 


OJ991202_ 


11. 0421. CI 




Gene No. 


103063 




Strand 


+ 






Start 


17083 




End 


24378 






Name 


OJ991202 11. 0421. CI 


. o5 . gs 


Method 


GENSCAN 






Start 


17083 




End 


24313 






GI 


none 




Score 


.47 






Exons 


17083. .17248, 18884 


. .19060, 


19966. .19998, 20522. 


.21006, 






21351. .22226, 22349 


. .22589, 


23018. .23149, 23246. 


.24313 




Seq. No. 


48403 




Seq. ID 


OJ991202_ 


11. 0421. CI 




Gene No. 


103063 




Strand 


+ 






Start 


17083 




End 


24378 






Name 


OJ991202 11. 0421. CI 


. o3 . np 


Method 


AAT/NAP 






Start 


20255 




End 


24378 






GI 


6466937 




Score 


1246 






Exons 


20255. .20319, 20749 


. .20980, 


21894. .22354, 22400. 


.24378 




GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein 


[Arabidopsis 






thaliana] 












Seq. No. 


48403 




Seq. ID 


OJ991202_ 


11. 0421. CI 




Gene No. 


103064 




Strand 








Start 


3276 




End 


4799 






Name 


OJ991202 11. 0421. CI 


. o2.gs 


Method 


GENSCAN 






Start 


3276 




End 


4799 






GI 


none 




Score 


.75 






Exons 


3276. .3295, 3342.. 3449, 4305 


. .4411, 4588. .4799 






Seq. No. 


48403 




Seq. ID 


OJ991202_ 


11. 0421. CI 



50151 




Gene No. 


103065 




Strand 


- 




Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


249 




End 


1156 




GI 


none 




Score 


67 




Exons 


249.. 347, 330.. 488, 604 


. .762, 


605. .796 


, 784. .915, 788.. 


925, 




947. .1156 










Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


258 




End 


877 




GI 


none 




Score 


53 




Exons 


258.. 314, 330.. 521, 601 


. .762, 


602. .766 


, 788. .877, 788.. 


844 


Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. o4. 


tm 


Method 


TBLASTX: Maize 




Start 


426 




End 


1186 




GI 


none 




Score 


89 




Exons 


426. .521, 604. .765, 605 


. .766, 


638. .766 


, 788. .943, 953.. 


1186 


Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


432 




End 


919 




GI 


none 




Score 


48 




Exons 


432. .485, 604. .744, 605 


. .754, 


787. .915 


, 788. .919 




Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. 08. 


tw 


Method 


TBLASTX: Wheat 




Start 


6934 




End 


7336 




GI 


none 




Score 


285 




Exons 


6934.. 7203, 6935.. 7336 










Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


■ CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. 06. 


tw 


Method 


TBLASTX: Wheat 




Start 


7916 




End 


8593 




GI 


none 




Score 


137 




Exons 


7916. .8092, 8137. .8373, 


8141. 


.8371, 8420.. 8593 




Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 




Strand 






Start 


12077 




End 


24378 




Name 


OJ991202 11. 0421. CI. o9. 


tm 


Method 


TBLASTX : Maize 




Start 


8224 




End 


8401 




GI 


none 




Score 


187 




Exons 


8224. .8370, 8225. .8401, 


8225. 


.8371 






Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 



50152 




Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.ol.tw 




Method 


TBLASTX: Wheat 




Start 


8593 








End 


23730 




GI 


none 








Score 


4 97 




Exons 


8593. .9048, 


8594. 


.9049, 23512 


. .23730, 


23532. .23729 




Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.o2.tc 




Method 


TBLASTX: Cress 




Start 


8819 








End 


23817 




GI 


none 








Score 


132 




Exons 


8819. .9124, 


23494 












Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.ol. tm 




Method 


TBLASTX: Maize 




Start 


8834 








End 


23901 




GI 


none 








Score 


166 




Exons 


8834. .9112, 


23422 


. .23901, 


23433. .23663, 23458 .. 23868, 






23694 . .23900 












Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


-CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


r\ tq q 1 ono ii 
UJ jjIZkJZ 11 


n a o i 


Cl.o4 .ts 




Method 


TBLASTX : Soybean 




Start 


8834 








End 


23715 




GI 


none 








Score 


93 




Exons 


8834. .9040, 


23401 


. .23715 










Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.o7.tw 




Method 


TBLASTX: Wheat 




Start 


9049 








End 


24045 




GI 


none 








Score 


336 




Exons 


9049. .9147, 


9050. 


.9367, 9053. 


.9364, 9217. .9366, 23734.. 


24045 


Seq. No. 


48403 








Seq. ID 


OJ99i202_11.0421 


.CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.o2.tm 




Method 


TBLASTX: Maize 




Start 


9242 








End 


24378 




GI 


none 








Score 


176 




Exons 


9242..9646, 


23925 


. .24173, 


23929. .24378 


, 23929.. 24378 




Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


.CI 


Gene No. 


103065 








Strand 






Start 


12077 








End 


24378 




Name 


OJ991202 11 


.0421. 


Cl.o2.ts 




Method 


TBLASTX : Soybean 




Start 


9242 








End 


24168 




GI 


none 








Score 


106 




Exons 


9242. .9505, 


23824 


. .24168, 


23829. .24110 






Seq. No. 


48403 








Seq. ID 


OJ991202_11.0421 


.CI 



50153 




Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o3.tw 


Method 


TBLASTX : Wheat 


Start 


9403 


End 


9841 


GI 


none 


Score 


82 


Exons 


9403. .9822, 9409. .9621, 9413. .9841 




Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o3.ts 


Method 


TBLASTX: Soybean 


Start 


9869 


End 


10257 


GI 


none 


Score 


87 


Exons 


9869.. 9973, 9877.. 9963, 10009 .. 10257 , 


10013. .10255 


Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o5.tw 


Method 


TBLASTX: Wheat 


Start 


9878 


End 


10300 


GI 


none 


Score 


404 


Exons 


9878.. 10300, 9883.. 10224 






Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o8.tm 


Method 


TBLASTX: Maize 


Start 


9931 


End 


10204 


GI 


none 


Score 


133 


Exons 


9931.. 10101, 9932.. 10102, 10106.. 10204 


, 10120.. 10203 


Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


10612 


End 


10975 


GI 


none 


Score 


452 


Exons 


10612. .10935, 10613. .10936, 


10928. .10975 


Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o4.tw 


Method 


TBLASTX .-Wheat 


Start 


10618 


End 


11005 


GI 


none 


Score 


412 


Exons 


10618. .10929, 10619. .11005, 


10814. .11005 


Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 


Gene No. 


103065 


Strand 




Start 


12077 


End 


24378 


Name 


OJ991202 11.0421.Cl.o7.tm 


Method 


TBLASTX: Maize 


Start 


11077 


End 


11350 


GI 


none 


Score 


102 


Exons 


11077. .11166, 11078. .11167, 


11167. .11229, 11171. .11254, 




11264. .11350 






Seq. No. 


48403 


Seq. ID 


OJ991202_11.0421 



50154 





Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


11120 




End 


11734 






GI 


none 




Score 


355 






Exons 


11120. .11611, 11140. 


.11229, 


11270. .11296, 11281. .11409, 








11603. .11734 












Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 




Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


11432 




End 


11695 






GI 


none 




Score 


156 






Exons 


11432. .11614, 11488. 


.11613, 


11593. .11694, 11594. .11695 






Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 




Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


o4 . gs 


Method 


GENSCAN 






Start 


12077 




End 


15881 






GI 


none 




Score 


.65 






Exons 


12077. .12528, 12602. 


.12706, 


12778. .12967, 13042 .. 13229, 






C3 




13331. .13665, 13904. 


.14034, 


14121. .14 4 47, 15852. .15881 




%J 


Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 


in 


Gene No. 


103065 




Strand 






f\\ 


Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


o2.np 


Method 


AAT/NAP 




17* 


Start 


12089 




End 


15003 






GI 


6691716 




Score 


2351 






Exons 


12089. .12528, 12602. 


.12716, 


12866. .12967, 13042 .. 13230, 




~ I s 




13308. .13486, 13563. 


.13665, 


13742. .13919, 14117. .15003 




_ 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical protein 


X _ | 




[Oryza sativa] 










r- 


Seq. No. 


48403 




Seq. ID 


OJ991202JL1.0421 


.CI 


? =r 


Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


oll.tw 


Method 


TBLASTX: Wheat 






Start 


14631 




End 


14880 






GI 


none 




Score 


82 






Exons 


14631. .14876, 14632. 


.14880 










Seq. No. 


48403 




Seq. ID 


OJ991202JL1.0421 


.CI 




Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 






Name 


OJ991202 11. 0421. CI. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


22540 




End 


23376 






GI 


none 




Score 


138 






Exons 


22540. .22653, 22541. 


.22672, 


22565.-22666, 22739 .. 22984 , 








23069. .23158, 23284. 


.23376 










Seq. No. 


48403 




Seq. ID 


OJ991202_11.0421 


.CI 




Gene No. 


103065 




Strand 








Start 


12077 




End 


24378 





50155 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_11 . 0421 . CI . olO . tw Method 

24049 End 

none Score 
24049. .24366, 24187. .24333 



TBLASTX: Wheat 

24366 

230 



Seq. ID OJ991202_11.0421.C2 
Strand + 

1319 
AAT/NAP 
1319 
979 



48404 
103066 
1 

OJ991202_ll.0421.C2.ol.np 

1 . 

6466937 
1. .1319 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



48404 

103066 

1 

OJ991202_11.0421.C2.o3.tw 
2 

none 

2. .211, 2. .118, 25. .210 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method TBLASTX : Wheat 

End 211 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48404 

103066 

1 

OJ991202_ll.0421.C2.ol.tm 

53 

none 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method TBLASTX: Maize . 

End 689 

Score 146 



53. .211, 191. .328, 210. .533, 210. .689, 211. .687 



48404 

103066 

1 

OJ991202_11.0421.C2.ol.ts 
77 

none 

77. .211, 210. .368, 211. .459 

48404 

103066 

1 

OJ991202_11 . 0421 . C2 . o2 . tw 

307 

none 

307. .699, 402. .698 

48404 

103066 

1 

OJ991202_11.0421.C2.ol.gs 

598 

none 

598. .1185 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method TBLASTX : Soybean 

End 459 

Score 96 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method TBLASTX : Wheat 

End 699 

Score 306 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method GENSCAN 

End 1185 

Score .67 



Seq. No. 
Gene No. 



48404 
103066 



Seq. ID OJ991202_11.0421.C2 
Strand + 



50156 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_11.0421.C2.o2.tm 

694 

none 



End 1319 

Method TBLASTX : Maize 

End 1315 

Score 395 



694. .1095, 795. .1058, 1090. .1311, 1135. .1269, 1229. .1315 



48404 

103066 

1 

OJ991202JL1 . 0421 . C2 . ol . tw 

760 

none 

760. .1164, 816. .1043 



Seq. ID OJ991202_11.0421.C2 

Strand + 

End 1319 

Method TBLASTX : Wheat 

End 1164 

Score 371 



Seq. ID OJ991202_11.0421.C3 

Strand + 

End 1410 

Method AAT/NAP 

End 1365 

Score 621 



48405 
103067 
1 

OJ991202_11.0421.C3.ol.np 
1 

6729489 
1..136, 179. .537, 634. .1365 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 

48405 Seq. ID OJ991202_11 . 0421 . C3 

103067 Strand + 

1 End 1410 

OJ991202_11 . 0421 . C3 . ol . gs Method GEN SCAN 

110 End 1410 

none Score . 61 

110. .537, 634. .919, 1013. .1209, 1260. .1410 



48405 

103067 

1 

OJ991202_11.0421.C3.ol.tc 

170 

none 



Seq. ID OJ991202_11.0421.C3 

Strand + 

End 1410 

Method TBLASTX : Cress 

End 1159 

Score 217 



170. .505, 618. .737, 631. .735, 632. .793, 811. .930, 815. .937, 
965. .1141, 974. .1159 



48405 

103067 

1 

OJ991202_11.0421.C3.ol.ts 

190 

none 



Seq. ID OJ991202_11.0421.C3 

Strand + 

End 1410 

Method TBLASTX : Soybean 

End 1162 

Score 22 6 



190. .300, 194. ,511, 632. .787, 815. .934, 1052. .1162 



48405 

103067 

1 

OJ991202_11.0421.C3.ol.tm 

217 

none 



Seq. ID OJ991202_11.0421.C3 

Strand + 

End 1410 

Method TBLASTX: Maize 

End 1174 

Score 88 



217. .294, 218. .301, 311. .508, 611. .787, 802. .930, 815. .994, 
1031. .1174 



50157 




Seq. No. 


A Q A f\ C 




Seq. ID 




. to 


Gene No. 


103067 




Strand 


+ 




Start 


1 




End 


1410 




Name 


OJ991202 11. 0421. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


664 




End 


937 




GI 


none 




Score 


220 




Exons 


664.-726, 665.-937, 


668. .787, 


811. .930 






Seq. No. 


48406 




Seq. ID 


A TfiQ1 OOO 11 A/101 

ojyyi^u^ ii.u4^i 




Gene No. 


103068 




Strand 


+ 




Start 


3236 




End 


3759 




Name 


OJ991202 11. 0421. C4 


ol . gs 


Method 


GENSCAN 




Start 


3236 




End 


3715 




GI 


none 




Score 


.96 




Exons 


3236. .3715 










Seq. No. 


48406 




Seq. ID 


OJ991202_11.0421 


.C4 


Gene No. 


103068 




Strand 


+ 




Start 


3236 




End 


3759 




Name 


OJ991202 11. 0421. C4 


ol . np 


Method 


AAT/NAP 




Start 


' 3236 




End 


3759 




GI 


99883 




Score 


157 





Exons 3236.. 3629, 3726.-3759 

;j? GI Descrip. lectin precursor - coral tree gi | 288303 | emb | CAA36986 . 1 1 (X52782) 
lectin [Erythrina corallodendron] 



Seq. No. 


48406 






Seq. ID 


OJ991202_11.0421.C4 


Gene No. 


103069 






Strand 




Start 


3266 






End 


3757 


Name 


OJ991202 11 


.0421. 


C4.ol.gp 


Method 


AAT/GAP 


Start 


3266 






End 


3757 


GI 


2428769 






Score 


305 


Exons 


3266. .3301, 


3592. 


.3757 






Seq. No. 


48407 






Seq. ID 


OJ991202_11.0421.C5 


Gene No. 


103070 






Strand 


+ 


Start 


3451 






End 


6799 


Name 


OJ991202 11 


.0421. 


C5.o2.np 


Method 


AAT/NAP 


Start 


3451 






End 


6719 


GI 


5545339 






Score 


638 


Exons 


3451. .3494, 


4954. 


.5916, 6033.. 


6719 




GI Descrip. 


(AB030083) 


lectin 


-like protein kinase 


[Populus nigra] 


Seq. No. 


48407 






Seq. ID 


OJ991202_11.0421.C5 


Gene No. 


103070 






Strand 


+ 


Start 


3451 






End 


6799 


Name 


OJ991202 11 


.0421. 


C5.o2.gs 


Method 


GENSCAN 


Start 


4955 






End 


6799 


GI 


none 






Score 


.84 


Exons 


4955. .5916, 


6033. 


.6226, 6382.. 


6496, 6655.. 6724, 6791.. 6799 


Seq. No. 


48407 






Seq. ID 


OJ991202_11.0421.C5 


Gene No. 


103071 






Strand 




Start 


117 






End 


4670 


Name 


OJ991202 11 


.0421. 


C5.ol.gs 


Method 


GENSCAN 


Start 


117 






End 


4465 



50158 



GI 

Exons 



none Score .76 

117. .198, 215. .913, 952. .I860, 1874. .1989, 2013. .4465 



Seq. No. 48407 Seq. ID OJ991202_11 . 0421 . C5 

Gene No. 103071 Strand 

Start 117 End 4670 

Name OJ991202_ll.0421.C5.ol.np Method AAT/NAP 

Start 192 End 4354 

GI 7228446 Score 2974 

Exons 192. .1058, 1146. .2015, 2079. .3731, 3765. .4354 

GI Descrip. (AP001366) Similar to Arabidopsis thaliana chromosome II BAC 

F9013 genomic sequence, putative retroelement pol polyprotein. 

(AC006248) [Oryza sativa] 



Seq. No. 


48407 








Seq. ID 


OJ991202 11.0421 


.C5 


Gene No. 


103071 








Strand 


- 




Start 


117 








End 


4670 




Name 


uj yy izuz 


1 I . . LO 


. 04 . 


tm 


Method 


1 bLiAo 1 a : Ma 1 z e 




Start 


198 








End 


863 




GI 


none 








Score 


50 




Exons 


198. .452, 


205. .435, 


525 


. .674, 


535. .669, 


678..863, 682.. 


861 


Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421 


.C5 


Gene No. 


103071 








Strand 


- 




Start 


117 








End 


4670 




Name 


ojyy izuz 


1 1 . U4^1 . Co 




ts 


KM n +- Vv n vJ 

Me tnoa 


1 dLAo 1 a : boyoean 




Start 


201 








End 


851 




GI 


none 








Score 


67 




Exons 


201. .461, 


202. .390, 


279 


. .578, 


525. .677, 


690. .851, 724.. 


822 


Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421 


.C5 


Gene No. 


103071 








Strand 


- 




Start 


117 








End 


4670 




Name 


OJ991202 


11. 0421. C5 


. ol . 


tc 


Method 


TBLASTX: Cress 




Start 


210 








End 


872 




GI 


none 








Score 


71 




Exons 


210. .461, 


301. .426, 


525 


. .575, 


591. .872, 


604.. 714-, 771.. 


872 


Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421 


.C5 


Gene No. 


103071 








Strand 






Start 


117 








End 


4670 




Name 


OJ991202 


11. 0421. C5 


.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


240 








End 


683 




GI 


none 








Score 


84 




Exons 


240. .434, 


241. .432, 


480 


. .659, 


525. .683 






Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421 


.C5 


Gene No. 


103071 








Strand 






Start 


117 








End 


4670 




Name 


OJ991202 


11. 0421. C5 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1019 








End 


1559 




GI 


none 








Score 


78 




Exons 


1019. .1228, 1214. .1414, 


1214. 


.1558, 1218. .1559 




Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421 


.C5 


Gene No. 


103071 








Strand 






Start 


117 








End 


4670 





50159 



Name 

Start 

GI 

Exons 



OJ991202_11 . 0421 . C5 . o7 . tm Method 

1025 End 

none Score 
1025. .1378, 1122. .1376 



TBLASTX: Maize 

1378 

77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48407 Seq. ID 

103071 Strand 

117 End 

OJ991202_11 . 0421 . C5 . o2 . ts Method 

1223 End 

5509260 Score 

1223. .1732, 1224. .1400, 1437. .1679 



48407 

103071 

117 

OJ991202_11. 

1340 

none 

1340. .1600, 



0421.C5.o4.tc 



1359. .1601 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_11.0421.C5 
4670 

TBLASTX: Soybean 

1732 

92 



OJ991202_11.0421.C5 
4670 

TBLASTX: Cress 

1601 

135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48407 

103071 

117 

OJ991202_11. 

1379 

none 

1379. .1693, 

48407 

103071 

117 

OJ991202JL1. 
2087 

none .*/ 
2087. .2587, 



0421.C5.o2.tm 



1380. .1679, 1478. 



0421.C5.ol.ts 



2292. .2579 



Seq. ID OJ991202_11.0421.C5 
Strand 

4670 

TBLASTX: Maize 
1693 
229 



End 

Method 
End 
Score 
.1687 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 4670 

Method TBLASTX : Soybean 

End 2587 

Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48407 

103071 

117 

OJ991202_11. 

2123 

none 

2123. .2572, 



0421.C5.o2.tc 



2292.-2462, 2405. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2569 



OJ991202_11.0421.C5 
4670 

TBLASTX: Cress 

2572 

74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48407 

103071 

117 

OJ991202_11. 

2189 

none 

2189. .2251, 



0421.C5.ol. tm 



2273. .2614, 2274, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2603 



OJ991202_11.0421.C5 
4670 

TBLASTX: Maize 

2614 

214 



Seq. No. 
Gene No. 
Start 



48407 

103071 

117 



Seq. ID 

Strand 

End 



OJ991202_11.0421.C5 
4670 



50160 





Name 


OJ991202 11 


.0421. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2255 








End 


2821 




. GI 


none 








Score 


143 




Exons 


2255. .2356, 


2360. 


.2821, 


2367. 


.2819 






Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No . 


lUoU /I 








Strand 






Start 


117 








End 


4670 




Name 


OJ991202 11 


.0421. 


C5.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


2627 








End 


2956 




GI 


none 








Score 


68 




Exons 


2627. .2956, 


2763. 


.2915, 


2780. 


.2860 






Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No. 










Strand 






Start 


117 








End 


4670 




Name 


OJ991202 11 


.0421. 


C5.o3. 


tw 


Method 


TBLASTX .-Wheat 




Start 


2894 








End 


3350 




GI 


none 








Score 


105 




Exons 


2894. .2980, 


2981. 


.3088, 


3104. 


.3349, 3147.. 3350 




Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No . 


lUoU 11 








Strand 




.a is. 


Start 


117 








End 


4670 


, sz 


Name 


OJ991202 11 


.0421. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


i s* 


Start 


2960 








End 


3371 


h l - = 


GI 


none 








Score 


105 


H |J 


Exons 


2960. .3091, 


3152. 


.3370, 


3195. 


.3371 




L -J 

III 


Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No. 


103071 








Strand 




m 


Start 


11 / 








End 


4670 




Name 


OJ991202 11 


.0421. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


s 


Start 


3773 








End 


4171 


E3 


GI 


none 








Score 


84 




Exons 


3773. .3865, 


3845. 


.3955, 


3867. 


.3956, 3962. .4159, 3968. .4171, 






3972. .4166 












. ^ 


Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




bene no . 


lUoU / 1 








Strand 




n 


Start 


117 








End 


4670 




Name 


OJ991202 11 


.0421. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3896 








End 


4291 




GI 


none 








Score 


80 




Exons 


3896. .4291, 


3920. 


.4018 










Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No. 


1U / 1 








Strand 






Start 


117 








End 


4670 




Name 


OJ991202 11 


.0421. 


C5.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


4001 








End 


4300 




GI 


none 








Score 


80 




Exons 


4001. .4300, 


4086. 


.4238 










Seq. No. 


48407 








Seq. ID 


OJ991202_11.0421.C5 




Gene No. 


103071 








Strand 






Start 


117 








End 


4670 



50161 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_11. 

4185 

none 

4185. .4397, 

48407 

103071 

117 

OJ991202JL1. 
4227 
2428769 
4227. .4670 

48407 

103072 

5267 

OJ991202_11. 

5267 

none 

5267. .5368, 
6016. .6210, 
6378. .6575 



0421.C5.o8. tm 
4187. .4402, 4429. 

0421.C5.ol.gp 



0421.C5.o3.tc 



5299. .5367, 5540. 
6030. .6188, 6214. 



Method 
End 
Score 
.4470 



TBLASTX: Maize 

4470 

73 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 4 670 

Method AAT/GAP 

End 4670 

Score 830 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 6599 

Method TBLASTX : Cress 

End 6575 

Score 81 

.5725, 5726.. 5884, 6004.. 6033, 
.6276, 6281. .6340, 6285. .6356, 



Seq. No. 

h t Gene No. 

H Start 

Name 

Fjj Start 

C3 GI 

|:I Exons 

lf s Seq. No. 

llJ Gene No. 

s Start 

fi Name 

l's - Start 

U GI 

? " Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48407 

103072 

5267 

OJ991202_11. 

5576 

none 

5576. .5677, 

48407 

103072 

5267 

OJ991202_11. 

5654 

none 

5654. .5710, 
6214. .6276 

48407 

103072 

5267 

OJ991202_11. 

5753 

none 

5753. .5902, 

48407 

103072 

5267 

OJ991202_11. 

5822 

none 

5822. .5917, 
6285. .6344, 



0421.C5.o9.tm 



5596.. 5691, 5723. 



0421.C5.o4.ts 



5726. .5917, 5806. 



0421.C5.o5.tw 



6016. .6258 



0421.C5.o3.tm 



5827. .5919, 6016. 
6378. .6599 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 6599 

Method TBLASTX: Maize 

End 5821 

Score 98 
.5821, 5731.. 5820 

Seq. ID OJ991202_11.0421.C5 
Strand 

End 6599 

Method TBLASTX : Soybean 

End 627 6 

Score 4 8 

.5910, 6015.. 6212, 6016.. 6192, 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 6599 

Method TBLASTX : Wheat 

End 6258 

Score ,86 



Seq. ID OJ991202_11.0421.C5 
Strand 

End 6599 

Method TBLASTX : Maize 

End 6599 

Score 91 

.6192, 6030.. 6197, 6214.. 6282, 



50162 



Seq. No. 48408 Seq. ID 

Gene No. 103073 Strand 

Start 1831 End 

Name OJ991202_11 . 0421 . C6 . ol . gs Method 

Start 1831 End 

GI none Score 

Exons 1831.. 2151 



OJ991202_11.0421.C6 
+ 

2151 
GEN SCAN 
2151 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48408 Seq. ID 

103074 Strand 

2471 End 

OJ991202_11.0421.C6.o2.gs Method 

2471 End 

none Score 



OJ991202_11.0421.C6 

+. 

4098 
GENSCAN 
4098 
. 69 



2471.. 2725, 2751. 
4036. .4098 



.3175, 3180. .3310, 3374. .3532, 3798. .3964, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_11.0421.C6 
+ 

7594 
AAT/NAP 
7594 
75 



48408 Seq. ID 

103075 Strand 
6378 End 
OJ991202_11 . 0421 . C6 . o2 . np Method 
5322 End 
7488202 Score 
5322. .5355, 7201. .7407, 7449. .7594 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F25E4.80 - Arabidopsis thaliana gi | 726784 6 | emb | CAB78189 . 1 | 
(AL161532) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7321043 | emb | CAB82151 . 1 | (AL050399) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



48408 Seq. ID 

103075 Strand 

6378 End 

OJ991202_11 . 0421 . C6 . o4 . gs Method 

6378 End 
none . Score 
6378.. 7583 



OJ991202_11.0421.C6 
+ 

7594 
GENSCAN 
7583 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



48408 Seq. ID 

103075 Strand 

6378 End 

OJ9912 02_11 . 0421 . C6 . ol . np Method 

6456 End 

282897 Score 
6456. .7184 

lectin, anti-H(O) - Cytisus sessilif olius 

gi 1228857 |prf | | 1813204A ahti-H(O) lectin [Cytisus sessilif olius ] 



OJ991202_11.0421.C6 
+ 

7594 
AAT/NAP 
7184 
254 



48408 

103076 

4198 

OJ991202_11.0421.C6.o3.gs 

4198 

none 



Seq. ID OJ991202_11.0421.C6 
Strand 

End 5095 

Method GENSCAN 

End 5095 

Score .52 



4198.. 4517, 4566.. 4703, 4762.. 5095 
48408 Seq. ID 



OJ991202 11. 0421. C6 



50163 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



103077 Strand 

6552 End 

OJ991202_11.0421.C6.ol.ts Method 

6552 End 

none Score 



7172 

TBLASTX : Soybean 

7172 

74 



6552. .6635, 6669. .6767, 6831. .6920, 7032. .7172 



48408 Seq. ID 

103077 Strand 

6552 End 

OJ991202_11 . 0421 . C6 . ol . tm Method 

6822 End 

none Score 

6822. .7016, 6827. .7009 



OJ991202_11.0421.C6 
7172 

TBLASTX: Maize 

7016 

204 



48409 Seq. ID 

103078 Strand 

1 End 

OJ991202_11 . 0421 . C7 . ol . np Method 

1 End 

1418331 Score 
1. .639 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



OJ991202_11.0421.C7 
+ 

732 

AAT/NAP 

639 

404 



48409 

103078 

1 

OJ991202_11.0421.C7.ol.gs 
63 

none 
63. .732 



Seq. ID OJ991202_11.0421.C7 

Strand + 

End 732 

Method GENSCAN 

End 732 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48409 Seq. ID 

103079 Strand 

2125 End 

OJ991202_11 . 0421 . C7 . ol . tc Method 

58 End 

none Score 



OJ991202_11.0421.C7 
+ 

4583 

TBLASTX: Cress 

612 

203 



58. .222, 61. .240, 240. .371, 244. .372, 388. .612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48409 

103079 

2125 

OJ991202_11.0421.C7.ol.tm 
61 

none 



Seq. ID OJ991202_11.0421.C7 

Strand + 

End 4583 

Method TBLASTX: Maize 

End 642 

Score 167 



61. .222, 100. .222, 244. .372, 255. .383, 409. .642, 409. .594 



Seq. No. 48409 

Gene No. 103079 

Start 2125 

Name OJ991202_11 . 0421 . C7 . ol . tw 

Start 61 

GI none 

Exons 61.. 213, 255.. 371, 256.-375 



Seq. ID OJ991202_11.0421.C7 

Strand + 

End 4583 

Method TBLASTX : Wheat 

End 375 

Score 138 



Seq. No. 



48409 



Seq. ID OJ991202 11. 0421. C7 



50164 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



103079 Strand 

2125 End 

OJ991202_11 . 0421 . C7 . ol . ts Method 

70 End 

none Score 



+ 

4583 

TBLASTX: Soybean 

486 

172 



70. .237, 156. .218, 255. .365, 256.-366, 382. .483, 409. .486 





Seq. No. 


48409 








Seq. ID 


OJ991202 


_11.0421.C7 




Gene No. 


103079 








Strand 


+ 






OLalL 


2125 








End 


4583 






Name 


OJ991202 11 


.0421. 


C7.o2. 


gs 


Method 


GENSCAN 






Start 


2125 








End 


4583 






GI 


none 








Score 


.64 






Exons 


2125. .2213, 


2404 . 


.2705, 


3046. 


.3144, 4256. .4429, 


4515. .4583 




Seq. No. 


48410 










n TQQ1 90 9 


_11.0421.C8 




Gene No. 


103080 








oLiana 


J. 
T 






otart 


541 








End 


1062 






Name 


OJ991202 11 


.0421. 


C8.ol. 


gs 


Method 


GENSCAN 






Start 


541 








End 


1062 






GI 


none 








Score 


.85 






Exons 


541. .546, 961. .1062 












Seq. No. 


48410 








Seq. .ID 


OJ991202 


_11.0421.C8 




Gene No. 


103081 








Strand 


+ 




% cf 


Start 


2685 








End 


8049 




L i s 


Name 


OJ991202 11 


.0421. 


C8.o2. 


gs 


Method 


GENSCAN 




f! | 


Start 


2685 








End 


4830 






GI 


none 








Score 


.96 




1 . : 


Exons 


2685. .4081, 


4176. 


.4830 










i _J 


Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


I V 


Gene No. 


103081 








Strand 


+ 






Start 


2685 








End 


8049 






Name 


OJ991202 11 


.0421. 


C8.ol. 


np 


Method 


AAT/NAP 






Start 


2703 








End 


8049 






GI 


7446441 








Score 


698 




: 5 


Exons 


2703. .3620, 


3689. 


.4081, 


4176. 


.4719, 7909. .8049 





'%3 GI Descrip. probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
p 2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC23641 . 1 1 

f_ (AC004 684) putative receptor-like protein kinase [Arabidopsis 

thaliana] 



Seq. No. 48410 Seq. ID OJ991202_11 . 0421 . C8 

Gene No. 103082 Strand 

Start 6713 End 8122 

Name OJ991202_11 . 0421 . C8 . o2 . ts Method TBLASTX : Soybean 

Start 2888 End 3230 

GI none Score 14 9 

Exons 2888.. 3028, 2889.. 3071, 3072.. 3173, 3119.. 3172, 3183.. 3230 



Seq. No. 48410 Seq. ID 

Gene No. 103082 Strand 

Start 6713 End 

Name OJ991202_11 . 0421 . C8 . o2 . tm Method 

Start 3123 End 

GI none Score 



OJ991202_11.0421.C8 
8122 

TBLASTX: Maize 

3317 

204 



50165 




Exons 


3123. .3317, 


3128 


. .3310 










Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No. 


103082 








Strand 






b tart 


an i *3 
D / 1j 








End 


8122 




Name 


OJ991202 11 


.0421 


.C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3123 








End 


4725 




GI 


none 








Score 


71 




Exons 


3123. .3224, 


3348 


. .3458, 


3705. 


.3890, 3885. .4049, 


4171. .4335 




4174. .4353, 


4357 


. .4494, 


4368. 


.4484, 4516. .4725 




Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No . 


1U JUoZ 








Strand 






Start 


6713 








End 


8122 




Name 


OJ991202 11 


.0421 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3729 








End 


3986 




GI 


none 








Score 


105 




Exons 


3729. .3764, 


3741 


. .3842, 


3761. 


.3853, 38 


38. .3986, 


3896. .3985 


Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No. 


103082 








Strand 






Start 


D / ID 








End 


8122 




Name 


OJ991202 11 


.0421 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3819 








End 


4446 




GI 


none 








Score 


51 




Exons 


3819. .3875, 


3885 


. .4082, 


3971; 


.4090, 4171. .4335, 


4171. .4335 




4357. .4446 














Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No. 


103082 








Strand 






btart 










End 


8122 




Name 


OJ991202 11 


.0421 


.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3993 








End 


4755 




GI 


none 








Score 


91 




Exons 


3993. .4085, 


4153 


. .4335, 


4248. 


.4334, 4357. .4485, 


4368. .4484 




4423. .4536, 


4522 


. .4755, 


4522. 


.4707, 4524. .4742 




Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No . 


1 r\ *3 A o o 








Strand 






Start 


6713 








End 


8122 




Name 


OJ991202 11 


.0421 


.C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4174 








End 


4488 




GI 


none 








Score 


138 




Exons 


4174. .4326, 


4248 


. .4316, 


4368. 


.4484, 4369.-4488 




Seq. No. 


48410 








Seq. ID 


OJ991202 


_11.0421.C8 


Gene No . 


IUo0o2 








Strand 






Start 


6713 








End 


8122 




Name 


OJ991202 11 


.0421 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


6713 








End 


8122 




GI 


none 








Score 


.65 




Exons 


6713. .6770, 


7904 


. .8122 










Seq. No. 


48411 








Seq. ID 


OJ991202 


_11.0421.C9 


Gene No. 


103083 








Strand 


+ 




Start 


1 








End 


445 




Name 


OJ991202 11 


.0421 


.C9.ol. 


np 


Method 


AAT/NAP 





50166 





Start 


1 




End 


445 






GI 


6729489 




Score 


155 






Exons 


1. .445 












GI Descrip. 


(AL132966) 


receptor lectin 


kinase-like 


protein 


[Arabidopsis 






thaliana] 












Seq. No. 


48411 




Seq. ID 


OJ991202 


_11.0421.C9 




Gene No . 


i r\ *3 n o *3 
10 JUo O 




Strand 


+ 






Start 


1 




End 


445 






Name 


OJ991202 11 


.0421.C9.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


2 




End 


292 






GI 


none 




Score 


72 






Exons 


2. .61, 83.. 


292 










Seq. No. 


48411 




Seq. ID 


OJ991202 


_11.0421.C9 




Gene No. 


lOJOoo 




Strand 


+ 






Start 


1 




End 


445 






Name 


OJ991202 11 


.0421.C9.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


2 




End 


280 






GI 


none 




Score 


74 






Exons 


2. .52, 89.. 


280 










Seq. No. 


48411 




Seq. ID 


OJ991202 


_11.0421.C9 




Gene No. 


103083 




Strand 


+ 




J 


Start 


1 




End 


445 




~~i 


Name 


OJ991202 11 


.0421.C9.ol.gs 


Method 


GENSCAN 




fi 


Start 


23 




End 


412 




: 1 


GI 


none 




Score 


.98 






Exons 


23. .412 












Seq. No. 


48412 




Seq. ID 


OJ991202 


_11.0421.C11 




Gene No . 


103084 




Strand 


+ 




u 


Start 


547 




End 


665 






Name 


OJ991202 11 


.0421.Cll.ol.gs 


Method 


GENSCAN 




55; 


Start 


547 




End 


665 






GI 


none 




Score 


.97 






Exons 


547. .665 












Seq. No. 


48413 




Seq. ID 


OJ991202 


_11.0421.C12 


1 


Gene No. 


103085 




Strand 


- 






Start 


216 




End 


617 






Name 


OJ991202 11 


.0421.C12.ol.np 


Method 


AAT/NAP 






Start 


216 




End 


617 






GI 


7340868 




Score 


153 






Exons 


216. .617 












GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 





OJ991202_11.0421.C16 
+ 

1420 
AAT/NAP 
1417 
2178 



Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



Seq. No. 48414 Seq. ID 

Gene No. 103086 Strand 

Start 153 End 

Name OJ991202_1 1 . 04 21 . CI 6 . ol . np Method 

Start 153 End 

GI 6983860 Score 

Exons 153.. 1417 

GI Descrip. (AP001168) 
(AF061282) 



50167 



Seq. No. 48414 

Gene No. 103086 

Start 153 

Name OJ991202_11 . 0421 . C16 . o2 . tw 

Start 155 

GI none 

Exons 155.. 406, 157.. 402, 158.. 406 

Seq. No. 48414 

Gene No. 103086 

Start 153 

Name OJ991202_11 . 0421 . C16 . ol . ts 

Start 194 

GI none 

Exons 194.. 454, 205.. 453 



Seq. ID OJ991202_11.0421.C16 

Strand + 

End 1420 

Method TBLASTX : Wheat 

End 406 

Score 391 



Seq. ID OJ991202_11.0421.C16 

Strand + 

End 1420 

Method TBLASTX : Soybean 

End 4 54 

Score 301 



Seq. No. 48414 

Gene No. 103086 

Start 153 

Name OJ991202_11 . 0421 . C16. ol . gs 

Start 218 

GI none 

Exons 218.. 1420 



Seq. ID OJ991202_11.0421. 

Strand + 

End 1420 

Method GENS CAN 

End 1420 

Score .59 



C16 



Seq. No. 48414 

Gene No. 103086 

Start 153 

Name OJ991202_11.0421.C16.o2 . tm 

Start 253 

GI none 

Exons 253. .540, 254. .544, 386. .541 



Seq. ID OJ991202_11.0421. 

Strand + 

End 1420 

Method TBLASTX : Mai ze 

End 544 

Score 411 



C16 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48414 

103086 

153 

OJ991202_11.0421.C16.ol.tw 

413 

none 



Seq. ID OJ991202_11.0421. 

Strand + 

End 1420 

Method TBLASTX : Wheat 

End 1039 

Score 723 



C16 



413. .1039, 472. .918, 473. .997, 979. .1038 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48414 

103086 

153 

OJ991202_11 . 0421 . C16 . ol . tm 

592 

none 



Seq. ID OJ991202_11.0421. 

Strand + 

End 1420 

Method TBLASTX : Mai ze 

End 1177 

Score 229 



C16 



592. .747, 593. .754, 751. .915, 752. .1177, 979. .1176 



Seq. No. 48414 

Gene No. 103086 

Start 153 

Name OJ991202_11.0421.C16.o3.tw 

Start 1039 

GI none 

Exons 1039.. 1320, 1040.. 1372 



Seq. ID OJ991202_11.0421. 

Strand + 

End 1420 

Method TBLASTX : Wheat 

End 1372 

Score 314 



C16 



Seq. No. 



48415 



Seq. ID OJ991202_11.0421.C17 



50168 




Gene No . 


103087 








Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


.0421 


.C17.ol 


.gs 


Method 


GENSCAN 




Start 


108 








End 


5425 




GI 


none 








Score 


.7 




Exons 


108.. 400, 1129.. 


2107, 2152.. 2266, 2325 


..3340, 3410. .5425 


Seq. No. 


4 O 4 1 D 








Seq. ID 


OJ991202JL1.0421. 


pi 7 
v^l / 


Gene No. 


1UOUO / 








Strand 






otart 










End 


5617 




Name 


OJ991202 11 


.0421 


.C17.ol 


.np 


Method 


AAT/NAP' 




Start 


1115 








End 


5617 




GI 


4 DO U X IV 








Score 


5361 




Exons 


1 1 1 c 4 R1 
1110 • . 4 Dl O, 


4550 


. .5617 










GI Descrip. 


[Ple 111 I \Jy ) 


polyprotein 


[ Ory za 


sativa subsp. indica] 




Seq. No. 


4 O 4 1 D 








Seq. ID 


OJ991202_11.0421. 


n 7 


Gene No . 










Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


. U4Z1 


. CI / . OO 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 1 ou 








End 


1493 




GI 


none 








Score 


120 




Exons 


1 1 ou . . 1 4 y z , 


1181 


. . 148 9, 


1 O O A 
1ZZ 4 . 


.1493 






Seq. No. 


A Q A 1 R 
4 O 4 10 








Seq. ID 


OJ991202_11.0421. 


r*i 7 


Gene No . 


lUoUo / 








Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


. U4Z1 


. CI / . Ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1J4U 








End 


1939 




GI 


none 








Score 


217 




Exons 


i T/i n 1 ion 
104 u . . 1 / O U , 


1356 


1 *7 T O 

. . 1778 , 


1 7 7 Q 
1 / / O . 


.1939, 1785. .1931 




Seq. No. 


A Q A 1 R 
4o4 ID 








Seq. ID 


OJ991202JL1.0421. 


n 7 
k^i / 


Gene No . 


1 Ci "5flQ 7 
IUjUo / 








Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


• U *1 J. 


n 7 oi 


.tw 


Method - 


TBLASTX: Wheat 




Start 


1 A Q*3 

14 y o 








End 


2119 




GI 


none 








Score 


67 




Exons 


14 yo . . z ny / 


1496 


. .1618, 


1 DUO . 


.2063 






Seq. No. 


A Q A 1 R 
4 O 4 10 








Seq. ID 


OJ991202_11.0421. 


pi 7 


Gene No . 


1 n *5 ri q t 
lUoUo / 








Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


.0421 


.C17.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1988 








End 


2280 




GI 


none 








Score 


206 




Exons 


1988. .2278, 


1992 


. .2279, 


2092. 


.2280 






Seq. No. 


48415 








Seq. ID 


OJ991202JL1.0421. 


C17 


Gene No. 


103087 








Strand 






Start 


108 








End 


5617 




Name 


OJ991202 11 


.0421 


.C17.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2078 








End 


2338 




GI 


none 








Score 


159 




Exons 


2078. .2338, 


2079 


. .2333 










Seq. No. 


48415 








Seq. ID 


OJ991202_11.0421. 


C17 



50169 



: e 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



103087 
108 

OJ991202_11, 

2126 

none 

2126. .2662, 

48415 

103087 

108 

OJ991202_11< 

2684 

none 

2684. .3046, 

48415 

103087 

108 

OJ991202JL1. 

2696 

none 

2696. .3118, 

48415 

103087 

108 

OJ991202_11. 

2867 

none 

2867. .3112, 

48415 

103087 

108 

OJ991202_11. 

3053 

none 

3053. .3400, 

48415 

103087 

108 

OJ991202JL1. 

3119 

none 

3119. .3331, 

48415 

103087 

108 

OJ991202_11. 

3134 

none 

3134. .3493, 

48415 
103087 



0421.C17.o2.tw 
2130. .2693 

0421.C17.o2.tm 
2693. .3046, 2697, 

0421.C17.o3.tw 
2697. .3086 

0421.C17.o3.ts 
2868. .3095 

0421.C17.o5.tm 
3054. .3308 

0421.C17.o7.tw 



Strand 
End 

Method 

End 

Score 



5617 

TBLASTX: Wheat 

2693 

336 



Seq. ID OJ991202_11.0421.C17 
Strand 

5617 

TBLASTX: Maize 
3047 
168 



End 

Method 
End 
Score 
.3047 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Wheat 

End 3118 

Score 364 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Soybean 

End 3112 

Score 93 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX: Maize 

End 3400 

Score 164 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Wheat 

End 3419 

Score 122 



3125. .3319, 3135. .3419, 3327. .3383 



0421.C17.ol.ts 



3135. .3425, 3453. 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Soybean 

End 3529 

Score 180 

.3491, 3497. .3529, 3498.-3527 

Seq. ID OJ991202_11.0421.C17 
Strand 



50170 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



108 

OJ991202_11. 

3416 

none 

3416. .3847, 

48415 

103087 

108 

OJ991202_11. 

3470 

none 

3470. .3847, 

48415 

103087 

108 

OJ991202_11. 

4067 

none 

4067. .4234, 

48415 

103087 

108 

OJ991202_11. 

4172 

none 

4172. .4447 

48415 

103087 

108 

OJ991202_11. 

4808 

none 

4808. .5158, 

48415 

103087 

108 

OJ991202_11. 

4853 

none 

4853. .5158, 

48415 

103087 

108 

OJ991202_11. 

5193 

none 

5193. .5390, 

48416 

103088 

696 



0421.C17.o3.tm 
3423. .3617 

0421.C17.o4.tw 
3513.. 3956, 3902. 

0421.C17.o8.tw 
4122.. 4235, 4280. 

0421.C17.o7.tm 



End 

Method 

End 

Score 



5617 

TBLASTX: Maize 

3847 

79 



Seq. ID OJ991202_11.0421.C17 
Strand 

5617 

TBLASTX : Wheat 
3956 
290 



End 

Method 
End 
Score 
.3952 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Wheat 

End 4489 

Score 69 
.4489, 4281.. 4433 

Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Mai ze 

End 4447 

Score 185 



0421.C17.o6.tw 



4965.. 5159, 4990. 



0421.C17.o6.tm 



5028. .5144 



0421.C17.o9.tw 



Seq. ID OJ991202_11.0421.C17 
Strand 

5617 

TBLASTX: Wheat 
5172 
112 



End 

Method 
End 
Score 
.5172 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Mai ze 

End 5158 

Score 90 



Seq. ID OJ991202_11.0421.C17 
Strand 

End 5617 

Method TBLASTX : Wheat 

End 5556 

Score 107 



5195. .5392, 5503. .5535, 5518. .5556 



Seq. ID OJ991202_11.0421.C18 
Strand + 
End 1781 



50171 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_11 . 0421 . C18 . o2 . np Method AAT/NAP 
696 End 1781 

4680186 Score 339 

696. .744, 1580. .1781 

(AF111709) unknown [Oryza sativa subsp. indica] 



48416 Seq. ID 

103089 Strand 

2146 End 
OJ991202_ll.0421.C18.o2.gs Method 

2146 End 

none Score 
2146. .2265 



OJ991202_11.0421.C18 
+ 

2265 
GENSCAN 
2265 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



48416 
103090 
1 

OJ991202_11.0421.C18.ol.gp 
1 

95437_1.R1084 
1. .170 

' 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ■ 



Seq. ID OJ991202_11.0421.C18 
Strand 

End 1714 

Method AAT/GAP 

End 170 

Score 316 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 11.0421.C18 



48416 
103090 
1 

OJ991202_11.0421.C18.ol.np 
1 

6983858 
1. .445 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



1714 
AAT/NAP 
445 
154 



48416 Seq. ID 

103090 Strand 

1 End 
OJ991202_11 . 0421 . C18 . ol . gs Method 

13 End 

none Score 

13. .273, 316. .445, 1544. .1609 



OJ991202_11.0421.C18 

1714 
GENSCAN 
1609 
.56 



OJ991202 11.0421.C18 



48416 Seq. ID 

103090 Strand 

1 End 1714 

OJ991202_11 . 0421 . C18 . o2 . gp Method AAT/GAP 

1329 End 1714 

uC-osflcyp033a04bl Score 641 

1329. .1714 

, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



48417 

103091 

6944 

OJ991202_11 . 0421 . C19 . o2 . gs 



Seq. ID OJ991202_11.0421:C19 

Strand + 

End 12816 

Method GENSCAN 



50172 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6944 End 12816 

none Score . 64 

6944. .7672, 8365. .8549, 9090. .9150, 9513. .9752, 9912. .10618, 
11254. .11921, 11932. .12185, 12490. .12816 



48417 Seq. ID 

103091 Strand 

6944 End 

OJ991202_11.0421.C19.o5.np Method 

8958 End 

7106512 Score 



OJ991202_11.0421.C19 
+ 

12816 
AAT/NAP 
12305 
2617 



8958. .9017, 9090. .10538, 10588 .. 10979, 11206. .12305 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





Seq. No. 


48417 


Seq. ID 


OJ991202_11. 


0421 


.C19 




Gene No. 


103092 


Strand 










Start 


342 


End 


4567 








Name 


OJ991202 11.0421.C19.ol.np 


Method 


AAT/NAP 








Start 


342 


End 


3362 








GI 


4680179 


Score 


2547 








Exons 


342. .566, 1658. .3362 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






. =s 


Seq. No. 


48417 


Seq. ID 


OJ991202_11. 


0421 


.C19 


rS 


Gene No. 


103092 


Strand 










Start 


342 


End 


4567 






f 1 


Name 


OJ991202 11.0421.C19.o2.np 


Method 


AAT/NAP 








Start 


342 


End 


4567 






L L™ 


GI 


5042447 


Score 


2507 








Exons 


342. .566, 1658. .3375, 4494. .4567 








i y 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


48417 


Seq. ID 


OJ991202_11. 


0421 


.C19 




Gene No. 


103092 


Strand 










Start 


342 


End 


4567 








Name 


OJ991202 11.0421.C19.o3.np 


Method 


AAT/NAP 








Start 


3778 


End 


4565 








GI 


6983861 


Score 


1308 







Exons 3778.. 4565 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. No. 


48417 






Seq. ID 


OJ991202_11.0421 


.C19 


Gene No. 


103093 






Strand 






Start 


5744 






End 


11015 




Name 


OJ991202 


ll.0421.C19.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


337 






End 


572 




GI 


none 






Score 


60 




Exons 


337. .498, 


342. .572, 343 


. .456 








Seq. No. 


48417 






Seq. ID 


OJ991202__11.0421 


.C19 


Gene No. 


103093 






Strand 






Start 


5744 






End 


11015 




Name 


OJ991202 


ll.0421.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1757 






End 


2110 




GI 


none 






Score 


213 





50173 






Exons 


1757. .2110, 


176*. 


.2105 










Seq. No. 


48417 








Seq. ID 


OJ991202__11.0421.C19 




Gene No . 


10 J09o 








otrana 






Start 


5744 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1757 








End 


2182 




GI 


none 








Score 


317 




Exons 


1757. .2182, 


1764. 


.2180 










Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 














of- -r^nH 
on di 






Start 


5744 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1928 








End 


2176 




GI 


none 








Score 


206 




Exons 


1928. .2176 














Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 














c+- T -- tnr j 






Start 


5744 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2117 








End 


2396 




GI 


none 








Score 


149 


\J 


Exons 


2117. .2395, 


2118. 


.2396 








El a 


Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 




Liene jno. 










Strand 






Start 


5744 








End 


11015 


=; 


Name 


OJ991202 11 


.0421. 


C19.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2183 








End 


2445 




GI 


none 








Score 


178 


I LI 


Exons 


2183. .2395, 


2184. 


.2396, 


2392. 


.2445, 2393. .2443 


= 


Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 




Gene No. 


103093 








Strand 








D f fi fi 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.ol 


.ts 


Method 


TBLASTX : Soybean 


\ -A 


Start 


2198 








End 


2592 


r ~i 


GI 


none 








Score 


69 




Exons 


2198. .2395, 


2201. 


.2350, 


2208. 


.2396, 2392. .2448, 2411. .2440, 


~ 5=1 




2413. .2553, 


2503. 


.2556, 


2560. 


.2592, 2560. .2592 




Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 




oene lno . 










Strand 






Start 


5744 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2503 








End 


2950 




GI 


none 








Score 


116 




Exons 


2503. .2946, 


2513. 


.2950 










Seq. No. 


48417 








Seq. ID 


OJ991202_11.0421.C19 




Gene No. 


103093 








Strand 






Start 


5744 








End 


11015 




Name 


OJ991202 11 


.0421. 


C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2533 








End 


3016 




GI 


none 








Score 


240 



50174 



Exons 



2533.. 3015, 2536.. 3012, 2576.. 3016 



Seq. No. 48417 Seq. ID 

Gene No. 103093 Strand 

Start 5744 End 

Name OJ991202_11.0421.C19.o3.ts Method 

Start 2665 End 

GI none Score 

Exons 2665.. 2979 



OJ991202_11.0421.C19 
11015 

TBLASTX: Soybean 

2979 

198 



Seq. No. 48417 Seq. ID 

Gene No. 103093 Strand 

Start 5744 End 

Name OJ991202_11 . 0421 . C19 . o4 . tm Method 

Start 2951 End 

GI none Score 

Exons 2951.. 3106, 2953.. 3144 



OJ991202_11.0421.C19 
11015 

TBLASTX: Maize 

3144 

156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48417 

103093 

5744 

OJ991202_11.0421.C19.o5.tw 

3019 

none 

3019.. 3135, 3020.. 3097, 3184. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3324, 3197.. 3265 



OJ991202_11.0421.C19 
11015 

TBLASTX: Wheat 
3324 
67 



48417 

103093 

5744 

OJ991202_11.0421.C19.o4.np 

5744 

6063554 



Seq. ID OJ991202_11.0421.C19 
Strand 

End 11015 
Method AAT/NAP 
End 11015 
Score 171 
5744. .5918, 7075. .7315, 10899. .11015 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 48418 

Gene No. 103094 

Start 1136 

Name OJ991202_11 . 0421 . C21 . ol . gs 

Start 1136 

GI none 

Exons 1136.. 1201, 1232.. 1291 



Seq. ID OJ991202_11.0421.C21 
Strand 

End 1291 

Method GENSCAN 

End 1291 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



48419 Seq. ID 

103095 Strand 

302 End 

OJ991202_10.0421.Cl.ol.gs Method 

302 End 

none Score 

302. .418, 919. .1038, 1141. .1250 



OJ991202_10.0421.C1 
+ 

1315 
GENSCAN 
1250 
.89 



48419 

103095 

302 

OJ991202_10.0421.Cl.ol.np 



Seq. ID OJ991202_10.0421.C1 

Strand + 

End 1315 

Method AAT/NAP 



50175 






Start 


935 


End 


1315 




GI 


7488279 


Score 


109 




Exons 


935. .1043, 1146. .1228, 1282.. 


1315 






GI Descrip. 


protein phosphatase 2C homolog F11C18. 


60 - Arabidopsis thai 






gi | 4584525 | emb | CAB40756 . 1| (AL04 9607) 


protein phosphatase 






2C-like protein [Arabidopsis 


thaliana] 


i 






gi 1727008 9| emb ICAB7 9904.il (AL16157 9) 


protein phosphatase 






2C-like protein [Arabidopsis 


thaliana] 






Seq. No. 


48420 


Seq. ID 


OJ991202_10.0421.C2 






103096 


Strand 






Start 




Ejna 


757 




Name 


OJ991202 10.0421.C2.ol.gp 


Method 


AAT/GAP 




Start 


93 


End 


536 




GI 


3761484 


Score 


772 




Exons 


93. .536 








Seq. No. 


48420 


Seq. ID 


OJ991202_10.0421.C2 






103096 


Strand 






Start 


93 


End 


757 




Name 


OJ991202 10.0421.C2.ol.gs 


Method 


GENSCAN 




Start 


260 


End 


757 




GI 


none 


Score 


.47 




Exons 


260. .757 






• 

e~ 


Seq. No. 


48421 


Seq. ID 


OJ991202_10.0421.C3 


: : = 
•c ■ - 


Gene No. 


103097 


Strand 




f Li 


O lal L. 


1 


End 


1267 


C3 


Name 


OJ991202 10.0421.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1267 




GI 


5852093 


Score 


76 




Exons 


1..27, 653. .773, 1237. .1267 






i y 


GI Descrip. 


(AL117264) zwh!6.1 [Oryza sativa] 




5 

— S£ 

3 J 


Seq. No. 


48421 


Seq. ID 


OJ991202_10.0421.C3 




(^ono Mo 


103097 


Strand 






Start 


1 


End 


1267 


— 


Name 


OJ991202 10.0421.C3.ol.gs 


Method 


GENSCAN 


w 


Start 


183 


End 


1127 


O 


GI 


none 


Score 


.78 




Exons 


183. .302, 1118. .1127 








Seq. No. 


48422 


Seq. ID 


OJ991202_10.0421.C4 




Gene No. 


103098 


Strand 


+ 




JLdl U 


3756 


End 


5064 




Name 


OJ991202 10.0421.C4.o2.np 


Method 


AAT/NAP 




Start 


3756 


End 


5064 




GI 


5777617 


Score 


76 




Exons 


3756.. 3783, 4965.. 5064 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


48422 


Seq. ID 


OJ991202_10.0421.C4 




Gene No. 


103099 


Strand 






Start 


1 


End 


1626 




Name 


OJ991202 10.0421.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1626 




GI 


7484780 


Score 


118 



50176 



Exons 1..37-, 526.. 616, 1361.. 1626 

GI Descrip. 26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4678261 1 emb | CAB4 1122 . 1 1 (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi I 7269333 | emb | CAB79392.il (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 48423 Seq. ID 

Gene No. 103100 Strand 

Start . 49 End 

Name OJ991202_10 . 0421 . C5 . ol . np Method 

Start 4 9 End 

GI 5669654 Score 

Exons 49.. 121, 787.. 938 

GI Descrip. (AF096262) ER6 protein [Lycopersicon esculentum] 



OJ991202_10.0421.C5 
+ 

1143 
AAT/NAP 
938 
85 



Seq. No. 48423 Seq. ID 

Gene No. 103100 Strand 

Start 49 End 

Name OJ991202_10 . 0421 . C5 . ol . gs Method 

Start 567 End 

GI none Score 

Exons 567.. 1143 



OJ991202_10.0421.C5 
+ 

1143 
GEN SCAN 
1143 
.6 



Seq. No. 
^ Gene No. 
Cfl Start 
fjj Name 

Start 

GI 

Exons 

%J 

fij Seq. No. 
= Gene No. 
f=% Start 
1"; Name 
y Start 
?* GI 
^3 Exons 



48423 

103101 

1198 

OJ991202_10.0421.C5.o2.tm 

804 

none 

804. .914, 810. .920 

48423 

103101 

1198 

OJ991202_10.0421.C5.o2.gs 

1198 

none 

1198. .1511, 1773. .1800 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_10.0421.C5 
1800 

TBLASTX: Maize 

920 

185 



OJ991202_10.0421.C5 

1800 
GENSCAN 
1800 
.97 



Seq. No. 48423 Seq. ID 

Gene No. 103102 Strand 

Start 1974 End 

Name OJ991202_10 . 0421 . C5 . ol . tw Method 

Start 1974 End 

GI none Score 

Exons 1974.. 2228, 2048.. 2227, 2243.. 2290 



OJ991202_10.0421.C5 

2290 

TBLASTX: Wheat 

2290 

199 



Seq. No. 48423 Seq. ID 

Gene No. 103103 Strand 

Start 2371 End 

Name OJ991202_10 . 0421 . C5 . ol . tm Method 

Start 2371 End 

GI none Score 

Exons 2371.. 2667, 2376.. 2519 



OJ991202_10.0421.C5 
2667 

TBLASTX: Maize 

2667 

200 



Seq. No. 



48424 



Seq. ID OJ991202_10.0421.C6 



50177 



Gene No. 103104 Strand 

Start 1 End 788 

Name OJ991202_10 . 0421 .C6 . ol . np . Method AAT/NAP 

Start 1 End 788 

GI 6983857 Score 436 

Exons 1..501, 669.. 788 

GI Descrip. (AP001168) hypothetical protein [Oryza sativa] 



Seq. No. 48425 

Gene No. 103105 

Start 324 

Name OJ991202_10 . 0421 .C8 . ol . tm 

Start 319 

GI none 
Exons 



Seq. ID OJ991202_10.0421.C8 
Strand 

End 2086 

Method TBLASTX: Maize 

End 2082 

Score 215 



319. .519, 321. .563, 330. .518, 587. .637, 588. .641, 809. .943, 
812. .943, 825. .944, 826.-948, 831. .944, 1052. .1138, 1062. .1133, 
1063. .1140, 1067. .1147, 2004. .2081, 2032. .2082, 2033. .2080, 
2034. .2081 



Seq. No. 48425 

Gene No. 103105 

Start 324 

Name OJ991202_10 . 0421 . C8 . ol . gs 

P ^ Start 324 

b ;f GI none 

*3 Exons 324.. 500, 563.. 632, 827.. 921 



Seq. ID OJ991202_10.0421.C8 
Strand 

End 2086 

Method GENS CAN 

End 921 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48425 
103105 
324 

OJ991202_10.0421.C8.ol.np 
336 

3021508 



Seq. ID OJ991202_10.0421.C8 
Strand 

2086 
AAT/NAP 
2086 
542 



End 

Method 
End 
Score 

336. .500, 587. .632, 827. .942, 1065. .1135, 2027. .2086 

(AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 



Seq. No. 48425 

Gene No. 103105 

Start 324 

Name OJ991202_10 . 0421 . C8 . ol . ts 

Start 336 

GI none 
Exons 



Seq. ID OJ991202_10.0421.C8 
Strand 

End 208 6 

Method TBLASTX : Soybean 

End 2085 

Score 118 



336. .518, 337. .501, 587. .637, 591. .641, 826. .948, 827, 
1062. .1139, 1063. .1140, 2032. .2085 



943, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48425 

103105 

324 

OJ991202_10.0421.C8.ol.tc 

400 

none 



Seq. ID OJ991202_10.0421.C8 
Strand 

End 2086 

Method TBLASTX : Cress 

End 2085 

Score 63 



400. .477, 402. .455, 448. .507, 573. .641, 587. .637, 826. .94? 
827. .943, 1062. .1133, 1063. .1131, 1065. .1133, 2032. .2085 



Seq. No. 
Gene No. 
Start 



48425 

103105 

324 



Seq. ID OJ991202_10.0421.C8 
Strand 

End 2086 



50178 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



OJ991202_10 . 0421 . C8 . ol . gp Method AAT/GAP 

894 End 2086 

LIB3434-013-P1-K1-C10 • Score 286 

894. .942, 1065. .1135, 2027. .2086 

, 5852170/emb|AL117265. UOST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



48426 

103106 

1 

OJ991202_10. 0421. C10. ol.np 
1 

4505999 



Seq. ID OJ991202_10. 0421. C10 

Strand + 

End 3174 

Method AAT/NAP 

End 2969 

Score 103 



1..24, 767. .860, 966. .1043, 1091. .1148, 1243. .1325, 1412. .1483, 
2851. .2969 

protein phosphatase 1G (formerly 2C) , magnesium-dependent, gamma 
isoform gi | 3122589 | sp | 015355 | P2CG_HUMAN PROTEIN PHOSPHATASE 2C 
GAMMA ISOFORM (PP2C-GAMMA) (PROTEIN PHOSPHATASE 1C) 
gi|2315202|emb|CAA74245| (Y13936) protein phosphatase 2C gamma 
[Homo sapiens] 



48426 

103106 

1 

OJ991202_10. 0421. C10. ol.gs 

140 

none 



Seq. ID OJ991202_10. 0421. C10 

Strand + 

End 3174 

Method GENSCAN 

End 3174 

Score .89 



140. .256, 746. .865, 968. .1148, 1243. .1319, 1406. .1458, 
1625.. 1676, 1972. .3174 



Seq. ID OJ991202_10. 0421. C10 

Strand + 

End 10101 

Method GENSCAN 

End 10101 

Score .42 

5864.. 5884, 6922. .6981, 6986.. 7088, 7209 .. 7242 , ,.8971 .. 9075, 
9969.. 10101 



48426 

103107 

5864 

OJ991202_10. 0421. C10. o3.gs 

5864 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48426 

103108 

4034 

OJ991202_10. 0421. C10. o2.gs 

4034 

none 

4034. .5179 



Seq. ID OJ991202_10. 0421. C10 
Strand 

End 5179 

Method GENSCAN 

End 5179 

Score .58 



48426 
103109 
8668 

OJ991202_10. 0421. C10. o3.np 
8668 
6815053 

8668.. 8905, 8955.. 9129, 9629.. 9774 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_10. 0421. C10 
Strand 

9774 
AAT/NAP 
9774 
697 



End 

Method 

End 

Score 



Seq. No. 



48427 



Seq. ID OJ991202_10.0421.C11 



50179 



■1 





i n^i i n 


Of ran H 
jtl d.Ilva 


1 


Start 


882 


End 


1879 


Name 


OJ991202 10.0421.Cll.ol.gs 


Method 


GENSCAN 


Start 


882 


End 


1879 


GI 


none 


Score 


.66 


Exons 


882. .1044, 1824. .1879 






Seq. No. 


48427 


Seq. ID 


OJ991202 


Gene No. 


103111 


Strand 




Start 


760 


End 


1579 


Name 


OJ991202 10.0421.Cll.ol.np 


Method 


AAT/NAP 


Start 


760 


End 


1579 


GI 


4680183 


Score 


188 


Exons 


760. .849, 1457. .1579 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


48427 


Seq. ID 


OJ991202 






Strand 




Start 


2081 


End 


2296 


Name 


OJ991202 10.0421.Cll.o2.gs 


Method 


GENSCAN 


Start 


2081 


End 


2296 


GI 


none 


Score 


.92 


Exons 


2081.. 2203, 2264.. 2296 






Seq. No. 


48428 


Seq. ID 


OJ991202 


Gene No. 


103113 


Strand 


+ 


Start 


173 


End 


2118 


Name 


OJ991202 10.0421.C12.ol.gs 


Method 


' GENSCAN 


Start 


173 


End 


2118 


GI 


none 


Score 


.49 


Exons 


173. .242, 872. .1127, 1488.. 


2118 





indica] 



Seq. No. 48428 

Gene No. 103114 

Start 9310 

Name OJ991202_10 . 0421 . C12 . o2 . np 

Start 9310 

GI 5922636 

Exons 9310.. 9388, 
GI Descrip. (AP000492) 



Seq. ID OJ991202_ 

Strand + 

End 10552 

Method AAT/NAP 

End 10552 

Score 487 
9872. .10106, 10400. .10552 
ESTs C99517 (E20319) , AU078130 (E20319) 



10.0421.C12 



correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


48428 




Seq. ID 


OJ991202 


Gene No. 


103115 




Strand 




Start 


1 




End 


1120 


Name 


OJ991202 10.0421.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1120 


GI 


5734635 




Score 


256 


Exons 


1..563, 718. .996, 1051. 


.1120 






GI Descrip. 


(AP000391) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48428 




Seq. ID 


OJ991202 


Gene No. 


103116 




Strand 




Start 


2563 




End 


5445 



10.0421.C12 



50180 



Name 

Start 

GI 

Exons 



OJ991202_10.0421.C12.ol.gp 
2563 



Method AAT/GAP 
End 5445 
none Score 1211 

2563.-2789, 3030. .3184, 3274. .3344, 3721. .3771, 4587. 
5414. .5445 



,4780, 



Seq. No. 48428 

Gene No. 103116 

Start 2563 

Name OJ991202_10 . 0421 . C12 . ol . tm 

Start 3096 

GI none 
Exons 



Seq. ID OJ991202_10.0421.C12 



Strand 
End 

Method 

End 

Score 



5445 

TBLASTX: Maize 

4781 

67 



3096. .3185, 3098. .3187, 3107. .3187, 3299.-3346, 3713. .3769, 
4585. .4779, 4586. .4780, 4590. .4781, 4590. .4781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48428 Seq. ID 

103116 Strand 
2563 End 
OJ991202_10 . 0421 . C12 . o2 . gs Method 
3107 End 
none Score 
3107. .3189, 3721. .3771, 4192. .4216 

48429 Seq. ID 

103117 Strand 
61 End 
OJ991202__10 . 0421 - C13 . ol . gs Method 
61 End 
none Score 
61. .600 



OJ991202_10.0421.C12 

5445 
GENSCAN 
4216 
.74 



OJ991202_10.0421.C13 
+ 

600 

GENSCAN 

600 

.85 



Seq. No. 48430 Seq. ID OJ991202 

Gene No. 103118 Strand + 

Start 185 End 765 

Name OJ991202_10 . 0421 .C14 . ol . gs Method GENSCAN 

Start 185 End 765 

GI none Score .41 

Exons 185.. 269, 647.. 765 



10.0421.C14 



Seq. No. 48430 Seq. ID OJ991202_10 . 0421 . C14 

Gene No. 103119 Strand + 

Start 1775 End 2271 

Name OJ991202_10 . 0421 .C14 . ol . gp Method AAT/GAP 

Start 1775 End 2271 

GI 38782_1.R1084 Score 806 ' 

Exons 1775.. 2271 

GI Descrip. ' 6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 48430 

Gene No. 103120 

Start 2270 

Name OJ991202_10.0421.C14 .o2 .gs 

Start 2270 

GI none 
Exons 



Seq. ID OJ991202_10.0421.C14 

Strand + 

End 627 5 

Method GENSCAN 

End 6275 

Score .54 



2270. .2332, 2450. .2615, 3193. .3341, 3576. .3651, 4369. .4434, 
4618. .4653, 5566. .5687, 6123. .6275 



50181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48430 

103120 

2270 

OJ991202_10.0421.C14 . o2 . gp 
3210 

LIB3477-002-P1-K1-D5 

3210. .3341, 3983. .4073, 4174, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_ 
+ 

6275 
AAT/GAP 
4647 
856 



10.0421.C14 



,4224, 4369.-4534, 4618. .4647 



'4521193/dbj I AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ991202__10.0421.C14 
+ 

6275 
AAT/NAP 
4073 
62 



Seq. No. 48430 Seq. ID 

Gene No. 103120 Strand 

Start 2270 End 

Name OJ991202_10 . 0421 .C14 . o2 . np Method 

Start 3981 End 

GI 7484780 Score 

Exons 3981.. 4073 

GI Descrip. 26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4678261 | emb | CAB4 1122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi I 7269333 | emb I CAB79392.il (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 

Seq. No. 48430 Seq. ID OJ991202_10 . 0421 . C14 

Gene No. 103121 Strand 

Start 4 End 1428 

Name OJ991202_10 . 0421 . C14 . ol .np Method AAT/NAP 

Start 4 End 1428 

GI 6907088 Score 988 

Exons 4.. 382, 879.. 1116, 1291.. 1428 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 48430 Seq. ID OJ991202_10 . 0421 . C14 

Gene No. 103122 Strand 

Start 4211 End 4741 

Name OJ991202_10 . 0421 . C14 . ol . ts Method TBLASTX : Soybean 

Start 4211 End 4741 

GI none Score 36 

Exons 4211. .4234, 4305. .4535, 4346. .4534, 4616. .4741, 4625. .4741 



Seq. No. 48431 Seq. ID 

Gene No. 103123 Strand 

Start 2 End 

Name OJ991202_10 . 0421 .CI 6 . ol . gs Method 

Start 2 End 

GI none Score 
Exons 



OJ991202_10.0421.C16 
+ 

10876 
GENSCAN 
10612 
.65 



2. .170, 624..742, 2096. .2162, 2671. .2776, 2869. .2977, 
3469. .3588, 3691. .3724, 3975. .4051, 4144. .4196, 4351. .4402, 
4774. .5274, 6561. .6823, 9252. .9342, 9427. .9572, 9666. .9885, 
9951.. 10059, 10155. .10323, 10438.. 10612 



Seq. No. 48431 

Gene No. 103123 

Start 2 

Name OJ991202_10 . 0421 .CI 6 . ol . np 

Start 1858 



Seq. ID OJ991202_10.0421.C16 

Strand + 

End 10876 

Method AAT/NAP 

End 4 956 



50182 



GI 

Exons 



GI Descrip. 



7488279 Score 278 

1858. .1974, 2096. .2162, 2671. .2776, 2869. .2928, 3375. .3593, 
3696. .3778, 3836. .3868, 3975. .4051, 4144. .4196, 4351. .4424, 
4767. .4956 

protein phosphatase 2C homolog F11C18.60 - Arabidopsis thaliana 
gi|4584525|emb|CAB40756.1| (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

gi I 7270089 | emb| CAB79904.il (AL161579) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 



Seq. No. 48431 Seq. ID OJ991202_10 . 0421 . C16 

Gene No. 103123 Strand + 

Start 2 End 10876 

Name OJ991202_10 . 0421 . C16 .o2 . np Method AAT/NAP 

Start 6014 End 7727 

GI 7442627 Score 103 

Exons 6014.. 6161, 7691.. 7727 

GI Descrip. ABC-type heme transporter chain homolog - rice mitochondrion 

gi I 499014 | embl CAA56116.il (X79609) putative heme ABC transporter 
membrane domain [Triticum aestivum] gi | 1395188 | dbj | BAA10942 . 1 | 
(D64067) ABC-type heme transporter subunit [Oryza sativa] 



! J 



Seq. No. 48431 Seq. ID OJ991202JL0 . 0421 . C16 

Gene No. 103123 Strand + 

Start 2 End 10876 

Name OJ991202_10 . 0421 . C16. o2 . gp Method AAT/GAP 

Start 6499 End 6823 

GI 82047_1.R1084 Score 550 

Exons 6499.-6823 

GI Descrip. 1 4678261/emb | CAB41122 . 1 | 4.0e-16 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 1 



Seq. No. 48431 Seq. ID OJ991202_10 . 0421 . C16 

Gene No. 103123 Strand + 

Start 2 End 10876 

Name OJ991202_10 . 0421 . C16 . o3 .np Method AAT/NAP 

Start 6570 End 10609 

GI 7484780 Score 1425 

Exons 6570.. 6823, 9252.. 9342, 9427.. 9572, 9666.. 9885, 9951.. 10065, 

10102. .10323, 10438. .10609 

GI Descrip. 26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4678261 | emb | CAB41122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi I 7269333 | emb | CAB79392.il (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48431 Seq. ID 

103123 Strand 

2 End 

OJ991202JL0 . 0421 . C16 . o3 . gp Method 

9918 End 

78815 1.R1084 Score 



OJ991202_10.0421.C16 
+ 

10876 
AAT/GAP 
10876 
1248 



9918.. 10059, 10155. .10323, 10438.. 10876 

■2982297 1.0e-43 (AF051233) KIAA0107-like protein [Picea 
mariana] 1 



Seq. No. 



48431 



Seq. ID OJ991202_10.0421.C16 



50183 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



103124 Strand 
11344 End 
OJ991202_10 . 042 1 . C16 . ol . tm Method 
6513 End 
none Score 
6513.. 6848, 6605.. 6730, 6705 
9254. .9343, 9255. .9374, 9424 
9664. .9891, 9666. .9887, 9923 
9950. .10060, 10154. .10324, 10155 .. 10331, 10156 .. 1034 1 , 
10156. .10341, 10436. .10612, 10438 .. 10620, 10438.. 10608 



15547 

TBLASTX: Maize 
10620 
333 

6833, 9250.. 9342, 9253.. 9348, 
9570, 9426.. 9572, 9479.. 9574, 
10045, 9948.. 10058, 9948.. 10058, 



48431 

103124 

11344 

OJ991202_10.0421.C16.o3.tc 

6576 

none 



Seq. ID OJ991202_10.0421.C16 
Strand 

End 15547 

Method TBLASTX : Cress 

End 9582 

Score 251 



6S76..6848, 9250. .9342, 9253. .9351, 9255. .9374, 9417. .9572, 
9424. .9573, 9448.-9582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48431 
103124 
11344 

OJ991202_10.0421.C16.ol.ts 
6579 



Seq. ID OJ991202_10.0421.C16 
Strand 

15547 

TBLASTX : Soybean 
10633 
213 



End 

Method 
End 

none Score 
6579..6848, 9250. .9342, 9253. .9342, 9255. .9377, 9417. .9572, 
9424. .9570, 9479. .9580, 9579. .9887, 9662. .9817, 9664. .9891, 
9667.-9888, 9948. .10058, 9950. .10057, 10144 .. 10317, 
10153. .10320, 10154. .10321, 10154 .. 10327 , 10438 .. 10596, 
10438. .10608, 10439. .10633, 10451. .10615 



OJ991202 10.0421.C16 



Seq. No. 48431 Seq. ID 

Gene No. 103124 Strand 

Start 11344 End 

Name OJ991202_10 . 0421 . C16 . ol . tw Method 

Start 9519 End 

GI none Score 

Exons 9519.. 9566, 9523.. 9570, 9524.. 9580, 9662.. 9808, 9662.. 9808, 

9663. .9809, 9667. .9810 



15547 

TBLASTX: Wheat 

9810 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene 'No. 

Start 

Name 

Start 

GI 



48431 
103124 
11344 

OJ991202_10.0421.C16.ol.tc 
9657 
none 

9657.. 9698, 9667.. 9693, 9702 
9948.. 10058, 9950.. 10057, 10002 .. 10061, 10153 .. 10323, 
10154. .10324, 10154. .10333, 10436 .. 10612 , 10438. .10611 



Seq. ID OJ991202_10.0421.C16 
Strand 

15547 

TBLASTX: Cress 
10612 
51 



End 

Method 

End 

Score 



,9887, 9702. .9887, 9703. .9891, 



48431 

103124 

11344 

OJ991202_10.0421.C16.o4. 
11064 

37294 1.R1084 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_10.0421.C16 

15547 
AAT/GAP 
11749 
1027 



50184 




Exons 11064. .11392, 11536.. 11749 

GI Descrip. * 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


.C16 


Gene No. 


103124 




Strand 








Start 


11344 




End 


15547 






Name 


OJ991202 10.0421.C16 


.o2 .gs 


Method 


GENSCAN 






Start 


11344 




End 


12998 






GI 


none 




Score 


.96 






Exons 


11344. .11459, 11536. 


.11749, 


12246. .12332, 12445 


. .12582, 






12699. .12998 












Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


.C16 


Gene No. 


103124 




Strand 








Start 


11344 




End 


15547 






Name 


OJ991202 10.0421.C16 


. o4 .np 


Method 


AAT/NAP 






Start 


11606 




End 


15547 






GI 


6728875 




Score 


431 






Exons 


11606. .11749, 12101. 


.12148, 


12246. .12332, 12445 


. . 12582, 






12699. .12879, 15440. 


.15547 














[Arabidopsis thaliana] 






Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


.C16 


Gene No. 


103124 




Strand 








Start 


11344 




End 


15547 






Name 


OJ991202 10.0421.C16 


. OZ . UC 


Method 


TBLASTX : 


Cress 




Start 


12098 




End 


12785 






GI 


none 




Score 


66 






Exons 


12098. .12148, 12192. 


.12332, 


12246. .12335, 12443 


. .12583, 








.12785, 


12700. .12765 






Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


.C16 


Gene No. 


103124 




Strand 








Start 


11344 . 




End 


15547 






Name 


OJ991202 10.0421.C16 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


12098 




End. 


12788 






GI 


none 




Score 


160 






Exons 


12098. .12148, 12246. 


.12335, 


12443. .12601, 12445 


. .12600, 






12696. .12788, 12700. 


.12765 










Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


.C16 


Gene No. 


103124 




Strand 








Start 


11344 




End 


15547 






Name 


OJ991202 10.0421.C16 


.o2. tm 


Method 


TBLASTX : 


Maize 




Start 


12255 




End 


12801 






GI 


none 




Score 


87 






Exons 


12255. .12353, 12255. 


.12335, 


12257. .12340, 12443 


. . 12583, 






12445. .12582, 12526. 


.12585, 


12696. . 12764, 12696 


. .12779, 






12700. .12777, 12739. 


.12801 










Seq. No. 


48431 




Seq. ID 


OJ991202 


_10.0421 


-C16 


Gene No. 


103124 




Strand 








Start 


11344 




End 


15547 






Name 


OJ991202 10.0421.C16 


. o3 . gs 


Method 


GENSCAN 






Start 


14138 




End 


15431 






GI 


none 




Score 


.52 







50185 




Exons 


14138. .15185, 15319.. 


.15431 








Seq. No. 


48431 




Seq. ID 


OJ991202_ 


10.0421.C16 


Gene No. 


103124 




Strand 






Start 


1 1 ^44 










Name 


OJ991202 10.0421.C16, 


. o5 . np 


Method 


AAT/NAP 




Start 


14366 




End 


15547 




GI 


2130121 




Score 


103 




Exons 


14366. .15090, 15522.. 


,15547 








GI Descrip. 


cyclin II - maize gi| 


1516550 


(U10077) . 


cyclin IlZm 


[Zea mays] 


Seq. No. 


48432 




Seq. ID 


OJ991202_ 


10.0421.C17 


Gene No. 


103125 




Strand 


+ 




Start 


2162 




End 


2513 




Name 


OJ991202 10.0421.C17. 


, ol . gs 


Method 


GENSCAN 




Start 


2162 




End 


2513 




GI 


none 




Score 


.49 




Exons 


2162.. 2291, 2431.. 2513 









Seq. No. 48432 

Gene No. 103126 

Start 1 

Name OJ991202_10 . 0421 . CI 7 . ol . np 

Start 1 

GI 7106512 

Exons 1..244, 318.. 379 

GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_10.0421.C17 
526 

AAT/NAP 

379 

81 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



[y Seq. No. 

Gene No. 
J ff Start 
z ' w Name 
s Start 
P GI 

Exons 
^ GI Descrip. 



48432 Seq. ID OJ991202_10 . 0421 . C17 

103126 Strand 

1 End 526 

OJ991202_10 . 0421 . C17 . ol . gp Method AAT/GAP 

275 End 526 

3761181 Score 404 

275. .526 

4521193/dbj |AB013450.1|AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 48432 Seq. ID 

Gene No. 103127 Strand 

Start 2649 End 

Name OJ991202JL0 . 0421. C17 . o2 . gs Method 

Start 2649 End 

GI none Score 

Exons 2649.. 3110, 3127.. 3933 



OJ991202_10.0421.C17 

4171 
GENSCAN 
3933 
. 9 



Seq. No. 48432 Seq. ID 

Gene No. 103127 Strand 

Start 2649 End 

Name OJ991202_10 . 0421 . C17 . o2 . np Method 

Start 2703 End 

GI 7106512 Score 

Exons 2703.. 3080, 3135.. 4171 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991202_10.0421.C17 

4171 
AAT/NAP 
4171 
1845 



50186 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48433 
103128 
1 

OJ991202_10.0421.C18.ol.np 
1 

7106512 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 10.0421.C18 



2183 
AAT/NAP 
2036 
954 

1..297, 486. .1458, 1616. .1901, 1975. .2036 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48433 Seq. ID 

103128 Strand 
1 End 
OJ991202_10 . 0421 .C18 . ol .gp Method 
1932 End 
3761181 Score 
1932. .2183 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

48433 Seq. ID 

103129 Strand 
3917 End 
OJ991202_10 . 0421 . C18 . o2 . gs Method 
3917 End 
none Score 
3917. .4120 



OJ991202_10.0421.C18 

2183 
AAT/GAP 
2183 
430 



OJ991202_10.0421.C18 

4120 
GENSCAN 
4120 
. 93 



Seq. ID OJ991202 10.0421.C19 



Seq. No. 48434 

Gene No. 103130 

Start 1 

Name OJ991202_10 . 0421 .C19.ol .np 

Start 1 

GI 3021508 

Exons 1..28, 185.. 233, 303.. 489, 957 

1880. .1916, 2233. .2379 

GI Descrip. (AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



+ 

2379 
AAT/NAP 
2379 
651 



,1113, 1189. .1257, 1434. .1491, 



48434 

103130 

1 

OJ991202_10.0421.C19.ol.gs 

185 

none 



Seq. ID OJ991202_10.0421.C19 
Strand + 



End 

Method 

End 

Score 



2379 
GENSCAN 
1727 
. 68 



185. .233, 303. .408, 995. .1113, 1434. .1491, 1711. .1727 



Seq. No. 48434 Seq. ID 

Gene No. 103131 Strand 

Start 2157 End 

Name OJ991202_10.0421.C19.o2.gs Method 

Start 2157 End 

GI none Score 

Exons 2157.. 2275 



OJ991202_10.0421.C19 

2275 
GENSCAN 
2275 
.87 



Seq. No. 
Gene No. 
Start 



48434 

103132 

2198 



Seq. ID 

Strand 

End 



OJ991202 10.0421.C19 



2316 



50187 



Name 

Start 

GI 

Exons 



OJ991202_10.0421.C19.o2.tm Method TBLASTX : Maize 
2 End 2316 

none Score 57 

2. .31, 2. .37, 956. .1006, 958. .1011, 958. .1002, 990. .1115, 
991. .1116, 1191. .1256, 1192. .1263, 1415. .1495, 1454. .1498, 
1857. .1916, 1881. .1919, 2226. .2306, 2227. .2316, 2229. .2315 



ry 



Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 




. cm 


Method 


TBLASTX: Maize 


Start 


179 




End 


497 


GI 


none . 




Score 


88 


Exons 


179. .235, 180. .242, 183 


. .245, 


288. .497, 290. .487 


Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 


OJ991202 10.0421.C19.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


179 




End 


491 


C T 

bl 


none 




Score 


82 


Exons 


179. .232, 180. .242, 287 


. .385, 


288. .392, 338. .487, 382. .489, 




387. .488, 399. .491 








Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 


OJ991202 10.0421.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


288 




End 


2312 


Lxl 


none 




Score 


219 


Exons 


288. .485, 290. .484, 967 


. .1005, 


968. .1006, 991. .1116, 991. .1 




1191.. 1256, 1192.. 1263, 


1415. . 


1495, 1454. .1498, 1881. .1919, 




2226.. 2306, 2227.. 2307, 


2227. . 


2310, 2228.. 2311, 2229.. 2312 


Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 


OJ991202 10.0421.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


943 




End 


1262 




none 




Score 


73 


Exons 


943. .1002, 944. .1006, 991. .1119, 991.. 


1116, 1002.. 1124, 




1004. .1126, 1165. .1260, 


1191. . 


1262 




Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 


OJ991202 10.0421.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


977 




End 


2316 


GI 


none 




Score 


92 


Exons 


977. .1108, 985. .1005, 991. .1116, 994.. 


1113, 1071.. 1115, 




1188. .1232, 1191. .1256, 


1192. . 


1263, 1415. .1495, 1454. .1498, 




1839. .1916, 1880. .1918, 


1881. . 


1919, 2223.. 2315, 2227.. 2316 


Seq. No. 


48434 




Seq. ID 


OJ991202_10.0421.C19 


Gene No. 


103132 




Strand 




Start 


2198 




End 


2316 


Name 


OJ991202 10.0421.C19.ol 


.gp 


Method 


AAT/GAP 



50188 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2198 End 2311 

LIB3434-013-P1-K1-C10 Score 125 

2198.. 2311 

, 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



48435 
103133 
1 

OJ991202_10.0421.C21.ol.np 
1 

6006864 
1..136, 912. .945 

(AC009540) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991202_10.0421.C21 
Strand 

End 94 5 

Method AAT/NAP 

End 945 

Score 84 



48436 
103134 
1 

OJ991202_01.0419.C2.ol.np 
1 

6466937 
1. .1573 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method AAT/NAP 

End 157 3 

Score 1172 



48436 

103134 

1 

OJ991202_0 1 . 04 19 . C2 . o3 . tm 
2 

none 

2. .196, 2. .196 

48436 

103134 

1 

OJ991202_01.0419.C2.ol.gs 
20 

none 

20. .1015, 1052. .1457 

48436 

103134 

1 

OJ991202_01.0419.C2.ol.tw 

440 

none 

440. .922, 544. .918 

48436 

103134 

1 

OJ991202_01.0419.C2.o3.ts 

476 

none 

476. .790 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method TBLASTX : Maize 

End 196 

Score 203 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method GEN SCAN 

End 1457 

Score .72 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method TBLASTX : Wheat 

End 922 

Score 366 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method TBLASTX : Soybean 

End 790 

Score 208 



50189 




Seq. No. 


48436 




Seq. ID 


OJ991202_01.0419. 


C2 








qtrand 
o i- ±. ail <j. 






Start 


1 




End 


1573 




Name 


OJ991202 01.0419.C2.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


503 




End 


976 




GI 


none 




Score 


582 




Exons 


503. .976, 544. .966 










Seq. No. 


48436 




Seq. ID 


OJ991202_01.0419. 


C2 


Gene No. 


103134 




Strand 


+ 




Start 


1 




End 


1573 




Name 


OJ991202 01.0419.C2.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


899 




End 


1258 




GI 


none 




Score 


282 




Exons 


899. .1258, 1067. .1240 











Seq. No. 48436 

Gene No. 103134 

Start 1 

Name OJ991202_01 . 04 19 . C2 . ol . tm 

Start 1009 

GI none 

Exons 1009.. 1137, 1025.. 1522, 1028, 



Seq. ID OJ991202_01.0419.C2 

Strand + 

End 1573 

Method TBLASTX : Mai ze 

End 1522 

Score 589 
.1378, 1204. .1521 



Seq. No. 48436 Seq. ID 

Gene No. 103134 Strand 

Start 1 End 

Name OJ991202_01 . 04 1 9 . C2 . o2 . tw Method 

Start 1025 End 

GI none Score 

Exons 1025.. 1372 



OJ991202_01.0419.C2 
+ 

1573 

TBLASTX: Wheat 

1372 

302 



Seq. No. 48436 Seq. ID 

Gene No. 103134 Strand 

Start 1 End 

Name OJ991202_01 . 04 19 . C2 . o2 . ts Method 

Start 1282 End 

GI none Score 

Exons 1282.. 1431, 1283.. 1525, 1286.. 1480 



OJ991202_01.0419.C2 
+ 

1573 

TBLASTX: Soybean 

1525 

222 



Seq. No. 48437 Seq. ID 

Gene No. 103135 Strand 

Start 1 End 

Name OJ991202_01 . 04 19 . C5 . ol . np Method 

Start 1 End 

GI 7340909 Score 

Exons 1..131, 1056.. 1078 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



OJ991202_01.0419.C5 
+ 

1078 
AAT/NAP 
1078 
79 



Seq. No. 48437 Seq. ID OJ991202_01 . 04 19 . C5 

Gene No. 103135 Strand + 

Start 1 End 1078 

Name OJ991202_01 . 04 19 .C5 . ol . gs Method GENSCAN 

Start 150 End 503 

GI none Score . 9 

Exons 150.. 503 



50190 




Seq. No. 


48438 


Seq. ID 


OJ991202 


_01 . 0419 


.Cll 


Gene No. 


103136 


Strand 


+ 






Start 


5175 


End 


7138 






Name 


OJ99l202__0l . 04 19. CI l .ol .gs 


Method 


GENS CAN 






Start 


5175 


End 


7138 






GI 


none 


Score 


. 54 






Exons 


5175.. 5295, 6621.. 7138 










Seq. No. 


48438 


Seq. ID 


OJ991202 


__01 . 0419 


.Cll 


Gene No. 


103137 


Strand 


+ 






Start 


9802 


End 


13606 






Name 


OJ991202_01.0419.Cll.o2.np 


Method 


AAT/NAP 






Start 


9802 


End 


13606 






GI 


6721547 


Score 


99 






Exons 


9802 .. 9.909, 13511 .. 13606 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


48438 


Seq. ID 


OJ991202 


_01.0419 


.Cll 


Gene No. 


103137 


Strand 


+ 






Start 


9802 


End 


13606 






Name 


OJ991202_01 . 04 19. CI 1 ,o3.gs 


Method 


GENSCAN 






Start 


10690 


End 


11046 






GI 


none 


Score 


. 6 






Exons 


10690 . . 11046 










Seq. No. 


48438 


Seq. ID 


OJ991202 


_01.0419 


.Cll 


Gene No. 


103138 


Strand 








Start 


7659 


End 


8398 






Name 


OJ991202_01 .0419.Cll.o2 .gs 


Method 


GENSCAN 






Start 


7659 


End 


8398 






GI 


none 


Score 


.75 






Exons 


7659. .7907, 8174. .8248, 8396 


. .8398 








Seq. No. 


48438 


Seq. ID 


OJ991202 


01.0419 


.Cll 


Gene No. 


103139 


Strand 








Start 


11394 


End 


15112 






Name 


OJ991202_01 .0419.Cll.ol.gp 


Method 


AAT/GAP 






Start 


11260 


End 


11807 






GI 


3760665 


Score 


872 






Exons 


11260 . . 11807 










Seq. No. 


48438 


Seq. ID 


OJ991202 


_01.0419 


.Cll 


Gene No. 


103139 


Strand 








Start 


11394 


End 


15112 






Name 


OJ991202_01.0419.Cll.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


11365 


End 


11715 






GI 


none 


Score 


253 






Exons 


11365. .11559, 11383. .11706, 


11394. .11714, 11394 


. .11714, 






11617 . . 11715 










Seq. No. 


48438 


Seq. ID 


OJ991202 


_01.0419 


.Cll 


Gene No. 


103139 


Strand 








Start 


11394 


End 


15112 






Name 


OJ991202 01.0419.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11391 


End 


12480 






GI 


none 


Score 


257 






Exons 


11391. .11768, 11403. .11843, 


11617. . 11778, 11865 


. .12266, 





50191 






11866. .12267, 12170.. 


12307, 


12264. .12359, 12265 .. 12348, 






12360. .12479, 12367., 


12480 








Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


ucllc INO . 






Strand 






Start 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11391 




End 


11780 




GI 


none 




Score 


178 




Exons 


11391. .11768, 11392.. 


11547, 


11403. .11780, 11617.. 11778 




Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


Gene No. 


103139 




Strand 






OLalC 






End 


15112 




Name 


OJ991202 01.0419.C11. 


o4 .gs 


Method 


GENS CAN 




Start 


11394 


End 


15112 




GI 


none 




Score 


.56 




Exons 


11394. .12341, 12432.. 


12636, 


13578. .13752, 14894 .. 15040, 






15049. .15112 










Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


Gene No. 


103139 




Strand 






O lal L 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


o3.np 


Method 


AAT/NAP 




Start 


11397 




End 


12602 




GI 


6850850 




Score 


1181 




Exons 


11397. .12602 










GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


Gene No. 


103139 




Strand 






Start 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


11781 




End 


12030 




GI 


none 




Score 


191 




Exons 


11781. .12029, 11781.. 


12029, 


11785. .12030 




Seq. No. 


48438 




Seq. ID 


OJ991202__01.0419 


.Cll 


bene wo. 


103139 




Strand 






Start 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


o2 .gp 


Method 


AAT/GAP 




Start 


11963 




End 


12302 




GI 


286318 




Score 


658 




Exons 


11963. .12302 










Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


bene wo. 


103139 




Strand 






Start 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12058 




End 


12479 




GI 


none 




Score 


92 




Exons 


12058. .12147, 12060.. 


12137, 


12189. .12479, 12190. .12477 




Seq. No. 


48438 




Seq. ID 


OJ991202_01.0419 


.Cll 


Gene No. 


103139 




Strand 






Start 


11394 




End 


15112 




Name 


OJ991202 01.0419.C11. 


o3.gp 


Method 


aat/gap 





50192 






Start 


12480 


End 


13752 










GI 


LIB34 33-025-P1-K1-H10 


Score 


822 










Exons 


12480. .12636, 13472. .13752 














GI Descrip. 


'4176420/dbj |BAA37167| 2.0e 


s-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] ' 














Seq. No. 


48439 


Seq. ID 


OJ991202_ 


_01. 


0419. 


C12 




flpnp Mo 
UC11C 1 » w • 




Strand 


+ 










Start 


697 


End 


740 










Name 


OJ991202 01.0419.C12.ol.gs 


Method 


GENS CAN 










Start 


697 


End 


740 










GI 


none 


Score 


.85 










Exons 


697. .740 














Seq. No. 


48439 


Seq. ID 


OJ991202 


_01. 


0419. 


C12 




Gene No. 


103141 


Strand 


+ 










Start 


9920 


End 


16075 










Name 


OJ991202 01.0419.C12.ol.np 


Method 


AAT/NAP 










Start 


9920 


' End 


16075 












7228457 


Score 


9192 










Exons 


9920.. 10286, 10351 .. 12286, 


12350. .13184, 13307.. 


.14458, 








14525. .16075 














GI Descrip. 


(AP001366) Similar to Sorghum bicolor i 


Gypsy-Ty3 


type 








retrotransposon RetroSorl, 


polyprotein 


. (AF098806) 


[Oryza 


- "3 




sativa] 












fft 


Seq. No. 


48439 


Seq. ID 


OJ991202 


01. 


0419. 


C12 


? : 5 
• |^ 


Gene No. 


103142 


Strand 


+ 










Start 


21106 


End 


22237 








u 


Name 


OJ991202 01.0419.C12.o5.np 


Method 


AAT/NAP 










Start 


21061 


End 


21627 










GI 


5042454 


Score 


201 








= ! 3 

: : ; 
; =? 


Exons 


21061. .21196, 21530. .21627 












- 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








r 1 


Seq. No. 


48439 


Seq. ID 


OJ991202_ 


_01. 


0419. 


C12 






103142 


Strand 


+ 










Start 


21106 


End 


22237 










Name 


OJ991202 01.0419.C12.o6.gs 


Method 


GENSCAN 








f i 


Start 


21106 


End 


22237 








? 


GI 


none 


Score 


.85 








•EST 


Exons 


21106. .21196, 21426. .21604, 


22220. .22237 










Seq. No. 


48439 


Seq. ID 


OJ991202_ 


_01. 


0419. 


C12 




Gene No. 


103143 


Strand 


+ 










Start 


27111 


End 


27241 










Name 


OJ991202 01.0419.C12.o6.np 


Method 


AAT/NAP 










Start 


27111 


End 


27241 










GI 


6721543 


Score 


97 










Exons 


27111. .27241 














GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 










Seq. No. 


48439 


Seq. ID 


OJ991202_ 


_01. 


0419. 


C12 




Gene No. 


103144 


Strand 












Start 


2988 


End 


4275 










Name 


OJ991202 01.0419.C12.o2.gs 


Method 


GENSCAN 










Start 


2988 


End 


4275 









50193 



GI 


none 


Score 


.57 




Exons 


2988.. 3094, 3297.. 3432, 3738 


..3836, 3992. .4058, 4259. .4 


Seq. No. 


48439 


• XX/ 


OJ991202 01 


0419 


bene cmo . 


1U J ±4 0 








Start 


7188 




O £. X\J 




Name 


OJ991202 01.0419.C12.o3.gs 








Start 


7188 




8216 

O £. X \J 




GI 


none 








Exons 


7188. .8216 








Seq. No. 


48439 


JtHj. xu 


OJQQ1902 01 


0419 

\J *± -L Z? 


bene no. 




Cf rand 






Start 


16708 


Cjllva 


1 QQ4 S 

1334 J 




Name 


OJ991202 01.0419.C12.o5.gs 


Mot* Vi o<H 


fiFM^TAM 




Start 


16708 


Hi 1 1H 


1334 J 




GI 


none 


Score 


.34 




Exons 


16708. .18589, 18684. .19945 








Seq. No. 


48439 


Seq. ID 


OJ991202_01. 


0419 


Gene No. 


103146 


Strand 






Q+- a r*t- 
Oual t. 


16708 


End 


1331 J 




Name 


OJ991202 01.0419.C12.o2.np 


Method 


n AT /MAP 




Start 


16711 


End 


I334J 




GI 


6907089 


Score 


4 it J 




Exons 


16711. .18589, 18684. .19945 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


s at i va j 




Seq. No. 


48439 


Seq. ID 


OJ991202_01. 


0419 


Gene No. 


103147 


Strand 






O Lcli U 


20608 


End 


91 fi^7 

tlUJ ' 




Name 


OJ991202 01.0419.C12.o3.np 


Method 


A AT /MAP 




Start 


20608 


End 


J- \J u o 




GI 


7523512 


Score 


1U^ 




Exons 


20608. .20754, 20882.. 21008 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48439 


Seq. ID 


OJ991202_01. 


0419 


Gene No. 


103147 


Strand 






Start 


20608 


End 


21637 




Name 


OJ991202 01.0419.C12.o4.np 


Method 


AAT/NAP 






20788 


End 


21637 




GI 


5922623 


Score 


318 




Exons 


20788. .20863, 21032 .. 21179, 


21557. .21637 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj | BAA85199.il (AP000570) 


hypothetical 


prot 




[Oryza sativa] 








Seq. No. 


48439 


Seq. ID 


OJ991202JU. 


0419 


Gene No . 


103148 


Strand 






Start 


22832 


End 


32555 




Name 


OJ991202 01.0419.C12.o7.tm 


Method 


TBLASTX: Maize 


Start 


7884 


End 


8051 




GI 


none 


Score 


87 




Exons 


7884, .7964, 7885. .7965, 7956 


. .8051, 7956. .8048 




Seq. No. 


48439 


Seq. ID 


OJ991202_01. 


0419 



50194 




Gene No. 


103148 




Strand 






OL.C1.LL 






End 


32555 




Name 


OJ991202 01.0419.C12 


,o7 . tw 


Method 


TBLASTX: Wheat 




Start 


10577 




End 


10969 




GI 


none 




Score 


58 




Exons 


10577. .10624, 10631. 


.10729, 


10648. .10728, 10696 .. 10935, 






10712. .10969 










Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419 


.C12 


UCllC LH\J . 


X \J «J J. *» o 




Strand 


- 




Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


.06. tm 


Method 


TBLASTX: Maize 




Start 


10582 




End 


10867 




GI 


none 




Score 


193 




Exons 


10582. .10866, 10619. 


.10867 








Seq. No. 


48439 




Seq. ID 


OJ991202J31.0419 


.C12 


rzorto Mo 


i 03i 4ft 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11707 




End 


12193 




GI 


none 




Score 


413 




Exons 


11707. .11880, 11708. 


.12193, 


11902. .12189 




Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419 


.C12 




i rm 4ft 

X \J J J- 1 O 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


.ol. tw 


■Method 


TBLASTX: Wheat 




Start 


12357 




End 


12820 




GI 


none 




Score 


93 




Exons 


12357. .12533, 12358. 


.12819, 


12359. .12820 




Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419 


.C12 


VJCI1C • 


10314ft 

X \J J X H O 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


12398 




End 


12763 




GI 


none 




Score 


117 




Exons 


12398. .12622, 12629. 


.12763 








Seq. No. 


48439 




Seq. ID 


OJ991202JD1.0419 


.C12 




1 031 4 ft 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12488 




End 


12844 




GI 


none 




Score' 


392 




Exons 


12488. .12844, 12523. 


.12834, 


12575. .12844 




Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419 


.C12 


ucilc IN (J • 


10314ft 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12871 




End 


13255 




GI 


none 




Score 


360 




Exons 


12871. .13236, 12872. 


.13255 








Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419 


.C12 



50195 




belle LNO • 


1UJ140 




Cf- ra nr | 
uli. CtilU 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12929 




End 


13353 




GI 


none 




Score 


488 




Exons 


12929. .13348, 12934.. 


13353 








Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419. 


C12 


belle LNU . 






qf ranH 

kJ L. X. CL 1 L\Ji 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


13007 




End 


13378 




GI 


none 




Score 


271 




Exons 


13007. .13378, 13024.. 


13167 








Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419. 


C12 


Gene No. 


103148 




Strand 












End 


32555 




Name 


OJ991202 01.0419.C12. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


13979 




End 


14437 




GI 


none 




Score 


234 




Exons 


13979. .14227, 14003.. 


14227, 


14068. .14241, 14288. .14 4 37, 






14297. .14434, 14299.. 


14436 








Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419. 


C12 


Gene No. 


103148 




Strand 






jLdlL 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


14126 




End 


14692 




GI 


5666795 




Score 


68 




Exons 


14126. .14224, 14300.. 


14437, 


14492. .14692 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


48439 




Seq. ID 


OJ991202JD1.0419. 


C12 


(~1 rtf%Q KJ /~\ 

vjcIIc IN (J • 


103148 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


14440 




End 


14752 




GI 


none 




Score 


196 




Exons 


14440. .14616, 14453.. 


14641, 


14492. .14752 




Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419. 


C12 


taene wo . 


103148 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


14945 




End 


15268 




GI 


none 




Score 


362 




Exons 


14945. . 15268, 14974.. 


15255 








Seq. No. 


48439 




Seq. ID 


OJ991202_01.0419. 


C12 


Gene No. 


103148 




Strand 






Start 


22832 




End 


32555 




Name 


OJ991202 01.0419.C12. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15082 




End 


15463 




GI 


none 




Score 


375 




Exons 


15082. .15138, 15083.. 


15463, 


15184. .15432 





50196 



Seq. No. 


48439 






Seq. ID 


OJ991202 


_01 . 0419 


.C12 


Gene No. 


103148 






Strand 








Start 


22832 






End 


32555 






Name 


OJ991202 01.0419.C12. 


08 . tw 


Method 


TBLASTX : 


Wheat 




Start 


15464 






End 


16066 






GI 


none 






Score 


265 






Exons 


15464. . 


15748, 15469.. 


15747, 


15940. .16062, 15941 


. . 16066 




Seq. No. 


48439 






Seq. ID 


OJ991202 


_01 . 0419 


C12 


Gene No. 


103148 






Strand 








Start 


22832 






End 


32555 






Name 


OJ991202 01.0419.C12. 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


15935 






End 


16105 






GI 


none 






Score 


197 






Exons 


15935. . 


16105, 15940.. 


16104 










Seq. No. 


48439 






Seq. ID 


OJ991202 


_01 .0419 


C12 


Gene No. 


103148 






Strand 








Start 


22832 






End 


32555 






Name 


OJ991202 01.0419.C12. 


o7 .gs 


Method 


GENSCAN 






Start 


22832 






End 


32531 






GI 


none 






Score 


.52 






Exons 


22832. . 


23279, 23290.. 


23362, 


26344. .26516, 26641 


. .26684, 






26967. . 


27204, 27787.. 


27913, 


28064. .28266, 28271 


. .28318, 






28382. . 


28513, 28604.. 


28641, 


28707. .28889, 28982 


. .29240, 






29317. . 


29615, 29709.. 


30119, 


30204. .30540, 30646 


. . 30796, 






31172. . 


31467, 31669.. 


32531 










Seq. No. 


48439 






Seq. ID 


OJ991202 


_01 . 0419. 


C12 


Gene No. 


103148 






Strand 








Start 


22832 






End 


32555 






Name 


OJ991202 01.0419.C12. 


o2 . gp 


Method 


AAT/GAP 






Start 


27475 






End 


27928 






GI 


LIB3431 


-045-P1-N1-A10 


Score 


872 






Exons 


27475. . 


27928 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



48439 

103148 

22832 

OJ991202_01.0419.C12.o7.np 

28599 

7228438 

28599.,. 28669, 28707 .. 28889, 
29709. .30119, 30204 .. 30302, 



OJ991202 01.0419.C12 



Seq. ID 
Strand 

End 32555 
Method AAT/NAP 
End 32555 
Score 3526 
28982. .29240, 29317 .. 29615, 
31752. .32555 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



48439 Seq. ID 

103148 Strand 

22832 End 

OJ991202_01.0419.C12.o3.gp Method 

28990 End 

LIB3475-007-P1-K1-G8 Score 
28990. .29240, 29317. .29489 



OJ991202_01.0419.C12 

32555 
AAT/GAP 
29489 
801 



50197 



GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 





Seq. No. 


48439 


Seq. ID 


OJ991202_01.0419. 


C12 




Gene No. 


103148 


Strand 








Start 


22832 


End 


32555 






Name 


OJ991202 01.0419.C12.o4.tw 


Method 


TBLASTX: Wheat 






Start 


32112 


End 


32492 






GI 


none 


Score 


81 






Exons 


^9119 *}99ftft ^9149 ^99ftfi 


32173. .32292, 32286 .. 32483, 








32298. .32492 










Seq. No. 


48439 


Seq. ID 


OJ991202_01.0419. 


C12 




Gene No. 


103148 


Strand 








Start 


22832 


End 


32555 






Name 


OJ991202 01.0419.C12.o4.tm 


Method 


TBLASTX: Maize 






Start 


32190 


End 


32555 






GI 


none 


Score 


113 






Exons 


32190. .32261, 32325 .. 32555, 


32386. .32547 








48439 


Seq. ID 


OJ991202__01.0419. 


C12 




Gene No. 


103148 


Strand 






f ~ 


Start 


22832 


End 


32555 






Name 


OJ991202 01,0419. C12.o4.gp 


Method 


AAT/GAP • 






Start 


32312 


End 


32555 




if! 


GI 


5701669 


Score 


477 




1 u 


Exons 


32312. .32555 








: j 


GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 


i, u 




corresponds to a region of 


the predicted gene.; Similar 


to maize 


w 




transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 




ry 


Seq. No. 


48440 


Seq. ID 


OJ991202_01.0419. 


C15 




Gene No. 


103149 


Strand 


+ 




r ~5 


Start 


.554 


End 


986 






Name 


OJ991202 01.0419.C15.ol.np 


Method 


AAT/NAP 






Start 


554 


End 


986 






GI 


4150908 


Score 


177 






Exons 


554. .986 








O 


GI Descrip. 


(Y18166) calmodulin [Suberites domuncula] 






Seq. No. 


48441 


Seq. ID 


OJ991202_01.0419. 


C16 




Gene No. 


103150 


Strand 


+ 






Start 


1 


End 


1186 






Name 


OJ991202 01.0419.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1186 






GI 


7076798 


Score 


279 






Exons 


1. .1186 










GI Descrip. 


(AL132975) probable serine/threonine-specif ic protein kinase 






[Arabidopsis thaliana] 










Seq. No. 


48441 


Seq. ID 


OJ991202_01.0419. 


C16 




Gene No. 


103150 


Strand 


+ 






Start 


1 


End 


1186 






Name 


OJ991202 01.0419.C16.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


1142 






GI 


none 


Score 


.92 





50198 





Exons 


76. .1142 










Seq. No. 


48441 




Seq. ID 


OJ991202_01.0419.C16 




belle INU ■ 


i mi sn 

1U Jl JU 




Of- ranf J 






Start 


1 




End 


1186 




Name 


OJ991202 01.0419.C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


208 




End 


477 




GI 


none 




Score 


65 




Exons 


208. .249, 222. .371, 259. 


.477 








Seq. No. 


48441 




Seq. ID 


OJ991202_01.0419.C16 






i mi so 




CfranH 
OLI ClllVJ 


+ 




Start 


1 




End 


1186 




Name 


OJ991202 01.0419.C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


457 




End 


1110 




GI 


none 




Score 


61 




Exons 


457. .582, 766. .951, 940. 


.1110 








Seq. No. 


48441 




Seq. ID 


OJ991202_01.0419.C16 




Gene No. 


103150 




Strand 


+ 






i 
j. 




End 


1186 




Name 


OJ991202 01.0419.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


802 




End 


1143 




GI 


none 




Score 


112 




Exons 


802. .915, 819. .914, 949. 


.1068, 


957. .1046, 991. .1056, 1045. .1143, 


In 




1051. .1143 








r Li 


Seq. No. 


48441 




Seq. ID 


OJ991202_01.0419.C16 


[J 




i mi sn 

1U Jl JU 




Strand 


+ 




Start 


1 




End 


1186 


^ ~? 


Name 


OJ991202 01.0419.C16.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


829 




End 


1107 


i y 


GI 


none 




Score 


105 


a 


Exons 


829.-957, 951. .1070, 952 


. .1107 




tl 


Seq. No. 


48442 




Seq. ID 


OJ991202_01.0419.C23 




VJCllC L>HJ • 


i mi si 

J. J JL J X 




Strand 


+ 




Start 


53 




End 


183 


*3 


Name 


OJ991202 01.0419.C23.ol. 


gs 


Method 


GEN SCAN 




Start 


53 




End 


183 




GI 


none 




Score 


.54 . 




Exons 


53. .183 










Seq. No. 


48443 




Seq. ID 


OJ991202_01.0419.C25 




Gene No. 


103152 




Strand 


+ 




Start 


400 




End 


574 




Name 


OJ991202 01.0419.C25.ol. 


np 


Method 


AAT/NAP 




Start 


400 




End 


574 




GI 


6063554 




Score 


98 




Exons 


400. .574 










GI Descrip. 


(AP000615) ESTs AU075609 


(C63344) ,C71850 (E04 64 ) , C98611 (E04 64) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



48443 

103153 

4175 



Seq. ID OJ991202_01.0419.C25 
Strand + 
End 4 8 69 



50199 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_01.0419.C25.o4 .np Method AAT/NAP 

4175 End 4869 

6721516 Score 349 

4175. .4415, 4830. .4869 

(AP001072) hypothetical protein [Oryza sativa] 



48443 

103154 

242 

OJ991202_01.0419.C25.ol.gs 

242 

none 



Seq. ID OJ991202_01.0419.C25 
Strand 

End 4505 

Method GENSCAN 

End 4505 

Score . 61 



242. .390, 631. .755, 1847. .1862, 2121. .2988, 3424. .3954, 
4439. .4505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48443 Seq. ID 

103154 Strand 

242 End 
OJ991202_0 1.0419. C25 . o2 . tw Method 

1245 End 

none Score 

1245. .1454, 1248. .1451 



OJ991202_01.0419.C25 
4505 

TBLASTX: Wheat 

1454 

70 



OJ991202 01.0419.C25 



48443 Seq. ID 

103154 Strand 

242 End 
OJ991202_01.0419.C25.ol.tm Method 

1248 End 

none Score 

1248. .1490, 1272. .1478, 1273. .1494, 1289. .1495, 1483. .1614, 
1485. .1613 



4505 

TBLASTX: Maize 

1614 

127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48443 Seq. ID OJ991202_01 . 0419 . C25 

103154 Strand 

242 End 4505 

OJ991202_01 . 04 19 . C25 . o2 . np Method AAT/NAP 

1248 End 1865 

7489803 Score 561 

1248. .1865 

pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5 f end not determined 
experimentally [Zea mays] 



48443 

103154 

242 

OJ991202_01.0419.C25.ol.tw 

1524 

none 

1524. .1832, 1606. .1827 

48443 

103154 

242 

OJ991202_01.0419.C25.o2.tm 

1617 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_01.0419.C25 
4505 

TBLASTX: Wheat 

1832 

106 



OJ991202_01.0419.C25 
4505 

TBLASTX: Maize 

1977 

81 



50200 



Exons 



1617. .1856, 1624. .1752, 1780. .1848, 1885. .1968, 1885. .1977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48443 

103154 

242 

OJ991202_01.0419.C25.ol.ts 

1695 

none 



Seq. ID OJ991202_01.0419.C25 
Strand 

End 4505 

Method TBLASTX : Soybean 

End 3882 

Score 74 



1695.. 1745, 1770. .1829, 2581.. 2709, 3382.. 3696, 3760.. 3882 



48443 

103154 

242 

OJ991202_01 . 04 19 . C25 . o3 . tw 

3460 

none 

3460.. 3702, 3715.. 3843 

48444 

103155 

25 

OJ991202_01.0419.C2 6.ol.gs 
25 

none 

25. .78, 583. .684 



Seq. ID OJ991202_01.0419.C25 
Strand 

End 4505 

Method TBLASTX : Wheat 

End 384 3 

Score 84 



Seq. ID OJ991202_01.0419.C26 

Strand + 

End 684 

Method GEN SCAN 

End 684 

Score . 65 



48445 
103156 
1 

OJ991202_01 . 0419.C28 . ol .np 
1 

7106512 
1..34, 400. .1140 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_01.0419.C28 
Strand 

1140 
AAT/NAP 
1140 
1123 



End 

Method 

End 

Score 



48445 

103156 

1 

OJ991202_01.0419.C28.ol.gs 

355 

none 

355.-483, 615. .929, 974. .1034 



Seq. ID OJ991202_01.0419.C28 
Strand 

End 1140 

Method GENSCAN 

End 1034 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



48446 
103157 
1 

OJ991202_01.0419.C31.ol.np 
1 

7228442 
1. .619 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ991202_01.0419.C31 
Strand 

End 619 

Method AAT/NAP 

End 619 

Score 1006 



48446 
103157 



Seq. ID OJ991202_01.0419.C31 
Strand 



50201 





Start 


1 




End 


619 










Name 


OJ991202 01.0419. 


C31.ol.gs 


Method 


GEN SCAN 










Start 


64 




End 


619 










GI 


none 




Score 


.77 










Exons 


64. .619 
















Seq. No. 


48447 




Seq. ID 


OJ991202 


_01. 


0419. 


C32 




Gene No. 


103158 




Strand 


+ 












404 




End 


6405 










Name 


OJ991202 01.0419. 


C32.ol.gs 


Method 


GENSCAN 










Start 


404 


End 


6405 










GI 


none 




Score 


.43 










Exons 


404. .472, 499. .725, 757. .889, 


928. .1074, 2897.. 


2974 


, 4381.. 






5254.. 5355, 5606. 


.5765, 6338. 


.6405 












Seq. No. 


48447 




Seq. ID 


OJ991202 


_01. 


0419. 


C32 




uene inq • 


103159 




Strand 


- 










Start 


7183 




End 


7690 










Name 


OJ991202 01.0419. 


C32.o2.gs 


Method 


GENSCAN 










Start 


7 1 ft *3 




Hi I Id 












GI 


none 




Score 


.63 










Exons 


7183.. 7319, 7597. 


.7690 














Seq. No. 


48447 




Seq. ID 


OJ991202 


_01. 


0419. 


C32 




ti ^ XT /~\ 


103160 




Strand 


- 










Start 


8761 




End 


9105 








"z\l 


Name 


OJ991202 01.0419. 


C32.o3.gs 


Method 


GENSCAN 










Start 


8761 




End 


9105 








~ ~ 


GI 


none 




Score 










: : 3 


Exons 


8761. .9105 














; ^ 


Seq. No. 


48448 




Seq. ID 


OJ991202 


_01. 


0419. 


C33 


jj Li 


bene inu . 


103161 




Strand 


+ 








= 


Start 


1909 




End 


2030 








Q 


Name 


OJ991202 01.0419. 


C33.ol.gs 


Method 


GENSCAN 










Start 


1909 




End 


2030 










GI 


none 




Score 


.61 








. 


Exons 


1909. .2030 
















Seq. No. 


48448 




Seq. ID 


OJ991202 


_01. 


0419. 


C33 




Gene No. 


103162 




Strand 


+ 












18552 




End 


18665 










Name 


OJ991202 01.0419. 


C33.o4 ,gp 


Method 


AAT/GAP 










Start 


18552 


End 


18665 










GI 


1005 1.R1084 




Score 


199 










Exons 


18552. .18665 
















GI Descrip. 


■1147632 0.0e+00 


(U42208) 0SBZ8 [Oryza 


sativa] 1 










Seq. No. 


48448 




Seq. ID 


OJ991202 


_01. 


0419. 


C33 




Gene No. 


103163 




Strand 












Start 


2716 




End 


3138 










Name 


OJ991202 01.0419. 


C33.ol.gp 


Method 


AAT/GAP 










Start 


2716 




End 


3138 










GI 


LIB3477-003-P1-K1 


-E9 


Score 


132 










Exons 


2716.. 2798, 3112. 


.3138 













GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 

50202 






sativa] • 










Seq. No. 


48448 






Seq. ID 


OJ991202_01.0419.C33 


Gene No. 


103164 






Strand 




Cf 2 r-t- 


7295 






End 


18893 


Name 


OJ991202 01.0419. 


C33.o2 


.gp 


Method 


AAT/GAP 


Start 


7295 






End 


9344 


GI 


1209 2.R1084 






Score 


1621 


Exons 


7295.-7776, 7990. 


.8089, 


8695. 


.8891, 9245. .9344 


GI Descrip. 


'5565981/gb|AAD45282.1| 


2.0e- 


25 (AF152600) unknown [Zea mays] 


Seq. No. 


48448 






Seq. ID 


OJ991202_01.0419.C33 


Gene No. 


103164 






Strand 




Start 


7295 






End 


18893 


Name 


OJ991202 01.0419. 


C33.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


7532 






End 


8925 


GI 


none 






Score 


36 


Exons 


7532.. 7561, 7560. 


.7610, 


7561. 


.7611, 7561. .7611, 7568. .7624, 




7626.-7658, 7626. 


.7643, 


7987. 


.80-85, 7991.. 8086, 7997.. 8086, 




7999.. 8091, 8696- 


.8893, 


8696. 


.8896, 8706. .8903, 8712. .8894, 



8722. .8925 



Seq. No. 48448 
Gene No. 103164 
Start 7295 

Name OJ991202_01 . 0419. C33 . ol . tm 

Start 7552 
GI none 
Exons 7552.. 

7987. , 

8692. . 

9258. , 

10097, 



7653, 7561.. 7653, 7562. 
8088, 7989. .8090, 7991. 
8895, 8697.-8894, 8697. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 01.0419.C33 



18893 

TBLASTX: Maize 
11952 
96 

7660, 7739.. 7777, 7753.-7779, 
8089, 7998.. 8090, 7999. .8091, 
8903, 9245.. 9400, 9245.. 9400, 



9404, 10039. .10149, 10039 .. 1014 9, 10047 .. 10172, 
.10168, 11845. .11952, 11892. .11951 



Seq. No. 48448 Seq. ID OJ991202_01 . 0419 .C33 

Gene No. 103164 Strand 

Start * 7295 End 18893 

Name OJ991202_01.0419.C33.o3.gs Method GENSCAN 

Start 7741 End 18893 

GI none Score .45 

Exons 7741.. 7776, 7990.. 8089, 8695.. 8891, 9245.. 9401, 10047.. 1014" 

11215. .11244, 11407. .11462, 11847.-12010, 12192 .. 12359, 

13576. .13664, 15229 .. 15399, 154 95.-15604, 15678 .. 15812 , 

15908. .15974, 16427 .. 16544 , 17232 .. 17318 , 18577. .18893 



Seq. No. 48448 Seq. ID 

Gene No. 103164 Strand 

Start 7295 End 

Name OJ991202J31 .0419. C33 . ol . np Method 

Start 7966 End 

GI 4099148 Score 

Exons 7966.. 8089, 8695.. 8891, 9245.. 9401, 
GI Descrip. (U84268) YLP [Hordeum vulgare] 



OJ991202_01.0419.C33 

18893 
AAT/NAP 
11948 
857 

10047. .10147, 11847. .11948 



Seq. No. 48448 Seq. ID OJ991202_01 . 0419 . C33 

Gene No. 103164 Strand 

Start 7295 End 18893 



50203 



Name 

Start 

GI 

Exons 



OJ991202 01.0419.C33.ol.tc 



Method TBLASTX : Cress 



7987 End 11951 

none Score 131 

7987. .8088, 7991. .8089, 7999. .8100, 8000. .8089, 8028. .8099, 
8706. .8894, 8706. .8903, 9233. .9400, 9245. .9400, 10039 1014 9, 
10047. .10172, 10097. .10168, 11845 .. 1194 9, 11892. .11951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48448 
103164 
7295 

OJ991202_01.0419.C33.ol.ts 
7987 



Seq. ID OJ991202_01.0419.C33 
Strand 

18893 

TBLASTX : Soybean 
11951 
141 



End 

Method 
End 

none Score 
7987. .8097, 7991. .8089, 8008. .8091, 8692. .8889, 8697. .8903, 
8710. .8889, 8739. .8894, 9233. .9298, 9246. .9281, 9281. .9400, 
9281. .9400, 9294. .9404, 9307. .9402, 10039 .. 1014 9, 10047 10172 , 
10097. .10168, 11845. .11949, 11892.. 11951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48448 Seq. ID 

103164 Strand 

7295 End 

OJ991202_01.0419.C33.o3.gp Method 

10026 End 

2309934 Score 
10026. .10147, 11847. .12119 

5565981/gb|AAD45282.1| 2.0e-25 (AF152600) unknown [Zea mays] 



OJ991202_01.0419.C33 

18893 
AAT/GAP 
12119 
677 



48449 Seq. ID 

103165 Strand 

432 End 

OJ991202_01 . 04 1 9 . C34 . ol . gp Method 

432 End 

1005 1.R1084 Score 



OJ991202_01.0419.C34 
+ 

12016 
AAT/GAP 
3949 
2640 



432. .507, 750. .794, 890. .982, 1062. .1145, 1645. .1772, 
1885. .1930, 2021. .2069, 2285. .2442, 2964. .3041, 3165. .3290, 
3392. .3949 

GI Descrip. '1147632 0.0e+00 (U42208) OSBZ8 [Oryza sativa] ' 



Seq. No. 48449 Seq. ID 

Gene No. 103165 Strand 

Start 432 End 

Name OJ991202_01 . 04 1 9 . C34 . ol . gs Method 

Start 448 End 

GI none Score 

Exons 448.. 507, 1062.. 1145, 1645.. 1772, 1885.. 

2285.. 2442, 3165.. 3290, 3392.. 3603, 3848 
7800.. 7982, 8719.. 8889, 9024.. 9098, 9902 
11579. .11678, 11811. .12013 



OJ991202_01.0419.C34 
+ 

12016 
GENSCAN 
12013 
.65 

.1930, 2021.. 2069, 
4008, 4411. .4469, 
10065, 11207. .11309, 



Seq. No. 48449 

Gene No. 103165 

Start 432 

Name OJ991202_01 . 0419.C34 .ol .np 

Start 448 

GI 7489539 
Exons 



Seq. ID OJ991202_01.0419.C34 

Strand + 

End 12016 

Method AAT/NAP 

End 3604 

Score 1549 



448. .507, 750. .794, 890. .982, 1062. .1145, 1645. .1772, 
1885. .1930, 2021. .2069, 2285. .2442, 2964. .3041, 3165. .3290, 



50204 



3392. .3604 

GI Descrip. probable G-box binding factor 8 
(U42208) OSBZ8 [Oryza sativa] 



rice gi|1147632|gb|AAB40291.1| 







48449 


Seq. ID 


OJ991202_01.0419 


.C34 




Gene No. 


103165 


Strand 


+ 






Start 


432 


End 


12016 






Name 


OJ991202 01.0419.C34.o2.gp 


Method 


AAT/GAP 






Start 


8618 


End 


10842 






GI 


66537 1.R1084 


Score 


1178 






Exons 


8618.. 8890, 9024.. 9098, 9701 


..9757, 9902.. 10065, 10754. 


.10842 




GI Descrip. 


•2501555/sp|Q40784 IAAPC PENCL 3.0e-41 


POSSIBLE 








APOSPORY-ASSOCIATED PROTEIN 


C >gi 549984 (U13148) possible 






apospory-associated protein 


[Pennisetum ciliare] 1 






Seq. No. 


A Q A A Q 

Q o h 4 y 


Seq. ID 


OJ991202_01.0419 


.C34 




Gene No. 


103165 


Strand 


+ 






Start 


432 


End 


12016 






Name 


OJ991202 01.0419.C34.o2.np 


Method 


AAT/NAP 






Start 


8788 


End 


12016 






GI 


6850852 


Score 


1056 






Exons 


8788. .8889, 9024.. 9098, 9701 


..9757, 9902.. 10065, 10754. 


.10888, 






11207. .11309, 11579. .11678, 


11811. .12016 




u 


\j± Descrip. 


(AL132962) putative protein 


[Arabidops 


is thaliana] 




w. 


Seq. No. 


48449 


Seq. ID 


OJ991202_01.0419 


.C34 


£fi 


Gene No. 


103166 


Strand 






ru 


Start 


12372 


End 


13768 




C3 


Name 


OJ991202 01.0419.C34.o7.tm 


Method 


TBLASTX: Maize 






Start 


739 


End 


1740 






GI 


none 


Score 


59 






Exons 


739. .795, 744. .794, 883. .957 


, 887. .958, 887. .958, 1059. 


.1148, 


r ! * 




1059.. 1148, 1581.. 1727, 1582 


..1740, 1642. .1740 




?™ 


Seq. No. 


48449 


Seq. ID 


OJ991202_01.0419 


.C34 




Gene No. 


103166 


Strand 








Start 


12372 


End 


13768 






Name 


OJ991202 01.0419.C34.ol.tc 


Method 


TBLASTX: Cress 






Start 


751 


End 


3290 





GI 

Exons 



none 



Score 



44 



751. .795, 887. .964, 911. .982, 1074. .1118, 2961. .3041, 3162. .3290 



Seq. No. 48449 

Gene No. 103166 

Start 12372 

Name OJ991202_01 . 0419 .C34 . o3 . ts 

Start 893 

GI none 
Exons 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Soybean 

End 3314 

Score 86 

893. .979, 1080. .1133, 2961. .3041, 3014. .3055, 3161. .3295, 
3162. .3314 



Seq. No. 48449 

Gene No. 103166 

Start 12372 

Name OJ991202_01 . 0419 .C34 . o5 . tm 

Start 2961 

GI none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Mai ze 

End 3299 

Score 116 



50205 



Exons 



2961. .3041, 2962. .3042, 3160. .3297, 3161. .3295, 3162. .3299 



Seq. No. 48449 

Gene No. 103166 

Start 12372 

Name OJ991202_01 .0419. C34 . 08 . tm 

Start 8772 

GI none 
Exons 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Mai ze 

End 9085 

Score 154 



8772. .8891, 8776.-8886, 8779. .8937, 9014. .9076, 9018. .9065, 
9023.. 9085, 9024.. 9077. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48449 

103166 

12372 

OJ991202_01.0419.C34 .o4 .ts 

9023 

none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Soybean 

End 10811 

Score 106 



9023. .9103, 9024. .9098, 9694. .9756, 9698. .9757, 9899. .10072, 
9900.. 10040, 10751. .10810, 10752.. 10811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48449 

103166 

12372 

OJ991202_01.0419.C34.o3.tm 

9898 

none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Mai ze 

End 10901 

Score 270 



9898. .9945, 9899. .10072, 9899. .10084, 10754 .. 10888 , 
10755. .10886, 10755 .. 10901, 10756 10887, 10757. .10894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48449 

103166 

12372 

OJ991202_01.0419.C34.o2.tm 

11216 

none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Mai ze 

End 12165 

Score 113 



11216. .11323, 11217. . 11327, 11217 .. 11324 , 11573 11707 , 
11576. .11677, 11578. .11709, 11803 12009/ 118 11 11996, 
11812. .12003, 11819. .12004, 12079 .. 12102, 12130.. 12165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48449 

103166 

12372 

OJ991202_01 . 0419.C34 . o2 . tc 

11576 

none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Cress 

End 11998 

Score 107 



11576. .11674, 11812. .11985, 11819.. 11998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48449 

103166 

12372 

OJ991202_01.0419.C34.o2.ts 

11576 

none 



Seq. ID OJ991202_01.0419.C34 
Strand 

End 13768 

Method TBLASTX : Soybean 

End 11995 

Score 147 



11576. .11677, 11576. . 11680, 11803 .. 11994 , 11819.. 11995 



48449 
103166 



Seq. ID OJ991202_01.0419.C34 
Strand 



50206 




Start 


12372 




End 


13768 




Name 


OJ991202 01.0419.C34 


. o2 . gs 


Method 


GENSCAN 




Start 


12372 




End 


13765 




GI 


none 




Score 


.97 




Exons 


12372. .12992, 13535. 


.13765 








Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 


C34 


Gene No. 


103166 




Strand 








± z o / z 




Ejna 


13768 




Name 


OJ991202 01.0419.C34 


. o3 . np 


Method 


AAT/NAP 




Start 


12390 




End 


13765 




GI 


6665552 




Score 


665 




Exons 


12390. .12937, 13531. 


.13765 








GI Descrip. 


(AC013289) putative 


sterol 


desaturase 


[Arabidopsis thaliana 


Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 




Gene No. 


103166 




Strand 






Of a y+- 

o tar l 


IZj / Z 




End 


13768 




Name 


OJ991202 01.0419.C34 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12399 




End 


12855 




GI 


none 




Score 


38 




Exons 


12399. .12425, 12403. 


.12426, 


12438. .12854, 124 39. .12633, 






12718. .12855 










Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 


C34 


Gene No. 


103166 




Strand 






bcarx: 


IZo 1 z 




End 


13768 




Name 


OJ991202 01.0419.C34 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


12435 




End 


13660 




GI 


none 




Score 


137 




Exons 


12435. .12896, 12466. 


.12633, 


12718. .12789, 12817 .. 12876, 






13550. .13660 










Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 


C34 


Gene No. 


103166 




Strand 






bcari: 


izo /z 




End 


13768 




Name 


OJ991202 01.0419.C34 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


13532 




End 


13768 




GI 


none 




Score 


90 




Exons 


13532. .13681, 13533. 


.13598, 


13630. .13662, 1367 9. .13768, 






13679. .13765 










Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 


C34 


Gene No. 


103167" 




Strand 






btaru 


1DD / 3 




End 


17522 




Name 


OJ991202 01.0419.C34 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


16673 




End 


17269 




GI 


4405739 




Score 


187 




Exons 


16673. .16798, 16680. 


.16805, 


17051. .17125, 1724 0. .172 69 




GI Descrip. 


- 










Seq. No. 


48449 




Seq. ID 


OJ991202_01.0419. 


C34 


Gene No. 


103167 




Strand 






Start 


16673 




End 


17522 




Name 


OJ991202 01.0419.C34 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


16703 




End 


17522 




GI 


none 




Score 


167 





50207 



Exons 



16703. .16819, 16704. .16805, 16704 16820, 16706 .. 16819, 

17071. .17124, 17072. .17125, 17236 17331, 17240 17335, 

17448. .174 68, 174 48 .. 174 68, 174 74. .17521, . 17475. .17522, 
17475. .17522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48450 

103168 

8 

OJ991202_01.0419.C35.ol.gs 
8 

none 

8. .363, 429. .627 

48451 

103169 

1582 

OJ991202_01. 0419.C36.ol.gs 

1582 

none 

1582.. 1713, 1796.. 2235 



Seq. ID OJ991202_01.0419.C35 

Strand 

End 627 

Method GENS CAN 

End 627 

Score .59 



Seq. ID OJ991202_01.0419.C36 

Strand + 

End 2235 

Method GENSCAN 

End 2235 

Score .84 



48451 
103170 
1 

OJ991202_01.0419.C36.ol.gp 
1 

LIB3475-004-P1-K2-A5 
1. .229 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome' 



Seq. ID OJ991202_01.0419.C36 
Strand 

585 

AAT/GAP 
229 
367 



End 

Method 

End 

Score 



48451 
103170 
1 

OJ991202_01.0419.C36.ol.np 
1 

4539658 
1..107, 252. .413, 455. .585 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ991202_01.0419.C36 
Strand 

End ■ 585 

Method AAT/NAP 

End 585 

Score 228 



48452 

103171 

479 

OJ991202_01.0419.C42.ol.gs 

479 

none 

479. .568, 936. .1028 



Seq. ID OJ991202_01.0419.C42 

Strand + 

End 1028 

Method GENSCAN 

End 1028 

Score .41 



Seq. No. 48452 

Gene No. 103172 

Start 1 

Name OJ991202_01 . 04 19 . C42 . ol . np 

Start 1 

GI 6721512 

Exons 1..191 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_01.0419.C42 
Strand 

End 191 

Method AAT/NAP 

End 191 

Score 4 3 



50208 



• 



beq. NO. 










beq. 1JJ 




Gene No. 


103173 








. Strand 


+ 


Start 


1685 








End 


2198 


Name 


OJ991202 01 


.0419. 


C43.ol 


• gp 


Method 


AAT/GAP 


Start 


1685 








End 


2180 


GI 


none 








Score 


935 


Exons 


1685. .2180 












Seq. No. 


48453 








Seq. ID 


OJ991202 


Gene No . 


1 fl *5 1 H "3 
1U Jl / O 








Strand 


+ 


Start 


1685 








End 


2198 


Name 


OJ991202 01 


.0419. 


C43.ol 


. tm 


Method 


TBLASTX: 


Start 


1959 








End 


2198 


GI 


none 








Score 


201 


Exons 


1959. .2168, 


1959. 


.2099, 


1960 


. .2169, 1961. .2170, 




1990. .2184, 


2151. 


.2198 








beq. no. 


48454 








Seq. ID 


OJ991202 


Gene No. 


103174 








Strand 


+ 


Start 


346 








End 




Name 


OJ991202 01 


.0419. 


C44.ol 


. gs 


Method 


GEN SCAN 


Start 


346 








End 


1229 


GI 


none 








Score 


.74 


Exons 


346. .364, 1135. .1229 








Seq. No. 


48455 








Seq. ID 


OJ991202 




103175 








Strand 


- 


Start 


1 








End 


358 


Name 


OJ991202 01 


.0419. 


C45.ol 


. np 


Method 


AAT / NAP 


Start 


1 








End 


358 


GI 


6721516 








Score 


216 


Exons 


1. .358 












GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


beq. no. 


48455 








Seq. ID 


OJ991202 


Gene No. 


103176 








Strand 




Start 


864 








End 


984 


Name 


OJ991202 01 


.0419. 


C45.ol 


.gs 


Method 


GENSCAN 


Start 


864 








End 


984 


GI 


none 








Score 


.83 


Exons 


864. .984 












Seq. No. 


48456 








Seq. ID 


OJ991202 


bene no. 


103177 








Strand 


+ 


Start 


33 








End 


2415 


Name 


OJ991202 01 


.0419. 


C47.ol 


.gs 


Method 


GENSCAN 


Start 


33 








End 


2415 


GI 


none 








Score 


.64 


Exons 


33. .90, 129 


. .269, 


437. . 


495, 


1103. .1255, 


1344. .1 




2156. .2200, 


2246. 


.2415 








Seq. No. 


48456 








Seq. ID 


OJ991202_ 


Gene No. 


103178 








Strand 




Start 


1095 








End 


3838 


Name 


OJ991202 01 


.0419. 


C47.o2 


.np 


Method 


AAT /NAP 


Start 


1095 








End 


3838 



50209 



• ft 





GI 


5852181 


Score 


63 




Exons 


1095. .1254, 3777..3838 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 




Gene No. 


103179 


Strand 


+ 




Start 


1 


End 


388 




Name 


OJ991202 01.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


388 




GI 


6598522 


Score 


324 




Exons 


1. .388 








GI Descrip. 


(AC006194) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 




Gene No. 


103179 


Strand 


+ 




Start 


1 


End 


388 




Name 


OJ991202 01.0419.C49.ol.gs 


Method 


GENSCAN 




Start 


79 


End 


372 




GI 


none 


Score 


1 




Exons 


79. .372 








Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 


K, 


Gene No. 


103180 


Strand 


+ 


J5 


Start 


3986 . 


End 


4179 


3 


Name 


OJ991202 01.0419.C49.o2.gs 


Method 


GENSCAN 


n 


Start 


3986 


End 


4179 


i ■ 


GI 


none 


Score 


. 54 


~ 

rr 


Exons 


3986. .4024, 4102. .4179 






i_| 


Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 




Gene No. 


103181 


Strand 


- 


; i 


Start 


638 


End 


3674 




Name 


OJ991202 01.0419.C49.ol.ts 


Method 


TBLASTX : Soybean 




Start 


60 


End 


363 


a? 


GI 


none 


Score 


325 


= 


Exons 


60. .281, 64. .363 








Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 




Gene No. 


103181 


Strand 






Start 


638 


End 


3674 


-7 


Name 


OJ991202 01.0419.C49.ol.tw 


Method 


TBLASTX: Wheat 




Start 


64 


End 


363 




GI 


none 


Score 


332 




Exons 


64. .363, 111. .272, 148. .363 








Seq. No. 


48457 


Seq. ID 


OJ991202_01.0419.C49 




Gene No. 


103181 


Strand 






Start 


638 


End 


3674 




Name 


OJ991202 01.0419.C49.ol.gp 


Method 


AAT/GAP 




Start 


638 


End 


3674 




GI 


2315 5.R1084 


Score 


420 




Exons 


638. .891, 2341. .2397, 3635.. 


3674 






GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 48458 Seq. ID OJ991202_01 . 04 19 . C50 



50210 



Gene No. 103182 Strand 

Start 317 End 

Name OJ991202_01 . 0419. C50 . ol . gs Method 

Start 317 End 

GI none Score 

Exons 317.. 408, 723.. 813 



• 



+ 

813 

GENSCAN 

813 

.42 



Seq. No. 48459 

Gene No. 103183 

Start 325 

Name OJ991202_01 . 0419 . C52 . ol . gs 

Start 325 

GI none 

Exons 325.. 406 



Seq. ID OJ991202_01.0419.C52 

Strand + 

End 406 

Method GENSCAN 

End 406 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48459 Seq. ID OJ991202_01 . 04 19 . C52 

103184 Strand 

138 End 94 6 

OJ991202_01 .0419. C52 . ol . np Method AAT/NAP 

138 End 94 6 

6063554 . Score 138 

138. .312, 890. .946 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48459 

103184 

138 

OJ991202 01.0419.C52.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991202 01.0419.C52 



946 

AAT/GAP 
757 
505 



378 

2427387 
378. .757 

5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



Seq. No. 


48460 




Seq. ID 


OJ991202 


_01. 


0419 


.C53 


Gene No. 


103185 




Strand 


+ 








Start 


657 




End 


1191 








Name 


OJ991202 01.0419.C53.ol 


.gs 


Method 


GENSCAN 








Start 


657 




End 


1191 








GI 


none 




Score 


.8 








Exons 


657. .846, 967. .1191 














Seq . No . 


48460 




Seq. ID 


OJ991202 


_01. 


0419 


.C53 


Gene No. 


103186 




Strand 










Start 


1945 




End 


2917 








Name 


OJ991202 01.0419.C53.o2 


. gs 


Method 


GENSCAN 








Start 


1945 




End 


2785 








GI 


none 




Score 


.57 








Exons 


1945.. 2163, 2300.. 2785 














Seq. No. 


48460 




Seq. ID 


OJ991202 


_01. 


0419 


.C53 


Gene No. 


103186 




Strand 










Start 


1945 




End 


2917 








Name 


OJ991202 01.0419.C53.ol 


.np 


Method 


AAT/NAP 








Start 


1948 




End' 


2917 









50211 



GI 6983860 Score 1545 

Exons 1948.. 2917 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 





Seq. No. 


48460 








Seq. ID 


OJ991202 01.0419. 


C53 




Gene No. 


103186 








Strand 








Start 


1945 








End 


2917 






Name 


OJ991202_01 


. 0419 


.C53.o2. 


tw 


Method 


TBLASTX : Wheat 






Start 


1993 








End 


2330 






GI 


none 








Score 


51 






Exons 


1993. .2163, 


2231 


. .2329, 


2259 


. .2330 








Seq. No. 


48460 








Seq. ID 


OJ991202_01.0419. 


C53 




Gene No. 


103186 








Strand 








Start 


1945 








End 


2917 






Name 


OJ991202 01 


. 0419 


. C53 . ol . 


tm 


Method 


TBLASTX: Maize 






Start 


2229 








End 


2777 






GI 


none 








Score 


57 






Exons 


2229. .2339, 


2231 


. .2617, 


2457 


..2603, 2615. .2776, 2624. .2770, 






2631. .2777 
















Seq. No. 


48460 








Seq. ID 


OJ991202_01.0419. 


C53 




Gene No. 


103186 








Strand 








Start 


1945 








End 


2917 






Name 


OJ991202 01 


. 0419 


,C53.ol. 


tw 


Method 


TBLASTX: Wheat 




~ jSj 


Start 


2330 








End 


2911 






GI 


none 








Score 


239 




f3 


Exons 


2330. .2911, 


2451 


. . 2900 










: . s 


Seq. No. 


48460 








Seq. ID 


OJ991202_01.0419. 


C53 




Gene No. 


103186 








Strand 








Start 


1945 








End 


2917 






Name 


OJ991202 01 


. 0419 


. C53 . o2 . 


tm 


Method 


TBLASTX: Maize 






Start 


2777 








End 


2917 






GI 


none 








Score 


97 




"« 


Exons 


2777. .2917, 


2780 


. .2887, 


2790 


. .2900 






^ J 


Seq. No. 


48461 








Seq. ID 


OJ991202_01.0419. 


C55 




Gene No. 


103187 








Strand 








Start 


1 








End 


1137 






Name 


OJ991202_01 


.0419 


.C55.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


624 






GI 


6996258 








Score 


273 






Exons 


1. .624 
















GI Descrip. 


(AL138657) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


48461 








Seq. ID 


OJ991202_01.0419. 


C55 




Gene No. 


103187 








Strand 








Start 


1 








End 


1137 






Name 


OJ991202 01 


.0419 


.C55.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


2 








End 


205 






GI 


none 








Score 


94 






Exons 


2. .202, 2.. 


205 














Seq. No. 


48461 








Seq. ID 


OJ991202_01.0419. 


C55 




Gene No. 


103187 








Strand 







50212 



Start 
Name 
Start 
GI 

Exons 



OJ991202_01.0419.C55.o2.tw 

2 

none 

2. .175, 3. .143, 8. .160 



End 

Method 

End 

Score 



1137 

TBLASTX: Wheat 

175 

79 





Seq. No. 


48461 




Seq. ID 


OJ991202JU.0419. 


.C55 




Gene No. 


103187 




Strand 








Start 


1 




End 


1137 






Name 


ojyyizu*: ui . U4 iy . coo . oi 


.gs 


Method 


GENSCAN 






Start 


242 




End 


1135 






GI 


none 




Score 


.57 






Exons 


242. .273, 327. .560, 678 


. .890, 


987. .1135 






Seq. No. 


48461 




Seq. ID 


OJ991202_01.0419. 


.C55 




Gene No. 


103187 




Strand 








Start 


1 




End 


1137 






Name 


ojyyi^Uz ui . U4 1 y . Coo . oi 


. tm 


Method 


TBLASTX: Maize 






Start 


367 




End 


1137 






GI 


none 




Score 


46 






Exons 


367. .444, 421. .600, 604 


. .819, 


904. .1080, 1099. .1137 






Seq. No. 


48461 




Seq. ID 


OJ991202_01.0419, 


,C55 


— 


Gene No. 


103187 




Strand 






— 


Start 


1 




End 


1137 






Name 


OJ9912Q2 01 . 0419 .Coo . ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


505 




End 


843 






GI 


none 




Score 


116 






Exons 


505. .819, 506. .793, 667 


. .843 










Seq. No. 


48462 




Seq. ID 


OJ991202_01.0419, 


,C56 


3 


Gene No. 


103188 




Strand 






y 


Start 


902 




End 


1162 






Name 


OJ991202 01.0419.C56.ol 


.gs 


Method 


GENSCAN 






Start 


902 




End 


1162 






GI 


none 




Score 


.57 




« 


Exons 


902. .1162 












Seq. No. 


48463 




Seq. ID 


OJ991202_01.0419, 


.C62 




Gene No. 


103189 




Strand 








Start 


1 




End 


1052 






Name 


OJ991202 01.0419.C62.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1052 






GI 


4680179 




Score 


1389 






Exons 


1. .1052 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 





Seq. No. 48463 Seq. ID 

Gene No. 103189 Strand 

Start 1 End 

Name O J991202_01 .0419. C62 . o3 . tw Method 

Start 24 End 

GI none Score 

Exons 24.. 209, 25.. 75 



OJ991202_01.0419.C62 
1052 

TBLASTX: Wheat 

209 

49 



Seq. No. 
Gene No. 



48463 
103189 



Seq. ID 
Strand 



OJ991202 01.0419.C62 



50213 



Start 1 

Name OJ991202_01. 0419.C62.ol. 

Start 44 

GI none 

Exons 44. .233, 442. .759 

Seq. No. 48463 

Gene No. 103189 

Start 1 

Name OJ991202_01 . 04 1 9 . C62 . ol , 

Start 210 

GI none 

Exons 210.. 254, 285.-365, 292. 
373. .711 



gs 



• 



End 

Method 

End 

Score 



1052 
GENSCAN 
759 
.66 



Seq. ID OJ991202_01.0419.C62 
Strand 

End 1052 

tw Method TBLASTX : Wheat 

End 711 

Score 51 
.366, 368. .709, 371. .634, 372. .662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

s ^ Seq. No. 

^ Gene No. 

-U Start 

Cfl Name 

hi Start 

- e Exons 



48463 

103189 

1 

OJ991202_01 .0419. C62 . ol , 

391 

none 

391. .432, 424. .831, 455, 

48463 

103189 

1 

OJ991202_01.0419.C62.o2. 

457 

none 

457. .705 



Seq. ID OJ991202_01.0419.C62 
Strand 

End 1052 

tm Method TBLASTX: Maize 

End 831 



,778 



Score 



235 



Seq. ID OJ991202_01.0419.C62 
Strand 

End 1052 

ts Method TBLASTX: Soybean 

End 705 

Score 207 



Seq. No. 48463 

Gene No. 103189 

1" Start 1 

~ Name OJ991202_01 . 0419 . C62 . o2 . tw 

J=? Start 712 

'"■i GI none 

U Exons 712.. 975, 713.. 973 

It Seq. No. 48463 

it Gene No. 103189 

- Start 1 

Name OJ991202_01 . 0419 . C62 . ol . ts 

Start 727 

GI none 

Exons 727.. 978, 737.. 970 



Seq. ID OJ991202_01.0419.C62 
Strand 

End 1052 

Method TBLASTX : Wheat 

End 975 

Score 242 



Seq. ID OJ991202_01.0419.C62 
Strand 

End 1052 

Method TBLASTX : Soybean 

End 978 

Score 181 



Seq. No. 48464 

Gene No. 103190 

Start 266 

Name OJ991202_01 . 0419. C63 . ol . 

Start 264 

GI 4512231 

Exons 264.. 1060 

GI Descrip. (AB014741) ORF0 protein 

Seq. No. 48464 



np 



Seq. ID OJ991202_01.0419.C63 
Strand 

End 1060 

Method AAT/NAP 

End 1060 



Score 



1263 



[Oryza sativa] 

Seq. ID OJ991202_01.0419.C63 



50214 





bene iNC? . 


i ri^i on 


OLiana 






Start 


266 


End 


1060 




Name 


OJ991202 01.0419.C63.ol.gs 


Method ' 


GENSCAN 




Start 


266 


End 


1060 




GI 


none 


Score 


.97 




Exons 


266. .1060 








Seq. No. 


48465 


Seq. ID 


OJ991202 




Con o M/^i 


X \J _> X J X 


O L X cl I L<JL 






Start 


54 


End 


151 




Name 


OJ991202 01.0419.C69.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


151 




GI 


none 


Score 


.82 




Exons 


54. .151 








Seq. No. 


48466 


Seq. ID 


OJ991112 




uene ino . 




ot.xa.nu. 


j_ 




Start 


875 


End 


1370 




Name 


OJ991112 09.0419.C3.ol.gs 


Method 


GENSCAN 




Start 


875 


End 


1370 




GI 


none 


Score 


.77 




Exons 


875. .1370 








Seq. No. 


48466 


Seq. ID 


OJ991112 


=? 


Gene No. 


103193 


Strand 


+ 


3 


Start 


15935 


End 


17657 


n 


Name 


OJ991112 09.0419.C3.o3.np 


Method 


AAT/NAP 






15935 


End 


1 7 6^7 


— ; 


GI 


5922619 


Score 


110 


as- 


Exons 


15935. .15979, 17562.. 17657 






y 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 


3 




gil 6016852 | db j I BAA85195.il 


(AP000570) 


hypotheti 






[Oryza sativa] 








Seq. No. 


48466 


Seq. ID 


OJ991112 




Gene No. 


103194 


Strand 




j 




1 


. End 


1 uuu 




Name 


OJ991112 09.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1660 




GI 


7340909 


Score 


261 


T 


Exons 


1..386, 1625. .1660 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48466 


Seq. ID 


OJ991112 




bene ino • 


103195 


Strand 






Start 


2188 


End 


4138 




Name 


OJ991112 09.0419.C3.o2.gs 


Method 


GENSCAN 




Start 


2188 


End 


4138 




GI 


none 


Score 


.74 




Exons 


2188. .2289, 2406. .2544, 2629. .2764, 3596. .3833, 




Seq. No. 


48466 


Seq. ID 


OJ991112_ 




Gene No. 


103196 


Strand 






Start 


5108 


End 


15414 




Name 


OJ991112 09.0419.C3.o3.gs 


Method 


GENSCAN 




Start 


5108 


End 


15414 




GI 


none 


Score 


.54 



50215 



Exons 



5108. .5496, 5664. .5808, 6481. .6595, 7080. .7282, 7375. .7911, 
8773. .9517, 11243 .. 11268, 11648 .. 11768, 13109 .. 13232 , 
15327. .15414 



Seq. No. 48466 

Gene No. 103196 

Start 5108 

Name OJ991112_09 . 0419 . C3 . ol . gp 

Start 6741 

GI 2131_1.R1084 

Exons 6741.. 7282, 7375.. 7911, 8773. 
GI Descrip. ' 417745/sp | P32112 | SAHH WHEAT 



OJ991112 09. 0419. C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 

End 15414 
Method AAT/GAP 
End 954 4 

Score 3611 
.9544 

0.0e+00 ADENOSYLHOMOCYSTEINASE 
(S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 
aestivum] ' 



48466 Seq. ID 

103196 Strand 
5108 End 
O J9 91 1 12_0 9.0419.C3.o2.np Method 
7076 End 
417745 Score 
7076. .7282, 7375. .7911, 8773. .9483 

ADENOSYLHOMOCYSTEINASE (S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) 
(ADOHCYASE) gi 1170773 (L11872) S-adenosyl-L-homocysteine 
hydrolase [Triticum aestivum] 



OJ991112_09.0419.C3 

15414 
AAT/NAP 
9483 
2363 



48466 Seq. ID 

103197 Strand 

16734 End 

OJ991112_09. 04 19 . C3 . o4 . gs Method 

16734 End 

none Score 

16734. .16996, 17233.. 17299 



OJ991112_09.0419.C3 

17299 
GENSCAN 
17299 
.85 



Seq. No. 48466 
Gene No. 103198 
Start 17796 

Name OJ991112_09 . 0419 . C3 . ol . tm 

Start 6737 
GI none 

Exons 6737.. 6856, 6751.. 6861, 6751. 

6864.. 6944, 6927.. 6986, 6947. 
7068. .7283, 7072. .7284, 7372. 
7853. .7933, 8773. .9483, 8774. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 09. 0419. C3 



17873 

TBLASTX: Maize 
9484 
82 

.6858, 6780.. 6908, 6860. 
.6991, 7063.. 7224, 7067. 
.7926, 7373.. 7783, 7375. 
.9484 



.6904, 
.7285, 
.7914, 



Seq. No. 48466 

Gene No. 103198 

Start 17796 

Name OJ991112_09 . 041 9 . C3 . ol . tw 

Start 6759 

GI none 

Exons ' 6759.. 6860, 6760.. 6861, 6774. 

6949. .7011, 7049. .7285, 7065. 



Seq. No. 
Gene No. 



48466 
103198 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 09. 0419. C3 



17873 

TBLASTX: Wheat 
7746 
63 

.6962, 6873.. 6905, 6949. 
.7283, 7372.. 7746, 7373, 



.7005, 
.7744 



Seq. ID OJ991112_09.0419.C3 
Strand 



50216 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17796 

OJ991112_09.0419.C3.ol.ts 

7064 

none 

7064. .7285, 7074. .7283, 7075. 
7373. .7777, 7375. .7914, 7853. 

48466 

103198 

17796 

OJ991112_09.0419.C3.ol.tc 

7073 

none 

7073.. 7285, 7077.. 7283, 7372. 
7853.. 7963, 8773.. 9483, 8774. 



End 17873 

Method TBLASTX : Soybean 

End 9484 

Score 255 

.7284, 7103.. 7285, 7372.. 7926, 
.7933, 8773. .9483, 8774. .9484 

Seq. ID OJ991112_09.0419.C3 
Strand 

End 17873 , 

Method TBLASTX : Cress 
End 94 84 

Score 205 

.7914, 7372.. 7926, 7600.. 7701, 
.9034, 9086. .9484 



Seq. No. 48466 

Gene No. 103198 

Start 17796 

Name OJ991112_09 . 0419 . C3 . o2 . tw 

Start 7751 

GI none 

Exons 7751.. 7780, 7753.-7926, 7761. 
8774. .8968 



Seq. ID OJ991112_09.0419.C3 
Strand 

End 17873 

Method TBLASTX : Wheat 

End 8968 

Score 48 

.7913, 7853. .7933, 8773. .8967, 



: X 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48466 Seq. ID OJ991112_09 . 04 19 . C3 

103198 Strand 

17796 End 17873 

OJ991112_09.0419.C3.o4.np Method AAT/NAP 

17796 End 17873 

6630699 Score 77 

17796. .17873 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



48467 

103199 

815 

OJ991112_09.0419.C4.ol.gs 

815 

none 



Seq. ID OJ991112_09.0419.C4 



Strand 
End 

Method 

End 

Score 



+ 

7567 
GEN SCAN 
7567 
.51 



815. .891, 3147. .3277, 3487. .3809, 3996. .4193, 5244. .5634, 
5728.-5829, 6097. .6272, 6323. .6486, 7456. .7567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48467 

103199 

815 

OJ991112_09.0419.C4.ol.np 

3516 

7433539 



OJ991112_09.0419.C4 
+ 

7567 
AAT/NAP 
6338 
1972 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3516. .4193, 5244. .5634, 5728. .5829, 6097. .6338 

glycine hydroxymethyltransf erase (EC 2.1.2.1) - Arabidopsis 

thaliana gi I 2244749 | emb | CAB10172 . 1 1 (Z97335) 

hydroxymethyltransf erase [Arabidopsis thaliana] 

gi | 7268097 | emb | CAB78435 . 1 1 (AL161537 ) hydroxymethyltransf erase 

[Arabidopsis thaliana] 



50217 



• * 



Seq. No. 


A O A CI 

4o4b / 


Seq. ID 


OJ991112_09.0419 


. L4 


Gene No. 


103200 


Strand 


+ 




Start 


17703 


End 


20086 




Name 


OJ991112 09.0419.C4.o4.gs 


Method 


GENSCAN 




Start 


17703 


End 


20086 




GI 


none 


Score 


.93 




Exons 


17703. .17733, 184 97 .. 18564 , 


19865.. 20086 




Seq. No. 


48467 


Seq. ID 


OJ991112JD9.0419 


-C4 


Gene No . 


103201 


Strand 


+ 




Start 


26268 


End 


28802 




Name 


OJ991112 09.0419.C4.o5.np 


Method 


AAT/NAP 




Start 


26268 


End 


28802 




GI 


7378764 


Score 


727 




Exons 


26268. .26624, 28632.. 28802 








GI Descrip. 


(AJ277096) putative kinetochore protein 


l [Hordeum vulgare] 


Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419 


. C4 


Gene No. 


103202 


Strand 






Start 


8292 


End 


13529 




Name 


OJ991112 09.0419.C4.o2.gs 


Method 


GENSCAN 




Start 


8292 


End 


12435 




GI 


none 


Score 


.53 




Exons 


8292. .8659, 8898. .9021, 9123. .9257, 1014 4 .. 104 90, 10652 


. . 10860, 




11008. .11076, ' 12143. .12435 








Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419 


. C4 


Gene No . 


103202 


Strand 






Start 


8292 


End 


13529 




Name 


OJ991112 09.0419.C4.o2.np 


Method 


AAT/NAP 




Start 


8396 


End 


8686 




GI 


6539588 


Score 


189 




Exons 


8396. .8686 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419 


.C4 


Gene No . 


103202 


Strand 






Start 


8292 


End 


13529 




Name 


OJ991112 09.0419.C4.o3.np 


Method 


AAT/NAP 




Start 


12133 


End 


13529 




GI 


6056412 


Score 


134 




Exons 


12133. .12271, 13507.. 13529 








GI Descrip. 


(AC009525) Unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419 


.C4 


Gene No. 


103203 


Strand 






Start 


14072 


End 


22339 




Name 


OJ991112 09.0419.C4.o4.np 


Method 


AAT/NAP 




Start 


14039 


End 


22339 




GI 


6041833 


Score 


557 




Exons 


14039. .14420, 14470 .. 14858 , 


15592. . 1586 


i6, 22259.-22339 




GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis 


: thaliana] 






gi| 6642634 | gb | AAF20215 . 1| AC012395 2 (AC012395) unknown protein 




[Arabidopsis thaliana] 








Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419 


.C4 



50218 





Gene No. 


10.3203 








Strand 






Start 


14072 








End 


22339 




Name 


OJ991112 09. 


0419. 


C4.o3. 


gs 


Method 


GENSCAN 




Start 


14072 








End 


16739 




GI 


none 








Score 


.98 




Exons 


14072. .14858 


, 15592. .15866, 


16635. .16739 




Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 




Name 


OJ991112 09. 


A/l 1 Q 

U4 1 y . 


C4 . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3516 








End 


6341 




GI 


none 








Score 


974 




Exons 


3516. .4193, 


3611 . 


.3811, 


"5 o r\ A 

3804 


..4196, 5242. .5337, 5242.-5637 






5244. .5636, 


5476. 


.5643, 


5726 


..5833, 5727. .5831, 6083. .6283 






6083. .6340, 


6096. 


.6341 










Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 




Name 


OJ991112_09. 


U4 iy . 


C4 . Ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


3516 








End 


6341 




GI 


none 








Score 


872 




Exons 


3516. .4193, 


3611. 


.3739, 


3863 


..3907, 3864. .4007, 3950. .4081 


kJ 




4050. .4196, 


A 1 C 1 

4 lbl . 


. 4^01 , 


Oz4 1 


..5633, 524 


4. .5636, 5366. .5635 


\J 




5476. .5643, 


o / Zb . 


C O U O 

. 5833, 


C ^ O T 

- o 1 Z 1 


..5831, 5734. .5832, 6083. .6337 






6096. .6341 












f\\ 

~~ 
~ _£ 


Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419.C4 


5 3 


Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 


i, ~5 


Name 


OJ991112 09. 


0419. 


C4.o5. 


to 


Method 


TBLASTX: Cress 




Start 


3516 








End 


3680 




GI 


none 








Score 


202 




Exons 


3516. .3680, 


3611 . 


. 3o7o 










Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419-C4 


L -ft- 


Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 


f 3 


Name 


OJ991112 09. 


0419. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3611 








End 


4049 




GI 


none 








Score 


424 




Exons 


3611. .3739, 


3612 . 


. 404 9, 


3876 


. .3998 






Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 




Name 


OJ991112 09. 


0419. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3681 








End 


5561 




GI 


none 








Score 


665 




Exons 


3681. .4193, 


3686. 


.3811, 


3864 


..4196, 5239. .5478, 5244. .5480 






5487. .5561, 


5490. 


.5561 










Seq. No. 


48467 








Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 








Strand 






Start 


31334 








End 


33102 




Name 


OJ991112 09. 


0419. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 



50219 





Start 


5382 


End 


5810 




GI 


none 


Score 


293 




Exons 


5382.. 5636, 5393.. 5491, 5567 


. . 5635, 57 


15. . 5810 




Seq. No. 


48467 


Seq. ID 


OJ991112_09. 0419.C4 




Gene No. 


103204 


Strand 






Start 


31334 


End 


33102 




Name 


OJ991112 09.0419.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


5561 


End 


6347 




GI 


none 


Score 


121 




Exons 


5561.. 5635, 5562.. 5636, 5565 


..5645, 55 


66. .5646, 5581. .5658, 






5715.. 5*831, 5726.. 5821, 5726 


..5833, 57 


27 . . 5831, 6095 . . 6205, 






6095. . 6337, 6096. . 6347 








Seq. No. 


48467 


Seq. ID 


OJ991112_09. 0419.C4 




Gene No. 


103204 


Strand 






Start 


31334 


End 


33102 




Name 


OJ991112_09.0419.C4 . o3. tm 


Method 


TBLASTX: Maize 




Start 


12122 


End 


12336 




GI 


none 


Score 


144 




Exons 


12122. . 12250, 12125. . 12238, 


12136. .12285, 12292.. 12336 




Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 


Strand 




r_ J5 


Start 


31334 


End 


33102 


\J 


Name 


OJ991112_09. 0419.C4 . 06. tc 


Method 


TBLASTX: Cress 


Cil 


Start 


14054 


End 


14560 


fll 


GI 


none 


Score 


68 


fi 


Exons 


14054. .14203, 14210. .14335, 


14235. .14342, 14 480. .14 560 


id 


Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 


Strand 






Start 


31334 


End 


33102 


= 


Name 


OJ991112_09. 0419.C4 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


14163 


End 


14426 


£3 


GI 


none 


Score 


110 




Exons 


14163. .14282, 14165. .14317, 


14283. .144 


26, 14286.. 14426 


r — 


Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 


Strand 






Start 


31334 


End 


33102 




Name 


OJ991112_09. 0419.C4 ,o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14492 


End 


14905 




GI 


none 


Score 


154 




Exons 


14492. .14593, 14631. .14897, 


14633. .148 


60, 14645.. 14905 




Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419.C4 




Gene No . 


103204 


Strand 






Start 


31334 


End 


33102 




Name 


OJ991112_09. 0419.C4 . o4 . tc 


Method 


TBLASTX: Cress 




Start 


14642 


End 


15866 




GI 


none 


Score 


67 




Exons 


14642. .14869, 15561 .. 15866, 


15598. .157 


77 




Seq. No. 


48467 


Seq. ID 


OJ991112_09.0419.C4 




Gene No. 


103204 


Strand 






Start 


31334 


End 


33102 



50220 



Name OJ991112_09 . 0419 . C4 . o4 . tm 

Start 15685 

GI none 

Exons 15685. .15870, 15687.. 15869 

Seq. No. 48467 

Gene No. 103204 

Start 31334 

Name OJ991112_09 . 04 19 . C4 . o2 . tm 

Start 26273 

GI none 

Exons 26273. .26479, 26274 264 68 , 
28631. .28804, 28 632 28805, 
. 28865. .28924 



Method 

End 

Score 



TBLASTX: Maize 

15870 

225 



Seq. ID OJ991112_09.0419.C4 
Strand 

End 33102 

Method TBLASTX : Mai ze 

End 28947 

Score 263 
26549.-26632, 26550 .. 2 6615, 
28638. .28805, 28864. .28 947, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48467 

103204 

31334 

OJ991112_09.0419.C4.o2.ts 

26273 

none 

26273.-26479, 26274 .. 264 68 , 
28631. .28711, 28631 .. 28723, 

48467 

103204 

31334 

OJ991112_09.0419.C4 .o3.tc 

26298 

none 

26298. .26465, 26303 .. 26560, 
28631. .28804, 28632. .28808 

48467 

103204 

31334 

OJ991112_09.0419.C4.o3.tw 

28670 

none 

28670. .28873, 28670 28804 , 

48467 

103204 

31334 

OJ991112JD9.0419.C4 .o6.gs 

31334 

none 

31334. .31549, 32188 32247, 

48468 

103205 

1957 

OJ991112_09.0419.C5.ol.gs 

1957 

none 

1957.. 2030, 2883.. 3030 



Seq. ID OJ991112_09.0419.C4 
Strand 

End 33102 

Method TBLASTX : Soybean 

End 28724 

Score 263 
26S49..26632, 26550 .. 26615 , 
28632.-28724, 28638.-28724 

Seq- ID OJ991112_09.0419.C4 
Strand 

End 33102 

Method TBLASTX: Cress 

End 28808 

Score 197 
26550. .26615, 26555 .. 26623, 



Seq. ID OJ991112_09.0419.C4 
Strand 

End 33102 

Method TBLASTX : Wheat 

End 28873 

Score 185 
28671- .28805 

Seq. ID OJ991112_09.0419.C4 
Strand 

End 33102 

Method GEN SCAN 

End 33102 

Score .8 
32557. .32850, 32930.. 33102 

Seq. ID OJ991112_09.0419.C5 

Strand + 

End 3030 

Method GENSCAN 

End 3030 

Score .46 



50221 



Seq. No. 48468 
Gene No. 103206 
Start . 1211 

Name OJ991112_09. 0419.C5.ol .gp 

Start 1211 

GI LIB3477-003-P1-K1-E9 
Exons 1211.. 1293 

GI Descrip. • 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ991112_09.0419.C5 
Strand 

End 1293 

Method AAT/GAP 

End 1293 

Score 121 





oeq • iNo . 


AQA&Q 
HO 'ivy 






O.TQQ1 119 HQ 


rid i Q 






Gene No. 


103207 




Strand 


+ ~ 








Start 


1 




End 


3797 








Name 


OJ991112 09 


.0419.C6.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


3797 








GI 


5852175 




Score 


86 








Exons 


1..43, 426. 


.556, 3752.. 3797 












GI Descrip. 


(AL117265) 


zhbOOOS.l [Oryza 


sativa] 










Seq. No. 


48469 




Seq. ID 


OJ991112_09. 


0419 


.C6 




Gene No. 


103208 




Strand 


- 








Start 


1 




End 


779 






x s^ 


Name 


OJ991112 09 


.0419.C6.o2.np 


Method 


AAT/NAP 






- 


Start 


1 




End 


779 






s s=? 


GI 


5852180 




Score 


46 






Eil 


Exons 


1..57, 693. 


.779 












GI Descrip. 


/7\T 1 T "7 O C \ 

( AL 11 / Z b D ) 


znDuUUlU.l [Oryza. 


sativa] 








1 Ji 


Seq. No. 


48469 




Seq. ID 


OJ991112_09. 


0419 


,C6 




Gene No. 


103208 




Strand 


- 








Start 


1 




End 


779 






? : 3 


Name 


OJ991112 09 


.0419.C6.ol.gs 


Method 


GENSCAN 






= 


Start 


443 




End 


593 








GI 


none 




Score 


.89 






"'■■4 


Exons 


A A *3 CQO 














Seq. No. 


48469 




Seq. ID 


OJ991112JD9. 


0419 


.C6 




Gene No. 


103209 




Strand 








L .J 


Start 


1273 




End 


3545 








Name 


OJ991112 09 


.0419.C6.o2.gs 


Method 


GENSCAN 








Start 


1273 




End 


3452 








GI 


none 




Score 


.53 








Exons 


1273. .1416, 


2224.. 2557, 2695 


..2777, 2£ 


i65. .3452 








Seq. No. 


48469 




Seq. ID 


OJ991112_09. 


0419 


,C6 




Gene No. 


103209 




Strand 










Start 


1273 




End 


3545 








Name 


OJ991112 09 


.0419.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2404 




End 


2690 








GI 


none 




Score 


47 








Exons 


2404. .2547, 


2436.. 2495, 2471 


..2548, 2544. .2690 








Seq. No. 


48469 




Seq. ID 


OJ991112_09. 


0419 


.C6 




Gene No. 


103209 




Strand 










Start 


1273 




End 


3545 








Name 


OJ991112 09 


.0419.C6.o3.np 


Method 


AAT/NAP 







50222 



Start 
GI 

Exons 

GI Descrip. 



2467 End 3545 

6539555 Score 924 

2467. .2777, 2865. .3545 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mariner 



09. 0419. C7 





transposase 


(AF078934) [Oryza 


sativa] 




Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103210 




Strand 


+ 


Start 


2867 




End 


7797 


Name 


OJ991112_09. 


0419.C7.o2.gs 


Method 


GENSCAN 


Start 


2867 




End 


7797 


GI 


none 




Score 


.47 


Exons 


2867. .3061, 


4497. .4611, 5231. 


.5306, 5357.. 5541, 




6064. .6178, 


7719. .7797 






Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103211 




Strand 


+ 


Start 


7769 




End 


9723 


Name 


OJ991112 09. 


0419.C7.o3.np 


Method 


AAT/NAP 


Start 


7769 




End 


9723 


GI 


4680186 




Score 


171 


Exons 


7769. .7806, 


9495. .9723 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103212 




Strand 


+ 


Start 


10435 




End 


12229 


Name 


OJ991112 09. 


0419.C7.o4.gs 


Method 


GENSCAN 


Start 


10435 




End 


12229 


GI 


none 




Score 


.42 


Exons 


10435. .10531, 10561. .11152, 11824. .12229 


Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103213 




Strand 




Start 


1 




End 


1573 


Name 


OJ991112 09. 


0419.C7.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1543 


GI 


421948 




Score 


538 


Exons 


1..54, 720.. 


1543 






GI Descrip. 


UDP rhamnose 


— anthocyanidin-3- 


-glucoside rhamnos 




garden petunia 






Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103213 




Strand 




Start 


1 




End 


1573 


Name 


OJ991112 09. 


0419.C7.ol.gs 


Method 


GENSCAN 


Start 


663 




End 


1573 


GI 


none 




Score 


.87 


Exons 


663. .1310, 1394.. 1573 






Seq. No. 


48470 




Seq. ID 


OJ991112 


Gene No. 


103214 




Strand 




Start 


4087 




End 


8365 


Name 


OJ991112 09. 


0419.C7.o2.np 


Method 


AAT/NAP 


Start 


4087 




End 


8365 


GI 


6691191 




Score 


696 



5897. .6025, 



50223 






Exons 


4087. .4342, 


4386. 


.4630, 8017. 


.8365 








GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 






Seq. No. 


48470 






Seq. ID 




_09.0419.C7 




Gene No. 


103215 






Strand 








Start 


8729 






End 


9550 






Name 


OJ991112 09 


.0419. 


C7 . o3 . gs 


Method 


GENSCAN 






Start 


8729 






End 


9550 






GI 


none 






Score 


. 57 






Exons 


8729. .8757, 


9439. 


. 9550 










Seq. No. " 


48470 






Seq. ID 


OJ991112 


_09.0419.C7 




Gene No. 


103216 






Strand 








Start 


9787 






End 


12205 






Name 


OJ991112 09 


.0419. 


C7.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


1077 






End 


12173 






GI 


none 






Score 


83 






Exons 


1077. .1316, 


1385. 


.1438, 1439. 


.1522, 1473.. 1523, 


12095. .12172, 






12120. .12173 












Seq. No. 


48470 






Seq. ID 


OJ991112 


_09.0419.C7 




Gene No. 


103216 






Strand 








Start 


9787 






End 


12205 






Name 


OJ991H2 09 


.0419. 


C7 . ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


4136 






End 


4594 




w 


GI 


none 






Score 


74 




l n 


Exons 


4136. . 4264, 


4146. 


.4247, 4240. 


.4341, 4274. .4345, 


4388. .4591, 


fit 




4 jyi . . h 4 y o , 


4562. 


.4594 








f =s 

_ _ 


Seq. No. 


48470 






Seq. ID 


OJ991112 


_09.0419.C7 




Gene No . 


103216 






Strand 








Start 


9787 






End 


12205 




r y 


Name 


OJ991112 09 


.0419. 


C7 . o2 . tw 


Method 


TBLASTX: 


Wheat 


_ 


Start 


8067 






End 


8487 






GI 


none 






Score 


105 






Exons 


8067. .8360, 


8088. 


.8291, 8161. 


.8352, 8412. .8486, 


8413. .8487 




Seq. No. 


48470 






Seq. ID 


OJ991112 


_09.0419.C7 




Gene No. 


103216 






Strand 






H 


Start 


9787 






End 


12205 






Name 


OJ991112 09 


.0419. 


C7 .ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


8082 






End 


8412 






GI 


none 






Score 


93 






Exons 


8082. .8327, 


8082. 


.8369, 8155. 


.8412 








Seq. No. 


48470 






Seq. ID 


OJ991112 


_09.0419.C7 




Gene No. 


103216 






Strand 








Start 


9787 






End 


12205 






Name 


OJ991112 09 


.0419. 


C7.o5.np 


Method 


AAT/NAP 






Start 


9787 






End 


12205 






GI 


2146800 






Score 


66 






Exons 


9787. .9803, 


11604 


..11761, 12004.. 12205 








GI Descrip. 


anthocyanin 


3 glucoside: rhamnosyltransf erase - 


garden petunia 



gi|454245|emb|CAA50376| (X71059) anthocyanin 3 glucoside: 
rhamnosyltransferase [Petunia x hybrida] gi | 454253 | emb I CAA50377 | 
(X71060) anthocyanin: rhamnosyltransferase [Petunia x hybrida] 



50224 



Seq. No. 48470 Seq. ID OJ991112_09 . 04 19 . C7 

Gene No. 103216 Strand 

Start 9787 End 12205 

Name OJ991112_09. 0419 .C7 .o4 .np Method AAT/NAP 

Start 10104 End 11818 

GI 6907087 Score 739 

Exons 10104. .10205, 10746. . 11404, 11450. .11818 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


48471 








Seq. ID 


OJ991112JD9.0419.C8 


Gene No. 


103217 








Strand 




Start 


9111 








End 


9913 


Name 


OJ991112 09. 


.0419. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3838 








End 


4065 


GI 


none 








Score 


111 


Exons 


3838. .4065, 


3839. 


.3970 








Seq. No. 


48471 








Seq. ID 


OJ991112_09.0419.C8 


Gene No. 


103217 








Strand 




Start 


9111 








End 


9913 


Name 


OJ991112 09, 


,0419. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5697 








End 


6194 


GI 


none 








Score 


69 


Exons 


5697. .5795, 


5699. 


.5797, 


5720. 


.5827, 5767. .5898, 5776. .6165 




5850. .5900, 


5888. 


.6151, 


5895. 


.6194, 5911.. 6165 



Seq. No. 48471 Seq. ID OJ991112_09 . 04 19 . C8 

Gene No. 103217 Strand 

Start 9111 End 9913 

Name OJ991112_09 . 0419 . C8 . ol . np Method AAT/NAP 

Start 9111 End 9913 

GI 480314 Score 692 

Exons 9111.. 9913 

GI Descrip. UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397567 | emb | CAA81057 | (Z25802) UDP 
rhamnose: anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. No. 48471 

Gene No. 103217 

Start 9111 

Name OJ991112_09 . 0419 . C8 . ol . ts 

Start 9264 

GI none 

Exons 9264.. 9605, 9283.. 9606 



Seq. ID OJ991112_09.0419.C8 
Strand 

End 9913 

Method TBLASTX: Soybean 

End 9606 

Score 178 



Seq. No. 48471 

Gene No. 103217 

Start 9111 

Name OJ991112_09 . 0419 . C8 . ol . tc 

Start 9300 

GI none 

Exons 9300.. 9488, 9498.. 9563 



Seq. ID OJ991112_09.0419.C8 
Strand 

End 9913 

Method TBLASTX : Cress 

End 9563 

Score 63 



Seq. No. 



48471 



Seq. ID OJ991112_09.0419.C8 



50225 



Gene No. 103217 Strand 

Start 9111 End 

Name 0 J9 9 1 1 1 2_0 9 . 0 4 1 9 . C8 . o2 . tin Method 

Start 9303 End 

GI none Score 

Exons 9303.. 9575 



9913 

TBLASTX: Maize 

9575 

193 



Seq. No. 48472 

Gene No. 103218 

Start 37 

Name OJ991112__09 . 0419 .C9 . ol . gs 

Start 37 

GI none 

Exons 37.. 669 



Seq. ID OJ991112_09.0419.C9 

Strand + 

End 669 

Method GENSCAN 

End 669 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48472 

103219 

8384 

OJ991112J)9.0419.C9.o4.gs 

8384 

none 



Seq. ID OJ991112_09.0419.C9 

Strand + 

End 12891 

Method GENSCAN 

End 11149 

Score .84 



8384. .8446, 9830. .10008, 10284 .. 10367 , 10479 .. 10605, 
10651. .10675, 10992. .11149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48472 

103219 

8384 

OJ991112_09.0419.C9.o4.np 

10416 

5922620 



Seq. ID OJ991112__09.0419.C9 

Strand + 

End 12891 

Method AAT/NAP 

End 12891 

Score 346 



10416. .10454, 10495. .10647, 11302 .. 11535, 12090 .. 12207 , 
12716. .12891 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



48472 

103220 

15221 

OJ991112JD9 . 04 19 . C9 . o7 . gs 

15221 

none 

15221. .15266, 15357.. 15628 



Seq. ID OJ991112_09.0419.C9 

Strand + 

End 15628 

Method GENSCAN 

End 15628 

Score .81 



Seq. No. 48472 

Gene No. 103221 

Start 15825 

Name OJ991112_09 . 0419 . C9 . ol . gp 

Start 15825 

GI none 

Exons 15825. .16066, 16608.. 16929 

Seq. No. 48472 

Gene No. 103222 

Start 1 



Seq. ID OJ991112_09.0419.C9 

Strand + 

End 16929 

Method AAT/GAP 

End 16929 

Score 1012 



Seq. ID OJ991112__09.0419.C9 
Strand 

End 354 



50226 



Name OJ991112_09 . 0419 . C9 . ol . np Method AAT/NAP 

Start 1 End 354 

GI 480314 Score 239 

Exons 1. .354 

GI Descrip. UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397 567 | emb | CAA8 1057 | (Z25802) UDP 
rhamnose : anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. No. 


48472 


Seq. ID 


OJ991112_ 


09 


. 0419. C9 


Gene No. 


103223 


Strand 








Start 


2215 


End 


4271 






Name 


OJ991112 09.0419.C9.o2.gs 


Method 


GENS CAN 






Start 


2215 


End 


4271 






GI 


none 


Score 


.58 






Exons 


2215. .2705, 2940. .2995, 3312. 


.3586, 4179. .4271 






Seq. No. 


48472 


Seq. ID 


OJ991112 


_09 


.0419. C9 


Gene No # 


103224 


Strand 








Start 


6754 


End 


7054 






Name 


OJ991112 09.0419.C9.o3.gs 


Method 


GENSCAN 






Start 


6754 


End 


7054 






GI 


none 


Score 


.91 






Exons 


6754.. 6835, 6933.. 7054 










Seq. No. 


48472 


Seq. ID 


OJ991112_ 


09 


.0419. C9 


Gene No. 


103225 


Strand 








Start 


8166 


End 


10142 






Name 


OJ991112 09.0419.C9.o2.np 


Method 


AAT/NAP 






Start 


8166 


End 


10142 






GI 


6539570 


Score 


167 






Exons 


8166. .8186, 9703. .9776, 9949. 


.10142 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48472 


Seq. ID 


OJ991112_ 


09 


.0419. C9 


Gene No. 


103226 


Strand 








Start 


10278 


End 


11622 






Name 


OJ991112 09.0419.C9.o3.np 


Method 


AAT/NAP 






Start 


10278 


End 


11622 






GI 


6630699 


Score 


83 






Exons 


10278. .10355, 11577.. 11622 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi | 6721536 | db j IBAA8 9566. 1 1 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


48472 


Seq. ID 


OJ991112_ 


09 


.0419. C9 


Gene No. 


103227 


Strand 








Start 


13030 


End 


14537 






Name 


OJ991112 09.0419.C9.o5.np 


Method 


AAT/NAP 






Start 


13030 


End 


14374 






GI 


6630699 


Score 


104 






Exons 


13030. .13116, 14264.. 14374 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi | 6721536 | db j IBAA89566. 1 1 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


48472 


Seq. ID 


OJ991112_ 


09 


.0419. C9 



50227 



Gene No. 103227 Strand 

Start 13030 End 14537 

Name OJ991112_09.0419.C9.o6.gs Method GEN SCAN 

Start 14206 End 14537 

GI none Score . 88 

Exons 14206. .14415, 14490.. 14537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48472 

103228 

15801 

OJ991112_09.0419.C9.o8.gs 

15801 

none 



Seq. ID OJ991112_09.0419.C9 
Strand 

End 19031 

Method GEN SCAN 

End 19031 

Score .45 



15801. .16101, 16695. .16735, 18248 .. 18504 , 18583 .. 18686, 
18877. .19031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48472 Seq. ID 

103229 Strand 

19870 End 

OJ9911 12_09 . 04 19 . C9 . ol . tm Method 

19870 End 

none Score 



OJ991112_09.0419.C9 
20577 

TBLASTX: Maize 

20577 

541 



19870. .20577, 19908 .. 20126, 19936 20202 , 20277.. 20414 



Seq. No. 48472 

Gene No. 103229 

Start 19870 

Name OJ991112_09.0419.C9.ol.tw 

Start 19872 

GI none 

Exons 19872. .20117, 19909.. 20121 



Seq. ID OJ991112_09.0419.C9 
Strand 

End 20577 

Method TBLASTX : Wheat 

End 20121 

Score 236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48472 Seq. ID 

103229 Strand 

19870 End 

OJ991112_09.0419.C9.o2.tw Method 

20122 End 

none Score 



OJ991112_09.0419.C9 
20577 

TBLASTX: Wheat 

20502 

117 



20122. .20268, 20124 .. 20267, 20278 .. 20430, 20295 204 14 , 
20422. .20502 



Seq. No. 48473 Seq. ID 

Gene No. 103230 Strand 

Start 327 End 

Name OJ991112_09. 04 19. C10 .ol .gs Method 

Start 327 End 

GI none Score 

Exons 327.. 4 61 



OJ991112J)9. 0419. C10 
+ 

461 

GENSCAN 

461 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48473 Seq. ID 

103231 Strand 

2244 End 

OJ991112__09.0419.C10.ol.tm Method 

207 End 

none Score 



OJ991112_09. 0419. C10 
+ 

3027 

TBLASTX: Maize 

476 

152 



207. .386, 224. .301, 231. .383, 381. .476 



50228 




Seq. No.- 


48473 






Seq. ID 


OJ991112 


_09.0419. 


C10 


Gene No. 


103231 






Strand 


+ 






Start 


2244 






End 


3027 






Name 


OJ991112 09.0419. 


C10.o2 


.gs 


Method 


GENSCAN 






Start 


2244 






End 


3027 






GI 


none 






Score 


.9 






Exons 


2244. .2432, 2649. 


.3027 












Seq. No. 


48473 






Seq. ID 


OJ991112 


_09.0419. 


C10 


Gene No. 


103231 






Strand 


+ 






Start 


2244 






End 


3027 






Name 


OJ991112 09.0419. 


ClO.ol 


.tw 


Method 


* TBLASTX: 


Wheat 




Start 


2412 






End 


2765 






GI 


none 






Score 


189 






Exons 


2412. .2765, 2468. 


.2683, 


2490 


. .2684 








Seq. No. 


48474 






Seq. ID 


OJ991112 


_09.0419. 


Cll 


Gene No . 


103232 






Strand 


+ 






Start 


4 






End 


291 






Name 


OJ991112 09.0419. 


Cll.ol 


.gs 


Method 


GENSCAN 






Start 


4 






End 


291 






GI 


none 






Score 


.79 






Exons 


4. .6, 91. .291 














Seq. No. 


48474 






Seq. ID 


OJ991112 


_09.0419. 


Cll 


Gene No. 


103233 






Strand 


+ 






Start 


4317 






End 


5095 






Name 


OJ991112 09.0419. 


Cll.o2 


. gs 


Method 


GENSCAN 






Start 


4317 






End 


5095 






GI 


none 






Score 


.6 






Exons 


4317.. 4373, 4739. 


.4825, 


4979 


. .5095 








Seq. No. 


48474 






Seq. ID 


OJ991112 


JD9.0419. 


Cll 


Gene No. 


103234 






Strand 


+ 






Start 


7407 






End 


7716 






Name 


OJ991112 09.0419. 


Cll.o3 


.gs 


Method 


GENSCAN 






Start 


7407 






End 


7716 






GI 


none 






Score 


.74 






Exons 


7407. .7454, 7684. 


.7716 












Seq. No. 


48474 






Seq. ID 


OJ991112 


_09.0419. 


Cll 


Gene No. 


103235 






Strand 


+ 






Start 


11179 






End 


16546 






Name 


OJ991112 09.0419. 


Cll.oS 


.gs 


Method 


GENSCAN 






Start 


11179 






End 


16546 






GI 


none 






Score 


.48 






Exons 


11179. .11212, 115 


80. .11681, 


12245. . 12534, 13234 


. .13525, 






13653. .13799, 144 18 14 4 60, 


14927. .15028, 15483 


. .15578, 






16474. .16546 














Seq. No. 


48475 






Seq. ID 


OJ991112 


_09.0419. 


C12 


Gene No . 


103236 






Strand 


+ 






Start 


534 






End 


3164 






Name 


OJ991112 09.0419. 


C12.ol 


gs 


Method 


GENSCAN 






Start 


534 






End 


3164 






GI 


none 






Score 


.75 






Exons 


534. .571, 1251. .1379, 1638.. 


1807, 3121 


. .3164 







50229 



Seq. No. 48475 Seq. ID 

Gene No. 103237 Strand 

Start 3859 End 

Name OJ991112_09.0419.C12.ol.gp Method 

Start 3859 End 

GI 61605_3.R1084 Score 

Exons 3859.. 4120 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ991112_09.0419.C12 
+ 

4120 
AAT/GAP 
4120 
437 



Seq. No. 48475 Seq. ID 

Gene No. 103238 Strand 

Start 4 682 End 

Name OJ991112_09. 04 19 . C12 . o2 . gs Method 

Start 4682 End 

GI none Score 

Exons 4682.. 4760, 5531.. 6006 



OJ991112_09.0419.C12 
+ 

6006 
GENSCAN 
6006 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48475 Seq. ID 

103239 Strand 

1 End 7135 

OJ991112_09.0419.C12.ol.np Method AAT/NAP 

1 End 7135 

7106516 Score 166 

1..247, 510. .689, 1433. .1487, 1620. .1690, 7102. 
(AP001278) hypothetical protein [Oryza sativa] 



OJ991112 09.0419.C12 



,7135 



48475 
103239 
1 

OJ991112_09.0419.C12.o2.np 
4487 
6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 09.0419.C12 



7135 
AAT/NAP 
6288 
947 

4487. .4661, 5308. .5338, 5688. .5906, 6024. .6288 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

48475 Seq. ID OJ991112_09 . 04 19 . C12 

103239 Strand 

1 End 7135 

OJ991112_09.0419.C12.o2.gp Method AAT/GAP 

5112 End 5841 

101153_1.R1084 Score 486 

5112. .5346, 5696. .5841 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 48476 Seq. ID 

Gene No. 103240 Strand 

Start 938 End 

Name OJ991112_09. 0419.C13.ol .gs Method 

Start 938 End 

GI none Score 

Exons 938.. 1099 



OJ991112_09.0419.C13 

1099 
GENSCAN 
1099 
.99 



50230 






Seq. No. 


48477 


Seq. ID 


OJ991122_05.0421.C1 




Gene No . 


10324 1 


Strand 






Start 


1093 


End 


1380 




Name 


OJ991122 05.0421.Cl.ol.gs 


Method 


GENSCAN 




Start 


1093 


End 


1380 




GI 


none 


Score 


.58 




Exons 


1093. .1380 








Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421.C2 




Gene No . 


103242 


Strand 


+ 




Start 


1 


.End 


827 




Name 


OJ991122 05.0421.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


296 




GI 


none 


Score 


307 




Exons 


1..78, 166. .296 








Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421.C2 




Gene No. 


103242 


Strand 


+ 




Start 


1 


End 


O O *7 




Name 


OJ991122 05.0421.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


693 




GI 


4887012 


Score 


270 




Exons 


1..78, 166. .217, 265. .510, 622. .693 






GI Descrip. 


(AF123504) Nt-iaa2.3 deduced 


protein 


[Nicotiana tabacum] 


- 


Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421.C2 




Gene No. 


103242 


Strand 


+ 


: ir 


Start 


1 


End 


827 


C3 


Name 


OJ991122 05.0421.C2.ol.gs 


Method 


GENSCAN 




Start 


11 


End 


509 




GI 


none 


Score 


.95 


u 
! y 


Exons 


11. .78, 166. .190, 223. .509 








Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421.C2 




Gene No. 


103242 


Strand 


+ 


^ J 


Start 


1 


End 


O O T 

827 




Name 


OJ991122 05.0421.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


47 


End 


668 




GI 


none 


Score 


45 


f 1 


Exons 


47. .79, 163. .219, 164. .202, 289. .510, 


290. .508, 295. .510, 


~ — 




627..66S, 627. .668, 628. .666 








Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421..C2 




Gene No. 


103242 


Strand 


+ 




Start 


1 


End 


827 




Name 


OJ991122 05.0421.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


164 


End 


689 




GI 


none 


Score 


66 




Exons 


164. .202, 175. .195, 298. .399, 


300.. 338, 427.. 510, 628.-675 






630. .689 








Seq. No. 


48478 


Seq. ID 


OJ991122_05.0421.C2 




Gene No. 


103242 


Strand 


+ 




Start 


1 


End 


827 




Name 


OJ991122 05.0421.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


164 


End 


675 




GI 


none 


Score 


56 



50231 



Exons 



164. .202, 172. .210, 295. .510, 298. .507, 628. .675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991122_05.0421.C2 

Strand + 

End 827 

Method AAT/GAP 

End 827 

Score 873 



48478 
103242 
1 

OJ991122_05.0421.C2.o2.gp 
240 

69892_1.R1084 
240. .509, 622. .827 

'4887012/gb|AAD32142.1|AF123504_l 1.0e-25 (AF123504) Nt-iaa2.3 
deduced protein [Nicotiana tabacum] 1 



48478 

103242 

1 

OJ991122_05.0421.C2.ol.tw 

316 

none 



Seq. ID OJ991122_05.0421.C2 

Strand + 

End 827 

Method TBLASTX : Wheat 

End 680 

Score 94 



316. .399, 404. .508, 406. .510, 627. .680, 628. .678 



Seq. No. 48479 

Gene No. 103243 

Start 7 

Name OJ991122_05 . 0421 . C5 . ol . gs 

Start 7 

GI none 

Exons 7 . . 135 



Seq. ID OJ991122_05.0421.C5 

Strand + 

End 135 

Method GENSCAN 

End 135 

Score . 69 



Seq. No. 48480 

Gene No. 103244 

Start 1 

Name OJ991122_05 . 0421 . C6 . ol . gp 

Start 1 

GI 2311472 

Exons 1. .266 



Seq. ID OJ991122_05.0421.C6 

Strand + 

End 266 

Method AAT/GAP 

End 266 

Score 4 90 



Seq. No. 48480 

Gene No. 103245 

Start 3670 

Name OJ991122_05 . 0421 . C6 . o2 . gs 

Start 3670 

GI none 

Exons 3670.. 3676, 4040.. 4212 



Seq. ID OJ991122_05.0421.C6 

Strand + 

End 4212 

Method GENSCAN 

End 4212 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48480 
103246 
140 

OJ991122_05.0421.C6.ol.gs 
140 
none 



Seq. ID OJ991122_05.0421.C6 
Strand 

3013 
GENSCAN 
3013 
.97 



End 

Method 
End 
Score 

140. .274, 369. .428, 525. .602, 849.-926, 1247. .1323, 1713. .1887, 
1995. .2141, 2774. .3013 



Seq. No. 48480 

Gene No. 103246 

Start 140 

Name OJ991122_05 . 0421 . C6 . ol .np 



Seq. ID OJ991122_05.0421.C6 
Strand 

End 3013 

Method AAT/NAP 



50232 



Start 
GI 

Exons . 

GI Descrip. 



1323, 1713. .1887, 



143 End 2813 

2129755 Score 781 

143. .274, 369. .428, 525. .602, 849. .926, 1247. 
1995. .2141, 2774. .2813 

tryptophan synthase (EC 4.2.1.20) alpha chain - Arabidopsis 
thaliana gi 1619753 (U18993) tryptophan synthase alpha chain 
[Arabidopsis thaliana] gi 1 1585768 | prf | | 2201482A Trp 
synthase : SUBUNIT^alpha [Arabidopsis thaliana] 

Seg. No. 48480 Seg. ID OJ991122_05 . 0421 . C6 

Gene No. 103246 Strand 

Start 140 End 3013 

Name OJ991122_05 . 0421 . C6 . o3 . gp Method AAT/GAP 

Start 1266 End 2933 

GI uC-osflcyp065h05al Score 786 

Exons 1266.. 1323, 1713.. 1896, 2002.. 2141, 2774.. 2933 
GI Descrip. 1 3892048/gb | AAC78257 . 1 | AAC78257 9.0e-16 (AC002330) 



putative 



tryptophan synthase alpha 1-like protein [Arabidopsis thaliana] ' 

Seg. No. 48480 Seg. ID OJ991122_05 . 0421 . C6 

Gene No. 10324 6 Strand 

Start 140 End 3013 

Name OJ991122_05 . 0421 . C6 . o2 . gp Method AAT/GAP 

Start 1709 End 2143 

GI uOosflcyp065h05al Score 416 

Exons 1709.. 1896, 2002.. 2143 

GI Descrip. ' 3892048/gb | AAC78257 . 1 | AAC78257 9.0e-16 (AC002330) 



putative 



tryptophan synthase alpha 1-like protein [Arabidopsis thaliana] 1 



Seg. No. 48480 Seg. ID 

Gene No. 103247 Strand 

Start 7725 End 

Name OJ991122_05 . 0421 . C6 . ol . tm Method 

Start 1 End 

GI none Score 
Exons 



OJ991122_05.0421.C6 
8212 

TBLASTX: Maize 

2836 

115 



1.-33, 97. .276, 99. .275, 366. .428, 370. .429, 522. .611, 522. 
842. .925, 843. .926, 859. .927, 1210. .1323, 1244. .1330, 
1245. .1331, 1708. .1890, 1712. .1891, 1758. .1892, 1994. .2131, 
1995. .2144, 1996. .2142, 2768. .2836 



623, 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48480 

103247 

7725 

OJ991122_05.0421.C6.o2.ts 

135 

none 



Seg. ID OJ991122_05.0421.C6 



Strand 
End 

Method 

End 

Score 



8212 

TBLASTX : Soybean 

626 

113 



135. .281, 200. .277, 366. .425, 367. .426, 525. .626, 529. .579 



48480 

103247 

7725 

OJ991122_05.0421.C6.o2.tc 

849 

none 

849. .920, 849. .896, 1244.. 
1712. .1870 



Seg. ID OJ991122_05.0421.C6 



Strand 
End 

Method 
End 
Score 
1339, 1244. 



8212 

TBLASTX: Cress 

1870 

77 

1330, 1708. .1869, 



50233 



Seq. No. 48480 

Gene No. 103247 

Start 7725 

Name OJ991122_05 . 0421 . C6 . ol . ts 

Start 1708 

GI none 
Exons 



Seq. ID OJ991122_05.0421.C6 
Strand 

End 8212 

Method TBLASTX : Soybean 

End 2144 

Score 139 



1708. .1890, 1712. .1888, 1732. .1890, 1993. .2133, 1994. .2122, 
1995. .2144, 1999. .2139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

it Seq. No. 

Gene No. 
ry Start 
O Name 
M Start 

*3 GI 

If Exons 

^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48480 

103247 

7725 

OJ991122_05.0421.C6.ol.tc 

1995 

none 

1995.. 2144, 1996.. 2139 

48480 

103247 

7725 

OJ991122_05.0421.C6.o3.gs 

7725 

none 

7725.-7885, 7978.. 8212 

48481 

103248 

581 

OJ991122_05.0421.C7.ol.np 
581 

7486850 



Seq. ID OJ991122_05.0421.C6 
Strand 

•End 8212 

Method TBLASTX : Cress 

End 2144 

Score 184 



Seq. ID OJ991122_05.0421.C6 
Strand 

End 8212 

Method GENSCAN 

End 8212 

Score .77 



Seq. ID OJ991122_05.0421.C7 

Strand + 

End 1255 

Method AAT/NAP 

End 1255 

Score 154 



581. .646, 1012. .1077, 1187. .1255 

hypothetical protein T10P11.13 - Arabidopsis thaliana 
gi | 3892050 | gb | AAC78259 . 1 1 AAC78259 (AC002330) hypothetical 
protein [Arabidopsis thaliana] gi | 7269019 | emb | CAB80752 . 1 1 
(AL161494) hypothetical protein [Arabidopsis thaliana] 



48481 

103249 

1551 

OJ991122_05.0421.C7.ol.gp 

1551 

none 

1551. .1909 



Seq. ID OJ991122_05.0421.C7 

Strand + 

End 1909 

Method AAT/GAP 

End 1909 

Score 704 



Seq. No. 48482 

Gene No. 103250 

Start 232 

Name OJ991122_05 . 0421 . C9 . ol . gs 

Start 232 

GI none 
Exons 



Seq. ID OJ991122_05.0421.C9 

Strand + 

End 3577 

Method GENSCAN 

End 3577 

Score .79 



232. .374, 427. .592, 1387. .1539, 3494.-3577 



Seq. No. 48482 

Gene No. 103251 

Start 8339 

Name OJ991122 05 . 0421 . C9 . o3 . gs 



Seq. ID OJ991122_05.0421.C9 

Strand + 

End 8 902 

Method GENSCAN 



50234 





Start 




GI 




Exons 




Seq. No. 




Gene No . 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 


f 1? 


Name 




Start 


w 


GI 


f n 


Exons 


fH 


Seq. No. 




Gene No. 




Start 




Name 


r ' ^ 


Start 




GI 


f T 


Exons 


' ^ 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




GI Descrip. 



8339 End 

none Score 
8339.. 8399, 8820.. 8902 

48482 Seq. ID 

103252 Strand 
4 924 End 
OJ991122J)5.0421.C9.o2.gs Method 
4924 End 
none Score 
4924.. 5134, 5245.. 5687 

48482 Seq. ID 

103253 Strand 
9221 End 
OJ991122_05 . 0421 . C9 . o4 . gs Method 
9221 End 
none Score 
9221.. 9754 



48483 

103254 

52 

OJ991122_05. 0421. C10. ol.gs 
52 

none 
52. .152 



8902 
.78 



OJ991122_05.0421.C9 

5687 
GENS CAN 
5687 
.84 



OJ991122_05.0421.C9 

9754 
GEN SCAN 
9754 
.59 



Seq. ID OJ991122_05. 0421. C10 

Strand + 

End 152 

Method GENSCAN 

End 152 

Score .49 



48483 Seq. ID 

103255 Strand 

1 End 
OJ991122_05. 0421. CIO. ol.gp Method 

1 End 

none Score 
1. ,222 



OJ991122_05. 0421. C10 
515 

AAT/GAP 

222 

407 



OJ991122 05. 0421. C10 



48483 Seq. ID _ 

103255 Strand 

1 End 515 

OJ991122_05 .0421. C10 . ol . np Method AAT/NAP 

1 End 515 

81286 Score 148 
1..113, 168. .515 

extensin - Vol vox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 

(X65165) extensin [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48484 Seq. ID 

103256 Strand 

3017 End 
OJ991122_05. 0421. Cll. ol.gs Method 

3017 End 

none Score 

3017. .3190, 4306. .4417, 4510. .4736 



48484 

103257 

4171 



Seq. ID 

Strand 

End 



OJ991122_05. 0421. Cll 
+ 

4736 
GENSCAN 
4736 
.62 



OJ991122_05. 0421. Cll 
5716 



50235 



Name 


OJ991122 05 


Start 


4171 


GI 


7363272 


Exons 


4171. .4299, 


GI Descrip. 


(AP001552) : 


Seq. No. 


48484 


Gene No . 


103258 


Start 


5636 


Name 


OJ991122 05 


Start 


5636 


GI 


none 


Exons 


5636. .5745, 


Seq. No. 


48485 


Gene No. 


103259 


Start 


1416 


Name 


OJ991122 05 


Start 


1416 


GI 


none 


Exons 


1416. .1626, 


Seq. No. 


48486 


Gene No. 


103260 


Start 


4484 


Name 


OJ991122 05 


Start 


4484 


GI 


none 


Exons 


4484. .4692, 


Seq. No. 


48486 


Gene No . 


103261 


Start 


2110 


Name 


OJ991122 05 


Start 


2110 


GI 


none 


Exons 


2110. .2681, 


Seq. No. 


48487 


Gene No . 


103262 


Start 


699 


Name 


OJ991122 05 


Start 


699 


GI 


none 


Exons 


699. .862 


Seq. No. 


48488 


Gene No . 


103263 


Start 


229 


Name 


OJ991122 05 


Start 


229 


GI 


none 


Exons 


229. .389 


Seq. No. 


48489 


Gene No. 


103264 


Start 


1 



.np Method AAT/NAP 
End 5716 
Score 588 
4559. .4900, 5649. .5716 
protein [Oryza sativa] 



.gs 



.gs 



.gs 



. gs 



. gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991122_05.0421.C11 

6311 
GENSCAN 
6311 
.76 



OJ991122_05.0421.C12 

1926 
GENSCAN 
1926 
.56 



OJ991122_05.0421.C14 
+ 

5700 
GENSCAN 
5700 
.81 



OJ991122_05.0421.C14 

2912 
GENSCAN 
2912 
.58 



OJ991122_05.0421.C15 
862 

GENSCAN 

862 

.89 



OJ991122_05.0421.C16 
389 

GENSCAN 

389 

.41 



OJ991122_05.0421.C17 
+ 

4335 



50236 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ991122_05.0421.C17.ol.np Method 
1 End 
7489814 Score 
1..191, 312. .1792, 1911. .2075, 2160., 
2645.. 2792, 2908.. 3105, 
4172. .4326 

probable DNA (cytosine-5-) -methyltransf erase 
- maize gi I 3132825 | gb | AAC16389. 1 I (AF063403) 
DNA methyltransf erase [Zea mays] 



AAT/NAP 
4326 
4596 

2355, 2446.. 2557, 



3201. .3479, 3575. .3735, 3834. .4058, 



(EC 2.1.1.37) 2MET1 
putative cytosine-5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48489 

103264 

1 

OJ991122_05.0421 
1 

none 

1..45, 3. .74, 85 
313. .747, 327. .7 
1116.. 1433, 1148 
1595.. 1675, 1615 
1913. .2077, 2151 
2639. .2791, 2643 
2904. .3107, 2904 
3200.. 3466, 3201 
3666.. 3791, 3667 
4168. .4248, 4169 



Seq. ID OJ991122_ 
Strand + 



05.0421.C17 



.C17.ol.tc 



End 

Method 

End 

Score 



4335 

TBLASTX: 

4300 

41 



Cress 



. .162, 
10, 49 
. .1207 
. .1671 
. .2360 
. .2792 
. .3110 
. .3467 
. .3738 
. .4300 



96. .14 
6. .711, 
, 1279. 
, 1666. 
, 2282. 
, 2645. 
, 2905. 
, 3568. 
, 3867. 
, 4170. 



9, 156. .194, 157.. 

709. .801, 712. .81 
.1410, 1280. .1432, 
.1791, 1682.. 1795, 
.2356, 2433.. 2558, 
.2803, 2653.. 2796, 
.3108, 3198. .3458, 
.3669, 3572.. 3667, 
.4058, 3867. .4076, 
.4247, 4171. .4284 



192, 311.. 712, 
3, 919. .1080, 
1412. .1489, 
1908. .2078, 
2435. .2554, 
2900. .3106, 
3200. .3322, 
3649. .3735, 
3868. .4074, 



Seq. No. 48489 Seq. ID 

Gene No. 103264 Strand 

Start 1 End 

Name OJ991122_05 . 0421 . C17 . ol . gs Method 

Start 16 End 

GI none Score 
Exons 



OJ991122_05.0421.C17 
+ 

4335 
GENS CAN 
4306 
.82 



16. .191, 312. .1092, 1116. .1368, 1599. .1792, 1911. .2075, 
2160. .2355, 2446. .2557, 2645. .2792, 2908. .3105, 3201. .3479, 
3575.. 3703, 3804.. 3930, 3973.. 4058, 4172.. 4306 



Seq. No. 48489 

Gene No. 103264 

Start 1 

Name OJ991122_05 . 0421 . C17 . o2 . tm 

Start 464 

GI none 

Exons 464. .805, 465. .803, 466. .816, 
906. .941 



Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Mai ze 

End 941 

Score 329 

466. .807, 516. .893, 904. .939, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991122_05.0421.C17 
Strand 
End 

Method 
End 
Score 

1314. .1433, 1315. .1431, 1412. .1753, 1422. .1754, 1486. .1755 



48489 

103264 

1 

OJ991122_05 . 0421 . C17 . o3 . tm 

1314 

none 



+ 

4335 

TBLASTX: Maize 

1755 

153 



Seq. No. 
Gene No. 
Start 



48489 

103264 

1 



Seq. ID OJ991122_05.0421.C17 
Strand + 
End 4335 



50237 



Name OJ991122_05 . 0421 . C17 . ol . gp Method AAT/GAP 

Start 1370 End 1637 

GI uC-osflM202053a06bl Score 382 
Exons 1370.. 1637 

GI Descrip. 1 3132825 2.0e-24 (AF063403) putative cytosine-5 DNA 
methyltransferase [Zea mays] ' 



Seq. No. 48489 

Gene No. 103264 

Start 1 

Name OJ991122_05 . 0421 . C17 . o4 . ts 

Start 1604 

GI none 

Exons 1604.. 1795, 1618.. 1671, 1715. 

Seq. No. 48489 

Gene No. 103264 

Start 1 

Name OJ991122_05 . 0421 . C17 . o4 . tm 

Start 1944 

GI none 
Exons 



Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Soybean 

End 1991 

Score 166 

.1795, 1908. .1991, 1910. .1990 

Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Maize 

End 2574 

Score 173 



1944. .2078, 1945. .2064, 2151. .2216, 2154. .2204, 2201. .2365, 
2202. .2366, 2433. .2558, 2444. .2557, 2446. .2574 



Z Seq. No. 48489 

_ Gene No. 103264 

"i ■ Start 1 

Ij Name OJ991122_05 . 0421 . C17 . ol . ts 

3 Start 2466 

7-z GI none 

? Exons 2466.. 2558, 2468.-2563, 2639. 

2905.. 3108, 2907.. 3098, 3197. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2788, 2643 
.3286, 3201 



OJ991122_05.0421.C17 
+ 

4335 

TBLASTX : Soybean 
3286 
135 

2792, 2643.. 2792, 
3281 



Seq. No. 48489 
Gene No. 103264 
Start 1 

Name OJ991122_05 . 0421 . C17 . ol . tm 

Start 2645 
GI none 

Exons 2645.. 2791, 2646.. 2792, 2646. 

2900.. 3106, 2904.. 3107, 2904. 
3201.. 3467, 3461.. 3661, 3569. 
3669.. 3785, 3831.. 3866, 3870. 
.3876.. 4079, 4158.. 4289, 4168. 



Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Maize 

End 4303 

Score 228 



.2792, 2647.. 2796, 

.3107, 2905.. 3108, 

.3667, 3574.. 3666, 

.4058, 3872.. 4060, 

.4290, 4169.. 4303, 



2743. .2793, 
3200. .3478, 
3667. .3738, 
3872. .4054, 
4169. .4291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



48489 

103264 

1 

OJ991122_05.0421.C17.o3.ts 

3291 

none 



Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Soybean 

End 3667 

Score 226 



3291.. 3467, 3293.. 3460, 3569.. 3622, 3569.. 3637, 3599.. 3667 



48489 

103264 

1 

OJ991122 05.0421.C17.o2.ts 



Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4335 

Method TBLASTX : Soybean 



50238 



Start 3712 

GI none 

Exons 3712.. 3738, 3831.. 3866, 3870. 

Seq. No. 48489 

Gene No. 103264 

Start 1 

Name OJ991122_05 . 0421 . C17 . ol . tw 

Start 3864 

GI none 

Exons 3864.. 4058, 3872.. 4060, 3872. 
4171. .4293 



End 4036 
Score 4 3 
.4034, 3872. .4036 

Seq. ID OJ991122_05.0421.C17 

Strand + 

End 4 335 

Method TBLASTX : Wheat 

End 4335 

Score 365 

.4054, 4169. .4297,* 4171. .4335, 



Seq. No. 48490 Seq. ID 

Gene No. 103265 Strand 

Start 1510 End 

Name OJ991122_05 . 0421 . C18 . ol . gs Method 

Start 1510 End 

GI none Score 

Exons 1510.. 2075 



OJ991122_05. 0421. CIS 
+ 

2075 
GEN SCAN 
2075 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48491 

103266 

1 

OJ991122_05 
1 

5902130 
1..48, 118. 



,0421.C19.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

347, 5703. .5924, 6746. .6917, 7084. .7102 
suppressor of white apricot homolog 2 gi 13941326 (AF042800) 
suppressor of white apricot homolog 2 [Homo sapiens] gi 13941338 
(AF042810) suppressor of white-apricot homolog 2 [Homo sapiens] 



OJ991122_05.0421.C19 
+ 

7102 
AAT/NAP 
7102 
103 



Seq. No. 


48491 








Seq. ID 


OJ991122 


Gene No. 


103266 








Strand 


+ 


Start 


1 








End 


7102 


Name 


OJ991122 05 


.0421 


.C19.ol 


. gs 


Method 


GENSCAN 


Start 


46 








End 


534 


GI 


none 








Score 


.98 


Exons 


46. .534 












Seq. No. 


48491 








Seq. ID 


OJ991122 


Gene No. 


103266 








Strand 


+ 


Start 


1 








End 


7102 


Name 


OJ991122 05 


.0421 


.C19.o3 


. gs 


Method 


GENSCAN 


Start 


6633 








End 


7090 


GI 


none 








Score 


.59 


Exons 


6633. .7090 












Seq. No. 


48491 








Seq. ID 


OJ991122 


Gene No. 


103267 








Strand 




Start 


3338 








End 


5984 


Name 


OJ991122 05 


.0421 


.C19.o2 


. gs 


Method 


GENSCAN 


Start 


3338 








End 


5984 


GI 


none 








Score 


.87 


Exons 


3338.-3526, 


3758 


. .4568, 


4622. 


.4860, 4992. .5984 


Seq. No. 


48492 








Seq. ID 


OJ991122 



50239 




Gene No. 


103268 








Strand 


+ 


Start 


47 








End 


742 


Name 


OJ991122 05 


.0421. 


C20.ol 


. as 


Method 


GEN SCAN 


Start 


47 








End 


742 


GI 


none 








Score 


1 


Exons 


47. .295, 521. .742 








Sea. No. 


48492 








Seq. ID 


OJ991122_05.0421.C20 


Gene No. 


103269 








Strand 


+ 


Start 


2211 








End 


5161 


Name 


OJ991122 05 


.0421. 


C20.o2 


. as 


Method 


GENS CAN 


Start 


2211 








End 


5161 


GI 


none 








Score 


.75 


Exons 


2211. .3200, 


3289. 


.3352, 


3403 


..3420, 3564. .3688, 3753. .4529, 




4712. .4999, 


5063. 


.5161 








Seq. No. 


48492 








Seq. ID 


OJ991122_05.0421.C20 


Gene No. 


103270 








Strand 


+ 


Start 


6854 








End 


7669 


Name 


OJ991122 05 


.0421. 


C20.o3 


. as 


Method 


GEN SCAN 


Start 


6854 








End 


7669 


GI 


none 








Score 


.81 


F.xons 


6854. .7144, 


7347. 


.7538, 


7571 


. . 7669 




Seq. No. 


48493 








Seq. ID 


OJ991122 05.0421.C21 


Gene No. 


103271 








Strand 


+ 


Start 


5004 








End 


6352 


Name 


OJ991122 05 


.0421. 


C21.o2 


. as 


Method 


GENSCAN 


Start 


5004 








End 


6352 


GI 


none 








Score 


.72 


Exons 


5004. .5046, 


5087. 


.5350, 


5805 


. . 6352 




Seq. No. 


48493 








Seq. ID 


OJ991122 05.0421.C21 


Gene No. 


103272 




- 




Strand 


+ 


Start 


6800 








End 


7619 


Name 


OJ991122 05 


.0421. 


C21.o3 


. as 


Method 


GENSCAN 


Start 


6800 








End 


7619 


GI 


none 








Score 


.52 


Exons 


6800. .6866, 


7276. 


.7619 








Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421.C21 


Gene No. 


103273 








Strand 




Start 


941 








End 


4849 


Name 


OJ991122 05 


.0421. 


C21.ol 


. as 


Method 


GENSCAN 


Start 


941 








End 


4756 


GI 


none 








Score 


.79 


P, von ^ 


941. .4756 












Sea No . 


48493 








Seq. ID 


OJ991122_05.0421.C21 


Gene No . 


103273 








Strand 




Start 


941 








End 


4849 


Name 


OJ991122 05 


.0421. 


C21.ol 


. np 


Method 


AAT/NAP 


Start 


944 








End 


4849 


GI 


6539553 








Score 


6737 


Exons 


944. .4849 












GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 



50240 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1080 








End 


1556 




GI 


none 








Score 


353 




Exons 


1080. . 1466, 


1118 


. . 1465, 


1159. 


.1467, 1481. .1555, 1485. .1556 


Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


1208 








End 


1549 




GI 


none 








Score 


83 




Exons 


1208 . . 1417, 


1287 


. . 1412, 


1436. 


.1549, 1443. .1523 




Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1412 








End 


1751 




GI 


none 








Score 


194 




Exons 


1412 . . 1750, 


1413 


. . 1751 










Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


. C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1562 








End 


1907 




GI 


none 








Score 


123 




Exons 


1562. . 1906, 


1707 


. . 1907 










Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1760 








End 


2305 




GI 


none 








Score 


48 




Exons 


1760. . 1966, 


1770 


. . 1892, 


1961 . 


.2305, 1985. .2158 




Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


,C21.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1841 








End 


2306 




GI 


none 








Score 


55 




Exons 


1841. .2305, 


1944 


. .2054, 


1988. 


.2170, 2124. .2306 




Seq. No. 


48493 








Seq. ID 


OJ991122JD5.0421 


.C21 


Gene No . 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1976 








End 


2440 




GI 


5509260 








Score 


58 





50241 






Exons 


1976. .2440, 


1995 


. .2054, 


2127. 


.2222, 2271. .2339 






GI Descrip. 


















Seq. No. 


48493 








Seq. ID 


OJ991122_05. 0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


.C21.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


2087 








End 


2347 






GI 


none 








Score 


63 






Exons 


2087. .2347, 


2268 


. .2345 












Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


2360 








End 


3115 






GI 


none 








Score 


200 






Exons 


2360. .2599, 


2361 


. .2519, 


2377. 


.2607, 2380. .2577, 2628. .3107, 






2651. .3115 
















Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


.C21.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


2741 








End 


3130 




'% J 


GI 


none 








Score 


112 




r n 

§=| 3 


Exons 


2741. .2935, 


2948 


. .3130 










-J: 


Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 




y 


Name 


OJ991122 05. 


0421 


.C21.o3 


.ts 


Method 


TBLASTX : Soybean 




5 La 


Start 


2765 








End 


3163 






GI 


none 








Score 


38 




~ ~ 


Exons 


2765. .2938, 


2892 


. .2930, 


2939. 


.3163, 2985. .3155 






Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 






\J 


Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


.C21.o5 


. tm 


Method 


TBLASTX: Maize 






Start 


2951 








End 


3385 






GI 


none 








Score 


84 






Exons 


2951. .3385, 


2976 


. .3176 












Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


,C21.o5 


. tw 


Method 


TBLASTX: Wheat 






Start 


3116 








End 


3307 






GI 


none 








Score 


186 






Exons 


3116. .3307, 


3116 


. .3307 












Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421 


.C21 




Gene No. 


103274 








Strand 








Start 


7926 








End 


8457 






Name 


OJ991122 05. 


0421 


.C21.o5 


.ts 


Method 


TBLASTX : Soybean 






Start 


3173 








End 


3559 





50242 




GI 


none 








Score 


88 




Exons 


3173. .3421, 


3404 


. .3559 










Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421. 


C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3586 








End 


3908 




GI 


none 








Score 


375 




Exons 


3586. .3753, 


3588 


. .3881, 


3590. 


.3901, 3654.. 3908 




Seq. No. 


48493 








Seq. ID 


OJ991122 Ob. 0421. 


C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


84 57 




Name 


OJ991122 05 


.0421 


.C21.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


4407 








End 


4720 




GI 


none 








Score 


287 




Exons 


4407. .4712, 


4409 


. .4720 










Seq. No. 


48493 








Seq. ID 


OJ991122_05 . 0421 . 


C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4469 








End 


4855 




GI 


none 








Score 


248 




Exons 


4469. .4855, 


4470 


. .4844 










Seq. No. 


48493 








Seq. ID 


OJ991122_05.0421. 


C21 


Gene No. 


103274 








Strand 






Start 


7926 








End 


8457 




Name 


OJ991122 05 


.0421 


.C21.o4 


.gs 


Method 


GENSCAN 




Start 


7926 








End 


8457 




GI 


none 








Score 


.77 




Exons 


7926. .8080, 


8406 


. .8457 










Seq. No. 


48494 








Seq. ID 


OJ991122_05.0421. 


C22 


Gene No. 


103275 








Strand 






Start 


1 








End 


3858 




Name 


OJ991122 05 


.0421 


.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1648 




GI 


6815072 








Score 


538 




Exons 


1..25, 954. 


,1648 












GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein 


(AC006067 


' [Oryza sativa] 




Seq. No. 


48494 








Seq. ID 


OJ991122_05.0421. 


C22 


Gene No. 


103275 








Strand 






Start 


1 








End 


3858 




Name 


OJ991122 05 


.0421 


.C22.ol 


. gs 


Method 


GENSCAN 




Start 


941 








End 


3858 




GI 


none 








Score 


.72 




Exons 


941. .1317, 


3721. 


.3858 










Seq. No. 


48494 








Seq. ID 


OJ991122JD5.0421. 


C22 


Gene No. 


103275 








Strand 






Start 


1 








End 


3858 




Name 


OJ991122 05 


.0421 


.C22.ol 


.tm 


Method 


TBLASTX: Maize 





50243 



Start 


1250 






End 


1631 


GI 


none 






Score 


106 


Exons 


1250. .1525, 


1344 


..1505, 1536 


. .1631, 1542. .1625 


Seq. No. 


48495 






Seq. ID 


OJ991122 


Gene No. 


103276 






Strand 


+ 


Start 


548 






End 


1303 


Name 


OJ991122 05 


.0421 


.C23.ol.gs 


Method 


GENSCAN 


Start 


548 






End 


1303 


GI 


none 






Score 


.59 


Exons 


548. .590, 1110.. 


1178, 1251.. 


1303 




Seq. No. 


48495 






Seq. ID 


OJ991122 


Gene No. 


103277 






Strand 


+ 


Start 


4111 






End 


6359 


Name 


OJ991122 05 


.0421 


. C23 . o3 . gs 


Method 


GENSCAN 


Start 


4111 






End 


6359 


GI 


none 






Score 


.82 


Exons 


4111. .4162, 


4667 


..4797, 5224 


..5393, 5809. .6359 


Seq. No. 


48495 






Seq. ID 


OJ991122 


Gene No. 


103278 






Strand 




Start 


1748 






End 


3647 


Name 


OJ991122 05 


.0421 


.C23.o2 .gs 


Method 


GENSCAN 


Start 


1748 






End 


3647 


GI 


none 






Score 


.59 


Exons 


1748. . 1756, 


2793 


..2909, 2970 


..3086, 3133. .3383, 




3594. .3647 










Seq. No. 


48496 






Seq. ID 


OJ991122 


Gene No. 


103279 






Strand 


+ 


Start 


57 






End 


640 


Name 


OJ991122 05 


.0421 


.C24 .ol.gs 


Method 


GENSCAN 


Start 


57 






End 


640 


GI 


none 






Score 


.58 


Exons 


57 . . 640 










Seq. No. 


48497 






Seq. ID 


OJ991122 


Gene No. 


103280 






Strand 




Start 


437 






End 


662 


Name 


OJ991122 05 


.0421 


.C25.ol.np 


Method 


AAT/NAP 


Start 


437 






End 


662 


GI 


6634727 






Score 


63 


Exons 


437. .662 










GI Descrip. 


(AC012463) 


T2E6. 


12 [Arabidopsis thaliana] 


Seq. No. 


48498 






Seq. ID 


OJ991112 


Gene No. 


103281 






Strand 




Start 


55 






End 


396 


Name 


OJ991112 04 


.0421 


.C2. ol.gs 


Method 


GENSCAN 


Start 


55 






End 


396 


GI 


none 






Score 


.61 


Exons 


55. .396 










Seq. No. 


48499 






Seq. ID 


OJ991112 


Gene No. 


103282 






Strand 




Start 


115 






End 


274 



50244 





Name 


OJ991112 04.0421.C9.ol.gs 


Method 


GENSCAN 








Start 


115 


End 


274 








GI 


none 


Score 


.55 








Exons 


115. .274 












Seq. No. 


48500 


Seq. ID 


OJ991112_04 


.0421 


.C10 




Gene No. 


103283 


Strand 










Start 


1 


End 


707 








Name 


OJ991112 04.0421.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


343 








GI 


7489803 


Score 


363 








Exons 


1. .343 












GI Descrip. 


pol protein homolog - maize retrotransposon Opie-2 










gi | 3645899 | gb | AAC4 9502 . 1 1 


(U68408) 5' 


end not determined 






experimentally [Zea mays] 












Seq. No. 


48500 


Seq. ID 


OJ991112_04 


.0421 


.C10 




Gene No. 


103283 


Strand 










Start 


1 


End 


707 








Name 


OJ991112 04.0421. C10. ol.tm 


Method 


TBLASTX: Maize 






Start 


28 


End 


431 








GI 


none 


Score 


66 








Exons 


28. .183, 51. .185, 68. .334, 


69. .329, 253. .354, 354. 


.431, 


360 




Seq. No. 


48500 


Seq. ID 


OJ991112_04 


.0421 


.C10 




Gene No. 


103283 


Strand 










Start 


1 


End 


707 






f \?. 


Name 


OJ991112 04.0421.C10.ol.tw 


Method 


TBLASTX : Wheat 






Start 


83 


End 


313 








GI 


none 


Score 


68 






w 


Exons 


83. .313, 99. .206, 272. .313 










= : ; 
I W 


Seq. No. 


48500 


Seq. ID 


OJ991112_04 


.0421 


.C10 




Gene No. 


103283 


Strand 








^ =i 


Start 


1 


End 


707 






= sr 


Name 


OJ991112 04.0421.C10.ol.gs 


Method 


GENSCAN 






."^ 


Start 


181 


End 


707 






? 


GI 


none 


Score 


.4 






i Jj 


Exons 


181. .337, 417. .707 










fl 


Seq. No. 


48501 


Seq. ID 


OJ991112_04 


.0421 


.C12 


~ ^ 


Gene No. 


103284 


Strand 










Start 


1 


End 


777 








Name 


OJ991112 04.0421.C12.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


777 








GI 


7444451 


Score 


460 








Exons 


1. .777 












GI Descrip. 


probable gag/pol polyprotein - long-staminate rice 










retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 1 


(U72725) 






retrofit [Oryza longistaminata] 










Seq. No. 


48501 


Seq. ID 


OJ991112_04 


.0421 


.C12 




Gene No. 


103284 


Strand 










Start 


1 


End 


777 








Name 


OJ991112 04.0421.C12.ol.gs 


Method 


GENSCAN 








Start 


89 


End 


684 








GI 


none 


Score 


.47 







50245 



Exons 



89. .684 



Seq. No. 


48501 








Seq. ID 


OJ991112_04 .0421 


.C12 


Gene No. 


103284 








Strand 


— 




Start 


1 








End 


777 




Name 


OJ991112 


04.0421.C12 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


350 








End 


598 




GI 


none 








Score 


80 




Exons 


350. .598, 


378. .512 












Seq. No. 


48501 








Seq. ID 


OJ991112_04.0421 


.C12 


Gene No. 


103284 








Strand 


— 




Start 


1 








End 


777 




Name 


OJ991112 


04.0421.C12 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


395 








End 


682 




GI 


none 








Score 


164 




Exons 


395. .682, 


399. .662, 


551 


. .682 








Seq. No. 


48502 








Seq. ID 


OJ991112_04.0421 


.C15 


Gene No. 


103285 








Strand 


+ 




Start 


114 








End 


919 




Name 


OJ991112 


04.0421.C15 


.ol 


.gs 


Method 


GENS CAN 




Start 


114 








End 


919 




GI 


none 








Score 


.68 




Exons 


114. .427, 


547. .571, 


626 


. .734, 


813. .919 









Seq. No. 


48503 


Seq. ID 


OJ991112_04.0421.C16 


r ! \ 


Gene No. 


103286 


Strand 




r ^ 


Start 


104 


End 


804 




Name 


OJ991112 04.0421.C16.ol.tw 


Method 


TBLASTX: Wheat 


£ , - 


Start 


5 


End 


726 




GI 


none 


Score 


68 


f i 1 


Exons 


5. .136, 9. .83, 273. .380, 284. 


.445, 299 


..418, 419. .508, 457. 






602. .721, 628. .726 






£ 3 

■C ST 


Seq. No. 


48503 


Seq. ID 


OJ991112_04.0421.C16 




Gene No. 


103286 


Strand 






Start 


104 


End 


804 




Name 


OJ991112 04.0421.C16.ol.np 


Method 


AAT/NAP 




Start 


104 


End 


804 


r ™ 


GI 


5902444 


Score 


406 


% ^ 


Exons 


104. .804 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


48503 


Seq. ID 


OJ991112_04.0421.C16 




Gene No. 


103286 


Strand 






Start 


104 


End 


804 




Name 


OJ991112 04.0421.C16.ol.gs 


Method 


GENSCAN 




Start 


216 


End 


765 




GI 


none 


Score 


.54 




Exons 


216. .459, 633. .765 








Seq. No. 


48504 


Seq. ID 


OJ991112_04 .0421.C17 




Gene No. 


103287 


Strand 






Start 


347 


End 


428 




Name 


OJ991112 04.0421.C17.ol.gp 


Method 


AAT/GAP 




Start 


347 


End 


428 



50246 



GI 3004_1.R1084 Score 103 

Exons 347.. 428 

GI Descrip. ' 4508079/gb | AAD21423 . 1 1 1.0e-46 (AC005882) 66284 [Arabidopsis 
thaliana] ' 



Seq. No. 


48505 




Seq. ID 


OJ991112_ 


_04 


.0421 


.C19 


Gene No. 


103288 




Strand 


- 








Start 


170 




End 


368 








Name 


OJ991112 04.0421.C19.ol 


.gs 


Method 


GENSCAN 








u Lai L 


170 




End 


368 








GI 


none 




Score 


.42 








Exons 


170. .278, 328. .368 














Seq. No. 


48506 




Seq. ID 


OJ991112^ 


_04 


.0421 


.C21 


Gene No. 


103289 




Strand 


- 








Start 


1736 




End 


2687 








Name 


OJ991112 04.0421.C21.ol 


gs 


Method 


GENSCAN 








Start 


1736 




End 


2687 








GI 


none 




Score 


.61 








Exons 


1736. .1932, 2636..2687 














Seq. No. 


48507 




Seq. ID 


OJ991112 


_04 


.0421 


.C22 


Gene No. 


103290 




Strand 


+ 








Start 


• 2117 




End 


2333 








Name 


OJ991112 04.0421.C22.o2 


gs 


Method 


GENSCAN 








Start 


2117 




End 


2333 








GI 


none 




Score 


.88 









Exons 2117.. 2170, 2207.. 2333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48507 Seq. ID OJ991112_04 . 0421 . C22 

103291 Strand + 

2237 End 2384 

OJ991112_04 . 0421 . C22 . ol . gp Method AAT/GAP 

2237 End 2384 ... .. 

20764_1.R1084 Score 292 

2237. .2384 

M689108/gb|AAD27763.1|AF077030_l 7.0e-40 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] ' 



Seq. No. 48507 Seq. ID 

Gene No. 103292 Strand 

Start 2286 End 

Name OJ991112_04 . 0421 .C22 . ol . np Method 

Start 2286 End 

GI 6598578 Score 

Exons 2286.. 2384 

GI Descrip. (AC006228) F5J5.4 [Arabidopsis thaliana] 



OJ991112_04.0421.C22 
+ 

2384 
AAT/NAP 
2384 
148 



Seq. No. 48507 Seq. ID 

Gene No. 103293 Strand 

Start 325 End 

Name OJ991112 JD4 . 0421 . C22 . ol . gs Method 

Start 325 End 

GI none Score 

Exons 325.-74 4 



OJ991112_04.0421.C22 
744 

GENSCAN 

744 

.96 



50247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48508 Seq. ID 

103294 Strand 

542 End 

OJ991112_04.0421.C23.ol.np Method 

542 End 

6970282 • Score 



OJ991112_04 .0421.C23 
+ 

4350 
AAT/NAP 
4293 
1142 



S42..749, 1040. .1123, 1236. .1316, 1662. .1742, 2392. .2484, 
2616. .2795, 2914. .2981, 3113. .3164, 3293. .3346, 3466. .3558, 
3757.. 3823, 4205. .4293 

(AC021666) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.1316, 1662 



OJ991112 
+ 

4350 
AAT/GAP 
2484 
731 
.1742, 2392 



04.0421.C23 



48508 
103294 
542 

OJ991112_04.0421.C23.ol.gp 
676 

20764_1.R1084 

676. .749, 1040. .1123, 1236 , 

*4689108/gb|AAD27763.1|AF077030_l 7.0e-40 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4 929577_gb_AAD3404 9.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] ' 



,2484 



48508 
103294 
542 

OJ991112_04.0421.C23.ol.gs 
996 
none 

996.. 1123, 1236.. 1316, 1662 



End 

Method 
End 
Score 

1742, 2392. .2484, 2616. .2795, 
2914.. 2981, 3113. .3164, 3293.. 3346, 3466.. 3558, 3757.. 3823, 
4205. .4296 



Seq. ID OJ991112_04 .0421.C23 
Strand + 

4350 
GENSCAN 
4296 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48508 Seq. ID 

103294 Strand 
542 End 
OJ99I112_04.0421.C23.o2.gp Method 
2934 End 
2280615 Score 
2934.. 2981, 3113. .3164, 3293. .3346, 
4205. .4350 

4 689108/gb|AAD27763.1|AF077030_l 
43.2 kDa protein [Homo sapiens] 
>gi_4 929577_gb_AAD3404 9. 1_AF151812 
[Homo sapiens] 



OJ991112_04.0421.C23 
+ 

4350 
AAT/GAP 
4350 
795 

3466. .3558, 3757. .3823, 



1.0e-35 (AF077030) hypothetical 
1 (AF151812) CGI-54 protein 



48508 

103295 

5766 

OJ991112_04.0421.C23.o2.tm 

675 

none 



Seq. ID OJ991112_04.0421.C23 

Strand + 

End 9547 

Method TBLASTX : Mai ze 

End 3552 

Score 122 



675. .749, 676. .750, 678. .764, 1018. .1122, 1019. .1114, 
1024. .1122, 1034. .1126, 1041. .1130, 1226. .1324, 1236. .1325, 
1656. .1757, 1664. .1741, 2372. .2491, 2373. .2483, 2391. .2519, 
2392. .2484, 2393. .2491, 2612. .2797, 2619. .2798, 2908. .2982, 



50248 



2913. .2981, 3113. .3178, 3114. .3245, 3245. .3346, 3275. .3349, 
3463.. 3519, 3468.. 3548, 3535.. 3552 



Seq. No. 48508 
Gene No. 103295 
Start 5766 

Name OJ991112_04 . 0421 . C23 . o3 . ts 

Start 1620 
GI none 

Exons 1620.. 1739, 1648.. 1740, 1659. 

2392. .2484, 2396. .2491, 2612. 
2619.. 2798, 2908.. 2979, 2925. 
3275.. 3346, 3463.-3567, 3465. 
4203. .4277, 4203. .4295, 4204. 

Seq. No. 48508 

Gene No. 103295 

Start 5766 

Name OJ991112_04 . 0421 . C23 . o2 . tc 

Start 2394 

GI none 

Exons 2394.. 2483, 2395.. 2484, 2612. 

2644. .2799, 2908. .2979, 2922. 



Seq. ID OJ991112_04.0421.C23 

Strand + 

End 9547 

Method TBLASTX : Soybean 

End 42 96 

Score 68 
.1757, 1664. .1759, 2391. .2483, 
.2794, 2614. .2799, 2615. .2785, 
.2978, 3110. .3178, 3120. .3182, 
.3560, 3751.. 3849, 3756.. 3827, 
.4296, 4207. .4296 

Seq. ID OJ991112_04.0421.C23 

Strand + 

End 9547 

Method TBLASTX : Cress 

End 2 97 9 

Score 143 

.2794, 2614. .2787, 2619. .2798, 
.2978 



Seq. No. 48508 

Gene No. 103295 

Start 5766 

Name OJ991112_04 . 0421 . C23 . o2 . gs 

Start 5766 

GI none 

Exons 5766.. 6208, 6541.. 6575, 6994, 
9481. .9547 



OJ991112_04.0421.C23 
+ 

9547 
GENSCAN 
9547 
.84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7164, 7279.-7658, 8530.. 8581, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48508 Seq. ID OJ991112_04 . 0421 . C23 

103295 Strand + 

5766 End 9547 

OJ991112_04 . 0421 . C23 . o2 . np Method AAT/NAP 

5766 End 8643 

3928758 Score 1351 

5766. .5845, 5885. .6208, 6954. .7164, 7279. .7658, 8530. .8643 

(AB007987) Lipoic acid synthase [Arabidopsis thaliana] 

gi|4454462|gb|AAD20909.1| (AC006234) lipoic acid synthase (LIP1) 

[Arabidopsis thaliana] 



Seq. No. 48508 

Gene No. 103295 

Start 5766 

Name OJ991112_04 . 0421 . C23 . o3 . tm 

Start 5817 

GI none 

Exons 5817.. 5867, 5840.. 5872, 5906. 
6040. .6069 



Seq. ID OJ991112_04.0421.C23 

Strand + 

End 9547 

Method TBLASTX : Maize 

End 6069 

Score 80 

.6037, 5907.. 6038, 6040.. 6069, 



Seq. No. 48508 Seq. ID 

Gene No. 103295 Strand 

Start 5766 End 

Name OJ991112 04 . 0421 . C23 . o2 . ts Method 



OJ991112_04.0421.C23 
+ 

9547 

TBLASTX : Soybean 



50249 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5910 End 6984 

none Score 414 

5910. .6209, 5960. .6208, 6949. .6984 



48508 
103295 
5766 

OJ991112_04.0421.C23.ol.tc 
5967 
none 

5967.. 6209, 5972.. 6208, 6948 
7010. .7162, 7011. .7163, 7274. .7657, 7276 
8475. .8615, 8530. .8619, 8530. .8637 



OJ991112_04.0421.C23 
+ 

9547 

TBLASTX: Cress 
8637 
407 

6983, 6949.. 6984, 6993.. 7160, 
7662, 7278..7658, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48508 
103295 
5766 

OJ991112_04.0421.C23.o3.gp 
6013 

LIB3432-004-P1-K1-D10 
6013.. 6208, 6954.. 7164 
■ 3928758/dbj | BAA34701 1 
[Arabidopsis thaliana] 
putative lipoic acid synthase [Arabidopsis thaliana] 1 



Seq. ID OJ991112_04.0421.C23 

Strand + 

End 9547 

Method AAT/GAP 

End 7164 

Score 724 



3.0e-63 (AB007987) Lipoic acid synthase 
>gi 4454 4 62_gb_AAD20909_ (AC006234) 





Sea No 


48508 








Seq. ID 


OJ991112 


04 .0421.C23 


Eil 


Gene No. 


103295 








Strand 


+ 






Start 


5766 








End 


9547 




E3 


Name 


OJ991112 04 


.0421. 


C23.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


6071 








End 


7516 






GI 


none 








Score 


238 




K .J 


Exons 


6071. .6208, 


6072. 


.6209, 


6946. 


.6978, 6949. .6984, 


6951. .6983, 


ry 




6966. .7163, 


6986. 


.7159, 


6988. 


.7164, 7011. .7163, 


7274. .7516, 






7278. .7514 














£3 


Seq. No. 


48508 








Seq. ID 


OJ991112 


_04.0421.C23 




Gene No. 


103295 








Strand 


+ 






Start 


5766 








End 


9547 






Name 


OJ991112 04 


.0421. 


C23.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


7066 








End 


8640 






GI 


none 








Score 


86 






Exons 


7066. .7116, 


7067. 


.7117, 


7071. 


.7124, 7104. .7163, 


7121. .7159, 






7273. .7659, 


7277. 


.7663, 


7278. 


.7658, 8475. .8621, 


8530. .8640 




Seq. No. 


48508 








Seq. ID 


OJ991112 


_04.0421.C23 




Gene No. 


103295 








Strand 


+ 






Start 


5766 








End 


9547 






Name 


OJ991112 04 


.0421. 


C23.o4 


.gp 


Method 


AAT/GAP 






Start 


8579 








End 


8950 






GI 


2800221 








Score 


669 






Exons 


8579. .8950 
















Seq. No. 


48509 








Seq. ID 


OJ991112 


_04 .0421.C24 




Gene No . 


103296 








Strand 


+ 






Start 


58 








End 


459 






Name 


OJ991112 04 


.0421. 


C24.ol 


. gs 


Method 


GEN SCAN 






Start 


58 








End 


459 





50250 




GI 


none 




Score 


. 95 




Exons 


58 . . 193, 256. . 459 










Seq. No. 


48509 




Seq. ID 


OJ991112 


_04.0421.C24 


Gene No. 


103297 




Strand 






Start 


1257 




End 


1526 




Name 


OJ991112 04.0421.C24 .o2 


. as 


Method 


GEN SCAN 




Start 


1257 ~ 




End 


1526 




GI 


none 




Score 


.48 




Flxons 


1257. .1425, 1462. .1526 










Seq. No. 


48510 




Seq. ID 


OJ991112 


_04.0421.C25 


Gene No. 


103298 




Strand 


+ 




Start 


56 




End 


4011 




Name 


OJ991112 04.0421.C25.ol 


.gs 


Method 


GEN SCAN 




Start 


56 




End 


3731 




GI 


none 




Score 


.78 




Exons 


56. .173, 516. .712, 850. 


.923, 


2016.. 2145, 2532.. 


2843, 3459.. 3731 



fit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48510 
103298 
56 

OJ991112_04.0421.C25.ol.gp 
523 

47756_1.R1084 
523. .712, 850. .923, 2016 
, 4490737/emb|CAB388 99.1| 
[Arabidopsis thaliana] ' 



Seq. ID OJ991112_ 
Strand + 
End 4011 
Method AAT/GAP 
End 2683 
Score 974 
.2145, 2532.. 2683 
4.0e-28 (AL035708) 



04.0421.C25 



putative protein 



48510 Seq. ID 

103298 Strand 

56 End 

OJ991112_04 . 0421 . C25 . ol . np Method 

584 End 

7487706 Score 



OJ991112_04.0421.C25 
+ 

4011 
AAT/NAP 
3728 
803 

2843, 3459.. 3728 



584. .712, 846. .923, 2022. .2145, 2532, 
hypothetical protein T5J17.30 - Arabidopsis thaliana 
gi|4490737|emb|CAB38899.1| (AL035708) putative protein 
[Arabidopsis thaliana] gi | 7271041 1 emb | CAB80649 . 1 1 (AL161596) 
putative protein [Arabidopsis thaliana] 



48510 Seq. ID 

103298 Strand 

56 End 
OJ991112_04 . 0421 . C25 . o2 . gp Method 

2756 End 

84691_1.R1084 Score 
2756. .2843, 3459. .4011 

, 4490737/emb|CAB38899.1| 6.0e-37 (AL035708) putative protein 
[Arabidopsis thaliana] 1 



OJ991112_04.0421.C25 
+ 

4011 
AAT/GAP 
4011 
1192 



Seq. No. 48510 

Gene No. 103299 

Start 4409 

Name OJ991112_04 . 0421 . C25 . ol . tc 

Start 580 

GI none 



Seq. ID OJ991112_04.0421.C25 
Strand 

End 7995 

Method TBLASTX: Cress 

End 3755 

Score 88 



50251 



Exons 



580. .657, 584. .643, 2013. .2072, 2023. .2169, 2529. .2873, 
2531. .2878, 3449. .3571, 3451. .3570, 3458. .3718, 3459. .3755, 
3661.. 3732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48510 

103299 

4409 

OJ991112_04. 

580 

none 

580.. 660, 58 
2015. .2134, 
2529. .2648, 
2652. .2807, 
2811. .2873, 
3557. .3760, 
3820. .3882, 



0421.C25.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 04.0421.C25 



1..643, 847. 
2098. .2169, 
2530. .2658, 
2654. .2815, 
2813. .2842, 
3569. .3784, 
3821. .3880, 



.921, 
2099. 
2530. 
2666. 
3458. 
3570. 
3851. 



48510 
103299 
4409 

OJ991112_04 .0421.C25.ol.ts 
583 
none 

583.-657, 584. .643, 2014. .2112, 2095. .2145, 2529.-2762, 
2530.. 2763, 2531. .2761 



7995 

TBLASTX: Maize 
3889 
96 

849. .890, 2013. .2069, 2014. .2097, 
.2158, 2525. .2647, 2S25..2626, 
,2646, 2652. .2807, 2652. .2801, 
.2812, 2801. .2839, 2806. .2838, 
.3574, 3459. .3575, 3460. .3576, 
.3803, 3571. .3798, 3595. .3804, 
.3889 

Seq. ID OJ991112_04.0421.C25 
Strand 

End 7995 
Method TBLASTX : Soybean 
End 2763 
Score 90 



Seq. No. 48510 

Gene No. 103299 

Start 4409 

Name OJ991112_04 . 0421 .C25 . ol . tw 

Start 2658 

GI none 

Exons 2658.. 2873, 2662.. 2841, 3356. 
3462..36S3, 3577.. 3657 



OJ991112_04.0421.C25 
7995 

TBLASTX: Wheat 

3657 

278 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3394, 3458.-3646, 3461. .3646, 



Seq. No. 48510 

Gene No. 103299 

Start 4409 

Name OJ991112_04 . 0421 .C25 . o2 . ts 

Start 3455 

GI none 

Exons 3455.. 3721, 3459.. 3731 

Seq. No. 48510 

Gene No. 103299 

Start 4409 

Name OJ991112_04 . 0421 .C25 . o2 . gs 

Start 4409 

GI none 

Exons 4409.. 4434, 4605.. 4678, 5149. 
7380. .7995 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_04.0421.C25 
7995 

TBLASTX : Soybean 

3731 

268 



OJ991112_04 -0421.C25 

7995 
GEN SCAN 
7995 
.57 



,5284, 5905. .6024, 6617. .7350, 



Seq. No. 48511 Seq. ID 

Gene No, 103300 Strand 

Start 2088 End 

Name OJ991112JD4 . 0421 .C26.ol .gp Method 



OJ991112JD4 .0421.C26 
+ 

11013 
AAT/GAP 



50252 



Start 


2088 






End 


2666 


GI 


426495 






Score 


672 


Exons 


2088. .2300, 


2517. .2666 








Seq. No. 


48511 






Seq. ID 


OJ991112 


Gene No. 


103300 






Strand 


+ 


Start 


2088 






End 


11013 


Name 


OJ991112 04 


.0421.C26.ol. 


gs 


Method 


GENSCAN 


Start 


2200 




End 


11013 


GI 


none 






Score 


.51 


Exons 


2200. .2300, 


2517. .3067, 


4236. 


.4510, 6062.. 6597, 




7878. .8045, 


8709. .8883, 


9079. 


.9284, 9305.. 9481, 




9745. .9914, 


10803. .11013 






Seq. No. 


48511 






Seq. ID 


OJ991112 


Gene No. 


103300 






Strand 


+ 


Start 


2088 






End 


11013 


Name 


OJ991112 04 


.0421.C26.ol. 


np 


Method 


AAT/NAP 


Start 


2968 




End 


6430 


GI 


5257262 






Score 


237 


Exons 


2968. .3067, 


4272. .4523, 


6062. 


.6430 




GI Descrip. 


(AP000364) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48511 






Seq. ID 


OJ991112 


Gene No. 


103300 






Strand 


+ 


Start 


2088 






End 


11013 


Name 


OJ991112 04 


.0421.C26.o2. 


gp 


Method 


AAT/GAP 


Start 


6525 






End 


7038 


GI 


none 






Score 


988 


Exons 


6525. .7038 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48511 
103301 
6036 

OJ991112_04.0421.C26.ol.tw 
4424 
none 

4424. .4510, 4425. .4511, 4426. .4512, 4426 
6060. .6344, 6062.. 6349, 6232. .6351 



Seq. ID OJ991112_04.0421.C26 
Strand 

10485 

TBLASTX: Wheat 
6351 
106 

4518, 6059.. 6343, 



End 

Method 

End 

Score 



48511 

103301 

6036 

OJ991112_04.0421.C26.o2.np 

6036 

99758 



OJ991112 04.0421.C26 



Seq. ID _ 
Strand 

End 10485 
Method AAT/NAP 
End 10485 
Score 201 
6036. .6058, 9553. .9843, 10349. .10485 

monosaccharide transport protein STP4 - Arabidopsis thaliana 
gi| 16524 | emb | CAA47325.il (X66857) sugar transport protein 
[Arabidopsis thaliana] 



48511 

103301 

6036 

OJ991112 

6149 

none 



04.0421.C26.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_04.0421.C26 
10485 

TBLASTX: Maize 

6444 

44 



50253 



Exons 



6149. .6187, 6153. .6194, 6229. .6441, 6236.-6442, 6239. .6442, 
6247. .6444 



Seq. No. 48511 Seq. ID 

Gene No. 103301 Strand 

Start 6036 End 

Name OJ991112_04 . 0421 . C26 . o3 . tm Method 

Start 9126 End 

GI none Score 

Exons 9126.. 9290, 9127.. 9285, 9286.. 9363 



OJ991112_04 .0421.C26 
10485 

TBLASTX: Maize 

9363 

133 



Seq. No. 48511 
Gene No. 103301 
Start 6036 

Name OJ991112_04 . 042 1 . C26 . ol . tm 

Start 9647 
GI none 

Exons 9647.. 9718, 9669.. 9704, 9698 

9825.. 9848, 10329 10385, 10348 
10388. .10429 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9820, 



OJ991112 04.0421.C26 



10485 

TBLASTX: Maize 
10431 
87 

9700. .9819, 9824. 



10380, 10387. .10431, 



,9847, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48512 Seq. ID 

103302 Strand 
1269 End 
OJ991112_04 . 0421 . C27 . ol . np Method 
1269 End 
7228442 Score 
1269. .2600 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ991112__04 .0421.C27 
+ 

2600 
AAT/NAP 
2600 
1380 



48512 
103302 
1269 

OJ991112_04.0421.C27.ol.tm 
2317 
none 

2317.. 2598, 2322.. 2435, 2475.. 2591 



Seq. ID OJ991112_04 .0421.C27 



Strand 
End 

Method 
End 
Score 



+ 

2600 

TBLASTX: Maize 

2598 

207 



48513 Seq. ID 

103303 Strand 
1 End 
OJ991112_04.0421.C28.ol.np Method 
1 End 
7228442 Score 
1..746, 1036. .1220 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ991112_04.0421.C28 
+ 

1474 
AAT/NAP 
1220 
808 



48513 Seq. ID 

103303 Strand 

1 End 

OJ991112_04 .0421.C28.ol.gs Method 

5 End 

none Score 



OJ991112_04 .0421.C28 
+ 

1474 
GEN SCAN 
1474 
.41 



50254 



Exons 



5. .761, 1138. .1282, 1385. .1474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



48514 

103304 

1 

OJ991112_04 . 0421 . C29 . ol . np 
1 

7228438 



Seq. ID OJ991112_04.0421.C29 

Strand + 

End 2806 

Method AAT/NAP 

End 2806 

Score 851 



1..306, 386.-684, 788. .1049, 1135. .1324, 1445. .1554, 2721. .2806 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



48514 

103304 

1 

OJ991112_04.0421.C29.ol.gs 

195 

none 



Seq. ID OJ991112_04.0421.C29 

Strand + 

End 2806 

Method GENSCAN 

End 1966 

Score .76 



195. .306, 386. .684, 788. .1049, 1135. .1320, 1526. .1550, 
1577.. 1728, 1796.. 1966 



48514 

103304 

1 

OJ991112_04 .0421.C2 9.ol.gp 

2314 

none 

2314. .2657 



Seq. ID OJ991112_04.0421.C29 

Strand + 

End 2806 

Method AAT/GAP 

End 2657 

Score 618 



Seq. No. 48514 

Gene No. 103305 

Start 2514 

Name OJ991112_04 . 0421 . C29 . o2 . gs 

Start 2514 

GI none 

Exons 2514.. 2653, 2680.. 2757 

Seq. No. 48515 

Gene No. 103306 

Start 620 

Name OJ991112_04 . 0421 . C30 . ol . gs 

Start 620 

GI none 

Exons 620.. 743, 826.. 992, 1263.. 1316 

Seq. No. 48516 

Gene No. 103307 

Start 308 

Name OJ991112_04 . 0421 . C31 . ol . gp 

Start 308 

GI none 

Exons 308.. 675 



Seq. ID OJ991112_04.0421.C29 
Strand 

End 2757 

Method GENSCAN 

End 2757 

Score .89 



Seq. ID OJ991112_04.0421.C30 
Strand 

End 1316 

Method GENSCAN 

End 1316 

Score .58 



Seq. ID OJ991112_04.0421.C31 

Strand + 

End 675 

Method AAT/GAP 

End 675 

Score 721 



Seq. No. 
Gene No. 
Start 



48516 

103308 

538 



Seq. ID OJ991112_04.0421.C31 
Strand 

End 1534 



50255 






Name 


OJ991112 04.0421.C31.ol. 


np 


Method 


AAT/NAP 






Start 


538 




End 


1534 






GI 


347855 




Score 


841 






Exons 


538. .1534 












GI Descrip. 


(L21753) glucose transporter 


[Saccharum hybrid cultivar 








H65-7052] 












Seq. No. 


48516 




Seq. ID 


OJ991112 04.0421. 


C31 




Gene No. 


103308 




Strand 








Start 


538 




End 


1534 






Name 


OJ991112 04.0421.C31.ol. 


tw 


Method 


TBLASTX; Wheat 






Start 


596 




End 


925 






GI 


none 




Score 


87 






Exons 


596. .694, 600. .695, 694. 


.924, 


712. .843, 


719. . 925 






Seq. No. 


48516 




Seq. ID 


OJ991112 04.0421. 


C31 




Gene No. 


103308 




Strand 








Start 


538 




End 


1534 






Name 


OJ991112 04 0421.C31.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


599 




End 


1491 






GI 


none 




Score 


77 






Exons 


599. .691, 600. .701, 694. 


. 927, 


695. .916, 


949. .1266, 950.. 


125 






1345 1491 










'~ si* 


Seq. No. 


48516 




Seq. ID 


OJ991112_04.0421. 


C31 




Gene No. 


103308 




Strand 






L 1 s 


Start 


538 




End 


1534 




i y 


Name 


OJ991112 04.0421.C31.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


599 




End 


1491 






GI 


none 




Score 


91 




L =| 


Exons 


599. .691, 694. .927, 740. 


. 922, 


904. .1266, 950. .1237, 1345 


. .1 


r : H 
: [Jj 


Seq. No. 


48516 




Seq. ID 


OJ991112_04.0421. 


C31 




Gene No. 


103308 




Strand 






r 


Start 


538 




End 


1534 






Name 


OJ991112 04. 0421.C31.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


599 




End 


1468 






GI 


none 




Score 


84 






Exons 


599.. 691, 620.. 691, 680. 


.805, 


694. .849, 


694. .1266, 728.. 


126 


X 3. 




1412. .1468 










_£ 


Seq. No. 


48516 




Seq. ID 


OJ991112_04.0421. 


C31 




Gene No. 


103308 




Strand 








Start 


538 




End 


1534 






Name 


OJ991112 04.0421.C31.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


961 




End 


1281 






GI 


none 




Score 


229 






Exons 


961.. 1266, 965.. 1264, 1219.. 1281 








Seq. No. 


48517 




Seq. ID 


OJ991112 04.0421. 


C32 




Gene No. 


103309 




Strand 


+ 






Start 


152 




End 


432 






Name 


OJ991112 04.0421.C32.ol. 


gs 


Method 


GEN SCAN 






Start 


152 




End 


432 






GI 


none 




Score 


.76 






Exons 


152. .197, 377. .432 











50256 



fy 



Seq. No. 


48518 




Seq. ID 


OJ991112_04.0421. 


.C33 


Gene No. 


103310 




Strand 


+ 




Start 


2705 




End 


4086 




Name 


OJ991112 04.0421.C33.o3, 


,np 


Method 


AAT/NAP 




Start 


2705 




End 


4086 




GI 


6907088 




Score 


948 




Exons 


2705. .2842, 3018. .3256, 


3755. 


.4086 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48518 




Seq. ID 


OJ991112_04.0421, 


,C33 


Gene No. 


103311 




Strand 






Start 


1 




End 


321 




Name 


OJ991112 04.0421.C33.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


321 




GI 


1353516 




Score 


130 




Exons 


1..80, 178. .321 










GI Descrip. 


(U38651) sugar transporter [Meciicago truncatula] 




Seq. No. 


48518 




Seq. ID 


OJ991112_04.0421, 


.C33 


Gene No. 


103312 




Strand 






Start 


1854 




End 


4082 




Name 


OJ991112 04.0421.C33.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1585 




End 


4082 




GI 


none 




Score 


175 




Exons 


1585. .1704, 1596. .1808, 


1607. 


.1753, 1788. .1823, 3990. .4082 


Seq. No. 


48518 




Seq. ID 


OJ991112_04.0421, 


.C33 


Gene No. 


103312 




Strand 






Start 


1854 




End 


4082 





Name OJ991112_04 . 0421 . C33 . ol . gp Method AAT/GAP 

Start 1854 End 2360 

GI 38782_1.R1084 Score 822 

Exons 1854.. 2360 

GI Descrip. 1 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



'-'•i Seq. No. 


48518 




Seq. ID 


OJ991112_04.0421.C33 


M Gene No. 


103312 




Strand 




Start 


1854 




End 


4082 


IZ. Name 


OJ991112 04 


.0421.C33.o2.gs 


Method 


GEN SCAN 


It Start 
^3 GI 


2153 




End 


4015 


none 




Score 


.99 


Exons . 


2153. .2226, 


3865. .4015 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



48519 

103313 

46 

OJ991112_04.0421.C34.ol.gs 
46 

none 



Seq. ID OJ991112_04.0421.C34 

Strand + 

End 4747 

Method GENSCAN 

End 4747 

Score .84 



46. .372, 700. .736, 1859. .1889, 2196. .2395, 4276. .4747 



48519 

103314 

989 

OJ991112_04.0421.C34 .ol.np 
989 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 1406 

Method AAT/NAP 

End 1406 



50257 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7444451 Score 526 

989. .1406 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb I AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 3523 

Method AAT/GAP 

End 3523 

Score 688 



48519 
103315 
3141 

OJ991112_04.0421.C34.ol.gp 
3141 

uC-osflcyp033a04bl 
3141. .3523 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



48519 

103316 

5596 

OJ991112_04.0421.C34.ol.ts 

1040 

none 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Soybean 

End 1409 

Score 42 



1040. .1408, 1041. .1106, 1146. .1409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48519 

103316 

5596 

OJ991112_04 . 0421 . C34 . o2 . tm 

1046 

none 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Mai ze 

End 1408 

Score 106 



1046. .1333, 1061. .1327, 1162. .1353, 1337. .1369, 1340. .1408 



Seq. No. 48519 

Gene No. 103316 

Start 5596 

Name OJ991112_04 . 0421 . C34 . o2 . gs 

Start 5596 

GI none 

Exons 5596.. 5952, 6090.. 6386 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method GENSCAN 

End 6386 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48519 
103316 
5596 

OJ991112_04.0421.C34.o2.np 
5599 
6983860 
5599. .6578 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method AAT/NAP 

End 6578 

Score 1372 



48519 

103316 

5596 

OJ991112_04 . 0421 . C34 . o2 . tw 

5644 

none 

5644..S934, 5708.. 5935 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Wheat 

End 5935 

Score 106 



50258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48519 

103316 

5596 

OJ991112_04.0421.C34.ol.tm 

5824 

none 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Maize 

End 6377 

Score 63 



5824.. 5949, 5839.. 5955, 5932.. 6216, 5937.. 6218, 6216.. 6377, 
6223. .6369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

hr z Exons 

Seq. No. 
fy Gene No. 
n Start 

Name 
k i Start 

:i GI 

FU Exons 

= GI Descrip. 



: ; Seq. No. 

Gene No. 
%3 Start 

Name 
h Start 

GI 

Exons 



48519 

103316 

5596 

OJ991112_04.0421.C34 .ol.tw 

5937 

none 

5937.. 6557, 5962.. 6501 

48519 

103316 

5596 

OJ991112_04.0421.C34 .o3.tm 

6378 

none 

6378.. 6578, 6406.. 6576 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Wheat 

End 6557 

Score 268 



Seq. ID OJ991112_04.0421.C34 
Strand 

End 6578 

Method TBLASTX : Maize 

End 6578 

Score 136 



Seq. ID OJ991112_04.0421.C35 
Strand 

End 3820 

Method AAT/NAP 

End 24 38 

Score 658 



48520 
103317 
1 

OJ991112_04.0421.C35.ol.np 
1 

6983860 

1..55, 1210. .1468, 1667. .2438 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



48520 

103317 

1 

OJ991112_04.0421.C35.ol.gs 

621 

none 



Seq. ID OJ991112_04.0421.C35 
Strand 

End 3820 

Method GENSCAN 

End 3820 

Score . 4 



621. .815, 1150. .2469, 3776. .3820 



Seq. No. 48520 

Gene No. 103318 

Start 3728 

Name OJ991112_04 . 0421 . C35 . ol . gp 

Start 3728 

GI uC-osflcyp033a04bl 

Exons 3728.. 4113 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991112_04.0421.C35 
Strand 

4113 
AAT/GAP 
4113 
649 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



48520 

103319 

4548 



Seq. ID OJ991112_04 .0421.C35 
Strand 

End 7322 



50259 



Name 

Start 

GI 

Exons 



OJ991112_04 . 0421 .C35 . ol . tm Method 

1708 End 

none Score 
1708. .2007, 1904. .1993 



TBLASTX: Maize 

2007 

70 



Seq. No. 


48520 








Seq. ID 


OJ991112_04.0421.C35 


Gene No. 


103319 








Strand 


- 


Start 


4548 








End 


7322 


Name 


OJ991112 04 


.0421 


.C35.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


1888 








End 


2247 


GI 


none 








Score 


53 


Exons 


1888. .2178, 


1888 


. .2247, 


1892. 


.2245 




Seq. No. 


48520 








Seq. ID 


OJ991112_04.0421.C35 


Gene No. 


103319 








Strand 




Start 


4548 








End 


7322 


Name 


OJ991112 04 


.0421 


.C35.o2 


gs 


Method 


GENS CAN 


Start 


4548 








End 


7283 


GI 


none 








Score 


.59 


Exons 


4548. .4722, 


5196 


. .5567, 


6187. 


.6370, 6479. .6615, 6633.. 7283 



Seq. No. 
Gene No. 
Start 
Name 
Start :\ 
GI 

Exons 

GI Descrip. 



48520 Seq. ID 

103319 Strand 
4548 End 
OJ991112_04.0421.C35.o2.np Method 
5144 End 
6721562 Score 
5144. .5257, 6192. .7322 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



OJ991112_04.0421.C35 

7322 
AAT/NAP 
7322 
1593 



Seq. No. 48520 Seq. ID 

Gene No. 103319 Strand 

Start . 4548 End 

Name OJ991112_04 . 0421 . C35 . ol . tw Method 

Start 6276 End 

GI none Score 
Exons 



OJ991112_04.0421.C35 
7322 

TBLASTX: Wheat 

6665 

96 



6276. .6533, 6310. .6549, 6516. .6614, 6517. .6597, 6621. .6665 



Seq. No. 48520 Seq. ID 

Gene No. 103319 Strand 

Start 4548 End 

Name OJ991112_04 . 0421 . C35 . o2 . tm Method 

Start 6378 End 

GI none Score 

Exons 6378.. 6626, 6379.. 6624, 6390.. 6662 



OJ991112_04 .0421.C35 
7322 

TBLASTX: Maize 

6662 

110 



Seq. No. 48521 Seq. ID OJ991112 

Gene No. 103320 Strand + 

Start 63 End 3563 

Name OJ991112_04 . 0421 . C36 . o2 . np Method AAT/NAP 

Start 63 End 1335 

GI 7523512 Score 193 

Exons 63.. 126, 1204.. 1335 



04.0421.C36 



50260 



GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48521 


Seq. ID 


OJ991112_04 . 


0421. C36 


Gene No . 




Strand 


+ 




Start 


DO 


End 


3563 




Name 


ojyyin^ 04 . 04zi . c Jo . oi . gs 


Method 


GENSCAN 




Start 


O / O 


End 


2922 




GI 


none 


Score 


.42 




Exons 


£~l C 1 A O 1010 1 y| ^ fi T C A f\ 

D/o. . /4o, Ulo..l4jy, lb40.. 


lo Jo , loo / « 


..2063, 2804. 


.2922 


Seq. No. 


A ft S? 1 


Seq. ID 


OJ991112_04 . 


0421. C36 


Gene No. 


103320 


Strand 


+ 




Start 


63 


End 


3563 




Name 


OJ991112 04.0421.C36.o3.np 


Method 


AAT/NAP 




Start 


1640 


End 


3563 




GI 


7444451 


Score 


1357 




Exons 


1640. .3034, 3524. .3563 








GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 





retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 


48521 


Seq. ID 


OJ991112_04.0421.C36 


Gene No. 


103321 


Strand 




Start 


254 


End 


1883 


Name 


OJ991112 04.0421.C36.ol.np 


Method 


AAT/NAP 


Start 


254 


End 


1883 


GI 


5042454 


Score 


144 


Exons 


254. .307, 722. .895, 1835. .1883 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


48521 


Seq. ID 


OJ991112_04.0421.C36 


Gene No. 


103322 


Strand 




Start 


1856 


End 


2936 


Name 


OJ991112 04-0421. C36.ol.ts 


Method 


TBLASTX : Soybean 


Start' 


1856 


End 


2366 


GI 


5509260 


Score 


98 


Exons 


1856. .2041, 2046. .2222, 2050.. 


,2223, 2210.. 2359, 2211.. 2366 


GI Descrip. 








Seq. No. 


48521 


Seq. ID 


OJ991112_04.0421.C36 


Gene No. 


103322 


Strand 




Start 


1856 


End 


2936 


Name 


OJ991112 04.0421.C36.o3.tm 


Method 


TBLASTX: Maize 


Start 


1910 


End 


2166 


GI 


none 


Score 


112 


Exons 


1910. .2047, 1910. .2041, 2050.. 


,2166, 2055. .2117 


Seq. No. 


48521 


Seq. ID 


OJ991112_04.0421.C36 


Gene No. 


103322 


Strand 




Start 


1856 


End 


2936 


Name 


OJ991112 04.0421.C36.ol.tc 


Method 


TBLASTX: Cress 


Start 


1988 


End 


2223 


GI 


none 


Score 


65 


Exons 


1988.. 2047, 2050.. 2223 






Seq. No. 


48521 


Seq. ID 


OJ991112_04 .0421.C36 


Gene No. 


103322 


Strand 





50261 



Start 


1856 








End 


2936 




Name 


OJ991112 04 


.0421 


.C36.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2053 








End 


2549 




GI 


none 








Score 


139 




Exons 


2053. .2226, 


2055 


. .2171, 


2211. 


.2381, 2213. .2377, 2373. .2549 


Seq. No. 


48521 








beq. ID 






Gene No . 


1U OOZZ 








b crana 






Start 


1856 








i^na 






Name 


OJ991112 04 


.0421 


.C36.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2170 








End 


2609 




GI 


none 








Score 






Exons 


2170. .2223, 


2211 


. .2609, 


2312. 


. A 4 £ D 






Seq. No. 


48521 








beq. iu 




roc 
• too 


Gene No . 










Strand 






Start 


1856 








bna 






Name 


OJ991112 04 


.0421 


.C36.o2 


. tc 


Method 


TBLASTX : Cress 




Start 


2436 








End 


2678 




GI 


none 








Score 


188 




Exons 


2436. .2678 














Seq. No. 


48521 








Seq. ID 


OJ991112_04.0421 


. LjO 


Gene No. 










Strand 






Start 


1856 








End 


2936 




Name 


OJ991112 04 


.0421 


.C36.o2, 


.ts 


Method 


TBLASTX: Soybean 




Start 


2520 








End 


2881 




GI 


none 








Score 


172 




Exons 


2520. .2711, 


2573 


. .2719, 


2764. 


.2871, 2765. .2881 




Seq. No. 


48521 








Seq. ID 


OJ991112_04.0421 


. Lj d 


Gene No . 










Strand 






Start 


1856 








End 


2936 




Name 


OJ991112 04 


.0421 


.C36.ol- 


.tw 


Method 


TBLASTX: Wheat 




Start 


2550 








End 


2936 




GI 


none 








Score 


213 




Exons 


2550. .2765, 


2573 


. .2764, 


2765. 


.2872, 2883. .2936 




Seq. No. 


48521 








Seq. ID 


OJ991112_04.0421 




Gene No . 










Strand 






Start 


1856 








End 


2936 




Name 


OJ991112 04 


.0421 


.C36.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


2682 








End 


2872 




GI 


none 








Score 


102 




Exons 


2682. .2765, 


2684 


. .2761, 


2764. 


.2871, 2765. .2872 




Seq. No. 


48522 








Seq. ID 


OJ991112_04.0421 


.C37 


Gene No. 


103323 








Strand 


+ 




Start 


351 








End 


514 




Name 


OJ991112 04 


.0421 


.C37.ol, 


,gs 


Method 


GENSCAN 




Start 


351 








End 


514 




GI 


none 








Score 


.54 




Exons 


351. .415, 461. .514 










Seq. No. 


48523 








Seq. ID 


OJ991112 04.0421 


.C38 


Gene No. 


103324 








Strand 


+ 




Start 


159 








End 


679 





50262 



Name 


OJ991112 04 .0421.C38.ol.gs 


Method 


GEN SCAN 


Start 


159 


End 


679 


GI 


none 


Score 


.42 


Exons 


159. .296, 374. .679 






Seq. No. 


48523 


Seq. ID 


OJ991112_04 .0421 


Gene No. 


103325 


Strand 




OLdX U 


66 


End 


590 


Name 


OJ991112 04.0421.C38.ol.np 


Method 


AAT/NAP 


Start 


66 


End 


590 


GI 


6735343 


Score 


201 


Exons 


66. .590 






GI Descrip. 


(AL137081) putative protein [Arabidopsis thaliana] 


Seq. No. 


48524 


Seq. ID 


OJ991112_04 .0421 


Gene No . 


103326 


Strand 


+ 


Start 


222 


End 


2375 


Name 


OJ991112 04.0421.C41.ol.gs 


Method 


GENSCAN 


Start 


222 


End 


2326 


GI 


none 


Score 


.51 


Exons 


222. .293, 341. .431, 502. .1478, 


1496. .1713, 2006. .2326 


Seq. No. 


48524 


Seq. ID 


OJ991112_04 .0421 


Gene No. 


103326 


Strand 


+ 


Start 


222 


End 


2375 


Name 


OJ991112 04.0421.C41.ol.np 


Method 


AAT/NAP 




504 


End 


2375 


GI 


7228457 


Score 


2802 


Exons 


504. .1889, 1953. .2375 






GI Descrip. 


(AP001366) Similar to Sorghum 


bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Ory 




sativa] 






Seq. No. 


48524 


Seq. ID 


OJ991112_04 .0421 


Gene No . 


103326 


Strand 


+ 


Start 


222 


End 


2375 


Name 


OJ991112 04.0421.C41.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1310 


End 


1708 


GI 


none 


Score 


124 


Exons 


1310. .1483, 1311. .1472, 1504.. 


1707, 1505.. 1708 


Seq. No. 


48524 


Seq. ID 


OJ991112_04.0421 


Gene No . 


103326 


Strand 


+ 


Start 


222 


End 


2375 


Name 


OJ991112 04 .0421.C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1961 


End 


2375 


GI 


none 


Score 


516 


Exons 


1961.. 2362, 1962.. 2369, 1962.. 


2375 




Seq. No. 


48524 


Seq. ID 


OJ991112_04.0421 


Gene No. 


103326 


Strand 


+ 


Start 


222 


End 


2375 


Name 


OJ991112 04 .0421.C41.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2010 


End 


2366 


GI 


none 


Score 


102 


Exons 


2010.. 2225, 2232.. 2366 







50263 




Seq. No. 


48524 




Seq. ID 


OJ991112_04.0421 


.C41 


PatI A VT/-N 

IjcUc LNU • 


XUjjZO 




otrana 


T 




Start 


222 




End 


2375 




Name 


OJ991112 04 


.0421.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


2091 




End 


2375 




GI 


none 




Score 


311 




Exons 


2091. .2375, 


2126. .2374 








Seq. No. 


48525 




Seq. ID 


OJ991112_04.0421 


.C42 


Gene No. 


103327 




Strand 


+ 




Start 


1 




End 


788 




Name 


OJ991112 04 


.0421.C42.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


788 




GI 


6498441 




Score 


1106 




Exons 


1. .788 










GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



oeq . no . 








Seq. ID 


OJ991112_04.0421.C42 


Gene No. 


103327 






Strand 


+ 


Start 


1 






End 


788 


Name 


OJ991112 04.0421.C42 


,o2 


.np 


Method 


AAT/NAP 


Start 


1 






End 


788 


GI 


4115365 






Score 


167 


Exons 


1..233, 546. .788 










GI Descrip. 


(AC005957) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 










beq. no. 








Seq. ID 


OJ991112_04.0421.C42 


Gene No. 


103327 






Strand 


+ 


Start 


1 






End 


788 


Name 


OJ991112 04.0421.C42 


.ol, 


.gs 


Method 


GEN SCAN 


Start 


409 






End 


743 


GI 


none 






Score 


.58 


Exons 


409. .560, 586.-743 










Seq. No. 


48525 






Seq. ID 


OJ991112_04.0421.C42 


Gene No. 


103327 






Strand 


+ 


Start 


1 






End 


788 


Name 


OJ991112 04.0421.C42 


.ol, 


,tw 


Method 


TBLASTX: Wheat 


Start 


501 






End 


754 


GI 


none 






Score 


57 


Exons 


501. .587, 581. .754, 


626. 


. .703, 


628. .750 




Seq. No. 


48526 






Seq. ID 


OJ991112_04.0421.C45 


Gene No. 


103328 






Strand 




Start 


242 






End 


763 


Name 


OJ991112 04.0421.C45 


.ol. 


,gp 


Method 


AAT/GAP 


Start 


242 






End 


763 


GI. 


3004 1.R1084 






Score 


855 


Exons 


242. .763 










GI Descrip. 


, 4508079/gb|AAD21423 


.11 


l.Oe- 


46 (AC005* 


382) 66284 [Arabidops: 




thaliana] 1 










Seq. No. 


48526 






Seq. ID 


OJ991112_04.0421.C45 


Gene No. 


103328 






Strand 





50264 




Start 


242 


End 


763 




Name 


OJ991112 04.0421.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


340 


End 


753 




GI 


none 


Score 


275 




Exons 


340. .546, 366. .587, 367. .588, 


371. .589, 


559. .651, 578.. 


751, 




579. .752, 697. .753 








Seq. No. 


48526 


Seq. ID 


OJ991112_04.0421 


.C45 


Gene No. 


103328 


Strand 






Start 


242 


End 


763 




Name 


OJ991112 04.0421.C45.ol.np 


Method 


AAT/NAP 




Start 


351 


End 


763 




GI 


4508079 


Score 


504 




Exons 


351. .763 








GI Descrip. 


(AC005882) 66284 [Arabidopsis 


thaliana^ 






Seq. No. 


48526 


Seq. ID 


OJ991112_04 . 0421 


.C45 


Gene No . 


103328 


Strand 






Start 


242 


End 


763 




Name 


OJ991112 04.0421.C45.ol.gs 


Method 


GENSCAN 




Start 


352 


End 


748 




GI 


none 


Score 


.7 




Exons 


352.-677, 716. .748 








Seq. No. 


48526 


Seq. ID 


OJ991112_04.0421 


.C45 


Gene No . 


103328 


Strand 






Start 


242 


End 


763 




Name 


OJ991112 04.0421.C45.ol.ts 


Method 


TBLASTX : Soybean 




Start 


471 


End 


751 




GI 


none 


Score 


109 




Exons 


471. .587, 481. .588, 525. .746, 


527. .598, 


540. .743, 578.. 


751 


Seq. No. 


48527 


Seq. ID 


OJ991112_04.0421 


.C46 


Gene No . 


103329 


Strand 


+ 




Start 


145 


End 


1498 




Name 


OJ991112 04.0421.C46.ol.gs 


Method 


GENSCAN 




Start 


145 


End 


1498 




GI 


none 


Score 


.78 




Exons 


145. .159, 813. .941, 1277. .1498 






Seq. No. 


48528 


Seq. ID 


OJ991112JD4.0421 


.C48 


Gene j^o . 


103330 


Strand 






Start 


403 


End 


1766 




Name 


OJ991112 04.0421.C48.ol.gs 


Method 


GENSCAN 




Start 


403 


End 


1766 




GI 


none 


Score 


.76 




Exons 


403. .416, 1183. .1329, 1547. .1766 






Seq. No. 


48529 


Seq. ID 


OJ991112_04.0421 


.C49 


Gene No 


103331 


Strand 






Start 


549 


End 


1749 




Name 


OJ991112 04.0421.C49.ol.gs 


Method 


GENSCAN 




Start 


549 


End 


1749 




GI 


none 


Score 


.81 




Exons 


549. .698, 1699. .1749 








Seq. No. 


48530 


Seq. ID 


OJ991112_04.0421 


.C51 



50265 



Gene No. 103332 Strand 

Start 1 End 788 

Name OJ991112_04 . 0421 . C51 . ol . np Method AAT/NAP 

Start 1 End 788 

GI 7444451 Score 521 

Exons 1..788 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



tn 



rii 



~'4 



Seq. No. 


48530 




Seq. ID 


OJ991112_04.0421 


.C51 


Gene No. 


103332 




Strand 


— 




Start 


1 




End ' 


788 




Name 


OJ991112 04.0421.C51.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


39 




End 


318 




GI 


none 




Score 


124 




Exons 


39. .80, 64. .318, 65. .283 








Seq. No. 


48530 




Seq. ID 


OJ991112_04.0421 


.C51 


Gene No. 


103332 




Strand 


— 




Start 


1 




End 


788 




Name 


OJ991112 04.0421.C51.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


157 ~~ 




End 


420 




GI 


none 




Score 


64 




Exons 


157. .300, 169. .300, 316. 


. .420 








Seq. No. 


48530 




Seq. ID 


OJ991112 04.0421 


.C51 


Gene No. 


103332 




Strand 






Start 


1 




End 


788 




Name 


OJ991112 04.0421.C51.ol. 


.gs 


Method 


GENS CAN 




Start 


159 ~ 




End 


576 




GI 


none 




Score 


.64 




Exons 


159. .576 










Seq. No. 


48531 




Seq. ID 


OJ991112 04.0421 


.C55 


Gene No. 


103333 




Strand 






Start 


1 




End 


760 




Name 


OJ991112 04.0421.C55.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


760 




GI 


7228456 




Score 


531 




Exons 


1. .760 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48532 




Seq. ID 


OJ991112_04.0421 


.C57 


Gene No. 


103334 




Strand 






Start 


56 




End 


776 




Name 


OJ991112 04.0421.C57.ol. 


gs 


Method 


GENSCAN 




Start 


56 




End 


776 




GI 


none 




Score 


.85 




Exons 


56. .247, 360. .410, 692.. 


776 








Seq. No. 


48533 




Seq. ID 


OJ991112_04.0421 


.C58 


Gene No. 


103335 




Strand 


+ 




Start 


160 




End 


633 




Name 


OJ991112 04.0421.C58.ol. 


gs 


Method 


GENSCAN 




Start 


160 




End 


633 




GI 


none 




Score 


.75 





50.266 



Exons 



160. .633 



Seq. No. 48534 
Gene No. 103336 
Start 1 

Name OJ991112_04 . 0421 . C60 . ol . np 

Start 1 
GI 7489737 
Exons 1..1269 

GI Descrip. gag protein homolog - maize retrotransposon Opie-2 

gi|3645898 | gb | AAC4 9501 . 1 1 (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. ID OJ991112_04.0421.C60 

Strand + 

End 1269 

Method AAT/NAP 

End 1269 

Score 412 



Seq. No. 48534 

Gene No. 103336 

Start 1 

Name OJ991112_04 . 0421 . C60 . ol . gs 

Start 67 

GI none 

Exons 67.. 373, 445.. 755, 1048.. 1252 



Seq. ID OJ991112_04 .0421.C60 

Strand + 

End 1269 

Method GEN SCAN 

End 1252 

Score . 63 



Seq. No. 48534 

Gene No. 103336 

Start 1 

Name 0 J9 9 1 1 1 2_0 4.0421.C60.ol.tm 

Start 325 

GI none 

Exons 325.-435, 438.-725, 465.. 575 



Seq. ID OJ991112_04.0421.C60 

Strand + 

End 1269 

Method TBLASTX: Maize 

End 725 

Score 74 



Seq. No. 48535 
Gene No. 103337 
Start 1 

Name OJ991112_04 . 0421 . C61 . ol . np 

Start 1 
GI 7445540 
Exons 1..204 

GI Descrip. aldose 1-epimerase homolog T23J7.130 - Arabidopsis thaliana 

gi|4741197|emb|CAB41863.1| (AL049746) aldose 1-epimerase-like 
protein [Arabidopsis thaliana] 



Seq. ID OJ991112_04.0421.C61 

Strand + 

End 204 

Method AAT/NAP 

End 204 

Score 208 



=1 Seq. No. 


48535 






Seq. ID 


OJ991112 


Gene No. 


103337 






Strand 


+ 


Start 


1 






End 


204 


Name 


OJ991112 


04.0421 


.C61 . ol . gs 


Method 


GEN SCAN 


Start 


52 






End 


204 


GI 


none 






Score 


.95 


Exons 


52. .204 










Seq. No. 


48535 






Seq. ID 


OJ991112 


Gene No. 


103338 






Strand 




Start 


1212 






End 


1652 


Name 


OJ991112 


04.0421 


-C61.ol.tm 


Method 


TBLASTX: 


Start 


1 






End 


201 


GI 


none 






Score 


52 


Exons 


1..36, 1. 


.36, 87 


..197, 88.. 


201 




Seq. No. 


48535 






Seq. ID 


OJ991112 



50267 



Gene No. 103338 Strand 

Start 1212 End 

Name OJ991112_04 . 0421 . C61 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..36, 3. .35, 87. .206, 91. .204 



1652 

TBLASTX: Wheat 

206 

52 



Seq. No. 48535 Seq. ID 

Gene No. 103338 Strand 

Start 1212 End 

Name OJ991112_04 . 0421 . C61 . o2 . gs Method 

Start 1212 End 

GI none Score 

Exons 1212.. 1306, 1502.. 1652 



OJ991112_04 .0421.C61 

1652 
GENSCAN 
1652 
.82 



Seq. No. 48536 Seq. ID 

Gene No. 103339 Strand 

Start 101 End 

Name OJ991112_04 . 0421 . C62 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 120 



OJ991112_04.0421.C62 
+ 

120 

GENSCAN 

120 

.45 



Seq. No. 48536 Seq. ID 

Gene No. 103340 Strand 

Start 260 End 

Name OJ991112_04 . 0421 .C62 . o2 . gs Method 

Start 260 End 

GI none Score 

Exons 260. .376, 440. .481 



OJ991112_04.0421.C62 
481 

GENSCAN 

481 

.47 



W Seq. No. 48537 Seq. ID 

fU Gene No. 103341 Strand 

s Start 62 End 

p. Name OJ991112_04 . 0421 . C63 . ol . ts Method 

Start 6 End 

.7 GI none Score 

^ Exons 6.. 287 



OJ991112_04 .0421.C63 
632 

TBLASTX : Soybean 

287 

210 



Seq. No. 48537 Seq. ID 

Gene No. 103341 Strand 

Start 62 End 

Name OJ991112_04 . 0421 . C63 . ol . tm Method 

Start 60 End 

GI none Score 

Exons 60.. 4 37 



OJ991112_04.0421.C63 
632 

TBLASTX: Maize 

437 

208 



Seq. No. 48537 Seq. ID 

Gene No. 103341 Strand 

Start 62 End 

Name OJ991112_04 . 0421 . C63 . ol . tw Method 

Start 60 End 

GI none Score 

Exons 60.. 3 62 



OJ991112_04.0421.C63 
632 

TBLASTX: Wheat 

362 

169 



Seq. No. 
Gene No. 



48537 
103341 



Seq. ID 
Strand 



OJ991112 04.0421.C63 



50268 




Start 


62 




End 


632 




Name 


OJ991112 04.0421.C63.ol.gs 




Method 


GENS CAN 




Start 


62 




End 


632 




GI 


none 




Score 


. 63 




Exons 


62. .632 










Seq. No. 


48538 




Seq. ID 


OJ991112_04.0421 


.C66 


Gene No. 


103342 




Strand 


+ 




Start 


619 




End 


1261 




Name 


OJ991112 04.0421.C66.ol.gp 




Method 


AAT/GAP 




Start 


619 




End 


1261 




GI 


4813 2.R1084 




Score 


1186 




Exons 


619. .1261 










GI Descrip. 


M586107/emb|CAB40943.1| 1. 


Oe 


-26 (AL04 


9638) putative diseas 




resistance protein [Arabidopsis thaliana] f 




Seq. No. 


48538 




Seq. ID 


a thai 1 1 o n a n/toi 


.C66 


Gene No. 


103343 




Strand 






Start 


628 




End 


O C A A 




Name 


OJ991112 04.0421.C66.o2.tm 




Method 


TBLASTX : Maize 




Start 


613 




End 


975 




GI 


none 




Score 


107 




Exons 


613.. 699, 620.. 697, 621.. 725, 


694. .723 


, 698. .727, 735.. 


788, 




741. .788, 746. .790, 792. .890, 


793. .882 


, 819. .974, 856.. 


975 


Seq. No. 


48538 




Seq. ID 


OJ991112_04.0421 


.C66 


Gene No. 


103343 




Strand 






Start 


628 




End 


3544 




Name 


OJ991112 04.0421.C66.o2.gs 




Method 


GENSCAN 




Start 


628 




End 


2513 




GI 


none 




Score 


.66 




Exons 


628.. 780, 813.. 2260, 2360.. 


2513 






Seq. No. 


48538 




Seq. ID 


OJ991112_04.0421 


.C66 


Gene No. 


103343 




Strand 






otart 


628 




End 


3544 




Name 


. OJ991112 04.0421.C66.ol.np 




Method 


AAT/NAP 




Start 


629 




End 


3544 




GI 


6692098 




Score 


1132 




Exons 


629.. 892, 964.. 1925, 3506.. 


3544 






GI Descrip. 


(AC007764) F22C12.10 [Arabidopsis thaliana] 




Seq. No. 


48538 




Seq. ID 


OJ991112_04.0421 


.C66 


Gene No. 


103343 




Strand 






Start 


628 




End 


3544 




Name 


OJ991112 04.0421.C66.ol.ts 




Method 


TBLASTX : Soybean 




Start 


912 




End 


1806 




GI 


none 




Score 


41 




Exons 


912. .1022, 975. .1052, 975.. 


1052, 975.. 


1052, 976.. 1053, 






982. .1014, 987. .1784, 1030. 


.1089, 1036 


. .1089, 1036. .1089, 



1036.. 1089, 1036.. 1089, 1062.. 1454, 1132.. 1209, 1132.. 1251, 

1138. .1551, 1141. .1233, 1156. .1251, 1171. .1299, 1186. .1251, 

1204. .1476, 1260. .1445, 1261. .1401, 1261. .1554, 1261. .1548, 

1261. .1473, 1273. .1548, 1335. .1805, 1336. .1554, 1348. .1518, 

1439. .1675, 1509. .1559, 1594. .1782, 1594. .1800, 1594. .1785, 

1597.. 1773, 1612.. 1806, 1612.. 1806, 1647.. 1805, 1648.. 1800, 

1651.. 1800, 1657.. 1677, 1723.. 1806, 1732.. 1806 

50269 




Seq. No. 


48538 








Seq. 


ID OJ991112 


_04.0421.C66 


Gene No. 


103343 








Strand 




Start 


628 








End 


3544 




Name 


OJ991112 04 


.0421 


.C66.0I 


.tc 


Method TBLASTX : 


Cress 


Start 


975 








End 


1806 




GI 


none 








Score 


59 




Exons 


975. .1052, 


975. . 


1052, 975.. 1052, 975.. 1052, 975 


. .1025, 




y Id . . 1052, 


1029 . 


.1805, 


1030. . 


1083, 


1036. . 1089, 






1039. .1176, 


1039 


. .1089, 


1062. 


.1523, 


1132. .1551, 


1132. . 1245, 




1141. .1233, 


1141 


. .1218, 


1260. 


.1673, 


1261. .1350, 


1261. .1554, 




1261. .1554, 


1261 


. .1404, 


1270. 


.1500, 


1273. .1485, 


1273. .1554, 




1281. .1490, 


1292 


. .1768, 


1336. 


.1554, 


1346. .1510, 


1348. .1518, 




1435. .1548, 


1583 


. .1777, 


1594. 


.1800, 


1594 . .1746, 


1594. .1773, 




1597. .1800, 


1597 


. .1773, 


1617. 


.1805, 


1636. .1800, 


1645. .1806 


Seq. No. 


48538 








Seq. 


ID OJ991112 


_04.0421.C66 


Gene No. 


103343 








Strand 




Start 


628 








End 


3544 




Name 


OJ991112 04 


.0421 


.C66.0I 


.tm 


Method TBLASTX: 


Maize 


Start 


975 








End 


2513 




GI 


none 








Score 


37 




Exons 


975. .1052, 


975. . 


1025, 975.. 1025, 975.. 1052, 976 


. .1053, 




976. .1053, 


1038. 


.1169, 


1038. . 


1148, 


1038. . 1121, 


1044. .1220, 




1053. .1250, 


1074 


. .1196, 


1132. 


.1251, 


1141. .1221, 


1156. .1251, 




1161. .1250, 


1255 


. .1278, 


1260. 


.1451, 


1260. .1412, 


1261. .1380, 




1272. .1355, 


1273 


. .1356, 


1279. 


.1452, 


1285. .1515, 


1287. .1553, 




. . 14o0, 


lolz 


. .1425, 


1360. 


.1554, 


1362. .1658, 


Uoj. . loUo , 




1409. .1528, 


1435 


. .1557, 


1437. 


.1703, 


1439. .1678, 


1452. .1580, 




1462. .1554, 


1512 


. .1778, 


1533. 


.1655, 


1587. .1805, 


1608. .1730, 




1612. .1800, 


1615 


. .1779, 


1618. 


.1713, 


1660. .1788, 


1671. .1829, 




1680. .1829, 


1681 


. .1857, 


1822. 


.1920, 


1831. .1935, 


1833. .1937, 




1932. .2231, 


2010 


. .2210, 


2017. 


.2217, 


2257. .2427, 


2258. .2428, 




2262. .2429, 


2262 


. .2435, 


2421. 


.2513, 


2425. .2511 




Seq. No. 


a a C *3 o 

4853b 








Seq. 


ID OJ991112 


04 . 04z 1 . Cob 


Gene No. 


103343 








Strand 




Start 


628 








End 


3544 




Name 


OJ991112 04 


.0421 


.C66.o2 


.gp 


Method AAT/GAP 




Start 


2499 








End 


2830 




GI 


none 








Score 


626 




Exons 


2499. .2830 














Seq. No. 


a a c o o 








Seq. 


ID OJ991112 


04 . 04z± .Cob 


Gene No. 


103343 








Strand 




Start 


628 








End 


3544 




Name 


OJ991112 04 


.0421 


.C66.o3 


.tm 


Method TBLASTX: 


Maize 


Start 


2581 








End 


2801 




GI 


none 








Score 


209 




Exons 


2581. .2781, 


2582 


. .2794, 


2588. 


.2794, 


2589. .2801 




Seq. No. 


48539 








Seq. 


ID OJ991112 


_04.0421.C67 


Gene No. 


103344 








Strand + 




Start 


527 








End 


680 




Name 


OJ991112 04 


.0421 


.C67.ol 


.gp 


Method AAT/GAP 




Start 


527 








End 


680 




GI 


none 








Score 


279 





50270 



Exons 



527. .680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



48539 Seq. ID 

103345 Strand 

5879 End 
OJ991112_04 . 0421 . C67 . o2 . gs Method 

5879 End 

none Score 

5879. .5982, 7218. .7267, 7288. .7412 



OJ991112_04 .0421.C67 

7412 
GENS CAN 
7412 
.58 



48540 
103346 
8603 

OJ991112_04 .0421.C68.ol.gp 
8392 

uC-osrocyp016g01bl 
8392. .8705, 9936. .10068, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10161. .10253 



OJ991112JD4.0421 
+ 

13331 
AAT/GAP 
10253 
947 



■ C68 



, 5091623/gb|AAD39611.1|AC007454_10 9.0e-27 (AC007454) Similar to 
gb_U9304 8 somatic embryogenesis receptor-like kinase from Daucus 
carota, contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] 1 



48540 

103346 

8603 

OJ991112_04.0421.C68.o3.gs 

8603 

none 



Seq. ID OJ991112_04 .0421.C68 

Strand + 

End - 13331 

Method GENSCAN 

End 13228 

Score .73 



8603. .8705, 8997. .9029, 9936. .10068, 10161 .. 10232, 1044 3 .. 1058 6, 
11050. .11162, 11282. .11410, 11491 .. 11682, 12232 12557, 
12917. .13228 



[3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48540 Seq. ID OJ991112_04 . 0421 . C68. 

103346 Strand + 

8603 End 13331 

OJ991112_04 . 0421 . C68 . ol .np Method AAT/NAP 

9841 End 13225 

5091623 Score 2359 

9841. .10068, 10161. .10232, 10443 .. 10586, 10710 10781, 

10897. .10968, 11050 .. 11152, 11269 11410, 114 91 .. 11832, 

12162. .12557, 12917.. 13225 

(AC007454) Similar to gb|U93048 somatic embryogenesis 
receptor-like kinase from Daucus carota, contains 4 PF| 00560 
Leucine Rich Repeat domains and a PF 100069 Eukaryotic protein 
kinase domain. [Arabidopsis thaliana] 



48540 Seq. ID 

10334 6 Strand 
8603 End 
OJ991112_04 . 0421 .C68 . o2 .gp Method 
11284 End 
LIB3432-051-P1-K1-B5 Score 
11284. .11410, 11491. .11773 

, 4490310/emb|CAB38801.1| 2.0e-50 (AL035678) somatic 
embryogenesis receptor-like kinase-like protein [Arabidopsis 
thaliana] ' 



OJ991112_04.0421.C68 
+ 

13331 
AAT/GAP 
11773 
746 



50271 



Seq. No. 48540 

Gene No. 10334 6 

Start 8603 

Name OJ991112JD4 . 0421 .C68 .o3 . gp 

Start 12284 

GI 6421_1.R1084 

Exons 12284 . . 12557, 12917 . . 
GI Descrip. ' 5091623/gb | AAD39611 . 



Seq. ID OJ991112_04.0421.C68 
Strand + 
End 13331 
Method AAT/GAP 
End 13331 
Score 1276 

,13331 

,1|AC007454_10 7.0e-90 (AC007454) Similar to 
gb_U93048 somatic embryogenesis receptor-like kinase from Daucus 
carota, contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] ' 



Seq. No. 48540 

Gene No. 103347 

Start 17737 

Name OJ991112_04 . 0421 . C68 . o5 . gs 

Start 17737 

GI none 
Exons 



Seq. ID OJ991112_04.0421.C68 



Strand 
End 

Method 

End 

Score 



+ 

25573 
GENSCAN 
25078 
.65 



17737. .17785, 20264 .. 20604 , 23142 23657, 23838 24073, 
24208. .24472, 24 609 2474 6, 24857. .25078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48540 Seq. ID OJ991112_04 . 0421 . C68 

103347 Strand + 

17737 End 25573 

OJ991112_04 . 0421 .C68 . o4 . np Method AAT/NAP 
20281 End 25075 

7433816 Score 1740 

20281. .20619, 23142 .. 23657 , 
24609. .24746, 24857.. 25075 

probable gamma-glutamyltransf erase (EC 2.3.2.2) 
Arabidopsis thaliana gi | 3080433 | emb | CAA18750 . 1 | 
putative gamma-glutamyltransf erase [Arabidopsis thaliana] 
gi I 7270948 |emb| CAB80627.il (AL161595) putative 
gamma-glutamyltransf erase [Arabidopsis thaliana] 



23838. .24073, 24208 .. 24472, 



T19P19.30 
(AL022605) 



48540 
103347 
17737 

OJ991112_04.0421.C68.o5.gp 
23429 

25020_1.R1084 
23429. .23657, 23838.. 24066 

1 4680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_ 
+ 

25573 
AAT/GAP 
24066 
881 



04 .0421.C68 



48540 Seq. ID 

103347 Strand 

17737 End 

OJ991112__04.0421.C68.o6.gp Method 

24927 End 

5455327 Score 
24927. .25573 

4680189/gb|AF111710.1|AF111710 3.0e-34 Oryza sativa subsp. 



OJ991112_04.0421.C68 
+ 

25573 
AAT/GAP 
25573 
1192 



50272 



indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 





Seq. No. 


48540 


Seq. ID 


OJ991112_04 .0421. 


C68 




Gene No. 


103348 


Strand 


- 






Start 


13362 


End 


13546 






Name 


OJ991112 04.0421.C68.o4.gp 


Method 


AAT/GAP 






Start 


13362 


End 


13546 






GI 


none 


Score 








Exons 


13362. .13546 










Seq. No. 


48540 


Seq. ID 


OJ991112JD4 .0421. 


C68 




Gene No. 


103349 


Strand 


- 






Start 


14255 


End 


14929 






Name 


OJ991112 04.0421.C68.o4.gs 


Method 


GENSCAN 






Start 


14255 


End 


14929 






GI 


none 


Score 


.68 






Exons 


14255. .14751, 1484 5. .14 929 










Seq. No. 


48540 


Seq. ID 


OJ991112_04 .0421. 


C68 




Gene No. 


103350 


Strand 








Start 


16423 


End 


16589 




1 


Name 


OJ991112 04.0421.C68.o3.np 


Method 


AAT/NAP 




=~ 

-J 


Start 


16423 


End 


16589 






GI 


5902376 


Score 


120 




; s 


Exons 


16423. .16589 








y 


GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


48540 


Seq. ID 


OJ991112_04.0421. 


C68 




Gene No. 


103351 


Strand 






! i 


Start 


25803 


End 


26147 






Name 


OJ991112 04.0421.C68.o2.tw 


Method 


TBLASTX: Wheat 






Start 


9917 


End 


10782 






GI 


none 


Score 


179 




J 


Exons 


9917. .10045, 9934. .10059, 9947. .10090, 


10156. .10254, 








10438. .10587, 10444 .. 10599, 


10690. . 10782 




3 


Seq. No. 


48540 


Seq. ID 


OJ991112_04 .0421. 


Cob 




Gene No. 


103351 


Strand 








Start 


25803 


End 


26147 






Name 


OJ991112 04.0421.C68.o5.tm 


Method 


TBLASTX: Maize 






Start 


9920 


End 


10968 






GI 


none 


Score 


201 






Exons 


9920. .10057, 9928. .10068, 9933. .10067, 


9935.. 10084, 9982 


:. .10077, 






10156. .10254, 10156. .10245, 


10161. .10250, 10438. .10587, 








10443. .10655, 10462. .10608, 


104 67. .10586, 10711. .10782, 








10712. .10750, 10731. .10781, 


10897. .10968, 10898.. 10966 






Seq. No. 


48540 


Seq. ID 


OJ991112_04 .0421. 


C68 




Gene No. 


103351 


Strand 








Start 


25803 


End 


26147 






Name 


OJ991112 04.0421.C68.o4.tc 


Method 


TBLASTX: Cress 






Start 


9927 


End 


10782 






GI 


none 


Score 


193 






Exons 


9927.. 10058, 9934.. 10068, 9935.. 10054, 


9935. . 10081, 





10155. .10274, 10156. . 10254, 10438 .. 10587 , 104 44 .. 10599, 



50273 



10467. .10562, 10711.. 10782 



Seq. No. 


48540 




Seq. ID 


OJ991112_04.0421 


.C68 


Gene No. 


103351 




Strand 


- 




Start 


25803 




End 


26147 




Name 


OJ991112 04.0421.C68 


,o7.ts 


Method 


TBLASTX : Soybean 




Start 


9934 




End 


10188 




GI 


none 




Score 


191 




Exons 


9934.. 10068, 9935.. 10054, 9947.. 10081, 


10156. .10188 




Seq. No. 


A Q £ A C\ 
4 004 U 




Seq. ID 


OJ991112_04.0421 


.C68 


bene lno . 


1 H *5 *5 Q 1 




Strand 






Start 


ZOoUj 




End 


26147 




Name 


PiTQQI 1 1 O HA HvlOI CCQ 

ujyyinz u4.u4zi.coo 


. Oj . tS 


Method 


TBLASTX: Soybean 




Start 


10192 




End 


11086 




GI 


none 




Score 


72 




Exons 


iuiy^ . .iuzd4, iu4jo. 


. iuoo / , 


10438. .10554, 104 67 .. 1058 6, 






i neon 1 moo imi^ 
luoyu,. . iu / oz , iu/io. 


. 1U / oz , 


10753. .107? 


35, 10897. .10968, 






ihqoq i nQcc i i mo 
i Uo yo . . iuy bo , iiujz. 


i i noc 
. 1 1UO D , 


11033. .110* 


36 




Seq. No. 


4 004U 




Seq. ID 


OJ991112_04.0421 


.C68 


Gene No. 


lUoool 




Strand 






Of -4 V>f 

otart 


zooUo 




End 


26147 




Name 


ATQQ1 1 1 O C\A C\AO"\ C CQ 

ujyyinz u4.u4zi.loo 


. oi . tm 


Method 


TBLASTX: Maize 




Start 


1 1 n A Q 

11U48 




End 


12565 




GI 


none 




Score 


69 




Exons 


11048. .11092, 11071. 


.11163, 


11263. .11409, 11332. .11409, 






11470. .11634, 11489. 


.11824, 


11490. .11831, 11510. .11833, 






191/19 1 99H1 1 Ol CI 
1Z14Z. . 1ZZU1, 1Z1D1 . 


1 999H 
. 1ZZZ U , 


12207. .12560, 12210 12560, 






1Z JO y . . , 1Z404. 


1 O c: c >t 
. 1Z0O4 








Seq. No. 


4 o04 U 




Seq. ID 


OJ991112_04.0421 


.C68 


Gene No. 






Strand 






Start 


Z joU j 




End 


26147 




Name 


ujyyinz u4.u4zi.cdo 


. Ol . lS 


Method 


TBLASTX: Soybean 




Start 


11280 




End 


12967 




GI 


none 




Score 


94 




Exons 


11ZBU . . 114Uo , IIjjU. 


1 1 a i n 
. 1 1 4 1 u , 


11332. .11421, 11359. .11409, 






114oy . . llo JU, 114yU. 


. llo Jl , 


11516. .11833, 11914. .11955, 






izi4z . . lzziy , izioi. 


i o o o n 
. LZZZU , 


12196. .12540, 12197. .12541, 






loom iock looin 
lZZU / . . lzt>40, IzzlU. 


. 1Z04 o , 


12389. .12586, 12917 .. 12967, 






izyl/ . . lZ9ol 










oeq. wo. 


48540 




Seq. ID 


OJ991112_04.0421 




Gene No. 


103351 




Strand 






Start 


25803 




End 


26147 




Name 


OJ991112 04.0421.C68 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11457 




End 


12485 




GI 


none 




Score 


421 




Exons 


11457. .11831, 11503. 


.11718, 


11504. .11824, 12209. .12298, 






12210. .12485, 12240. 


.12485 








Seq. No. 


48540 




Seq. ID 


OJ991112_04.0421 


.C68 


Gene No. 


103351 




Strand 






Start 


25803 




End 


26147 




Name 


OJ991112 04.0421.C68 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12177 




End 


12503 





50274 




GI 


none 




Score 


280 






Exons 


12177. .12503, 12240. 


.12497 










Seq. No. 


48540 




Seq. ID 


OJ991112 


_04.0421 


.C68 


Gene No. 


103351 




Strand 








start 


ZDOU J 




End 


26147 






Name 


OJ991112 04.0421.C68 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


12486 




End 


13143 






GI 


none 




Score 


124 






Exons 


12486. .12560, 12488. 


.12562, 


12496. .12558, 12917 


. .13132, 






12982. .13143 












Seq. No. 


48540 




Seq. ID 


OJ991112 


JD4.0421 


.C68 


Gene No. 


lUoobl 




Strand 








Start 


25803 




End 


26147 






Name 


OJ991112 04.0421.C68 


,o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


12917 




End 


13228 






GI 


none 




Score 


473 






Exons 


12917. .13228, 12917. 


.12961, 


12982. . 13227, 13166 


. .13228 




Seq. No. 


48540 




Seq. ID 


OJ991112 


_04.0421 


.C68 


Gene No . 






Strand 








Start 


25803 




End 


26147 






Name 


OJ991112 04.0421.C68 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12917 




End 


13228 






GI 


none 




Score 


202 ; 






Exons 


12917. .13129, 12991. 


.13128, 


13163. .13228 






Seq. No. 


48540 




Seq. ID 


OJ991112 


_04.0421 


.C68 


Gene No. 






Strand 








Start 


25803 




End 


26147 






Name 


OJ991112 04.0421.C68 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12968 




End 


13246 






GI 


none 




Score 


283 






Exons 


12968. .13168, 12970. 


.13158, 


13163. .13246, 13168 






Seq. No. 


48540 




Seq. ID 


OJ991112 


JD4.0421 


.C68 


Gene No. 


103351 




Strand 








Start 


25803 




End 


26147 






Name 


OJ991112 04.0421.C68 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


20385 




End 


25078 






GI 


none 




Score 


65 






Exons . 


20385. .20417, 20386. 


.20484, 


20481. .20519, 20508 








20527. .20604, 23136. 


.23339, 


23139. ,23660, 23144 


. .23659, 






23889. .24071, 23891. 


.24076, 


24205. .24411, 24209 


. .24364, 






24394. .24474, 24416. 


.24472, 


24608. .24733, 24609 


. .24752, 






24854. .25027, 24856. 


.24987, 


25028. .2501 


8, 25033 


. .25071 




Seq. No. 


48540 




Seq. ID 


OJ991112 


_04.0421 


.C68 


Gene No . 


10 Jool 




Strand 








Start 


25803 




End 


26147 






Name 


OJ991112 04.0421.C68 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


23180 




End 


23573 






GI 


none 




Score 


470 






Exons 


23180. .23566, 23181. 


.23573, 


23307. .23573 






Seq. No. 


48540 




Seq. ID 


OJ991112 


J34.0421 


.C68 



50275 





Gene No. 


103351 




Strand 






Of- -j r 4- 






End 


26147 




Name 


OJ991112 04.0421.C68 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


23229 




End 


24075 




GI 


none 




Score 


80 




Exons 


23229. .23291, 23289. 


.23669, 


23294. .23638, 23828 .. 24028 , 






23838. .24029, 24018. 


.24074, 


24034. .24075 




Seq. No. 


48540 




Seq. ID 


OJ991112_04.0421 




Gene No. 


103351 




Strand 






Of- -a r 4- 






End 


26147 




Name 


OJ991112 04.0421.C68 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


23978 




End 


24321 




GI 


none 




Score 


160 




Exons 


23978. .24076, 23979. 


.24074, 


23985. .24086, 24205 .. 24318, 






24205. .24321, 24206. 


.24319 








Seq. No. 


48540 




Seq. ID 


OJ991112JD4.0421 




OCI1C LNvJ. 


i 

1UJJJ1 




Strand 






Start 


25803 




End 


26147 




Name 


OJ991112 04.0421.C68 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


24205 




End 


24472 




GI 


none 




Score 


180 


h ar 


Exons 


24205. .24465, 24206. 


.24364, 


24416. .24472 


W 


Seq. No. 


48540 




Seq. ID 


OJ991112J34.0421 


L 1 I 


Gene No. 


103351 




Strand 




fU 


Start 


25803 




End 


26147 




Mamo 
LNauit: 






Method 


TBLASTX: Maize 




Start 


24358 




End 


25092 




GI 


none 




Score 


64 


■=! ™ 


Exons 


24358.-24459, 24361. 


.24474, 


24589. .24750, 24 600 .. 24752 , 


£ jjj 




24608. .24751, 24640. 


.24753, 


24847. .24960, 24854 .. 24 961, 


i 




24854. .24982, 24959. 


.25075, 


24962. .25084, 24967. .25092 


C3 

H . = 


Seq. No. 


48540 




Seq. ID 


OJ991112_04.0421 




Gene No. 


103351 




Strand 




= & 




9Sfln"3 




End 


26147 


^ J 


Name 


OJ991112 04.0421.C68 


. o5 . ts 


Method 


TBLASTX : Soybean 


L Jj 


Start 


24594 




End 


25069 


f =3 


GI 


none 




Score 


123 




Exons 


24594. .24752, 24606. 


.24746, 


24854. .25015, 24856 .. 24 906, 






25016. .25069, 25021. 


.25068 








Seq. No. 


48540 




Seq. ID 


OJ991112_04.0421 




Conn KT/^i 


J.U Jj Jl 




Strand 






Start 


25803 




End 


26147 




Name 


OJ991112 04.0421.C68 


.06. gs 


Method 


GENS CAN 




Start 


25803 




End 


26147 




GI 


none 




Score 


.71 




Exons 


25803. .25831, 26015. 


.26147 








Seq. No. 


48541 




Seq. ID 


OJ991112_04.0421 




Gene No. 


103352 




Strand 


+ 




Start 


1 




End 


2059 




Name 


OJ991112 04.0421.C69 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


416 



50276 



GI 2429055 Score 805 

Exons 1. .416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48541 

103352 

1 

OJ991112_04.0421.C69.ol.gs 
30 

none 



Seq. ID OJ991112_04.0421.C69 

Strand + 

End 2059 

Method GENSCAN 

End 2059 

Score .44 



30. .196, 1447. .1633, 1887. .1949, 2033. .2059 



Seq. No. 48541 Seq. ID 

Gene No. 103353 Strand 

Start 2696 End 

Name OJ991112_04 . 042 1 . C69 . o2 . gs Method 

Start 2696 End 

GI none Score 

Exons 2696.-2797 



OJ991112_04 .0421.C69 

2797 
GENSCAN 
2797 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48541 Seq. ID OJ991112_04 . 0421 . C69 

103354 Strand 

2724 End 3044 

OJ991112_04.0421.C69.ol.np Method AAT/NAP 

2724 End 3044 

6815050 Score 85 

2724. .2883, 2982. .3044 

(AP000616) ESTs AU078644 (E0685) , C7284 1 (E2351 ) , AU07864 5 (E0685 ) , 
AU030746 (E60179) correspond to a region of the predicted gene.; 
similar to Arabidopsis thaliana BAC F1104; similar to Medicago 
truncatula MtN21 (AF096370) [Oryza ... 



Seq. No. 48542 

Gene No. 103355 

Start 1 

Name OJ991112_04 . 0421 . C70 . ol .np 

Start 1 

GI 6069664 

Exons 1..328, 680.. 794, 942.. 1006, 
GI Descrip. 



Seq. ID OJ991112JD4 .0421.C70 
Strand 

End 1509 

Method AAT/NAP 

End 1509 

Score 425 
1337. .1509 



(AP000616) ESTs AU055729 (S20023 ) , AU055730 {S20023 ) correspond to 
a region of the predicted gene.; similar to Medicago nodulin 
N21-like protein (AC004218) [Oryza sativa] 



Seq. No. 


48542 




Seq. ID 


OJ991112_04 .0421 


.C70 


Gene No. 


103355 




Strand 






Start 


1 




End 


1509 




Name 


OJ991112 


_04.0421.C70.ol.tm 


Method 


TBLASTX: Maize 




Start 


17 




End 


318 




GI 


none 




Score 


62 




Exons 


17. .118, 


19. .117, 205. .318, 


206. .316 






Seq. No. 


48542 




Seq. ID 


OJ991112_04 .0421 


.C70 


Gene No. 


103355 




Strand 






Start 


1 




End 


1509 




Name 


OJ991112 


04.0421.C70.ol.gs 


Method 


GENSCAN 




Start 


119 




End 


1482 




GI 


none 




Score 


.56 




Exons 


119. .231, 


973. .1006, 1337.. 


1482 







50277 



beq. NO. 


A Q c a r> 








beg. id 


ATQQ1 1 1 O C\ A 


rt a o i 
• U 4 ^ 1 


. U / 1 


Gene No. 


103356 








Strand 


+ 






Start 


5216 








End 


6453 






Name 


OJ991112 04. 


0421. 


C71.o2 


.gs 


Method 


GENSCAN 






Start 


5216 








End 


6453 






GI 


none 








Score 


.74 






Exons 


5216. .5277, 


5509. 


.5683, 


6379. 


.6453 








beq . wo. 


/QC/tO 

4 0 Oh O 








Seq. ID 


OJ991112_04 


. U 4 A 1 


. U / 1 


Gene No. 


103357 








Strand 


+ 






Start 


7993 








End 


12303 






Name 


OJ991112 04. 


0421. 


C71.o3 


. gs 


Method 


GENSCAN 






Start 


7993 








End 


11987 






GI 


none 








Score 


.68 






Exons 


7993. .8263, 


9311. 


.9470, 


9810. 


.9896, 10411. .10436, 


11170 


. .11987 


Seq. No. 


48543 








Seq. ID 


OJ991112_04 


.0421 


.C71 


Gene No. 


103357 








Strand 


+ 






Start 


7993 








End 


12303 






Name 


OJ991112 04. 


0421. 


C71.ol 


.gp 


Method 


AAT/GAP 






Start 


11059 








End 


12303 






GI 


1550 2.R1084 








Score 


2104 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11059. .11328, 11438. .12303 

1 733458 1.0e-107 (U23190) chlorophyll a/b-binding apoprotein 
CP24 precursor [Zea mays] 1 



48543 
103357 
7993 

OJ991112_04.0421.C71.ol.np 
11136 
7443235 
11136. . 11328, 11438. .11984 

chlorophyll a/b-binding apoprotein CP24 precursor - maize 
gi|733458|gb|AAA64416.1| (U23190) chlorophyll a/b-binding 
apoprotein CP24 precursor [Zea mays] 



Seq. ID OJ991112_04.0421.C71 

Strand + 

End 12303 

Method AAT/NAP 

End 11984 

Score 1025 



48543 

103358 

11426 

OJ991112_04.0421.C71.o3.tm 

7944 

none 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Maize 

End 10193 

Score 413 



7944. .7973, 7945. .8265, 7981. .8202, 8196. .8264, 9309. .9470, 



9310.. 9471, 9310.. 9477, 9314. 
9826. .10146, 9828. .10193 

48543 

103358 

11426 

OJ991112_04.0421.C71.o4.ts 

7945 

none 

7945. .8208, 8020. .8196 



,9487, 9808. .10149, 9818. .10117, 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Soybean 

End 8208 

Score 219 



Seq. No. 



48543 



Seq. ID OJ991112_04.0421.C71 



50278 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



103358 Strand 
11426 End 
OJ991112_04 . 0421 .C71 . o3 . tc Method 
9309 End 
none Score 
9309. .9476, 9310. .9471, 9808. .10008 



14239 

TBLASTX: Cress 

10008 

206 



48543 
103358 
11426 

OJ991112_04.0421.C71.o3.ts 
9831 
none 

9831. .10064, 9832.. 10071 

48543 
103358 
11426 

OJ991112_04.0421.C71.ol.tc 
11220 
none 

11220. .11318, 11433. .11987, 114 45 1174 4 , 11486. .11857 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Soybean 

End 10071 

Score 222 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX: Cress 

End 11987 

Score 72 



48543 

103358 

11426 

OJ991112_04.0421.C71.ol.ts 

11244 

none 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Soybean 

End 11990 

Score 7 6 



11244. .11318, 11433. .11990, 11475 .. 11744 , 11486 .. 11857 , 
11948. .11989 



Seq. No. 48543 

Gene No. 103358 

Start 11426 

Name OJ991112_04 . 042 1 . C71 . ol . tm 

Start 11262 

GI none 
Exons 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Mai ze 

End 12013 

Score 95 



11262. .11318, 11264. .11314, 112 65 .. 11318 , 11433 .. 11987 , 
11433. .11744, 11486. .11857, 11841 .. 11939, 11948. .12013 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48543 

103358 

11426 

OJ991112_04.0421.C71.o2.np 

11426 

2224927 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 
Method AAT/NAP 
End 14239 
Score 626 
11426. .11487, 13289. .13999, 14033. .14239 

(AF004213) ethylene-insensitive3-likel [Arabidopsis thaliana] 



48543 

103358 

11426 

OJ991112_04.0421.C71.ol.tw 

11442 

none 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLASTX : Wheat 

End 11948 

Score 91 



11442. .11582, 11502. .11681, 11507 11638, 11789 11833, 



50279 



11790. .11834, il856. .11936, 11859. .11948 



Seq. No. 48543 

Gene No. 103358 

Start 11426 

Name OJ991112_04 . 0421 .C71 . o2 . tm 

Start 13293 

GI none 
Exons 



Seq. ID OJ991112_04.0421.C71 
Strand 

End 14239 

Method TBLAS TX : Ma i z e 

End 13935 

Score 85 



13293. .13436, 13305 .. 13442, 13306 13446, 1344 3 .. 13574 , 
13444. .13512, 13500 .. 13682, 13603. . 13671, 13740 13934 , 
13744. .13935 



Seq. No. 48543 
Gene No. 103358 
Start 11426 

Name OJ991112_04 . 0421 . C71 . o2 . ts 

Start 13293 
GI none 
Exons 13293. 

13444. 

13744. 



,13436, 13299. .13442, 
,13509, 13500. .13682, 
,13929, 14034.. 14084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 04.0421.C71 



14239 

TBLAS TX : Soybean 
14084 
99 

13309. .13443, 13443 .. 13574 , 
13609. .13683, 1374 0 .. 13934 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48543 Seq. ID 

103358 Strand 

11426 End 

OJ991112_04.0421.C71.o2.tc Method 

13299 End 

none Score 



OJ991112_04.0421.C71 
14239 

TBLASTX: Cress 

14084 

100 



13299. .13442, 13300. 
13606. .13683, 13740. 



,13443, 13443. .13571, 13500 .. 13682 , 
,13934, 13744. .13929, 14034. .14084 



48544 

103359 

498 

OJ991112_04.0421.C72.ol.gs 

498 

none 

498. .591, 859. .1057 



Seq. ID OJ991112_04.0421.C72 

Strand + 

End 1057 

Method GEN SCAN 

End 1057 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48544 Seq. ID OJ991112__04 . 0421 . C72 

103360 Strand 

717 End 1171 

OJ991112_04 . 0421 . C72 . ol . gp Method AAT/GAP 

717 End 1171 

LIB3434-025-P1-K1-D11 Score 834 

717. .1171 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



48545 Seq. ID 

103361 Strand 

229 End 
OJ991112_04.0421.C73.ol.gp Method 

229 End 

none Score 
229. .546 



OJ991112_04.0421.C73 

1325 
AAT/GAP 
546 
542 



50280 



Seq. No. 48545 
Gene No. 103361 
Start 229 

Name OJ991112_04 . 0421 . C73 . ol . np 

Start 443 
GI 7487209 
Exons 443.. 935, 1273.. 1325 

GI Descrip. hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ991112_04.0421.C73 
Strand 

End 1325 

Method AAT/NAP 

End 1325 

Score 426 



Seq. No. 48545 

Gene No. 103361 

Start 229 

Name OJ991112_04 . 0421 . C73 . ol . gs 

Start 449 

GI none 

Exons 449.. 982, 1074.. 1121 



Seq. ID OJ991112_04.0421.C73 
Strand 

End 1325 

Method GEN SCAN 

End 1121 

Score .96 



Seq. No. 48545 

Gene No. 103361 

Start 229 

Name OJ991112_04 . 0421 . C73 . ol . tc 

□ Start 509 

,i GI none 

?j* Exons 509.. 928, 537.. 725, 810.. 914 



Seq. ID OJ991112_04.0421.C73 
Strand 

End 1325 

Method TBLASTX: Cress 

End 928 

Score 139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



H Seq 



U GI 



No. 
Gene No. 
Start 
Name 
Start 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



48545 
103361 
229 

OJ991112_04.0421.C73.ol.ts 
509 
none 

509. .907, 540. .725, 810. .896 

48545 
103361 
229 

OJ991112_04.0421.C73.ol.tm 
509 
none 

509. .928, 531. .725, 785. .877, 810. .917 



Seq. ID OJ991112_04.0421.C73 
Strand 

1325 

TBLASTX: Soybean 
907 
159 



Seq. ID OJ991112_04.0421.C73 
Strand 

1325 

TBLASTX: Maize 
928 
321 



End 

Method 

End 

Score 



Seq. ID OJ991112_04.0421.C73 
Strand 

End 1325 

Method AAT/GAP 

End 1206 

Score 700 



48545 
103361 
229 

OJ991112_04 .0421.C73.o2.gp 
716 

25519_1.R1084 
716. .982, 1074. .1206 

1 30804 42 /emb | CAA18759 . 1 | 1.0e-16 (AL022605) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



48546 

103362 

310 



Seq. ID OJ991112_04.0421.C74 
Strand 

End 4 61 



50281 



Name 

Start 

GI 

Exons 



OJ991112_04 . 0421 . C74 . ol . tm Method 

310 End 

none Score 

310. .339, 311. .460, 347. .460, 348. .461 



TBLASTX: Maize 

461 

221 



Seq. No. 48547 Seq. ID 

Gene No. 103363 Strand 

Start 532 End 

Name OJ991112_04 . 0421 . C75 . ol . gp Method 

Start 532 End 

GI none Score 

Exons 532.. 1138 



OJ991112_04.0421.C75 
+ 

1138 
AAT/GAP 
1138 
1177 



Seq. ID OJ991112_04.0421.C75 



Seq. No. 48547 

Gene No. 103364 Strand 

Start 413 End 1838 

Name OJ991112_04 . 0421 .C75 . ol . gs Method GENSCAN 

Start 413 End 1838 

GI none Score .55 

Exons 413. .579, 866. .970, 1437. .1486, 1790. .1838 





Seq. No. 


48547 


Seq. ID 


OJ991112_04.0421 


.C75 




Gene No. 


103365 


Strand 








Start 


2146 


End 


2900 




C3 


Name 


OJ991112 04.0421.C75.ol.np 


Method 


AAT/NAP 






Start 


2146 


End 


2900 




in 


GI 


226689 


Score 


387 




fll 


Exons 


2146.. 2489, 2864.. 2900 








1 1 


GI Descrip. 


RNA polymerase beta [Oryza sativa] 






id 


Seq. No. 


48547 


Seq. ID 


OJ991112_04.0421 


.C75 




Gene No. 


103365 


Strand 






? : : 

i y 


Start 


2146 


End 


2900 






Name 


OJ991112 04.0421.C75.ol.tm 


Method 


TBLASTX: Maize 






Start 


2172 


End 


2449 




'■z a 


GI 


none 


Score 


315 






Exons 


2172. .2447, 2173. .2448, 2182. 


.2448, 2183. .2449 






Seq. No. 


48547 


Seq. ID 


OJ991112_04.0421 


.C75 


Q 


Gene No. 


103365 


Strand 








Start 


2146 


End 


2900 






Name 


OJ991112 04.0421.C75.ol.tc 


Method 


TBLASTX: Cress . 






Start 


2258 


End 


2543 






GI 


none 


Score 


104 






Exons 


2258.. 2365, 2258.. 2365, 2268. 


.2375, 2269. .2376, 2377. .2487, 



2378. .2491, 2484. .2543, 2484. .2543 



Seq. No. 48548 Seq. ID 

Gene No. 103366 Strand 

Start 2129 End 

Name OJ991112_04 . 0421 . C76 . ol . gp Method 

Start 2129 End 

GI 90742_1.R1084 Score 

Exons 2129.. 2214 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 4.0e- 
DNA, chromosome 6, clone : P0538C01 1 



04.0421.C76 



OJ991112_ 
+ 

2214 
AAT/GAP 
2214 
103 



-29 Oryza sativa genomic 



50282 



Seq. No. 48548 
Gene No. 103367 
Start 115 

Name OJ991112_04 . 0421 .C76. ol . np 

Start 115 
GI 7487209 
Exons 115.. 596, 743.. 793 

GI Descrip. hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ991112_04.0421.C76 
Strand 

End 796 

Method AAT/NAP 

End 7 93 

Score 397 





Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103367 




Strand 


- 




Start 


115 




End 


796 




Name 


OJ991112 04.0421.C76.ol. 


gs 


Method 


GENS CAN 




Start 


138 


End 


796 




GI 


none 




Score 


1 




Exons 


138 . . 650, 737 . . 796 










Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103368 




Strand 






Start 


1345 




End 


1980 




Name 


OJ991112 04.0421.C76.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


162 




End 


1831 




GI 


none 




Score 


84 


l n 


Exons 


162. .572, 192. .275, 226. 


.399, 


429. .536, 


523. .570, 1390. .1797, 






1408.. 1782, 1421.. 1786, 


1667 . 


.1831 






Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103368 




Strand 






Start 


1345 




End 


1980 


ru 


Name 


OJ991112 04.0421.C76.ol. 


tc 


Method 


TBLASTX: Cress 


B 


Start 


166 




End 


1782 




GI 


none 




Score 


143 




Exons 


166. .399, 174. .575, 523. 


.567, 


1390. .1779, 1391. .1777, 1591. .1 


La 


Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103368 




Strand 




C3 


Start 


1345 




End 


1980 




Name 


OJ991112 04.0421.C76.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


174 




End 


1782 




GI 


none 




Score 


80 




Exons 


174. .566, 195. .287, 226. 


.399, 


1390. .1779, 1391. .1777, 






1564.. 1782, 1565.. 1780 










Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103368 




Strand 






Start 


1345 




End 


1980 




Name 


OJ991112 04.0421.C76.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


366 




End 


1788 




GI 


none 




Score 


35 




Exons 


366. .440, 367. .399, 480. 


.575, 


523. .576, 


1582.. 1638, 1583.. 163 






1685.. 1780, 1696.. 1788, 


1697. 


.1780 






Seq. No. 


48548 




Seq. ID 


OJ991112_04.0421.C76 




Gene No. 


103368 




Strand 





1782 



50283 



Start 1345 End 1980 

Name OJ991112_04 . 0421 . C76 . o2 .np Method AAT/NAP 

Start 1322 End 18 95 

GI 7487209 Score 397 

Exons 1322.. 1779, 1813.. 1895 

GI Descrip. hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.§ Seq. No. 
't Gene No. 
f s Start 
Ll Name 
Start 

a GI 

~: Exons 

^ Seq. No. 
3 Gene No. 
3 Start 
3 Name 
" Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48548 Seq. ID 

103368 Strand 

1345 End 
OJ991112_04.0421.C76.o2.gs Method 

1345 End 

none Score 

1345. .1848, 1930. .1980 



OJ991112_04 .0421.C76 

1980 
GENSCAN 
1980 
1 



48549 
103369 
1 

OJ991112_04.0421.C80.ol.np 
1 

7430313 



Seq. ID OJ991112_04.0421.C80 
Strand 

1232 
AAT/NAP 
1232 
143 



End 

Method 
End 
Score 

1..93, 515. .636, 730. .853, 1200. .1232 

probable aldose 1-epimerase (EC 5.1.3.3) - common tobacco 
gi I 2739168 | gb | AAB94 619 . 1 1 (AF032386) aldose-l-epimerase-like 
protein [Nicotiana tabacum] 



48549 

103369 

1 

OJ991112_04.0421.C80.ol.tm 

527 

none 



Seq. ID OJ991112_04.0421.C80 
Strand 

End 1232 

Method TBLASTX : Mai ze 

End 853 

Score 74 



527. .574, 528. .572, 569. .637, 570. .626, 704. .853, 729. .842 



48549 

103369 

1 

OJ991112_04.0421.C80.ol.ts 

527 

none 



Seq. ID OJ991112_04.0421.C80 
Strand 

End 1232 

Method TBLASTX : Soybean 

End 853 

Score 7 6 



527. .637, 528.-638, 704. .853, 705. .839 



48550 

103370 

425 

OJ991112_04.0421.C83.ol.gs 

425 

none 

425. .639 



Seq. ID OJ991112_04.0421.C83 

Strand + 

End 639 

Method GENSCAN 

End 639 

Score .81 



Seq. No. 48550 Seq. ID 

Gene No. 103370 Strand 

Start 425 End 

Name OJ991112_04 . 0421 . C83 . ol . np Method 



OJ991112JD4 .0421.C83 
+ 

639 

AAT/NAP 



50284 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



425 End 636 

6983860 Score 338 

425. .636 

(AP001168) Similar to 22 kDa Jcafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



48551 Seq. ID 

103371 Strand 

680 End 
OJ991112_04.0421.C85.ol.gs Method 

680 End 

none Score 
680. .765 



OJ991112_04.0421.C85 
765 

GEN SCAN 
765 
. 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
12 Gene No. 
*g Start 

Name 
:;! Start 

[y gi 

12 Exons 

Seq. No. 

Gene No. 
l * Start 
s Name 
Q Start 

GI 

l2 Exons 

^ GI Descrip. 

C3 



Seq. ID OJ991112_04.0421.C86 

Strand + 

End 753 

Method GENSCAN 

End 753 

Score .82 



48552 
103372 
219 

OJ991112_04.0421.C8 6.ol.gs 
219 
none 

219. .283, 558. .753 

48552 
103373 
975 

OJ991112_04.0421.C8 6.o2.gs 
975 
none 

975. .1161, 1257. .1306, 2735. .2858, 2944. .3051, 3140. .3762 



Seq. ID OJ991112_04.0421.C86 

Strand + 

End 3791 

Method GENSCAN 

End 3762 

Score .99 



48552 
103373 
975 

OJ991112_04.0421.C8 6.ol.np 
990 

7430313 

990. .1161, 1257. .1306, 2735 
probable aldose 1-epimerase 
gi 12739168 | gb | AAB94 619.il (AF03238 6 
protein [Nicotiana tabacum] 



OJ991112_04.0421.C86 
+ 

3791 
AAT/NAP 
3765 
728 

.2858, 2944.. 3051, 3140.. 3765 
(EC 5.1.3.3) - common tobacco 

aldose- 1-epimerase-like 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 


48552 








Seq. ID 


OJ991112 


_04.0421.C86 


Gene No. 


103373 








Strand 


+ 




Start 


975 








End 


3791 




Name 


OJ991112 04 


.0421. 


.C86.0I 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1058 








End 


3489 




GI 


none 








Score 


140 




Exons 


1058. .1162, 


1062. 


. .1184, 


1255. 


.1314, 1256. .1306, 


2735. .2860, 




2737. .2859, 


2942. 


. .3052, 


2943. 


.3065, 3138. .3272, 


3139. .3447, 




3265. .3297, 


3321. 


. .3443, 


3429. 


.3488, 3442..3489 




Seq. No. 


48552 








Seq. ID 


OJ991112 


04 .0421.C86 


Gene No. 


103373 








Strand 


+ 




Start 


975 








End 


3791 




Name 


OJ991112 04 


.0421. 


.C86.0I 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1059 








End 


3755 




GI 


none 








Score 


116 





50285 




Exons 


1059. .1199, 


1070 


. .1171, 


2735. 


.2860, 2942.. 3052, 


2943. .3053, 




3139. .3363, 


3463 


. .3519, 


34 90. 


.3741, 3558.. 3755 






Seq. No. 


48552 








Seq. ID 


OJ991112 


__04.0421 


.C86 


Gene No. 


103373 








Strand 


+ 






start 


Q"7 R 








End 


3791 






Name 


OJ991112 04 


.0421 


.C86.0I. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1077 








End 


3303 






GI 


none 








Score 


74 






Exons 


1077. .1199, 


2747 


. .2860, 


2942. 


.3052, 2943. .3053, 


3138. .3272, 




3139. .3303 
















Seq. No. 


48552 








Seq. ID 


OJ991112 


_04 .0421 


.C86 


Gene No . 


1U O J / O 








Strand 


+ 






Start 


975 








End 


3791 






Name 


OJ991112 04 


.0421 


.C86.0I. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


3505 








End 


3764 






GI 


none 








Score 


294 






Exons 


3505. .3741, 


3520 


. .3762, 


3558. 


.3764, 3561. .3764 






Seq. No. 


48552 








Seq. ID 


OJ991112 


_04.0421 


.C86 


Gene No . 










Strand 


+ 






Start 


975 








End 


3791 






Name 


OJ991112 04 


.0421 


.C86.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3521 








End 


3791 






GI 


none 








Score 


71 






Exons 


3521. .3577, 


3529 


. .3741, 


3561. 


.3761, 3561. .3791 






Seq. No. 


48553 








Seq. ID 


OJ991112 


_04 .0421 


.C88 


Gene No . 


103374 








Strand 








Start 


170 








End 


1510 






Name 


OJ991112 04 


.0421 


.C88.0I. 


gs 


Method 


GEN SCAN 






Start 


170 








End 


1510 






GI 


none 








Score 


.66 






Exons 


170. .362, 499. .561, 1403. .1510 








Seq. No. 


48553 








Seq. ID 


OJ991112 


_04.0421 


.C88 


Gene No . 


103375 








Strand 








Start 


2222 








End 


3925 






Name 


OJ991112 04 


.0421 


.C88.0I. 


gp 


Method 


AAT/GAP 






Start 


1910 








End 


2276 






GI 


3761524 








Score 


692 






Exons 


1910. .2276 
















Seq. No. 


48553 








Seq. ID 


OJ991112 


_04.0421 


.C88 


bene No. 


103375 








Strand 








Start 


2222 








End 


3925 






Name 


OJ991112 04 


.0421 


.C88.o2. 


gs 


Method 


GEN SCAN 






Start 


2222 








End 


3925 






GI 


none 








Score 


1 






Exons 


2222. .3925 
















Seq. No. 


48553 








Seq. ID 


OJ991112 


_04 .0421 


.C88 


Gene No. 


103375 








Strand 








Start 


2222 








End 


3925 






Name 


OJ991112 04 


.0421 


.C88 .ol. 


np 


Method 


AAT/NAP 






Start 


2225 








End 


3922 







50286 



GI 7447384 Score 2384 

Exons 2225.-3922 

GI Descrip. pectin methylesterase-like protein - maize 

gi | 22392 62 | emb | CAA73733. 1 1 (Y13285) pectin methylesterase-like 
protein [Zea mays] 



Seq. No. 


48553 


Seq. ID 


OJ991112 


_04.0421.C88 


Gene No. 


103375 


Strand 


- 




Start 


2222 


End 


3925 




Name 


OJ991112 04.0421.C88.o2.gp 


Method 


AAT/GAP 




Start 


2436 


End 


2892 




GI 


40115 1.R1084 


Score 


855 




Exons 


2436. .2892 














UCL> L. J_ i 1 






methylesterase-like protein 


[Zea mays] ' 






Seq. No. 


48553 


Seq. ID 


OJ991112 


_04 .0421.C88 


Gene No. 


103375 


Strand 


- 




Start 


2222 


End 


3925 




Name 


OJ991112 04.0421.C88.o3.gp 


Method 


AAT/GAP 




Start 


3424 


End 


3920 




b± 


uL-osricypUDZCU3Di 


Score 






Exons 


3424. .3920 








GI Descrip. 


'2239262/emb|CAA73733| 3.0e- 


22 (Y13285) 


pectin 






methylesterase-like protein 


[Zea mays] ' 






Seq. No. 


48553 


Seq. ID 


OJ991112 


_04.0421.C88 


Gene No. 


103376 


Strand 


- 




Start 


6467 


End 


7632 




Name 


OJ991112 04.0421.C88.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


132 


End 


2885 






none 


Score 


58 




Exons 


132. .281, 2448.-2885, 2448.. 


2633, 2450. 


.2881 




Seq. No. 


48553 


Seq. ID 


OJ991112 


_04.0421.C88 


Gene No. 


103376 


.Strand 






Start 


6467 


End 


7632 




Name 


OJ991112 04 .0421.C88.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


2204 


End 


3847 






none 


Score 


70 




Exons 


2204. .2284, 2216. .3178, 2217 


..3179, 3050.. 3181, 


3170. .3268, 




3186. .3236, 3278. .3610, 3290 


..3559, 3610.. 3645, 


3642. .3698, 




3652.. 3717, 3687.. 3815, 3691 


..3756, 3698..3847, 


3726. .3842 


Seq. No. 


48553 


Seq. ID 


OJ991112 


_04.0421.C88 


Gene No. 


103376 


Strand 






Start 


6467 


End 


7632 




Name 


OJ991112 04.0421.C88.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


2231 


End 


3505 




GI 


none 


Score 


579 




Exons 


2231.. 2305, 2312.. 3235, 2331 


..3236, 3404.. 3505 




Seq. No. 


48553 


Seq. ID 


OJ991112 


_04.0421.C88 


Gene No. 


103376 


Strand 






Start 


6467 


End 


7632 




Name 


OJ991112 04.0421.C88.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


2232 


End 


3235 





50287 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 51 

2232. .2300, 2234. .2314, 2324. .3163, 2325. .2378, 2424. .2534, 
2577. .3161, 3194. .3235 



48553 

103376 

6467 

OJ991112_04.0421.C88.o3.tw 

2888 

none 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7632 

Method TBLASTX : Wheat 

End 3169 

Score 113 



2888. .3169, 2901. .3167, 3053. .3169 



48553 
103376 
6467 

OJ991112_04.0421.C88.o2.np 
6461 
6671365 
6461. .7632 

(AF216497) P-glycoprotein [Gossypium hirsutum] 



Seq. ID OJ991112_04.0421.C88 
Strand . - 
End '7632 
Method AAT/NAP 
End 7 632 

Score 1124 



48553 

103376 

6467 

OJ991112_04.0421.C88.o3.gs 

6467 

none 

6467. .7516 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7 632 

Method GENSCAN 

End ' 7516 

Score .93 



Seq. No. 48553 

Gene No. 103376 

Start 64 67 

Name OJ991112_04 . 0421 . C88 . o3 . ts 

Start 6473 

GI none 

Exons 6473. .6763 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7632 

Method TBLASTX : Soybean 

End 6763 

Score 317 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48553 

103376 

6467 

OJ991112_04.0421.C88.ol.tc 

6482 

none 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7632 

Method TBLASTX : Cress 

End 7607 

Score 394 



6482. .7606, 6482. .7228, 6501. .7211, 6525. .6839, 6749. .6841, 
6884. .7204, 6891. .7211, 7247. .7606, 7299. .7607 



48553 

103376 

6467 

OJ991112_04.0421.C88.o2.tm 

6492 

none 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7 632 

Method TBLASTX: Maize 

End 7432 

Score 751 



6492. .7208, 6494. .7432, 6749. .7345, 7275. .7427 



48553 

103376 

6467 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7632 



50288 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_04 .0421.C88.o2.tw 

6557 

none 

6557. .6808, 6558. .6800 

48553 

103376 

6467 

OJ991112_04 .0421.C88.ol.ts 

6765 

none 



Method 

End 

Score 



TBLASTX: Wheat 

6808 

251 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7 632 

Method TBLASTX : Soybean 

End 7598 

Score 432 



6765. .7223, 6776. .7291, 6908. .7270, 7292. .7597, 7293. .7598 



48553 

103376 

6467 

OJ991112_04 .0421.C88.o3.tm 

7433 

none 



Seq. ID OJ991112_04.0421.C88 
Strand 

End 7 632 

Method TBLASTX : Mai ze 

End 7 632 

Score 258 



7433. .7606, 7434. .7607, 7558. .7608, 7601. .7630, 7602. .7631, 
7606. .7632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48554 

103377 

86 

OJ991112_04 .0421.C89.ol.gs 
86 

none 
86. .511 



Seq. ID" OJ991112_04.0421.C89 

Strand + 

End 511 

Method GENSCAN 

End 511 

Score .79 



Seq. ID OJ991112_04.0421.C89 
Strand 

4230 
AAT/NAP 
4230 
1790 



End 

Method 

End 

Score 



48554 
103378 
1 

OJ991112_04 .0421.C89.ol.np 
1 

419760 

1..34, 973. .1214, 1289. .2114, 2294. .2517, 2603. .2919, 
3018.. 3277, 3706.. 3906, 3998.. 4230 
P-glycoprotein atpgpl - Arabidopsis thaliana 

gi | 3849833 | emb | CAA43646 | (X61370) P-glycoprotein [Arabidopsis 
thaliana] gi | 4883607 | gb | AAD31576 . 1 | AC006922_8 (AC006922) 
putative ABC transporter [Arabidopsis thaliana] 



48554 

103378 

1 

OJ991112_04 .0421.C89.o2.gs 

729 

none 



Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method GENSCAN 

End 4173 

Score .84 



729. .857, 973. .1136, 1289. .2114, 2294. .2517, 2603. .2880, 
3018.. 3277, 3706.. 3906, 3998.. 4173 



48554 

103378 

1 

OJ991112_04 .0421.C89.ol.tc 
973 



Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Cress 

End 1596 



50289 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 271 

973. .1224, 977. .1222, 1278. .1595, 1285. .1596 



48554 

103378 

1 

OJ991112_04.0421.C89.o2.ts 

973 

none 

973. .1224, 977.. 1216 

48554 

103378 

1 

OJ991112_04.0421.C89.o3.tm 

997 

none 

997. .1122, 3701. .3907, 3706. 
3986. .4153 



Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Soybean 

End 1224 

Score 291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_04.0421.C89 
4230 

TBLASTX: Maize 

4156 

119 



.3915, 3838. .3909, 3980. .4156, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48554 Seq. ID 

103378 Strand 

1 End 
OJ991112_04 . 042 1 . C8 9 . ol . gp Method 

1028 End 

61339_1.R1084 Score 
1028. .1214, 1289. .1470 

1 4204793 3.0e-28 (U52079) P-glycoprotein [Solanum tuberosum] 1 



OJ991112_04.0421.C89 

4230 
AAT/GAP 
1470 
710 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 04.0421.C89 



48554 
103378 
1 

OJ991112_04.0421.C8 9.ol.tm 
1123 
none 

1123. .1224, 1124. .1222, 1278. .1655, 1285. .2046, 1387. .1752, 
1761. .2045 



4230 

TBLASTX: Maize 

2046 

115 



Seq. No. 48554 

Gene No. 103378 

Start 1 

Name OJ991112_04 . 0421 . C8 9 . o4 . ts 

Start 1290 

GI none 

Exons 1290.. 1592, 3805.. 3894 



Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Soybean 

End 3894 

Score 60 



Seq. No. 48554 
Gene No. 103378 
Start 1 

Name OJ991112_04 . 0421 . C89 . o2 . tc 

Start 1783 
GI none 

Exons 1783.. 1821, 1824.. 2126, 1825. 

2270. .2521, 2276..2494, 2276. 
2592. .2795, 2601.. 2918, 2602. 
3018. .3293, 3703.. 3915, 3704. 
3986. .4174, 4043. .4174 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 04.0421.C89 



4230 

TBLASTX: Cress 
4174 
34 

.2076, 1833. .2126, 1846. .2079, 
.2521, 2277.. 2531, 2289.. 2519, 
.2787, 2704. .2787, 3017. .3283, 
.3925, 3980. .4174, 3984. .4079, 



50290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



!;!; Seq. No. 

^ Gene No. 

tl Start 

[J Name 

^ Start 

fit gi 

I * Exons 

[3 Seq. No. 

Hjj Gene No. 

II Start 
\ ~. Name 
\z Start 
C3 GI 

tl Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48554 

103378 

1 

OJ991112_04 < 

1830 

none 

1830. .2108, 

.48554 

103378 

1 

OJ991112_04. 

1869 

none 

1869. .2120, 

48554 

103378 

1 

OJ991112_04. 

2046 

none 

2046. .2120, 
2598. .2834, 

48554 

103378 

1 

OJ991112_04. 

2387 

none 

2387. .2521, 

48554 

103378 

1 

OJ991112_04. 

3114 

none 

3114. .3233, 

48554 

103378 

1 

OJ991112_04. 

3983 

none 

3983. .4177, 

48555 

103379 

1 

OJ991112_04. 
1 

4680179 
1. .1300 



0421.C89.ol.ts 
1831. .2079, 1960. 

0421.C89.ol.tw 
1873. .2079 

0421.C89.o2.tm 



2288. .2515, 2288, 
2602. .2835 



0421.C89.o3.ts 
2598. .2915, 2602. 

0421.C89.o4.tm 
3114.. 3206, 3116. 

0421.C89.o5.ts 
3986.. 4177, 3998. 

0421.C91.ol.np 



Seq. ID OJ991112_04.0421.C89 
Strand - . 

4230 

TBLASTX : Soybean 
2112 
202 



End 

Method 
End 
Score 
.2112 



Seq. ID OJ991112__04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Wheat 

End 2120 

Score 177 



Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Mai ze 

End 2835 

Score 257 

.2518, 2289. .2519, 2598. .2822, 



Seq. ID OJ991112_04 .0421.C89 
Strand 

End 4230 

Method TBLASTX : Soybean 

End 2915 

Score 37 
.2652, 2704. .2913 

Seq. ID OJ991112_04.0421.C89 
Strand 

End 4230 

Method TBLASTX : Mai ze 

End 3238 

Score 148 
.3238, 3116. .3238 

Seq. ID OJ991112_04 .0421.C89 
Strand 

End 4230 

Method TBLASTX : Soybean 

End 4177 

Score 94 

.4069, 3998. .4063, 4076. .4102 

Seq. ID OJ991112_04.0421.C91 
Strand 

End 1300 

Method AAT/NAP 

End 1300 

Score 1834 



50291 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 48555 

Gene No. 103379 

Start 1 

Name OJ991112_04 . 0421 .C91 . o2 . tm 

Start 2 

GI none 

Exons 2. .295, 2. .307, 45. .296 

Seq. No. 48555 

Gene No. 103379 

Start 1 

Name OJ991112_04 . 0421 . C91 . o3 . tw 

Start 2 

GI none 

Exons 2. .259, 2. .265, 18. .266, 39. .266 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112_04.0421.C91 
1300 

TBLASTX: Maize 

307 

161 



Seq. ID OJ991112_04 .0421, 
Strand 

End 1300 

Method TBLASTX : Wheat 

End 266 

Score 161 



C91 



Seq. No. 48555 

Gene No. 103379 

Start 1 

Name OJ991112_04 . 0421 . C91 . ol . gs 

Start 182 

GI none 

Exons 182.. 1255 



Seq. ID OJ991112_04.0421, 
Strand 

End 1300 

Method GEN SCAN 

End 1255 

Score .99 



C91 



Seq. No. 48555 

Gene No. 103379 

Start 1 

Name OJ991112_04 . 0421 . C91 . ol . ts 

Start 224 

GI none 

Exons 224.. 484, 225.. 479 

Seq. No. 48555 

Gene No. 103379 

Start 1 

Name OJ991112_04 . 0421 .C91 . ol . tc 

Start 248 

GI none 

Exons 248.. 391, 249.. 389, 392.. 565 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_04.0421.C91 
1300 

TBLASTX : Soybean 

484 

140 



Seq. ID OJ991112_04.0421.C91 
Strand 

End 1300 

Method TBLASTX: Cress 

End 565 

Score 85 



Seq. No. 48555 Seq. ID 

Gene No. 103379 Strand 

Start 1 End 

Name OJ991112_04 . 0421 . C91 . ol . tw Method 

Start 272 End 

GI none Score 

Exons 272.. 850, 273.. 836 

Seq. No. 48555 Seq. ID 

Gene No. 103379 Strand 

Start 1 End 

Name OJ991112_04 . 0421 . C91 . o3 . tm Method 

Start 308 End 

GI none Score 

Exons 308.. 622, 309.. 512, 458.. 598 



OJ991112_04 .0421.C91 
1300 

TBLASTX: Wheat 

850 

326 



OJ991112_04.0421.C91 
1300 

TBLASTX: Maize 

622 

107 



50292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

12 Exons - 

I* Seq. No. 

^ e Gene No. 

fll Start 

f'j Name 

|T§ Start 

Exons 

GI Descrip. 

C3 Seq. No. 

Gene No. 
il Start 
: I Name 

Start 

C3 gi 

Q Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48555 

103379 

1 

OJ991112_04.0421.C91.ol.tm 

839 

none 



Seq. ID OJ991112_04.0421.C91 
Strand 

End 1300 

Method TBLASTX : Mai ze 

End 1193 

Score 161 



839. .1192, 845. .1192, 846. .1193 



48555 

103379 

1 

OJ991112_04. 0421.C91.o2.tw 

851 

none 

851. .1243, 852. .1232 

48555 

103379 

1 

OJ991112_04 .0421.C91.o2.ts 

1013 

none 

1013. .1240, 1014. .1235 



Seq. ID OJ991112_04.0421.C91 
Strand 

End 1300 

Method TBLASTX : Wheat 

End 1243 

Score 341 



Seq. ID OJ991112_04.0421.C91 
Strand 

End 1300 

Method TBLASTX : Soybean 

End 1240 

Score 91 



48556 
103380 
3667 

OJ991112_04 .0421.C92.o3.np 
3667 
4680186 
3667. .3722, 4559. .4759 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991112_04.0421.C92 

Strand + 

End 4759 

Method AAT/NAP 

End 4759 

Score 371 



48556 
103381 
1 

OJ991112_04.0421.C92.ol.np 
1 

4680179 
1..1250, 1284. .2368 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991112_04.0421.C92 
Strand 

End 4 692 

Method AAT/NAP 

End 2368 

Score 2262 



48556 

103381 

1 

OJ991112_04.0421.C92.ol.gs 
95 

none 



Seq. ID OJ991112_04.0421.C92 
Strand 

End 4 692 

Method GEN SCAN 

End 4513 

Score . 65 



95. .2365, 2536.-2558, 2619. .2917, 2969. .3424, 4442. .4513 



48556 

103381 

1 

OJ991112_04.0421.C92.ol.gp 
4310 

uC-osflcyp033a04bl 



Seq. ID OJ991112_04.0421.C92 
Strand 

End 4 692 

Method AAT/GAP 

End 4 692 

Score 720 



50293 




Exons 4310.. 4692 

GI Descrip. * 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


48556 






Seq. ID 


OJ991112_04 .0421 


.C92 


Gene No. 


103382 






Strand 


- 




Start 


5125 






End 


5696 




Name 


OJ991112 


04.0421.C92.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


155 






none 






Score 


Q Q 
OO 




Exons 


3. .152, 13. .153, 15. .155 








Seq. No. 


A Q C C C 

4 O DDO 






Seq. ID 


OJ991112_04.0421 


.C92 


Gene No. 


1 m "3 Q o 
1U jjoZ 






Strand 


- 




Start 


CI oc 
DlZD 






End 


5696 




Name 


M TQQ1 1 1 O 

uj y y 1 1 iz 


U4.U421.Cy2.Ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 c ~ 
1 D 






End 


263 




C T 


none 






Score 


I 1 Q 

I I y 




Exons 


15. .227, 


16. .159, 190.. 


225, 231. .263, 


232. .261 




Seq. No. 


a Q c c a 
4 OODO 






Seq. ID 


OJ991112_04.0421 


.C92 


Gene No. 


1U OOoZ 






Strand 


- 




Start 


CI OC 






End 


5696 




Name 


uj yy iiiz 


U4 . U421 . cyz . oi 


. trrt 


Method 


TBLASTX: Maize 




Start 


lou 






End 


581 




bl 


none 






Score 


/ y 




Exons 


150. .581, 


157. .351, 369 


. .542 








Seq. No. 


400DD 






Seq. ID 


OJ991112_04.0421 


.C92 


Gene No. 








Strand 


- 




Start 


CI oc 
DlZD 






End 


5696 




Name 


O TQQ1 1 1 O 

uj y y ii iz 


U4 . U4^i ,uy^ .OI 


. tw 


Method 


TBLASTX: Wheat 




Start 


ZUh 






End 


690 




C T 


none 






Score 


252 




Exons 


204. .581, 


247. .690, 636 


. .689 








Seq. No. 


A O C C C 

4 GOOD 






Seq. ID 


OJ991112__04 .0421 


.C92 


Gene No. 


10 J Jo2 






Strand 






Start 


CI oc 






End 


5696 




Name 


OJ991112 


04 . 0421 . C92 . o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


786 






End 


1223 




HT 
bl 


none 






Score 


68 




Exons 


786. .827, 


855. .968, 856 


. .969, 


1014. .1223, 1015. .1167 




Seq. No. 


48556 






Seq. ID 


OJ991112_04 .0421 


.C92 


Gene No. 


103382 






Strand 






Start 


5125 






End 


5696 




Name 


0J991112 


04.0421.C92.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


906 






End 


1229 




GI 


none 






Score 


187 




Exons 


906. .1229 












Seq. No. 


48556 






Seq. ID 


OJ991112_04.0421 


.C92 


Gene No. 


103382 






Strand 






Start 


5125 






End 


5696 




Name 


OJ991112 


04.0421.C92.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1599 






End 


1892 





50294 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1599. .1892, 1762. .1878 

48556 

103382 

5125 

OJ991112_04 .0421.C92.o2.tw 

1773 

none 

1773.. 2132, 1774. .2133 

48556 

103382 

5125 

OJ991112_04 .0421.C92.o2.gs 

5125 

none 

5125.. 5210, 5606. .5696 



Score 



90 



Seq. ID OJ991112_04 . 0421.C92 
Strand 

End 5696 

Method TBLASTX : Wheat 

End 2133 

Score 146 



Seq. ID OJ991112_04.0421.C92 
Strand 

End 5696 

Method GENSCAN 

End 5696 

Score .82 



48557 
103383 
1 

OJ991112_04 .0421.C93.o2.np 
1 

4680186 
1..35, 672. .725, 1561. .1761 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991112_04.0421.C93 

Strand + 

End 1761 

Method AAT/NAP 

End 1761 

Score 388 



48557 
103384 
1 

OJ991112_04.0421.C93.ol.np 
1 

6983858 
1. .428 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID OJ991112_04.0421.C93 
Strand 

End 2703 

Method AAT/NAP 

End 428 

Score 136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48557 

103384 

1 

OJ991112_04.0421.C93.ol.gs 
15 

none 



Seq. ID OJ991112_04.0421.C93 
Strand 

End 2703 

Method GENSCAN 

End 2703 

Score . 68 



15. .428, 935. .977, 1645. .1749, 2576. .2703 



Seq. ID OJ991112_04.0421.C93 
Strand 

End 2703 

Method AAT/GAP 

End 1694 

Score 687 



48557 
103384 
1 

OJ991112_04.0421.C93.ol.gp 
1313 

uC-osflcyp033a04bl 
1313. .1694 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 



48558 



Seq. ID OJ991112 04.0421.C95 



50295 




Gene No. 


103385 




Strand 


+ 




Of a v-+- 

oLaiL 


±10/ 




End 


4177 




Name 


OJ991112 04.0421.C95.ol 


gs 


Method 


GENSCAN 




Start 


1157 




End 


4177 




GI 


none 




Score 


.64 




Exons 


1157. .1203, 1666. .1697, 


1883. 


.2436, 2684. .2861, 2951. .3247, 




4074. .4177 










Seq. No. 


48558 




Seq. ID 


OJ991112_04.0421. 


C95 


Gene No. 


103386 




Strand 






Start 


2627 




End 


5100 




Name 


OJ991112 04.0421.C95.ol. 


np 


Method 


AAT/NAP 




Start 


2627 




End 


5100 




VJ J. 


134976 




Score 


228 




Exons 


2627.. 2968, 5054. .5100 










GI Descrip. 


GLUCOSE TRANSPORTER (SUGAR CARRIER) gi 


81619|pir| IS12042 


yiucobc 




transport protein STP1 - 


■ Arabidopsis thaliana 






gi | 16520 | emb | CAA39037 . 1 


(X55350) glucose transporter 






[Arabidopsis thaliana] 










Seq. No. 


48558 




Seq. ID 


OJ991112_04.0421. 


C95 


oene lmo • 


1U jjOD 




Strand 






Start 


2627 




End 


5100 




Name 


OJ991112 04.0421.C95.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2645 




End 


3081 




GI 


none 




Score 


122 




Exons 


2645. .2749, 2741. .2968, 


2811. 


.2969, 2995.. 3081 




Seq. No. 


48558 




Seq. ID 


OJ991112_04.0421. 


C95 


^ene no . 


IUjjoD 




Strand 






Start 


2627 




End 


5100 




Name 


OJ991112 04.0421.C95.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2678 




End 


2966 




GI 


none 




Score 


88 




Exons 


2678.-2749, 2741. .2965, 


2804. 


.2932, 2811. .2966 




Seq. No. 


48558 




Seq. ID 


OJ991112_04.0421. 


C95 


ucllc INO . 


103386 




Strand 






Start 


2627 




End 


5100 




Name 


OJ991112 04.0421.C95.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2693 




End 


2966 




GI 


none 




Score 


137 




Exons 


2693. .2749, 2741. .2965, 


2817. 


.2966 






Seq. No. 


48558 




Seq. ID 


OJ991112_04.042i: 


C95 


Gene No . 


103386 




Strand 






Start 


2627 




End 


5100 




Name 


OJ991112 04.0421.C95.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2699 




End 


2969 




GI 


none 




Score 


129 




Exons 


2699. .2746, 2741. .2968, 


2811. 


.2969 






Seq. No. 


48559 




Seq. ID 


OJ991112_04.0421. 


C96 


Gene No. 


103387 




Strand 






Start 


414 




End 


2987 




Name 


OJ991112 04.0421.C96.ol. 


gs 


Method 


GENSCAN 




Start 


414 




End 


2947 





50296 




GI 


none 


Score 


.42 








Exons 


414. .1388, 2250. .2395, 2800.. 


2947 










Seq. No. 


48559 


Seq. ID 


OJ991112 


_04 


.0421 


.C96 


Gene No. 


103387 


Strand 










OtaiL 


414 


End 










Name 


OJ991112 04.0421.C96.ol.np 


Method 


AAT/NAP 








Start 


2686 


End 


2987 








GI 


6006372 


Score 


106 








Exons 


2686. .2987 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48560 


Seq. ID 


OJ991112 


_04 


.0421 


.C97 


Gene No. 


103388 


Strand 










Of n yf 


286 


End 


387 








Name 


OJ991112 04.0421.C97.ol.np 


Method 


AAT/NAP 








Start 


286 


End 


387 








GI 


5777617 


Score 


69 








Exons 


286. .387 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


48561 


Seq. ID 


ojy y l l iz 


_04 


.0421 


.C98 


Gene No. 


103389 


Strand 


+ 








o tart 


1 


End 


o ft r\ 

890 








Name 


OJ991112 04.0421.C98.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


O ft A 

890 








GI 


7339707 


Score 


74 








Exons 


1..70, 745. .890 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48561 


Seq. ID 


OJ991112 


_04 


.0421 


.C98 


Gene No . 


103390 


Strand 










Start 


478 


End 


761 








Name 


OJ991112 04.0421.C98.ol.gs 


Method 


GENSCAN 








Start 


478 


End 


761 








GI 


none 


Score 


.79 








Exons 


478. .596, 679. .761 












Seq. No. 


48562 


Seq. ID 


OJ991122 


_07 


.0421 


.CI 


Gene No. 


103391 


Strand 










Start 


189 


End 


677 








Name 


OJ991122 07.0421.Cl.ol.gs 


Method 


GENSCAN 








Start 


189 


End 


677 








GI 


none 


Score 


.62 








Exons 


189. .322, 404. .519, 561. .677 












Seq. No. 


48563 


Seq. ID 


OJ991122 


_07 


.0421 


.C4 


Gene No . 


103392 


Strand 


+ 








Start 


745 


End 


1155 








Name 


OJ991122 07.0421.C4.ol.gp 


Method 


AAT/GAP 








Start 


745 


End 


1155 








GI 


none 


Score 


678 








Exons 


745. .1155 












Seq. No. 


48563 


Seq. ID 


OJ991122 


_07 


.0421 


.C4 


Gene No. 


103392 


Strand 


+ 








Start 


745 


End 


1155 









50297 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991122_07.0421.C4.ol.np Method AAT/NAP 

797 End 1093 

7489428 Score 270 
797. .1093 

probable lipid transfer protein - barley 

gi|1848225|gb|AAB47967.1| (U88090) nonspecific lipid transfer 
protein [Hordeum vulgare] 



48563 Seq. ID 

103393 Strand 
3122 End 
OJ991122 _07 . 0421 . C4 . o2 . np Method 
3122 End 
6539553 Score 
3122. .7027 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ991122_07.0421.C4 
+ 

7027 
AAT/NAP 
7027 
6719 



Seq. No. 


48563 




Seq. ID 


OJ991122_ 


_07.0421. 


C4 


Gene No. 


103394 




Strand 


+ 






Start 


15956 




End 


24831 






Name 


OJ991122 07. 0421. C4 


. o3 . gs 


Method 


GENSCAN 






Start 


15956 




End 


22294 






GI 


none 




Score 


.92 






Exons 


15956. .16787, 18431 


. .19114, 


20168. .20203, 20463 


. .20750, 






21166. .21619, 21850 


. .22294 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421. 


C4 


Gene No. 


103394 




Strand 


+ 






Start 


15956 




End 


24831 






Name 


OJ991122 07. 0421. C4 


.o3.np 


Method 


AAT/NAP 






Start 


18586 




End 


24831 






GI 


6714300 




Score 


950 






Exons 


18586. .19241, 20458 


. .20750, 


21166. .21619, 21850 


. .22188, 






24771. .24831 












GI Descrip. 


(AC013354) F15H18.11 [Arabidopsis thaliana] 






Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421. 


C4 


Gene No. 


103395 




Strand 


+ 






Start 


29038 




End 


37233 






Name 


OJ991122 07. 0421. C4 


. o5.np 


Method 


AAT/NAP 






Start 


28982 




End 


35149 






GI 


5882746 




Score 


796 






Exons 


28982..29262, 30296 


. .30505, 


31550. .31744, 31821 


. .32170, 






32528.-32753, 32854 


. .33115, 


33274 . .33920, 33956 


. .34346, 






34502. .34765, 35024 


. .35149 










GI Descrip. 


(AC008263) ESTs gb | 


T04421 and gb|AA586001 come 


from this 


gene 




[Arabidopsis thaliana] 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421. 


C4 


Gene No. 


103395 




Strand 


+ 






Start 


29038 




End 


37233 






Name 


OJ991122 07. 0421. C4 


.o5.gs 


Method 


GENSCAN 






Start 


29038 




End 


37084 






GI 


none 




Score 


.53 







50298 



Exons 29038. .29262, 30296 30455, 32020 32170 , 32528 32753, 

32854. .33022, 33475 .. 34320, 34 977 .. 35148 , 35304 354 85 , 
36253. .36305, 36801 36872, 36950.. 37084 



Seq. No. 


48563 


Seq. ID 


OJ991122_07 . 0421 .C4 


Gene No. 


103395 


Strand 


+ 


Start 


29038 


End 


37233 


Name 


OJ991122 07.0421.C4.o4.gp 


Method 


AAT/GAP 


Start 


34170 


End 


34704 


GI 


uOosroM202041glObl 


Score 


254 


Exons 


34170. .34320, 34675.. 34704 






GI Descrip. 


•3415134 1.0e-45 (AF082024) 


Phybl [Pimpinella brachycarpa] 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421.C4 


Gene No. 


103395 


Strand 


+ 


Start 


29038 


End 


37233 


Name 


OJ991122 07.0421.C4.o5.gp 


Method 


AAT/GAP 


Start 


34975 


End 


35360 


GI 


uC-osroM202041gl0bl 


Score 


437 


Exons 


34975. .35148, 35264.. 35360 






GI Descrip. 


'3415134 1.0e-45 (AF082024) 


Phybl [Pimpinella brachycarpa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

□ Exons 

't. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48563 Seq. ID OJ991122_07 . 0421 . C4 

103395 Strand + 

29038 End 37233 

OJ991122_07 . 0421 . C4 . o7 . np Method AAT/NAP 

35322 End 37048 

5882747 Score 862 

35322. .35485, 36007 .. 36144 , 36253 36487 , 36580 .. 36639, 

36801. .36872, 36950.. 37048 

(AC008263) Similar to gb|AF049930 PGP237-11 from Petunia x 
hybrida and contains a PF| 00097 Zinc (RING) finger domain. 
[Arabidopsis thaliana] 



48563 Seq. ID 

103395 Strand 
29038 End 
OJ991122JD7 . 0421 ,C4 .06. gp Method 
35325 End 
LIB34 33-029-P1-K1-E12 Score 
35325.-35485, 36007.. 36081 
, 5882747/gb|AAD55300.1|AC008263_31 4 
gb_AF04 9930 PGP237-11 from Petunia x 
PF 00097 Zinc (RING) finger domain. 



OJ991122J37. 
+ 

37233 
AAT/GAP 
36081 
385 



0421. C4 



.0e-23 (AC008263) Similar to 
hybrida and contains a 
[Arabidopsis thaliana] ' 



48563 Seq. ID 

103395 Strand 

29038 End 

OJ991122_07. 0421.C4 .o7.gp Method 

36245 End 

60029 1.R1084 Score 



OJ991122_07 .0421.C4 
+ 

37233 
AAT/GAP 
37233 
1131 



36245. .36487, 36580 36639, 36801 .. 36872, 36950.. 37233 
, 5882747/gb|AAD55300.1|AC008263_31 2.0e-42 (AC008263) Similar to 
gb_AF04 9930 PGP237-11 from Petunia x hybrida and contains a 
PF_00097 Zinc (RING) finger domain. [Arabidopsis thaliana] 1 



Seq. No. 



48563 



Seq. ID OJ991122 07. 0421. C4 



50299 



f 8 * 



EH 



ris 



*3 



Gene No. 


103396 


Strand 


+ 


Start' 


38395 


End 


38851 


Name 


OJ991122 07.0421.C4.o8.gp 


Method 


AAT/GAP 


Start 


38395 


End 


38851 


GI 


none 


Score 


910 


Exons 


38395. . 38851 






Seq. No. 


48563 


Seq. ID 


OJ991122J 


Gene No. 


103397 


Strand 




Start 


1215 


End 


1337 


Name 


OJ991122 07.0421.C4.o3.gp 


Method 


AAT/GAP 


Start 


1215 


End 


1337 


GI 


3106803 


Score 


214 


Exons 


1215. . 1337 






Seq. No. 


48563 


Seq. ID 


OJ991122J 


Gene No. 


103398 


Strand 




Start 


8133 


End 


12594 


Name 


OJ991122_07.0421.C4 . o2 .gs 


Method 


GENSCAN 


Start 


8133 


End 


12594 


GI 


none 


Score 


.52 


Exons 


8133. .8492, 8613. .8938, 9343 


..9378, 10258. .10950, 


Seq. No. 


48563 


Seq. ID 


0J991122J 


Gene No. 


103399 


Strand 




Start 


20564 


End 


25242 


Name 


OJ991122 07.0421.C4.o4.np 


Method 


AAT/NAP 


Start 


20564 


End 


24449 


GI 


6539570 


Score 


169 


Exons 


20564. .20586, 21513 .. 21677 , 


22732. .22987, 23192. 



GI Descrip. 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24427. .24449 

(AP000836) hypothetical protein [Oryza sativa] 



48563 

103399 

20564 

OJ991122_07 . 0421 .C4 . o4 . gs 

23099 

none 



Seq. ID OJ991122_07.0421.C4 
Strand 

End 25242 

Method GENSCAN 

End 25242 

Score .52 



23099. .23308, 23743. . 24137, 24839 .. 25006, 25200. .25242 



Seq. No. 48563 

Gene No. 103400 

Start 38451 

Name OJ991122_07 . 0421 . C4 . 06 . gs 

Start 38451 

GI none 
Exons 



Seq. ID OJ991122_07.0421.C4 
Strand 

End 42014 

Method GENSCAN 

End 42014 

Score .94 



38451. .39148, 39322 .. 39397 , 39514 .. 4 122 6, 41615 41694, 
41846. .42014 



Seq. No. 48563 

Gene No. 103400 

Start 38451 

Name OJ991122_07 . 0421 . C4 . o9 . gp 

Start 40230 

GI none 

Exons 40230. .40679 



Seq. ID OJ991122_07.0421.C4 
Strand 

End 42014 

Method AAT/GAP 

End 40679 

Score 839 



50300 




Seq. No. 


48563 


Seq. ID 


OJ991122 07. 0421. C4 


Gene No. 


103401 


Strand 




Start 


42150 


End 


42587 


Name 


OJ991122 07. 


0421 . C4 . olO . gp Method 


AAT/GAP 


Start 


42150 


End 


42587 


GI 


2427623 


Score 


815 


Exons 


42150. .42587 






Seq. No. 


48563 


Seq. ID 


OJ991122_07 . 04 21 . C4 


Gene No. 


103402 


Strand 




Start 


54139 


End 


59339 


Name 


OJ991122 07. 


0421.C4.o8.tm Method 


TBLASTX: Maize 


Start 


889 


End 


1104 


GI 


none 


Score 


328 


Exons 


889. .1092, 890. .1096, 937. .1104, 1005. 


. 1097 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421.C4 


Gene No. 


103402 


Strand 




Start 


54139 


End 


59339 


Name 


OJ991122_07 . 


0421.C4.ol.ts Method 


TBLASTX: Soybean 


Start 


1432 


End 


21973 


GI 


none 


Score 


81 


Exons 


1432. .1578, 


1453. .1590, 1469. .1615, 1663. .2124, 1673. .2119, 




8553 . . 8837, 


8557.. 8820, 21312 21362 , 


21483. .21596, 21884.. 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421.C4 


Gene No. 


103402 


Strand 




Start 


54139 


End 


59339 


Name 


OJ991122 07. 


0421.C4 .oS.tw Method 


TBLASTX: Wheat 


Start 


1449 


End 


1793 


GI 


none 


Score 


57 


Exons 


1449. .1583, 


1449. .1586, 1450. .1704, 1454. .1702, 1699. .1755, 




1705. .1791, 


1706. .1792, 1706. .1792, 1707.. 1793 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421.C4 


Gene No. 


' 103402 


Strand 




Start 


54139 


End 


59339 


Name 


OJ991122 07. 


0421.C4.o2.tc Method 


TBLASTX: Cress 


Start 


1456 


End 


22177 


GI 


none 


Score 


71 


Exons 


1456. .1626, 


1457. .1612, 1636. .1674, 1703. .2020, 1703. .2023, 




1705. .2028, 


2024. .2110, 2062. .2115, 8556. .8669, 8556. .8681, 




8685. .8780, 


8692.. 8781, 21165 .. 21332 , 


21330. .21374, 




21483. .21569 


, 21884. .21946, 22052. .22177 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421.C4 


Gene No. 


103402 


Strand 




Start 


54139 


End 


59339 


Name 


OJ991122 07. 


0421 . C4 . o2 . tm Method 


TBLASTX: Maize 


Start 


1705 


End 


22291 


GI 


none 


Score 


67 


Exons 


1705. .1764, 


1861. .1947, 1966. .2037, 2071. .2103, 8650. .8727, 




8652. .8786, 


20546. .20605, 20548.. 20601 


, 20624. .20752, 




20719. .20769, 21164 .. 214 12, 21165 .. 21425, 2 14 08 .. 2147 6, 




21479. .21622 


, 21480. .21623, 21555 .. 21623, 21847 .. 21945, 




21849. .21899 


, 21850. .21999, 21851 22219, 21980 .. 22183, 



50301 



22069. .22218, 22213 22287 , 22217.. 22291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48563 

103402 

54139 

OJ991122_07.0421.C4.o7.tw 

1795 

none 



Seq. ID OJ991122_07.0421.C4 
Strand 

End 59339 

Method TBLASTX : Wheat 

End 21602 

Score 94 



1795.. 2028, 1862.. 2032, 21309 .. 2138 9, 21483.. 21602 



Seq. No. 48563 Seq. ID 

Gene No. 103402 Strand 

Start 54139 End 

Name OJ991 122_07 . 0421 . C4 . o4 . tw Method 

Start 3116 End 

GI none Score 

Exons 3116.. 3502, 3127.. 3501 



OJ991122_07.0421.C4 
59339 

TBLASTX: Wheat 

3502 

354 



Seq. No. 48563 Seq. ID 

Gene No. 103402 Strand 

Start 54139 End 

Name OJ991122_07 . 0421 . C4 . o5 . tm Method 

Start 3251 End 

GI none Score 

Exons 3251.. 3562, 3259. .3564 



OJ991122_07.0421.C4 
59339 

TBLASTX: Maize 

3564 

366 



I! Seq. No. 48563 

y Gene No. . 103402 

3 Start 54139 

J Name OJ991122JD7 . 0421 . C4 . o4 . tm 

g Start 4063 

Hf GI none 

* Exons 4063.. 4317, 4070.. 4384, 4090. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4383, 4218. .4385 



OJ991122_07.0421.C4 
59339 

TBLASTX: Maize 
4385 
268 



Seq. No. 48563 Seq. ID 

Gene No. 103402 Strand 

Start 54139 End 

Name OJ991122_07 . 0421 . C4 . olO . ts Method 

Start 4412 End 

GI none Score 

Exons 4412.. 4567, 4550.. 4798 



OJ991122_07.0421.C4 
59339 

TBLASTX : Soybean 

4798 

80 



Seq. No. 48563 Seq. ID 

Gene No. 103402 Strand 

Start 54139 End 

Name OJ991122_07 . 0421 . C4 . 06 . tw Method 

Start 4664 End 

GI none Score 

Exons 4664..4855, 4664.. 4855 



OJ991122_07.0421.C4 
59339 

TBLASTX: Wheat 

4855 

272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48563 Seq. ID 

103402 Strand 

54139 End 

OJ991122_07 . 0421 . C4 . olO . tm Method 

4712 End 

none Score 



OJ991122_07.0421.C4 
59339 

TBLASTX: Maize 

5284 

226 



4712. .5020, 4795. .4986, 4841. .4996, 5024. .5284 



50302 




Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


. C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4 .06. 


ts 


Method 


TBLASTX : Soybean 




Start 


4808 








End 


5206 




GI 


none 








Score 


195 




Exons 


4808. .5032, 


4816. 


.4986, 


5033. 


.5206, 5041.. 5079 




Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4856 








End 


5611 




GI 


none 








Score 


614 




Exons 


4856. .5320, 


4865. 


.5332, 


5041. 


.5343, 5364. .5594, 5372. .5611 




5394. .5591, 


5452. 


.5610 










Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


.C4 


bene no . 


1U J4 Uz 








Strand 


- 




Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


5531 








End 


5995 




GI 


5509260 








Score 


382 




Exons 


5531. .5995, 


5672. 


.5974 










GI Descrip. 


- 














Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5624 








End 


5884 




GI 


none 








Score 


277 




Exons 


5624 . .5884 














Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


5665 








End 


6130 




GI 


none 








Score 


352 




Exons 


5665. .5784, 


5666. 


.6130, 


5801. 


.5983 






Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5666 








End 


6211 




GI 


none 








Score 


310 




Exons 


5666. . 6010, 


5813. 


.5986, 


6005. 


.6211, 6079.. 6201 




Seq. No. 


48563 








Seq. ID 


OJ991122_07.0421 


■ C4 


Gene No. 


103402 








Strand 






Start 


54139 








End 


59339 




Name 


OJ991122 07. 


0421. 


C4.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


6064 








End 


6409 




GI 


none 








Score 


314 





50303 




Exons 


6064. .6264, 6065. .6409 








Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.o9.tm 


Method 


TBLASTX: Maize 




Start 


6221 


End 


6559 




GI 


none 


Score 


312 




Exons 


6221.. 6559, 6221.. 6544, 6364 


. .6558 






Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6415 


End 


6891 




GI 


none 


Score 


101 




Exons 


6415. .6486, 6416. .6490, 6504 


..6812, 6505. .6891, 6506. .6853 


Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


. C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.o7.ts 


Method 


TBLASTX : Soybean 




Start 


6422 


End 


6763 




GI 


none 


Score 


91 




Exons 


6422.. 6535, 6448.. 6528, 6554 


. .6763, 6559. .6684 




Seq. No. 


48563 


Seq. ID 


OJ991122_07'.0421 


. C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.o8.tw 


Method 


TBLASTX: Wheat 




Start 


13281 


End 


53214 




GI 


none 


Score 


42 




Exons 


13281. .13328, 52861 52908 , 


52863. .52907, 53019 .. 53174 , 






53022. .53207, 53068.. 53214 








Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07 . 0421 .C4 .08 . ts 


Method 


TBLASTX: Soybean 




Start 


20657 


End 


22288 




GI 


none 


Score 


66 




Exons 


20657. .20722, 21159 .. 21308 , 


21164 . .21307, 21363. .21422, 






21851. .21883, 21853 .. 21882, 


21974 . .22171, 21977 .. 2218 9, 






22075. .22194, 22262. .22288 








Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.ol2.tm 


Method 


TBLASTX: Maize 




Start 


29097 


End 


29250 




GI 


none 


Score 


202 




Exons 


29097. .29249, 29098 .. 29250, 


29101. .29250 




Seq. No. 


48563 


Seq. ID 


OJ991122_07.0421 


.C4 


Gene No. 


103402 


Strand 






Start 


54139 


End 


59339 




Name 


OJ991122 07.0421.C4.o9.ts 


Method 


TBLASTX : Soybean 





50304 




Start 


30332 




End 


30508 






GI 


none 




Score 


204 






Exons 


30332. .30508, 30334. 


. 30504 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07 . 0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122_07.0421.C4. 


o3. ts 


Method 


TBLASTX : 


Soybean 




Start 


31547 




End 


34272 






GI 


5606777 




Score 


73 






Exons 


31547 . . 31702, 33947 . 


. 34270, 


33948. .34271, 34042 


. . 34272 




GI Descrip. 














Seq. No. 


48563 




Seq. ID 


OJ991122 


_07 . 0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122_07.0421.C4- 


oil . tm 


Method 


TBLASTX: 


Maize 




Start 


32015 




End 


32747 






GI 


none 




Score 


218 






Exons 


32015. .32170, 32016. 


. 32168, 


32020. .32169, 32521 


. . 32745, 






32525. .32746, 32526. 


. 32747 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07. 0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122_07 . 0421 .C4 . 


o5. tc 


Method 


TBLASTX: 


Cress 




Start 


33725 




End 


33896 






GI 


none 




Score 


221 






Exons 


33725. .33874, 33726. 


. 33896 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07 . 0421 


. C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


33825 




End 


34271 






GI 


none 




Score 


95 






Exons 


33825. .33905, 33827. 


. 33904, 


33943. .34104, 33947 


. .34102, 






33948 . .34103, 33958. 


. 34104, 


34084. .34269, 34106 


. . 34270, 






34107 . .34271 












Seq. No. 


48563 




Seq. ID 


OJ991122 


_07. 0421 


,C4 


Gene No. 


103402 




Strand 








Start . 


54139 




End 


59339 






Name 


OJ991122_07 . 0421 . C4 . 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


35007 




End 


36984 






GI 


none 




Score 


126 






Exons 


35007. .35144, 35009. 


.35146, 


35014. .35148, 35014 


. .35157, 






35261 . .35488, 35262. 


. 35486, 


35263. .35490, 36001 


. . 36132, 






36005 . .36145, 36005. 


. 36145, 


36232. .36501, 36251 


. . 36487, 






36561 . .36641, 36574 . 


. 36648, 


36771. .36872, 36799 


. .36873, 






36801. .36872, 36925. 


. 36984, 


36947. .36982 






Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


35077 




End 


37072 







50305 




C T 


none 




Score 


107 






Exons 


35077. .35157, 35078. 


.35146, 


35261. .35317, 35262 


. .35306, 






35298. .35486, 35336. 


.35488, 


35995. .36132, 36005 


. .36145, 






36008. .36148, 36232. 


.36501, 


36251. .36487, 36561 


. .36641, 






36574. .36648, 36771. 


.36872, 


36799.-36873, 36804 


. .36872, 






36944. .37072, 36949. 


.37062 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339- 






Name 


OTQQ1199 07 D491 CA 


O J. • LC 


Method 


TBLASTX: 






Start 


35261 




End 


36500 






GI 


none 




Score 


250 






Exons 


35261. .35293, 35277. 


.35486, 


35327. .3548 


8, 35995 


. .36132, 






36005. .36145, 36008. 


.36145, 


36232. .36498, 36251 


. .36490, 






36294. .36500 












Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No. 


103402 




Strand 








btan 


Oh 1 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


36592 




End 


37059 






GI 


none 




Score 


82 






Exons 


36592. .36648, 36771. 


.36872, 


36804. .36872, 36947 


. .37051, 






36947... 37051, 36949. 


.37059 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No . 






Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


52939 




End 


53213 






GI 


none 




Score 


81 






Exons 


52939. .53211, 52941. 


.53213 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


08 .np 


Method . 


AAT/NAP 






Start 


54139 




End 


59339 






GI 


5734709 




Score 


111 






Exons 


54139. .54173, 58494. 


.58617, 


58801.. 59339 






GI Descrip. 


(AC008075) Contains 


PFI0006S 


Eukaryotic protein 


kinase 


domain 




[Arabidopsis thaliana] 










Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No . 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4 . 


o 1 1 . gp 


Method 


AAT/GAP 






Start 


58403 




End 


58761 






GI 


2799559 




Score 


557 






Exons 


58403. .58761 












Seq. No. 


48563 




Seq. ID 


OJ991122 


_07.0421 


.C4 


Gene No. 


103402 




Strand 








Start 


54139 




End 


59339 






Name 


OJ991122 07. 0421. C4. 


08 .gs 


Method 


GENS CAN 






Start 


58582 




End 


59315 







50306 



GI 


none 


Score 


.98 








Exons 


58582. .58647, 58872.. 59315 












Seq. No. 


48564 


Seq. ID 


OJ991122_ 


07 


.0421 


.C5 


Gene No. 


103403 


Strand 


+ 








Start 


202 


End 


1781 








Name 


OJ991122 07.0421.C5.ol.gs 


Method 


GENSCAN 








Start 


202 


End 


1781 








GI 


none 


Score 


.49 








Exons 


202. .327, 682. .742, 1519. .1781 










Seq. No. 


48564 


Seq. ID 


OJ991122_ 


07 


.0421 


.C5 


Gene No. 


103404 


Strand 










Start 


2276 


End 


2349 








Name 


OJ991122 07.0421.C5.o2.gs 


Method 


GENSCAN 








Start 


2276 


End 


2349 








GI 


none 


Score 


1 








Exons 


2276. .2349 












Seq. No. 


48565 


Seq. ID 


OJ991122_ 


07 


.0421 


.C6 


Gene No. 


103405 


Strand 


+ 








Start 


1 


End 










Name 


OJ991122 07.0421.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1325 








GI 


4680186 


Score 


199 








Exons 


1..240, 1072. .1325 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq.. No. 


48565 


Seq. ID 


OJ991122_ 


07 


.0421 


.C6 


Gene No. 


103406 


Strand 


+ 








Start 


11532 


End 


11971 








Name 


OJ991122 07.0421.C6.ol.gp 


Method 


AAT/GAP 








Start 


11532 


End 


11971 








GI 


4715238 


Score 


659 








Exons 


11532. .11576, 11660.. 11971 












Seq. No. 


48565 


Seq. ID 


OJ991122_ 


07 


.0421 


.C6 


Gene No. 


103407 


Strand 










Start 


24 


End 


7084 








Name 


OJ991122 07.0421.C6.ol.gs 


Method 


GENSCAN 








Start 


24 


End 


7084 








GI 


none 


Score 


.84 








Exons 


24. .71, 112. .396, 2177. .2288, 


2333..2424, 2519.. 


2633, 






3038.. 3123, 3529.. 3565, 6350.. 


6409, 6527.. 7084 








Seq. No. 


48565 


Seq. ID 


OJ991122_ 


07 


.0421 


.C6 


Gene No. 


103407 


Strand 










Start 


24 


End 


7084 








Name 


OJ991122 07.0421.C6.o2.np 


Method 


AAT/NAP 








Start 


286 


End 


2866 








GI 


7340881 


Score 


832 








Exons 


286. .316, 422. .529, 1972. .227^ 


, 2333.. 


2424, 2519 




2643, 






2780. .2866 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48565 


Seq. ID 


OJ991122_ 


07 


.0421 


.C6 


Gene No. 


103408 


Strand 











50307 



Start 16421 End 18523 

Name OJ991122_07 . 0421 . C6 . o3 . np Method AAT/NAP 

Start 16421 End 18424 

GI 6553935 Score 522 

Exons 16421. .17271, 18234.. 18424 

GI Descrip. (AC011915) putative tRNA isopentenyl transferase [Arabidopsis 
thaliana] 



Seq. No. 48565 Seq. ID 

Gene No. 103408 Strand 

Start 16421 End 

Name OJ991122_07 . 0421 . C6 . o3 . gs Method 

Start 17577 End 

GI none Score 
Exons 



OJ991122_07.0421.C6 

18523 
GENSCAN 
18523 
.43 



17577. .17710, 17792. .17907, 1794 9 .. 18065, 18198. .18523 





Seq. No. 


48566 




Seq. ID 


OJ991122 


_07. 


.0421. C7 




Gene No. 


103409 




Strand 


+ 








Start 


1802 




End 


4906 








Name 


OJ991122 07.0421. 


C7.ol.gs 


Method 


GENSCAN 








Start 


1802 




End 


4906 








GI 


none 




Score 


.56 








Exons 


1802. .1869, 1993. 


.2161, 3042. 


.3167, 3257.. 3352, 


4796. .4906 


& as. 


Seq. No. 


48566 




Seq. ID 


OJ991122_ 


_07, 


.0421. C7 




Gene No. 


103410 




Strand 


+ 






L i I 


Start 


7243 




End 


7 652' 






f I 5 


Name 


OJ991122 07.0421. 


C7.o2.gs 


Method 


GENSCAN 








Start 


7243 




End 


7652 






□ 


GI 


none 




Score 


.56 








Exons 


7243. .7257, 7417. 


.7455, 7509. 


.7652 








\ y 


Seq. No. 


48566 




Seq. ID 


OJ991122 


_07.. 


,0421. C7 




Gene No. 


103411 




Strand 


+ 






f i 


Start 


. 13953 




End 


14379 






•- s 


Name 


OJ991122 07.0421. 


C7.o5.gs 


Method 


GENSCAN 








Start 


13953 




End 


14379 








GI 


none 




Score 


.46 








Exons 


13953. .14078, 14272. .14379 










□ 


Seq. No. 


48566 




Seq. ID 


OJ991122_ 


_07. 


.0421. C7 




Gene No. 


103411 




Strand 


+ • 








Start 


13953 




End 


14379 








Name 


OJ991122 07.0421. 


C7.o2.gp 


Method 


AAT/GAP 








Start 


13972 




End 


14301 








GI 


LIB3431-002-P1-N1 


-A10 


Score 


653 








Exons 


13972. .14301 













GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 48566 Seq. ID 

Gene No. 103412 Strand 

Start 9210 End 

Name OJ991122_07 . 0421 .C7 . ol . gp . Method 

Start 9210 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 9210.. 9230, 9815.. 9897, 11716.. 11741 



OJ991122_07.0421.C7 

11741 
AAT/GAP 
11741 
132 



50308 



GI Descrip. 1 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 48566 Seq. ID 

Gene No. 103413 Strand 

Start 12759 End 

Name OJ991122_07 . 0421 . C7 . o4 . gs Method 

Start 12759 End 

GI none Score 

Exons 12759.. 12953 



OJ991122_07.0421.C7 

12953 
GENSCAN 
12953 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48566 Seq. ID 

103414 Strand 

13191 End 

OJ991122_07.0421.C7.ol.np Method 

13191 End 

6692258 Score 



OJ991122 07. 0421. C7 



13191. .13223, 15563. .15649, 15765, 
16451. .16608, 16654. .16820, 17422. 
18351. .18826, 18873.. 19088 



19097 
AAT/NAP 
19088 
934 

16057, 16135. 
17554, 17653. 



,16291, 
,18130, 



GI Descrip. (AC010870) unknown protein [Arabidopsis thaliana] 



Seq. No. 48566 Seq. ID 

Gene No. 103414 Strand 

Start 13191* End 

Name OJ991 122_07 . 0421 . C7 . 06 . gs Method 

Start 14872 End 

GI none Score 

Exons 14872. 

16135, 



OJ991122_07.0421.C7 

19097 
GENSCAN 
19097 
.99 



.14967, 15044. .15133, 15590 .. 1564 9, 15765 16057, 
.16291, 16451. .16795, 17424 .. 17554 , 17653 .. 18130, 



18351. .19097 



Seq. No. 48566 Seq. ID 

Gene No. 103415 Strand 

Start 20192 End 

Name OJ991122_07 . 0421 . C7 . ol . tc Method 

Start 15590 End 

GI none Score 
Exons 



OJ991122_07.0421.C7 
25495 

TBLASTX: Cress 

16784 

48 



15590. .15652, 15603 .. 15650 , 15751 .. 158 19, 157 63 .. 16059, 

15765. .16058, 15765 .. 16061 , 15859 16059, 16133 .. 16291, 

16145. .16249, 16236 .. 16274 , 16451 .. 16600 , 16500 .. 16784, 
16646. .16783 



Seq. No. 48566 

Gene No. 103415 

Start 20192 

Name OJ991122_07 . 0421 . C7 . ol . ts 

Start 15765 

GI none 

Exons 15765. .16064, 15840 .. 16058 , 
16454. .16600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_07.0421.C7 
25495 

TBLASTX : Soybean 

16600 

91 



15859. .16080, 16133 .. 16291, 



Seq. No. 48566 Seq. ID 

Gene No. 103415 Strand 

Start 20192 End 

Name OJ991122 07 . 0421 . C7 . ol . tm Method 



OJ991122_07.0421.C7 
25495 

TBLASTX: Maize 



50309 



Start 
GI 

Exons 



15826 
none 



End 
Score 



16302 
282 



15826. .16056, 1584 9 16061, 15859 .. 16059, 16133 .. 16282 , 
16135. .16302, 16142. .16282 



Seq. No. 


48566 


Seq. ID 


OJ991122_07.0421 


.C7 


Gene No. 


103415 


Strand 






Start 


20192 


End 


25495 




Name 


OJ991122_07.0421.C7.ol.tw 


Method 


TBLASTX: Wheat 




otart 


1 CQQC 
1 JOOD 


End 


16300 




GI 


none 


Score 


152 




Exons 


15886. .16080, 15888 .. 16064 , 


16133. .16300 




Seq. No. 


48566 


Seq. ID 


OJ991122JD7 .0421 


.C7 


Gene No. 


103415 


Strand 






Start 


20192 


End 


25495 




Name 


OJ991122 07.0421.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


17651 


End 


18127 




C T 

bl 


none 


Score 


131 




Exons 


17651. .17875, 17652 .. 17843, 


18056. .18127 




Seq. No. 


48566 


Seq. ID 


OJ991122_07.0421 


.C7 


Gene No. 


103415 


Strand 






Start 


20192 


End 


25495 




Name 


OJ991122 07.0421.C7.o7.gs 


Method 


GENSCAN 




Start 


20192 


End 


25495 




GI 


none 


Score 


.49 




Exons 


£.v±yz . . zut> / 4 , zuyzx . . ziu4 j, 


22900. .23571, 23839 .. 238 64 , 






24070.. 25495 








Seq. No. 


48566 


Seq. ID 


OJ991122_07.0421 


.C7 


Gene No. 


103415 


Strand 






Start 


20192 


End 


25495 




Name 


OJ991122 07.0421.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


24062 


End 


24592 




GI 


none 


Score 


126 




Exons 


24062. .24268, 24066. . 24338, 


24068. .24334, 24338 24364 , 






24368. .24436, 24368 24436, 


24446. .24592 




Seq. No. 


48567 


Seq. ID 


OJ991122_06.0421 


.CI 


Gene No. 


103416 


Strand 


+ 




Start 


1914 


End 


4838 




Name 


OJ991122 06.0421.Cl.ol.np 


Method 


AAT/NAP 




Start 


1914 


End 


4838 




GI 


7488195 


Score 


309 




Exons 


1914.. 2770, 4820.. 4838 








GI Descrip. 


probable serine/threonine-specif ic protein kinase (EC 2 


.7. 




F21P8.70 - Arabidopsis thaliana gi | 3021270 I emb | CAA184 65 


.11 



(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 48567 Seq. ID 

Gene No. 103416 Strand 

Start 1914 End 

Name OJ991 122_06 . 042 1 . CI . o2 . gs Method 

Start 1914 End 



OJ991122_06.0421.C1 
+ 

4838 

GENSCAN 

3055 



50310 






none 


Score 


.92 




Exons 


1914. .2742, 3030. .-3055 








Seq. No. 


48567 


Seq. ID 


OJ991122_06.0421 


.CI 


Gene No . 


103417 


Strand 






Start 


426 


End 


1508 




Name 


OJ991122 06.0421.Cl.ol.gs 


Method 


GENSCAN 




Start 


426 


End 


1508 




GI 


none 


Score 


. 98 




Exons 


426. .548, 668. . 1508 








Seq. No. 


48567 


Seq. ID 


OJ991122_06.0421 


.CI 


Gene No. 


103418 


Strand 






Start 


4129 


End 


4209 




Name 


OJ991122 06.0421.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


756 


End 


2642 




GI 


none 


Score 


63 




Exons 


7S6..926, 799. .912, 2019. .2078, 2130.. 


2444, 2487..2642 




Seq. No. 


48567 


Seq. ID 


OJ991122_06. 0421 


.CI 


Gene No. 


103418 


Strand 






Start 


4129 


End 


4209 




Name 


OJ991122 06.0421.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


1131 


End 


2318 




GI 


none 


Score 


216 




Exons 


1131.. 1202, 1263.. 1301, 1995. 


.2318 






Seq. No. 


48567 


Seq. ID 


OJ991122_06.0421 


.CI 


Gene No. 


103418 


Strand 






Start 


4129 


End 


4209 




Name 


OJ991122 06.0421.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1263 


End 


2228 




GI 


none 


Score 


238 




Exons 


1263.. 1304, 1392.. 1424, 1995. 


.2228, 1997.. 2197 




Seq. No. 


48567 


Seq. ID 


OJ991122_06.0421 


CI 


Gene No. 


103418 


Strand 






Start 


4129 


End 


4209 




Name 


OJ991122 06.0421.Cl.ol.gp 


Method 


AAT/GAP 




Start 


4129 


End 


4209 




GI 


90742 1.R1084 


Score 


102 




Exons 


4129. .4209 








GI Descrip. 


! 5734 616/dbj I AP000391 . 1 | AP000391 4.0e- 


29 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


48568 


Seq. ID 


OJ991122_06.0421 


C2 


Gene No. 


103419 


Strand 


+ 




Start 


1 


End 


3324 




Name 


OJ991122 06.0421.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3324 




GI 


7488195 


Score 


847 




Exons 


1..34, 895. .1021, 1104. .1314, 


1434. .1671, 1773. .1923, 





2017. .2291, 3286..3324 
GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA18 465 - 1 1 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 . 1 1 (AL161558) serine/threonine 



50311 



kinase-lilce protein [Arabidopsis thaliana] 



Seq. No. 48568 

Gene No. 103419 

Start 1 

Name OJ991122_06 . 0421 . C2 . ol . gs 

Start 769 

GI none 
Exons 



Seq. ID OJ991122_06.0421.C2 

Strand + 

End 3324 

Method GENSCAN 

End 2381 

Score .96 

769. .802, 882. .1021, 1104. .1314, 1434. .1534, 1773. .1923, 
2017. .2381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48568 
103420 
3271 

OJ991122_06.0421.C2.ol.tc 
910 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 06. 0421. C2 



5603 

TBLASTX: Cress 
4799 
95 

910. .1014, 929. .1018, 1101. .1325, 1103. .1312, 1400. .1669, 
1433. .1642, 1453. .1668, 1777. .1929, 1779. .1880, 2029. .2235, 
2088. .2237, 3386. .3526, 3424. .3597, 3430. .3576, 3724. .3852, 
3746. .3844, 3749. .3853, 3918. .4151, 3934. .4242, 3935. .4171, 
4389. .4610, 4402. .4599, 4685.-4798, 4686. .4799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48568 

103420 

3271 

OJ991122_06.0421.C2.ol.ts 

919 

none 



Seq. ID OJ991122_06.0421.C2 
Strand 

End 5603 

Method TBLASTX : Soybean 

End 4808 

Score 91 



919. .1014, 938. .1018, 1101. .1325, 1103. .1300, 1433. .1669, 
1453. .1623, 1773. .1919, 1774. .1920, 1998. .2228, 2020. .2223, 
3271. .3345, 3406. .3606, 3424. .3618, 3709. .3855, 3749. .3856, 
3766. .3903, 3916. .4116, 3934. .4227, 3935. .4171, 4380. .4601, 
4390. .4599, 4685. .4807, 4686. .4808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48568 

103420 

3271 

OJ991122__06.0421.C2.ol.tm 

932 

none 



Seq. ID OJ991122_06.0421.C2 
Strand 

End 5603 

Method TBLASTX : Mai ze 

End 4769 

Score 89 



932. .1018, 937. .1020, 955. .1023, 1101. .1313, 1101. .1313, 
1102. .1314, 1453. .1671, 1454. .1669, 1773. .1880, 1774. .1917, 
2019. .2186, 2020. .2187, 2167. .2238, 3439. .3606, 3448. .3537, 
3712. .3855, 3740. .3856, 3918. .4145, 3932. .4216, 3934. .4149, 
4389. .4601, 4390. .4599, 4685.-4768, 4692. .4769 



48568 

103420 

3271 

OJ991122_06.0421.C2.o2.tw 

1101 

none 



1101. .1328, 1101. .1322, 1433. .1495, 4108. .4242, 4372 
4389. .4601 



Seq. ID OJ991122_06.0421.C2 
Strand 

End 5603 

Method TBLASTX r'Wheat 

End 4 601 

Score 224 

4599, 



Seq. No. 



48568 



Seq. ID OJ991122_06.0421.C2 



50312 



Gene No. 103420 

Start 3271 

Name OJ991122_06. 0421 .C2 .ol . tw 

Start 1495 

GI none 

Exons 1495.. 1668, 1496.. 1669, 1502. 

3712.. 3855, 3731.. 3856, 3934. 



Strand 
End 

Method 

End 

Score 



5603 

TBLASTX : Wheat 

4108 

221 



,1669, 1773.. 1880, 
,4107, 3935. .4108 



1774. .1893, 



Seq. No. 48568 

Gene No. 103420 

Start 3271 

Name OJ991122_06.0421.C2.o2.gs 

Start 3271 

GI none 

Exons 3271.. 3609, 
5003. .5137 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_06.0421.C2 

5603 
GENSCAN 
5137 
.84 



3706. .3856, 3932. .4169, 4388. .4646, 4685. .4818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

?=i Exons 

%3 GI Descrip. 



*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48568 Seq. ID OJ991122J36 . 0421 . C2 

103420 Strand 

3271 End 5603 

OJ991122_06 . 0421 . C2 . o2 . np Method AAT/NAP 

3274 End 5603 

7488195 Score 870 

3274. .3609, 3706. .3856, 3932. .4169, 4388. .4598, 4685. .4803, 
5529. .5603 

probable serine/threonine-specific protein kinase (EC 2.7.1.--) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA184 65 . 1 | 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB7 9273 . 1 | (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



48568 Seq. ID 

103420 Strand 
3271 End 
0 J99 1 1 2 2_0 6 . 04 2 1 . C2 . ol . gp Method 
3398 End 
429002 Score 
3398.. 3609, 3708.. 3856, 3932.-3968 

322652/pir| IJQ1677 9.0e-22 S-receptor kinase (EC 2.7.1.-) 
precursor - rape >gi_167181 (M97667) serine/threonine kinase 
receptor [Brassica napus] 



OJ991122_06.0421.C2 

5603 
AAT/GAP 
3968 
701 



48569 Seq. ID 

103421 Strand 

704 End 

OJ991122_06.0421.C3.ol.gs Method 

704 End 

none Score 
704. .1581 



OJ991122_06.0421.C3 
+ 

1581 
GENSCAN 
1581 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48569 

103422 

2119 

OJ991122_06.0421.C3.ol.tc 

808 

none 



Seq. ID OJ991122 06. 0421. C3 



Strand 
End 

Method 

End 

Score 



8157 

TBLASTX: Cress 

6592 

91 



808. .957, 1141. .1185, 1294. .1440, 5315. .5455, 5377. .5526, 



50313 




5626. .5787, 5684. .5791, 5705. .5779, 5858. .6088, 5869. .6093, 
5871. .6113, 5872. .6066, 6187. .6399, 6200. .6397, 6223. .6399, 
6477.. 6530, 6478,. 6591, 6479.. 6592 



Seq. No. 


48569 








Seq. ID 


OJ991122_06.0421.C3 


Gene No. 


103422 








Strand 


- 


Start 


2119 








End 


8157 


Name 


OJ991122 06. 


0421. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1180 








End 


1453 


GI 


none 








Score 


112 


Exons 


lloU . . 12 /o , 


1 o o o 
IZoZ . 


T A C O 

. 1452 , 


1 O O C 

128 o . 


.1453 




Seq. No. 


48569 








Seq. ID 


OJ991122_06.0421.C3 


Gene No. 


103422 








Strand 




Start 


2119 








End 


8157 


Name 


OJ991122 06. 


0421. 


C3.o2. 


gs 


Method 


GEN SCAN 


Start 


2119 








End 


8096 


GI 


none 








Score 


.86 


Exons 


2119 . . 2372, 


COCA 

5250 . 


c c o o 

. 5538 , 


C f A 1 


.5791, 5869. .6106, 6129. .6396, 




6478. . 6611, 


6766. 


.6900, 


8009. 


.8096 




Seq. No. 


48569 








Seq. ID 


OJ991122_06.0421.C3 


Gene No. 


103422 








Strand 




Start 


2119 








End 


8157 


Name 


OJ991122 06. 


0421. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


.4 939 








End 


5336 


GI 


568488 








Score 


727 


Exons 


4939. .5336 












Seq. No. 


48569 








Seq. ID 


OJ991122_06.0421.C3 


Gene No. 


103422 








Strand 




Start 


2119 








End 


8157 


Name 


OJ991122 06. 


0421. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5191 








End 


6601 


GI 


none 








Score 


108 


Exons 


5191. .5265, 


5305. 


.5535, 


5377. 


.5553, 5421. .5555, 5644. .5790, 




5699. .5791, 


5871. 


.6113, 


5872. 


.6066, 6 


160. .6399, 6188. .6397, 




6478. .6594, 


6479. 


.6601 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48569 Seq. ID OJ991122_06 . 0421 . C3 

103422 Strand 

2119 End 8157 

OJ991122_06 . 0421 . C3 . ol . np Method AAT/NAP 

5194 End 8157 

7488195 Score 886 

5194. .5538, 5641. .5791, 5869. .6106, 6186. .6396, 6478. .6649, 
8020. .8157 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi I 3021270 | emb | CAA184 65 . 1 1 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi I 7269165 | emb | CAB79273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 48569 Seq. ID 

Gene No. 103422 Strand 

Start 2119 End 

Name OJ991 122_06 . 04 21 . C3 . o2 . gp Method 



OJ991122_06.0421.C3 

8157 
AAT/GAP 



50314 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5327 End 5775 

429002 Score 552 

5327... 5538, 5643.. 5775 

322652/pir| UQ1677 9.0e-22 S-receptor kinase (EC 2.7.1.-) 
precursor - rape >gi_167181 (M97 667) serine/threonine kinase 
receptor [Brassica napus] 



48569 
103422 
2119 

OJ991122_06.0421.C3.ol.tm 
5377 
none 

5377. .5466, 5377. .5535, 5647. .5790, 5699. .5791, 5869 
5871. .6086, 6187. .6399, 6188. .6397, 6478. .6561, 6485 



Seq. ID OJ991122_06.0421.C3 
Strand 

8157 

TBLASTX: Maize 
6562 
76 



End 

Method 

End 

Score 



,6063, 
.6562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48569 

103422 

2119 

OJ991122_06.0421.C3.ol.tw 

5647 

none 



Seq. ID OJ991122_06.0421.C3 
Strand 

End 8157 

Method TBLASTX : Wheat 

End 6045 

Score 82 



5647. .5790, 5699. .5791, 5871. .6044, 5872. .6045 



48569 

103422 

2119 

OJ991122_06.0421.C3.o2.tw 

6045 

none 



Seq. ID OJ991122_06.0421.C3 
Strand 

End 8157 

Method TBLASTX : Wheat 

End 6399 

Score 157 



6045. .6113, 6187. .6399, 6188. .6397, 6199.. 6399 



48570 

103423 

5157 

OJ991122_06.0421.C4.o2.np 

5157 

4680186 



Seq. ID OJ991122_06.0421.C4 



Strand 
End 

Method 

End 

Score 



+ 

8101 
AAT/NAP 
8101 
200 



5157. .5188, 6533. .6698, 7273. .7410, 8029.. 8101 
(AF111709) unknown [Oryza sativa subsp. indica] 



48570 

103424 

8555 

OJ991122_06.0421.C4.o3.np 

8555 

6983857 



Seq. ID OJ991122_06.0421.C4 
Strand + 
End 10228 
Method AAT/NAP 
End 10228 
Score 486 
8555.. 8673, 8736.. 9328, 9419.. 9505, 9765.. 10228 
(AP001168) hypothetical protein [Oryza sativa] 



48570 Seq. ID 

103425 Strand 

7 End 

OJ991122_06.0421.C4.ol.gs Method 

7 End 

none Score 
7. .524 



OJ991122_06.0421.C4 
524 

GEN SCAN 

524 

.98 



50315 



Seq. No. 48570 Seq. ID* OJ991122_06 . 0421 . C4 

Gene No. 103426 Strand 

Start 835 End 6290 

Name OJ991122_06 . 0421 . C4 . ol . gp Method AAT/GAP 

Start 835 End 1292 

GI 5667174 Score 856 

Exons 835.. 1292 

GI Descrip. 3021268/emb | CAA184 63 . 1 | 5.0e-17 (AL022347) putative protein 
[Arabidopsis thaliana] 



Seq. No. 48570 

Gene No. 103426 

Start 835 

Name OJ991122_06 . 0421 . C4 . o2 . gs 

Start 937 

GI none 
Exons 



Seq. ID OJ991122_06.0421.C4 
Strand 

End 6290 

Method GENSCAN 

End 5457 

Score .7 



937. .1281, 1401. .1551, 1644. .1816, 2552. .2673, 4608. .5457 



- 2 

- ™ 



III 
1 ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48570 Seq. ID 

103426 Strand 
835 . End 
OJ991122_0 6 . 042 1 . C4 . ol . np Method 
940 End 
7488195 Score 

940. .981, 1016. .1281, 1401. .1551, 1644 



OJ991122_06.0421.C4 

6290 
AAT/NAP 
6290 
795 

..1874, 2254. .2467, 



2552.. 2667, 2820.. 2891, 4647.. 5426, 6248.. 6290 
probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA184 65 . 1 1 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi I 7269165 | emb | CAB7 9273. 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



1st* 



Seq. No. 48570 

Gene No. 103426 

Start 835 

Name OJ991122_06 . 0421 . C4 . o2 . gp 

Start 5133 

GI 5667173 

Exons 5133.. 5507 

Seq. No. 48570 

Gene No. 103427 

Start 6836 

Name OJ991122J36. 0421 . C4 . o2 . tm 

Start 249 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_06.0421.C4 

6290 
AAT/GAP 
5507 
732 



Seq. ID OJ991122_06.0421.C4 
Strand 

End 7261 

Method TBLASTX : Mai ze 

End 5391 

Score 104 



249. .320, 250. .348, 355. .456, 363. .455, 5203. .5391 



Seq. No. 48570 

Gene No. 103427 

Start 6836 

Name OJ991122_06 . 0421 . C4 . o2 . ts 

Start 1036 

GI none 

Exons 1036.. 1284, 1076.. 1285 



Seq. ID OJ991122_06.0421.C4 
Strand 

End 7261 

Method TBLASTX : Soybean 

End 1285 

Score 98 



50316 




Seq. No. 


48570 




Seq; ID 


OJ991122_06.0421 


.C4 




103427 




Strand 






Start 


6836 




End 


7261 




Name 


OJ991122 06. 


0421.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


1184 




End 


1551 




GI 


none 




Score 


123 




Exons 


1184. .1213, 


1207. .1317, 1434. 


.1550, 1450.. 1551 




Seq. No. 


48570 




Seq. ID 


OJ991122_06.0421 


.C4 


Gene No . 


103427 




Strand 






Start 


6836 




End 


7261 - 




Name 


OJ991122 06. 


0421.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1447 




End 


1882 




GI 


none 




Score 


73 




Exons 


1447. .1551, 


1449. .1550, 1688. 


.1882, 1700.. 1861, 1707.. 1862 


Seq. No. 


48570 




Seq. ID 


OJ991122 06.0421 


.C4 


Gene No . 


103427 




Strand 






Start 


6836 




End 


7261 




Name 


OJ991122 06. 


0421.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


1643 




End 


1882 




GI 


none 




Score 


89 




Exons 


1643. .1861, 


1688. .1882 








Seq. No. - 


48570 




Seq. ID 


OJ991122 06 0421 


.C4 


Gene Mo 


103427 




Strand 






Start' 


6836 




End 


7261 




Name 


OJ991122 06. 


0421.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1682 




End 


1861 




GI 


none 




Score 


95 




Exons 


1682. .1861, 


1703. .1861 








Seq. No. 


48570 




Seq. ID 


OJ991122_06.0421 


.C4 


Gene No 


103427 




Strand 






Start 


6836 




End 


7261 




Name 


OJ991122 06. 


0421.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


1685 




End 


1882 




GI 


none 




Score 


125 




Exons 


1685. .1882, 


1704. .1862 








Seq. No. 


48570 




Seq. ID 


OJ991122_06.0421 


.C4 


Gene No. 


103427 




Strand 






Start 


6836 




End 


7261 




Name 


OJ991122 06. 


0421.C4.o3.gp 


Method 


AAT/GAP 




Start 


6836 




End 


7261 




GI 


4878407 




Score 


679 




Exons 


6836. .7261 










GI Descrip. 


6tf69643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421 


.C5 


Gene No. 


103428 




Strand 


+ 




Start 


296 




End 


555 




Name 


OJ991122 06. 


0421.C5.ol.gs 


Method 


GENSCAN 




Start 


296 




End 


555 




GI 


none 




Score 


.63 





Exons . 296.. 555 

50317 



Seq. No. 48571 Seq. ID 

Gene No. 103429 Strand 

Start 5853 End 

Name OJ991122_06 . 0421 . C5 . o2 . gp Method 

Start 5853 End 

GI none Score 

Exons 5.853.. 6281 



OJ991122_06.0421.C5 
+ 

6281- 
AAT/GAP 
6281 
854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48571 Seq. ID OJ991122_06 . 0421 .C5 

103430 Strand + 

7743 End 8056 

OJ991122_06 . 0421 . C5 . o3 . gp Method AAT/GAP 

7743 End 8056 

72524_1.R1084 Score 431 

7743. .8056 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



48571 Seq. ID 

103431 Strand 

9631 End 

OJ991122_06 . 0421 . C5 . o3 . gs Method 

9631 End 

none Score 
9631. .9786 



OJ991122_06.0421.C5 
+ 

9786 
GENSCAN 
9786 
.44 



y Seq. No. 

3 Gene No. 

J Start 

k Name 

i Start 

y GI 
Exons 

j GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48571 
103432 
1852 

OJ991122 
1834 
7488195 
1834. .2136, 
6181. .6896, 



OJ991122 06. 0421. C5 



06-0421. C5.ol.np 



Seq. ID 
Strand 

End 7384 
Method AAT/NAP 
End 7384 
Score 1143 
2239. .2389, 2472 .. 2709, 2797 .. 3007 , 3089. .3273, 
7285. .7384 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb I CAA184 65 . 1 1 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



48571 

103432 

1852 

OJ991122_06.0421.C5.o2.gs 

1852 

none 

1852. .2136, 
3392. .3517, 



2239.. 2389, 2472. 
6135. .7005 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_06.0421.C5 

7384 
GENSCAN 
7005 
.79 



.2709, 2797. .3007, 3089.. 3219, 



Seq. No. 48571 Seq. ID 

Gene No. 103433 Strand 

Start 7616 End 

Name OJ991122_06 . 0421 . C5 . o2 . np Method 

Start 7616 End 

GI 7106512 Score 

Exons 7616.. 7663, 7737.. 7796 



OJ991122_06.0421.C5 

7796 
AAT/NAP 
7796 
112 



50318 




GI Descrip. (AP001278) EST C98429 (E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103434 




Strand 




Start 


10075 




End 


12307 


Name 


OJ991122 06.0421 


.C5 .o4 .gs 


Method 


GEN SCAN 


Start 


10075 




End 


12307 


GI 


none 




Score 


.46 


Exons 


10075. .10222, 10385. .10575, 


10665. .11208, 12228.. 12307 


beq. no. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103434 




Strand 




Start 


10075 




End 


12307 


Name 


OJ991122 06.0421 


.C5.o3.np 


Method 


AAT/NAP 


Start 


10172 




End 


12187 


GI 


7106512 




Score 


1366 


Exons 


10172. .10545, 10600. .10899, 


10989. . 11223, 11989. .12187 


GI Descrip. 


(AP001278) EST C98429 {E0138 ) 


corresponds to a region of the 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 


Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103435 




Strand 




Start 


12802 




End 


17498 


Name 


OJ991122 06.0421 


.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1886 




End 


3163 


GI 


none 




Score 


78 


Exons 


1886.. 2050, 1903 


..2172, 2002 


..2139, 2242. .2406, 2243. .2389, 




2474 .. 2710, 2475 


..2666, 2528 


..2686, 2798. .3010, 2799. .3008, 




3089. .3163 








Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103435 




Strand 




Start 


12802 




End 


17498 


Name 


OJ991122 06.0421 


.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


1895 




End 


6885 


GI 


none 




Score 


89 


Exons 


1895.. 2050, 1927 


..2124, 2218 


..2409, 2282. .2383, 2474. .2710, 




2475.. 2654, 2798 


..3010, 2803 


..2982, 2811.. 3008, 3089.. 3163, 




6352.. 6411, 6733 


. .6885 






Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103435 




Strand 




Start 


12802 




End 


17498 


Name 


OJ991122 06.0421 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1967 




End 


3163 


GI 


none 




Score 


82 


Exons 


1967.. 2104, 1999 


..2133, 2245 


..2388, 2282. .2389, 2472. .2654, 




2474.. 2692, 2507 


..2692, 2798 


..3010, 2799.. 2987, 3089.. 3163 


Seq. No. 


48571 




Seq. ID 


OJ991122_06.0421.C5 


Gene No. 


103435 




Strand 




Start 


12802 




End 


17498 


Name 


OJ991122 06.0421 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2245 




End 


2648 


GI 


none 




Score 


109 


Exons 


2245.. 2409, 2282 


..2389, 2474 


..2647, 2475. .2648 



50319 





Seq. No. 


4 OO / 1 


Seq. ID 


OJ9911<^_Uo . U4z 1 


. CD 




Gene No. 


103435 


Strand 








Start 


12802 


End 


17498 






Name 


OJ991122 06.0421.C5.o2.tw 


Method 


TBLASTX: Wheat 






Start 


2798 


End 


3010 






GI 


none 


Score 


163 






Exons 


2798. .3010, 2799.-2987 










Seq. No. 


4oD / 1 


Seq. ID 


ojyyiizz Ud.U4z1 


. Co 




Gene No. 


103435 


Strand 








Start 


12802 


End 


17498 






Name 


OJ991122 06.0421.C5.o2.tm 


Method 


TBLASTX : Maize 






Start 


6619 


End 


6903 






GI 


none 


Score 


108 






Exons 


6619.. 6669, 6724.. 6903, 6725 


. .6901 








Seq. No. 


4«5 /l 


Seq. ID 


OJ991122_06.0421 


. Co 




Gene No. 


103435 


Strand 








Start . 


12802 


End 


17498 






Name 


OJ991122 06.0421.C5.o5.gs 


Method 


GENSCAN 






Start 


12802 


End 


17498 






GI 


none 


Score 


.45 




f 1 


Exons 


12802. .13113, 14178. .14301, 


15186. .15271, 17463.. 17498 






Seq. No. 


48571 


Seq. ID 


OJ991122_06.0421 


.C5 


f ! | 


Gene No. 


103435 


Strand 








b tart 


12802 


End 


' 17498 






Name 


OJ991122 06.0421.C5.o4.gp 


Method 


AAT/GAP 




i. Li 


Start 


13193 


End 


13504 




i. "1 


GI 


72524 1.R1084 


Score 


420 




= i a 


Exons 


13193.. 13504 








: "=? 


GI Descrip. 


•5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomi 


5 

r i 




DNA, chromosome 6, clone P0680A03, complete sequence' 






Seq. No. 


48572 


Seq. ID 


OJ991122_06.0421 


-C9 


i & 


Gene No. 


103436 


Strand 








Start 


1 


End 


1075 




"'sar 


Name 


OJ991122 06.0421.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1075 






GI 


5091513 


Score 


1574 






Exons 


1. .1075 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


48572 


Seq. ID 


OJ991122_06.0421 


.C9 




Gene No. 


103436 


Strand 








Start 


1 


End 


1075 






Name 


OJ991122 06.0421.C9.ol.gs 


Method 


GENSCAN 






Start 


32 


End 


904 






GI 


none 


Score 


.98 






Exons 


32. .904 










Seq. No. 


48573 


Seq. ID 


OJ991122_06.0421 


.C10 




Gene No. 


103437 


Strand 


+ 






Start 


1 


End 


5296 






Name 


OJ991122 06.0421.C10.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


815 





50320 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5002953 Score 558 

1..188, 668. .815 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 

48573 Seq. ID OJ991122_06 . 0421 . CIO 

103437 Strand + 

1 End 5296 

OJ991 122_0 6.0421. C10 . ol . np Method AAT/NAP 

1 End 236 

6742729 Score 148 

1..236 

(AF121139) RIM2 protein [Oryza sativa] 



48573 

103437 

1 

OJ991122_06. 0421. C10. ol.tw 
1 

none 



Seq. ID OJ991122_06. 0421. C10 

Strand + 

End 5296 

Method TBLASTX : Wheat 

End 624 

Score 102 



1..126, 6. .122, 130. .321, 168. .305, 310. ..357, 361. .402, 
364. .402, 426. .503, 427. .531, 532. .624 



48573 
103437 
1 

OJ991122_06. 0421. C10. o2.np 
1 

4680203 
1..735 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991122_06. 0421. C10 

Strand + 

End 5296 

Method AAT/NAP 

End 735 

Score 383 



48573 

103437 

1 

OJ991122_06. 0421. C10. ol.gs 
91 

none 



Seq. ID OJ991122_06. 0421. C10 

Strand + 

End 52 96 

Method GENSCAN 

End 5296 

Score .86 



91. .679, 1026. .1122, 1166. .1253, 1437. .2099, 2161. .2375, 
3464. .3718, 3994. .4736, 4839. .5296 



48573 

103437 

1 

OJ991122_06. 0421. C10. o3.np 

1773 

6979320 



Seq. ID OJ991122_06. 0421. C10 

Strand + 

End 52 96 

Method AAT/NAP 

End 5287 

Score 1567 



1773. .2099, 2161. .2472, 3147. .3867, 3993. .4189, 4322. .4736, 
4839. .5287 

(AF172282) hypothetical protein [Oryza sativa] 



48573 

103437 

1 

OJ991122_06. 0421. C10. bl.ts 

4499 

none 



Seq. ID OJ991122_06. 0421. C10 

Strand + 

End 5296 

Method TBLASTX : Soybean 

End 4912 

Score 150 



50321 



Exons 



4499. .4747, 4838. .4912 



Seq. No. 48574 

Gene No. 103438 

Start 1129 

Name OJ991122_06. 0421 . Cll . ol . gs 

Start 1129 

GI none 

Exons 1129.. 1258, 1347.. 1472 



Seq. ID OJ991122_06. 0421. Cll 

Strand + 

End 1472 

Method GENSCAN 

End 1472 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hi Seq. No. 

"Z Gene No. 

jr{ Start 

i ^ Name 

s Start 

□ GI 

i.r Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48575 

103439 

93 

OJ991122_06.0421.C12.ol.gs 
93 

none 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 34 69 

Method GENSCAN 

End 3469 

Score .54 



93. .365, 444. .905, 987. .1819, 1902. .2072, 2239. .2401, 
2826. .2864, 3404. .3469 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 3469 

Method AAT/GAP 

End 2763 

Score 695 



48575 
103439 
93 

OJ991122_06.0421.C12.ol.gp 
2228 

LIB3431-001-P1-N1-B5 
2228.. 2410, 2516.. 2763 

'4680203/gb|AAD27566.1 |AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



48575 

103440 

12786 

OJ991122_06.0421.C12.o5.gs 

12786 

none 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 16373 

Method GENSCAN 

End 16373 

Score .77 



12786. .12868, 13714 .. 1384 6, 13931 .. 14078 , 14171 .. 14420, 
14478. .14806, 154 66 .. 15620, 16200. .16373 



48575 
103441 
19033 

OJ991122_06.0421.C12.o2.gp 
19033 
5816518 
19033. .19139 

4521193/dbj IAB013450.il AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 19139 

Method AAT/GAP 

End 19139 

Score 145 



48575 
103442 
19147 

OJ991122_06.0421.C12.o3.gp 
19147 
3761181 
19147. .19375 

4521193/dbj | AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 22225 

Method AAT/GAP 

End 19375 

Score 335 



50322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48575 

103442 

19147 

OJ991122_06.0421.C12.ol.np 

19273 

7106512 



Seq. ID OJ991122_06.0421.C12 

Strand + 

End 22225 

Method AAT/NAP 

End 22225 

Score 2563 



19273. .19332, 19406 .. 19708, 19828 20942 , 21567.. 22225 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



48575 

103443 

7836 

OJ991122_06.0421.C12.o3.gs 

7836 

none 

7836. .8381 



Seq. ID OJ991122_06.0421.C12 
Strand 

End 8381 

Method GEN SCAN 

End 8381 

Score .97 



11 



f\i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



"'^ Seq. No. 
3f Gene No. 
E3 Start 
[3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



48575 

103444 

16912 

OJ991122_06.0421.C12.o6.gs 

16912 

none 



Seq. ID OJ991122_06. 0421.C12 
Strand 

End 19068 . 

Method GENSCAN 

End 19068 

Score .82 



16912. .17067, 17480. .17646, 18626 18739, 18876.. 19068 



Seq. ID OJ991122_06.0421.C13 

Strand + 

End 1266 

Method AAT/NAP 

End 1212 

Score 1444 



48576 
103445 
1 

OJ991122_06.0421.C13.ol.np 
1 

7106512 
1. .1212 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] • 



48576 

103445 

1 

OJ991122_06.0421.C13.ol.gs 

213 

none 

213. .828, 839. .1266 



Seq. ID OJ991122_06.0421.C13 

Strand + 

End 1266 

Method GENSCAN 

End 1266 

Score .43 



48576 
103446 
3623 

OJ991122_06.0421.C13.o2.gp 
3623 
3761181 
3623. .3851 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991122_06.0421.C13 

Strand + 

End 3851 

Method AAT/GAP 

End 3851 

Score 335 



48576 
103447 



Seq. ID OJ991122_06.0421.C13 
Strand + 



50323 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6118 End 6705 

OJ991122_06.0421.C13.o4.gs Method GENSCAN 

6118 End 6705 

none Score .55 
6118. .6264, 6484. .6705 



48576 
103448 
1 

OJ991122_06.0421.C13.o5.np 
1 

5734709 



Seq. ID OJ991122_06.0421.C13 
Strand 

18128 
AAT/NAP 
18128 
481 



End 

Method 
End 
Score 

1..77, 8796. .8941, 9443. .9624, 10088 10317 , 10976 .. 11188 , 
11396. .11539, 13415. .13504, 16401 16906, 17206 .. 17233, 
17545. .17899, 18095.. 18128 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



48576 
103448 

1 ' 

OJ991122_06.0421.C13.o2.gs 

1955 

none 

1955. .2125 



Seq. ID OJ991122_06.0421.C13 
Strand 

End - 18128 

Method GENSCAN 

End 2125 

Score . 95 





Seq. No. 


48576 






Seq. ID 


OJ991122_06. 


0421 


.C13 




Gene No. 


103448 






Strand 










Start 


1 






End 


18128 








Name 


OJ991122 06. 


0421. 


C13.ol.gp 


Method 


AAT/GAP 








Start 


3509 






End 


3614 








GI 


5816518 






Score 


153 








Exons 


3509. .3614 
















GI Descrip. 


4521193/dbj | 


AB013450.1IAB013450 3.0e- 


4 0 Oryza sativa DNA, 






similar sequence 


to Pib gene 










: i 


Seq. No. 


48576 






Seq. ID 


OJ991122_06. 


0421 


.C13 


= =c 


Gene No. 


103448 






Strand 








: 

\ rS 


Start 


1 






End 


18128 






r **s 


Name 


OJ991122 06. 


0421. 


C13.o3.gs 


Method 


GENSCAN 








Start 


3917 






End 


4257 








GI 


none 






Score 


1 








Exons 


3917. .4112, 


4139. 


.4257 












Seq. No. 


48576 






Seq. ID 


OJ991122JD6. 


0421 


.C13 




Gene No. 


103448 






Strand 










Start 


1 






End 


18128 








Name 


OJ991122 06. 


0421. 


C13 . o5 . gs 


Method 


GENSCAN 








Start 


8598 






End 


13491 








GI 


none 






Score 


.96 








Exons 


8598. .8960, 


9474 . 


.9624, 10088 


. .10325, 


10978. .11188, 










11240. .11271 


, 11392. .11589, 11713. .11823, 12660.. 13491 






Seq. No. 


48576 






Seq. ID 


OJ991122_06. 


0421 


.C13 




Gene No. 


103448 






Strand 










Start 


1 






End 


18128 








Name 


OJ991122 06. 


0421. 


C13.o2.np 


Method 


AAT/NAP 







50324 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8647 End 17146 

7428022 - Score 787 

8647. .8960, 9474. .9624, 10088 .. 10325, 10978 11188, 
11396. .11564, 17069.. 17146 

.S-receptor kinase (EC 2.7.1.-) KIK1 precursor - maize 

gi I 2735017 |gb| AAB93834 . 1 1 (U82481) KI domain interacting kinase 
1 [Zea mays] 



48576 

103448 

1 

OJ991122_06.0421.C13.o2.tm 

8730 

none 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method TBLASTX : Mai ze 

End 9624 

Score 92 



8730. .8885, 8785. .8880, 8907. .8981, 9474. .9623, 9474. .9623, 
9559. .9624 



Seq. No. 48576 

Gene No. 103448 

Start 1 

Name OJ991122_06 . 0421 .C13 . ol . ts 

Start 9522 

GI none 
Exons 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method TBLASTX : Soybean 

End 11053 

Score 71 



9522.. 9623, 9559.. 9624, 10090 .. 10326, 10091 10171, 
10093. .10305, 10247. .10306, 10979.. 11053 



Seq. No. 48576 

Gene No. 103448 

Start 1 

Name OJ991122_06 . 0421 . C13 . ol . tc 

Start 10090 

GI none 
Exons 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method TBLASTX: Cress 

End 11137 

Score 81 



10090. .10326, 10091. .10165, 10111 .. 10305, 10979 11131 , 
10979. .11137 



~ H Seq. No. 
^ Gene No. 
* Start 
3 Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48576 

103448 

1 

OJ991122_06.0421.C13.ol.tm 

10090 

none 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method TBLASTX : Mai ze 

End 11194 

Score 268 



10090. .10326, 10096. .10326, 10145 .. 10327, 10977 .. 11168 , 
10979. .11191, 10979.. 11194 



48576 

103448 

1 

OJ991122_06.0421.C13.ol.tw 

10096 

none 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method TBLASTX : Wheat 

End 11056 

Score 113 



10096. .10338, 10097. .10306, 10975 .. 11037, 10979. .11056 



Seq. No. 48576 

Gene No. 103448 

Start 1 

Name OJ991122_06 . 0421 .C13 . o3 . np 

Start 12689 



Seq. ID OJ991122_06.0421.C13 
Strand 

End 18128 

Method AAT/NAP 

End 13521 



50325 



*GI 7485931 Score 185 

Exons 12689. .13521 

GI Descrip.. hypothetical protein F21C20.20 - Arabidopsis thaliana 
gi I 5262207 | emb | CAB45833.il (AL080254) putative protein 
[Arabidopsis thaliana] gi | 7268863 | emb | CAB79067 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


48576 


Seq. ID 


OJ991122 


Gene No. 


103448 


Strand 




Start 


1 


End 


1 Q1 OQ 


Name 


OJ991122 06.0421.C13.o3.gp 


Method 


AAT/GAP 


Start 


15575 


End 


15776 


GI 


2796366 


Score 


391 


Exons 


15575. .15776 






Seq. No. 


48577 


Seq. ID 


OJ991122 


Gene No. 


103449 


Strand 


+ 


Start 


57 


• End 


1815 


Name 


OJ991122 06.0421.C14.ol.gs 


Method 


GEN SCAN 


Start 


57 


End 


1815 


GI 


none 


Score 


.4 


Exons 


57. .230, 1533. .1622, 1714. .1815 




Seq. No. 


48577 


Seq. ID 


OJ991122 


Gene No. 


103450 


Strand 


+ 


Start. 


2141 


End 


9794 


Name 


OJ991122 06.0421.C14.ol.np 


Method 


AAT/NAP 


Start 


2141 


End , 


9794 


GI 


4680184 


Score 


335 


Exons 


2141.. 2298, 2343.. 2545, 2602. 


.3164, 6515. .6715, 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


48577 


Seq. ID 


OJ991122 


Gene No. 


103450 


Strand 


+ 


Start 


2141 


End 


9794 


Name 


OJ991122 06.0421.C14.o2.gs 


Method 


GEN SCAN 


Start 


2685 


End 


4811 


GI 


none 


Score 


.49 


Exons 


2685.-2827, 2963.. 3164, 3588. 


.3777, 3916. .4493, 


Seq. No. 


48577 


Seq. ID 


OJ991122 


Gene No. 


103450 


Strand 


+ 


Start 


2141 


End 


9794 


Name 


OJ991122 06.0421.C14.ol.gp 


Method 


AAT/GAP 


Start 


5051 


End 


5131 


GI 


LIB3434-017-P1-K1-F5 


Score 


88 


Exons 


5051. .5131 






GI Descrip. 


'5257255/db j | AP000364 . 1 | AP000364 5 . Oe- 


20 Oryza 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


48577 


Seq. ID 


OJ991122 


Qene No. 


103450 


Strand 


+ 


Start 


2141 


End 


9794 


Name 


OJ991122 06.0421.C14.o2.gp 


Method 


AAT/GAP 


Start 


6243 


End 


6353 


GI 


uC-osflcyp088bl2bl 


Score 


154 


Exons 


6243. .6353 







,9794 



.4811 



50326 



GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


48577 




Seq. ID 


OJ991122 


_06.0421.C14 


Gene No. 


103451 




Strand 


+ 




Start 


12002 




End 


15020 




Name 


OJ991122 06.0421.C14.o4 


.gs 


Method 


GEN SCAN 




Start 


12002 




End 


15020 




GI 


none 




Score 


.8 




Exons 


12002. .13571, 14034. .14233, 


14546. .14749, 14949 


. .15020 


Seq. No. 


48577 




Seq. ID 


OJ991122 


_06.0421.C14 


Gene No. 


103452 




Strand 






Start 


5793 




End 


10325 




Name 


OJ991122 06.0421.C14.o2 


. np 


Method . 


AAT/NAP 




Start 


5490 




End 


9925 




GI 


5107823 




Score 


169 




Exons 


5490. .5542, 7819. .8187, 


9900 


. .9925 






GI Descrip. 


(AF149413) contains similarity to leucine rich 


repeats (Pfam 




PF00560, Score-225.3, E= 


=9.2e 


-64, N=12); 


may be 


a pseudogene 




[Arabidopsis thaliana] 










Seq. No. 


48577 




Seq. ID 


OJ991122 


_06.0421.C14 


Gene No. 


103452 




Strand 






Start . 


5793 




End 


10325 




Name 


OJ991122 06.0421.C14.o3 


.gs 


Method 


GENS CAN 




Start 


5793 




End 


10325 




GI 


none 




Score 


.73 




Exons 


5793. .5881, 7764. .8204, 


8704 


. .8783, 9313. .10325 




Seq. No. 


48577 




Seq. ID 


OJ991122 


_06.0421.C14 


Gene No. 


103453 




Strand 






Start 


11795 




End 


11970 




Name 


OJ991122 06.0421.C14.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


7828 




End 


8205 




GI 


none 




Score 


49 




Exons 


7828.. 8085, 7867.. 8049, 


7867 


..8064, 7870. .8064, 


7873. .8088, 




7873. .8076, 7873. .8049, 


7903 


..8079, 7927. .8073, 


7942. .8076, 




8104. .8205, 8104. .8178, 


8104 


..8187, 8104. .8199 





Seq. No. 48577 Seq. ID 

Gene No. 103453 Strand 

Start 11795 End 

Name OJ991122_06 . 0421 . C14 .o2 . tm Method 

Start 7829 End 

GI none Score 
Exons 



OJ991122_06.0421.C14 
11970 

TBLASTX: Maize 

8188 

158 



7829. .8062, 7858. .8097, 7870. .8052, 7871. .7903, 7873. .8076, 
7882. .8064, 7952. .8050, 8104. .8187, 8104. .8133, 8111. .8188 



Seq. No. 48577 Seq. ID 

Gene No. 103453 Strand 

Start 11795 End 

Name OJ991122_06 . 0421 . C14 . o3 . gp Method 

Start 11795 End 

GI 2800454 Score 

Exons 11795. .11970 



OJ991122_06.0421.C14 

11970 
AAT/GAP 
11970 
242 



50327 



Seq. No. 48577 

Gene No. 103454 

Start 14963 

Name OJ991122_06. 0421 .C14 . ol . tm 

Start 14963 

GI none 

Exons 14963. .15280 



Seq. ID OJ991122_06.0421.C14 
Strand 

End 15280 

Method TBLASTX: Maize 

End 15280 

Score 250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48578 
103455 
1 

OJ991122_06. 0421. CIS. ol.np 
1 

4416302 
1. .2105 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ991122_06.0421.C15 
Strand + 

2105 
AAT/NAP 
2105 
1798 



End 

Method 

End 

Score 



48578 

103455 

1 

OJ991122_06. 0421. CIS. o3.tm 
5 

none 



Seq. ID OJ991122_06. 0421. CIS 

Strand + 

End 2105 

Method TBLASTX: Maize 

End 393 

Score 72 



5. .46, 6. .47, 19.-. 246, 45. .245, 52. .246, 158. .259, 241. .393 



Seq. ID OJ991122_06.0421.C15 

Strand + 

End 2105 

Method TBLASTX : Soybean 

End 393 

Score 63 

5. .43, 6. .47, 46.-252, 51. .236, 255. .374, 265. .393 



;f Seq. No. 48578 

* Gene No. 103455 

U Start 1 

3 Name OJ991122_06 . 0421 .C15 . o3 . ts 

rj Start 5 

Z GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48578 

103455 

1 

OJ991122_06. 0421. CIS. ol.ts 
666 

5509260 



Seq. ID OJ991122_06.0421.C15 

Strand + 

End 2105 

Method TBLASTX : Soybean 

End 1235 

Score 630 



666. .833, 706. .1233, 760. .834, 852. .1235 



48578 

103455 

1 

OJ991122_06. 0421. CIS. ol.tw 

750 

none 



Seq. ID OJ991122_06. 0421. CIS 

Strand + 

End 2105 

Method TBLASTX : Wheat 

End 1218 

Score 77 



750. .830, 751. .834, 757. .834, 874. .1218, 882. .1019, 1050. .1217 



Seq. No. 48578 

Gene No. 103455 

Start 1 

Name OJ991122_06. 0421. CIS. ol.tc 

Start 850 

GI none 

Exons 850.. 1116, 855.. 1115 



Seq. ID OJ991122_06 . 0421 . CIS 

Strand + 

End 2105 

Method TBLASTX : Cress 

End 1116 

Score 245 



50328 



Seq. No. 48578 Seq. ID 

Gene No. 103455 Strand 

Start 1 End 

Name OJ991122_06.0421.C15.o2.tm Method 

Start 897 End 

GI none Score 

Exons 897.. 1334, 898.. 1344, 1039.. 1335 



OJ991122_06.0421.C15 
+ 

2105 

TBLASTX: Maize 

1344 

513 



Seq. No. 48578 Seq. ID 

Gene No. 103455 Strand 

Start 1 End 

Name OJ991122_06.0421.C15.o2 . ts Method 

Start 1377 End 

GI none Score 

Exons 1377.. 1766, 1381.. 1767 



OJ991122_06.0421.C15 
+ 

2105 

TBLASTX: Soybean 

1767 

345 



Seq. No. 48578 Seq. ID 

Gene No. 103455 Strand 

Start 1 End 

Name OJ991122_06 . 0421. C15 . o2 . tw Method 

Start 1405 End 

GI none Score 

Exons 1405. .1557, 1585 1821, 1596. . 1820 



OJ991122_06.0421.C15 
+ 

2105 

TBLASTX : Wheat 

1821 

103 



Seq. No. 48578 Seq. ID 

l& Gene No. 103455 Strand 

fU Start 1 End 

fg Name OJ991122_06.0421.C15.ol.tm Method 

j7l Start 1588 End 

= S GI none Score 

^ Exons 1588.. 2103, 1596.. 2099 



OJ991122_06.0421.C15 
+ 

2105 

TBLASTX: Maize 

2103 

535 



Seq. No. 48578 Seq. ID 

Gene No. 103455 Strand 

Start 1 End 

Name OJ991122_06. 0421X15. o4 .ts Method 

Start 1798 End 

GI none Score 
Exons 



OJ991122_06.0421.C15 
+ 

2105 

TBLASTX: Soybean 

2100 

132 



1798. .1995, 1800. .1910, 2023. .2100, 2028. .2099 



Seq. No. 


48579 


Seq. ID 


OJ991122 


Gene No. 


103456 


Strand 




Start 


1 


End 


1110 


Name 


OJ991122 06.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1110 


GI 


4680203 


Score 


891 


Exons 


1. .1110 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


48579 


Seq. ID 


OJ991122 


Gene No. 


103456 


Strand 




Start 


1 


End 


1110 


Name 


OJ991122 06.0421.C16.ol.tm 


Method 


TBLASTX : 


Start 


1 


End 


485 


GI 


none 


Score 


140 


Exons 


1..270, 6. .281, 423. .485 







50329 






oeq. no. 


48579 


Seq. ID 


HTQQ1199 flfi 0491 


r*l 




Gene No. 


103456 


Strand 








Start 


1 


End 


1110 






Name 


OJ991122 06.0421.C16.o2.tw 


Method 


TBLASTX: Wheat 






Start 


3 


End 


1064 






GI 


none 


Score 


52 






Exons 


3. .92, 3. .140, 4. .141, 981. .1064 








oeq. iNo . 


48579 


Seq. ID 


OJ991122_06.0421 


PI 




Gene No. 


103456 


Strand 








Start 


1 


End 


1110 






Name 


OJ991122 06.0421.C16.ol.tc 


Method 


TBLASTX: Cress 






Start 


45 


End 


375 






GI 


none 


Score 


59 






Exons 


45. .374, 46. .120, 87. .191, 142. .201, 238. .375 






o e q . IN (J . 


ft O D / -7 


Otrq . ±u 




pi fi 




Gene No. 


103456 


Strand 








Start 


1 


End 


1110 






Name 


OJ991122 06.0421.C16.ol.ts 


Method 


TBLASTX: Soybean 






Start 


123 


End 


542 






GI 


none 


Score 


105 






Exons 


123. .371, 127. .372, 421. .540, 


423. .542 








oeq . no . 


48579 


Seq. ID 


OJ991122_06.0421 


PI <n 
. LID 


b : " 


Gene No. 


103456 


Strand 






f ! S 


Start 


1 


End 


1110 




f *s 


Name 


OJ991122 06.0421.C16.ol.tw 


Method 


TBLASTX: Wheat 






Start 


141 


End • 


821 






GI 


none 


Score 


64 




r ! I 


Exons 


141. .266, 270. .374, 280. .375, 


421. .582, 


423. .821 




a 


Seq. No. 


48580 


Seq. ID 


OJ991112_06.0421 


.CI 






103457 


Strand 


+ 




H 


Start 


1 


End 


908 






Name 


OJ991112 06. 0421. CI. ol. rip 


Method 


AAT/NAP 




% if 


Start 


1 


End 


536 






GI 


4539662 


Score 


656 




f 1 


Exons 


1. .536 








-3 &£ 
" ? 
&. ~ii 


GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 






oeq . wo . 


48580 


Seq. ID 


OJ991112 06.0421 


P1 




Gene No. 


103457 


Strand 


+ 






Start 


1 


End 


908 






Name 


OJ991112 06.0421.Cl.ol.ts 


Method 


TBLASTX : Soybean 






Start 


3 


End 


485 






GI 


none 


Score 


395 






Exons 


3. .485, 83. .478 










Seq. No. 


48580 


Seq. ID 


OJ991112_06.0421 


.CI 




Gene No. 


103457 


Strand 


+ 






Start 


1 


End 


908 






Name 


OJ991112 06.0421.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


15 


End 


479 






GI 


none 


Score 


39 






Exons 


15. .77, 56. .190, 57. .185, 192. 


..479, 213 


1. .479 





50330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48580 

103457 

1 

OJ991112_06.0421.Cl.ol.tw . 
21 

none 

21. .287, 306. .485 

48580 

103457 

1 

OJ991112_06.0421.Cl.ol.gs 
94 

none 

94. .177, 304. .431, 753. .908 



Seq. ID OJ991112_06.0421.C1 

Strand + 

End 908 

Method TBLASTX : Wheat 

End 485 

Score 110 



Seq. ID OJ991112_06.0421.C1 

Strand + 

End 908 

Method GENSCAN 

End 908 

Score .48 



48581 
103458 
10077 

OJ991112_06.0421.C2.o2.gs 
10077 
none 

10077. .10127, 10851. .10977, 11074 .. 11234 , 11801 
12271. .12876 



Seq. ID OJ991112_06.0421.C2 
Strand + 

12876 
GENSCAN 
12876 
. 61 



End 

Method 

End 

Score 



,11875, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 9506 

Method AAT/NAP 

End 74 92 

Score 4408 



48581 
103459 
4407 

OJ991112_06.0421.C2.ol.np 
4407 
6630685 
4407. .7130, 7421. .7492 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



48581 

103459 

4407 

OJ991112_06.0421.C2.o2.np 

4413 

4335731 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 9506 

Method AAT/NAP 

End 9506 

Score 1433 



4413. .5988, 6028. .6733, 6764. .7541, 9464. .9506 

(AC006248) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



48581 
103459 
4407 

OJ991112_06.0421.C2.o4.np 
7181 
7340868 
7181. .7400, 8158. .8274 

(AP001551) hypothetical protein [Oryza sativa 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 9506 

Method AAT/NAP 

End 8274 

Score 44 



48581 
103459 



Seq. ID OJ991112_06.0421.C2 
Strand 



50331 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4407 End 9506 

OJ991112_06.0421.C2.o3.np Method AAT/NAP 

7578 End 7893 

4416301 Score 99 

7578. .7893 

(AF105716) gag protein [Zea mays] 



48581 

103460 

13459. 

OJ991112_06.0421.C2.o2.tm 

4357 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Mai ze 

End 5079 

Score 589 



4357. .4590, 4369. .5010, 4386. .5009, 4991. .5071, 4996. .5079 



48581 

103460 

13459 

OJ991112_06.0421.C2.o2.ts 

4422 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Soybean 

End 5061 

Score 129 



4422. .4655, 4674. .4967, 4675. .4959, 4999. .5061 



48581 

103460 

13459 

OJ991112_06.0421.C2.o2.tc 

4425 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX: Cress 

End 4880 

Score 80 



4425.-4637, 4477. .4638, 4656. .4790, 4794. .4880 



48581 

103460 

13459 

OJ991112_06.0421.C2.o6.tw 

4458 

none . 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Wheat 

End 4 925 

Score 57 



4458. .4646, 4462.-4587, 4665. .4925 



48581 

103460 

13459 

OJ991112_06.0421.C2.o5.tm 

5175 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Mai ze 

End 5609 

Score 288 



5175. .5468, 5176. .5469, 5235. .5471, 5327. .5470, 5393. .5608, 
5394.. 5609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48581 

103460 

13459 

OJ991112_06.0421.C2.ol.ts 

5413 

5509260 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Soybean 

End 6019 

Score 4 8 



5413. .5463, 5415. .5468, 5456. .5779, 5459. .5794, 5520. .5795, 
5789. .6019, 5804. .6019 



50332 






Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 




Gene No . 


103460 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06 


.0421, 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


5442 








End 


5878 






GI 


none 








Score 


214 






Exons 


5442. .5468, 


5455. 


.5712, 


5459. 


.5773, 5463. .5771, 5569.-5775 






5804. .5878 
















Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 




Gene No. 


103460 








Strand 








Start 


13459 








End 


24135' 






Name 


OJ991112 06 


0421. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 






Start 


5531 








End 


5812 






GI 


none 








Score 


79 






Exons 


5531. .5812, 


5571. 


.5810 












Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 




Gene No. 


103460 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06. 


0421. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


5727 








End 


6050 




0 


GI 


none 








Score 


340 




- ~1 


Exons 


5727. .6044, 


5729. 


.6046, 


5730. 


.6050, 5732.. 6046 




Cn 


Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 


ru 


Gene No. 


103460 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06.0421. 


C2.ol. 


tm 


Method 


TBLASTX -.Maize 






Start 


6053 








End 


6924 




f| = 


GI 


none 








Score 


45 




1" 


Exons 


6053. .6922, 


6135. 


.6176, 


6180. 


.6917, 6652.. 6924 







Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 


^ J 


Gene No . 


103460 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06. 


0421. 


C2.o5: 




Method 


TBLASTX: Wheat 






Start 


6158 








End 


6502 






GI 


none 








Score 


43 






Exons 


6158. .6229, 


6236. 


.6406, 


6260. 


.6424, 6267.. 6413, 6413.. 6502 






6416. .6481, 


6426. 


.6500 












Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 




Gene No. 


103460 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06. 


0421. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


6284 








End 


6745 






GI 


none 








Score 


158 






Exons 


6284. .6745, 


6435. 


.6725 












Seq. No. 


48581 








Seq. ID 


OJ991112_06.0421. 


C2 




Gene No. 


1034 60 








Strand 








Start 


13459 








End 


24135 






Name 


OJ991112 06. 


0421. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


6287 








End 


6709 






GI 


none 








Score 


231 





50333 



Exons 



6287. .6709 



Seq. No. 48581 

Gene No. 103460 

Start 13459 

Name OJ991112_06 . 0421 .C2 . o2 . tw 

Start 6590 

GI none 

Exons 6590.. 6841, 6591.. 6842, 6848 
6882. .7022, 6911. .7150, 6927 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6871, 
.7151 



OJ991112_06.0421.C2 
24135 

TBLASTX: Wheat 
7151 
166 

6856. .6900, 6859. .6966, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48581 

103460 

13459 

OJ991112_06.0421.C2.o4.tm 

6926 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Mai ze 

End 7318 

Score 235 



6926. .7192, 6927. .7199, 6928. .7194, 7199. .7318, 7203. .7310 



48581 

103460 

13459 

OJ991112_06 . 0421 . C2 . 08 . tw 

7310 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Wheat 

End 754 0 

Score 68 



7310. .7540, 7326.-7433, 7499. .7540 



Seq. No. 48581 Seq. ID 

Gene No. 1034 60 Strand 

Start 13459 End 

Name 0 J9 9 1 1 1 2_0 6.0421.C2.o7.tm Method 

Start 7319 End 

GI none Score 
Exons 



OJ991112_06.0421.C2 
24135 

TBLASTX: Maize 

7660 

162 



7319. .7561, 7320. .7556, 7334.. 7573, 7480. .7575, 7581. .7658, 
7586. .7660, 7587. .7658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48581 

103460 

13459 

OJ991112_06.0421.C2.o3.gs 

13459 

none 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method GEN SCAN 

End 22923 

Score .57 



13459. .14672, 14 910 .. 14 943, 15240 .. 15643, 1568 6 .. 15961, 
16007. .16158, 16274. .16764, 17376 .. 18391, 18922 .. 19102 , 
19449. .19925, 21691 .. 22050, 22234. .22923 



Seq. No. 


48581 


Seq. ID 


OJ991112JD6.0421 


.C2 


Gene No. 


103460 


Strand 






Start 


13459 


End 


24135 




Name 


OJ991112 06.0421.C2.o9.tw 


Method 


TBLASTX: Wheat 




Start 


13612 


End 


14001 




GI 


none 


Score 


169 




Exons 


13612. .13668, 13699.. 14001 








Seq. No. 


48581 


Seq. ID 


OJ991112_06.0421 


.C2 


Gene No. 


103460 


Strand 






Start 


13459 


End 


24135 





50334 



Name 

Start 

GI 

Exons 



OJ991112_06.0421.C2.o5.ts Method 

13645 End 

none Score 
13645. .13926 



TBLASTX: Soybean 

13926 

210 



Seq. No. 48581 

Gene No. 103460 

Start 13459 

Name OJ991112_06 . 0421 . C2 . olO . tm 

Start 13699 

GI none 

Exons 13699. .14076 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Mai ze 

End 14076 

Score 208 



Seq. No. 48581 

Gene No. 103460 

Start 13459 

Name OJ991112_06. 0421 .C2 .o7 . tw 

Start 14263 

GI none 

Exons 14263. .14532, 14572.. 14661 

Seq. No. 48581 

Gene No. 103460 

f ~, Start 13459 

Name OJ991112_06 . 0421 .C2 .o4 . ts 

*rf Start 14294 

GI none 
F1.I Exons 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Wheat 

End 14661 

Score 81 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Soybean 

End 14707 

Score 117 



14294 . .14548, 14296 .. 14547 , 14555 .. 14707 , 14569 14706, 
14576. .14707 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method AAT/NAP 

End 16784 

Score 1800 



Seq. No. 48581 
Gene No. 1034 60 

Start 13459 

Name OJ991112_06. 0421 .C2 .o5 .np 

Start 14568 
GI 7248394 
Exons 14568. .15610, 15878.. 16784 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 48581 

Gene No. 1034 60 

Start 13459 

Name OJ991112_06 . 0421 . C2 . 06 . tm 

Start 15013 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Maize 

End 15473 

Score 92 



15013. .15261, 15014. .15238, 15198 .. 15473, 15202 .. 15324 , 
15210. .15473 



Seq. No. 48581 

Gene No. 103460 

Start 13459 

Name OJ991112_06 . 0421 . C2 . o7 . ts 

Start 15198 



Seq. ID OJ991112_06.0421.C2 
Strand 

End 24135 

Method TBLASTX : Soybean 

End 15398 



50335 



GI none 

Exons 15198. . 15398, 15214.. 15306 

Seq. No. 48581 

Gene No. 103460 

Start 13459 

Name OJ991112_06 . 0421 . C2 . ol . tw 

Start 15342 

GI none 

Exons 15342. .15683, 15342. 
15700. .15741 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



78 



OJ991112_06.0421.C2 
24135 

TBLASTX: Wheat 

15746 

248 



.15695, 15385. .15687, 15690 .. 15746, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
ea Name 
^ Start 
U GI 
In Exons 

pi Seq. No. 

H Gene No. 

^ Start 

J Name 

fjj Start 

=™ Exons 



48581 Seq. ID 

103460 Strand 

13459 End 

OJ991112_06.0421.C2.o8.tm Method 

15474 End 

none Score 

15474. .15692, 15475. .15687 

48581 Seq. ID 

103460 Strand 

13459 End 

OJ991112_06.0421.C2.o6.ts Method 

15543 End 

none Score 

15543. .15677, 15684 15908, 15718. 



OJ991112_06.0421.C2 
24135 

TBLASTX: Maize 

15692 

207 



48581 Seq. ID 

103460 Strand 

13459 End 

OJ991112_06.0421.C2.o8.ts Method 

16258 End 

none Score 
16258. .16656 



OJ991112_06.0421.C2 
24135 

TBLASTX : Soybean 
15908 
74 
15897 

OJ991112 06. 0421. C2 



24135 

TBLASTX : Soybean 

16656 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48581 Seq. ID 

103460 Strand 

13459 End 24135 

OJ991112_06.0421.C2.o6.np Method AAT/NAP 

19024 End 19775 

7248393 Score 449 
19024. .19320, 19423. .19775 

(AP001389) hypothetical protein [Oryza sativa] 



OJ991112 06. 0421. C2 



48581 Seq. ID 

103460 Strand 

13459 End 

OJ991112_06 . 04 2 1 . C2 . o7 . np Method 

20206 End 

7489737 Score 



OJ991112_06.0421.C2 

24135 
AAT/NAP 
24135 
469 



20206. .20279, 21387 .. 21906, 21949. .22884, 24096. .24135 
gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. No. 



48581 



Seq. ID OJ991112_06.0421.C2 



50336 




Gene No. 


103460 




Strand 






Start 


13459 




End 


24135 




Name 


OJ991112 06. 0421. C2 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


22264 




End 


22665 




GI 


none 




Score 


65 




Exons 


22264. .22665, 22414 


. .22629 








Seq. No. 


48581 




Seq. ID 


OJ991112_06.0421 


.C2 


Gene No. 


103460 




Strand 






Start 


13459 




End 


24135 




Name 


OJ991112 06. 0421. C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22423 




End 


22818 




GI 


none 




Score 


60 




Exons . 


22423. .22809, 22718 


. .22810, 


22720. .22818 




Seq. No. 


48582 




Seq. ID 


OJ991112_06.0421 


.C3 


Gene No. 


103461 




Strand 


+ 




Start 


1 




End 


724 




Name 


OJ991112 06. 0421. C3 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


724 




GI 


7444451 




Score 


479 




Exons 


1..285, 378. .724 











GI Descrip. probable gag/pol polyprotein - long-staminate rice 



U - retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 

\2 retrofit [Oryza longistaminata] 



















r lj 


Seq. No. 


48582 






Seq. ID 


OJ991112_06.0421 


.C3 


?=% 


Gene No. 


103462 






Strand 








Start 


8 






End 


135 






Name 


OJ991112 06. 0421. C3. 


ol. 


gs 


Method 


GENS CAN 






Start 


8 






End 


135 






GI 


none 






Score 


.54 




3 


Exons 


8. .31, 76. .135 












? *i 
i. -J: 

*■=. 5 


Seq. No. 


48582 






Seq. ID 


OJ991112_06.0421 


.C3 


"*= 


Gene No. 


103463 






Strand 






£. JL 


Start 


451 






End 


723 




% ™ 


Name 


OJ991112 06. 0421. C3. 


ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


451 






End 


723 




h. 


GI 


5509260 






Score 


194 






Exons 


451. .723, 588. .719 














GI Descrip. 
















Seq. No. 


48582 






Seq. ID 


OJ991112_06.0421 


.C3 




Gene No. 


103463 






Strand 








Start 


451 






End 


723 






Name 


OJ991112 06. 0421. C3. 


ol. 


tm 


Method 


TBLASTX: Maize 






Start 


496 






End 


723 






GI 


none 






Score 


193 






Exons 


496. .723, 504. .719 














Seq. No. 


48583 






Seq. ID 


OJ991112_06.0421 


,C6 




Gene No. 


103464 






Strand 


+ 






Start 


498 






End 


4584 






Name 


OJ991112 06. 0421. C6. 


ol. 


gs 


Method 


GENSCAN 






Start 


498 






End 


4584 






GI 


none 






Score 


.65 





50337 



Exons 



498. .602, 1358. .1390, 2333.-2476, 3444. .3518, 4341. .4427, 
4549. .4584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48583 
103465 
5680 

OJ991112_06.0421.C6.o2.np 
5662 
4508079 
5662. .6687 

(AC005882) 66284 [Arabidopsis thaliana] 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method AAT/NAP 

End 6687 

Score 1018 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method AAT/GAP 

End 6206 

Score 1045 



48583 
103465 
5680 

OJ991112_06.0421.C6.ol.gp 
5668 

48919_1.R1084 
5668. .6206 

, 4508079/gb|AAD214.23.1| 2.0e-38 (AC005882) 66284 [Arabidopsis 
thaliana] 1 



48583 

103465 

5680 

OJ991112_06.0421.C6.o2.gs 

5680 

none 

5680. .6690 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method GENSCAN 

End 6690 

Score .41 



Seq. ID OJ991112_06.0421.C6 
Strand + 

26108 
AAT/GAP 
11863 
1074 



48583 
103465 
5680 

OJ991112_06.0421.C6.o2.gp 
6208 

3004_1.R1084 
6208. .6742, 11804. .11863 

M508079/gb| AAD21423.il 1.0e-46 (AC005882) 66284 [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



48583 

103465 

5680 

OJ991112_06.0421.C6.o3.np 

11119 

7228457 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method AAT/NAP 

End 25020 

Score 1263 



11119. .11163, 13302. .14973, 15028 .. 16631, 1668 6 .. 16896, 
21392. .21512, 24977. .25020 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



48583 

103465 

5680 

OJ991112_06.0421.C6.o4.gs 
12937 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method GENSCAN 

End 15675 



50338 



GI 

Exons 



none Score .5 

12937. .12986, 12988 13172, 13287 .. 13400, 13452 .. 13594 , 

14264. .14366, 14689 14932, 15085 15131, 15205 15335, 
15472. .15675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112_06.0421.C6 

Strand + 

End 26108 

Method AAT/NAP 

End 26108 

Score 2266 



48583 
103465 
5680 

OJ991112_06.0421.C6.o4 .np 
23210 
7444451 
23210. .25878, 25950.. 26108 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



48583 

103466 

15979 

OJ991112J)6.0421.C6.ol.tm 

5770 

none 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX: Maize 

End 6698 

Score 137 



5770. .5862, 5778. .5861, 5853. .6671, 5854. .6672, 6219. .6698, 
6226.. 6696 



Seq. No. 48583 

Gene No. 103466 

Start 15979 

Name OJ991112_06. 0421 ,C6. o5 . ts 

Start 5770 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Soybean 

End 597 9 

Score 78 



5770. .5850, 5856. .5978, 5857. .5979 



Seq. No. 48583 

Gene No. 1034 66 

Start 15979 

Name OJ991112_06. 0421 .C6.o4 . tw 

Start 5928 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Wheat 

End 16604 

Score 157 



5928. .6053, 16198 .. 16434 , 16254 16427 , 1644 9 .. 16604 , 
16539. .16604 



Seq. No. 48583 

Gene No. 1034 66 

Start 15979. 

Name OJ991112_06.0421.C6.o2 .ts 

Start 5980 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Soybean 

End 62 67 

Score 129 



5980.. 6087, 5997.. 6086, 6058.. 6090, 6091.. 6156, 6099.. 6266, 
6100. .6267 



Seq. No. 48583 

Gene No. 103466 

Start 15979 

Name OJ991112_06.0421.C6.ol .ts 

Start 6271 

GI none 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Soybean 

End 6567 

Score 374 



50339 



Exons 



6271.. 6567, 6273.. 6557 



Seq. No. 48583 

Gene No. 103466 

Start 15979 

Name OJ991112_06 . 0421 .C6. o3 . tw 

Start 14421 

GI none 

Exons 14421. .14582, 14426 .. 14581, 
14703. .14864, 14768. .14875 

Seq. No. 48583 

Gene No. 103466 

Start 15979 

Name OJ991112_06. 0421 . C6 . o2 . tw 

Start 15057 

GI none 

Exons • 15057. .15383, 15074 .. 15385, 
15365. .15511 



Seq. ID OJ991112_06. 0421.C6 
Strand 

End 21521 

Method TBLASTX : Wheat 

End 14875 

Score 126 
14 640. .14729, 14 641. .14 691, 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Wheat 

End 15511 

Score 286 
15353. .15490, 15364 .. 15510, 



Seq. No. 48583 

Gene No. 103466 

Start 15979 

e& Name OJ991112_06 . 0421 . C6 . o3 . tm 

Start 15186 

%J GI none 

[f! Exons 15186. .15383, 15216. . 15359, 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Maize 

End 15517 

Score 191 
15227. .15382, 15365 .. 15517 



Seq. No. 48583 

Gene No. 103466 

Start 15979 

Name OJ991112_06 . 0421 .C6. 06 . tw 

Start 15689 

GI none 

Exons 15689. .15955, 15689 15751, 
15954. .16052, 15967.. 16050 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method TBLASTX : Wheat 

End 16052 

Score 167 
15729. .15959, 15801. .15956, 



r- Seq. No. 
\2 Gene No. 
n Start 
IZ Name 
* a Start 
GI 

Exons 



48583 

103466 

15979 

OJ991112_06.0421.C6.o5.gs 

15979 

none 

15979. .16137, 16282 .. 16477 , 
16849. .17008, 17466 .. 17574, 
18962. .18985, 19058 .. 19086, 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 21521 

Method GENSCAN 

End 21521 

Score .49 
16529. .16590, 16725 .. 16780, 
17773. .18217, 18298. .18616, 
20191. .20254, 21228.. 21521 



Seq. No. 48583 

Gene No. 1034 67 

Start 23306 

Name OJ991112_06 . 0421 . C6 . o2 . tm 

Start 23306 

GI none 

Exons 23306. .23413, 23335 23421, 



Seq. ID OJ991112_06.0421.C6 
Strand 

End 23776 

Method TBLASTX : Maize 

End 23731 

Score 96 
23429. .23731, 23470.. 23676 



Seq. No. 
Gene No. 



48583 
103467 



Seq. ID OJ991112_06.0421.C6 
Strand 



50340 






Start 


23306 




End 


23776 






Name 


OJ991112 06. 0421. C6. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


23552 




End 


23776 






GI 


none 




Score 


199 






Exons 


23552. .23776 












Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


.C6 




bene lnu . 


J.U-jft DO 




C 4- -w* y\ /~J 

otrana 








Start 


24105 




End 


24475 






Name 


OJ991112 06. 0421. C6. 


ol.tw 


.Method 


TBLASTX: Wheat 






Start 


24105 




End 


24475 






GI 


none 




Score 


439 






Exons 


24105. .24470, 24122. 


.24475 










Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


,C6 




bene jno . 






Strand 








Start 


24105 




End 


24475 






Name 


OJ991112 06. 0421. C6. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


24180 




. End 


24475 






GI 


none 




Score 


261 






Exons 


24180. .24470, 24182. 


.24469, 


24257. .24475 ' 






Seq. No. 


48583 




Seq* ID 


OJ991112_06.0421 


.C6 




bene wo . 






Strand 








Start 


24541 




End 


24954 




\ Jf 


Name 


OJ991112 06. 0421. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




I'll 


Start 


24541 




End 


24954 




sa : s 


GI 


none 




Score 


69 






Exons 


24541. .24636, 24631. 


.24762, 


24784. .24954 




a . - 


Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


.C6 


■- ^ 


Gene No . 


-LUo4 / U 




Strand 








Start 


24996 




End 


25419 






Name 


OJ991112 06. 0421. C6. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


24996 




End 


25407 






GI 


none 




Score 


176 




•=3 


Exons 


24996. .25262, 25267. 


.25407 








\3 


Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


.C6 


f 1 


bene wo . 






Strand 








Start 


24996 




End 


25419 






Name 


OJ991112 06. 0421. C6. 


o5.tm 


Method 


TBLASTX: Maize 






Start 


24996 




End 


25377 






GI 


none 




Score 


48 






Exons 


24996. .25046, 25061. 


.25243, 


25068. .25247, 25249. .25377 






Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


.C6 




Gene No . 


1UJ4 /U 




Strand 








Start 


24996 




End 


25419 






Name 


OJ991112 06. 0421. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


25002 




End 


25389 






GI 


none 




Score 


150 






Exons 


25002. .25241, 25264. 


.25389 










Seq. No. 


48583 




Seq. ID 


OJ991112_06.0421 


.C6 




Gene No. 


103470 




Strand 








Start 


24996 




End 


25419 





50341 



Name 

Start 

GI 

Exons 



OJ991112_06 . 0421 . C6 . o5 . tw Method TBLASTX : Wheat 

25052 End 25419 ^ 

none Score 14 4 

25052. .25243, 25065 .. 25247 , 25264.. 25419 



Seq. No. 48584 
Gene No. 103471 
Start 1 

Name OJ991112_06 . 0421 . C7 . ol . np 

Start 1 
GI 7444451 
Exons 1..109, 613.. 2095 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method AAT/NAP 

End 2095 

Score 1847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



48584 

103471 

1 

OJ991112_06.0421.C7.ol.gs 
19 

none 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method GEN SCAN 

End 2056 

Score .75 



19. .70, 78. .212, 236. .386, 1117. .1241, 1710. .1867, 1934. .2056 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Cress 

End 961 

Score 128 



48584 
103471 
1 

OJ991112_06.0421.C7.o2.tc 
706 
none 

706. .822, 824. .961, 826. .942 

48584 
103471 
1 

OJ991112_06.0421.C7.o2.tw 
753 
none 

753. .821, 754. .822, 824. .970, 901. .966, 980. .1078, 1070. .1246 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Wheat 

End 1246 

Score 75 



48584 

103471 

1 

OJ991112_06.0421.C7.o2.ts 

845 

none 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Soybean 

End ' 1168 

Score 136 



845. .982, 868. .978, 985. .1107, 986. .1168 



48584 

103471 

1 

OJ991112_06.0421.C7 .o2.tm 

875 

none 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Mai ze 

End 1312 

Score 101 



875. .970, 898. .966, 985. .1161, 986. .1312, 1219. .1266 
48584 Seq. ID OJ991112_06 . 042 1 . C7 



50342 



Gene No. 103471 Strand 

Start 1 End 

Name OJ991112_06 . 0421 . C7 . o3 . tc Method 

Start 1133 End 

GI none Score 

Exons 1133.. 1381 



+ 

2095 

TBLASTX: Cress 

1381 

198 



Seq. No. 48584 

Gene No. 103471 

Start 1 

Name OJ991112_06 . 0421 . C7 . ol . tw 

Start 1247 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Wheat 

End 1684 

Score 427 



1247. .1684, 1247. .1681, 1252. .1683 



Seq. No. 48584 

Gene No. 103471 

Start 1 

Name OJ991112_06 .0421 .C7 .o3 . tm 

Start 1381 

GI none 

Exons 1381.. 1572, 1382.. 1573 

Seq. No. 48584 

Gene No. 103471 V 

Start 1 

Name OJ991112_06.0421.C7.ol.tc 

Start 1427 

GI none 
Exons 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Mai ze 

End 1573 

Score 273 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX: Cress 

End 2071 

Score 117 



1427. .1606, 1622. .1711, 1720. .1878, 1721. .1843, 1877. .2071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48584 

103471 

1 

OJ991112_06.0421.C7.ol.ts 

1448 

none 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Soybean 

End 2062 

Score 519 



1448. .2062, 1450. .1575, 1642. .1818, 1709. .1963, 1870. .2037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48584 

103471 

1 

OJ991112_06.0421.C7.ol.tm 

1574 

none 



Seq. ID OJ991112_06.0421.C7 

Strand + 

End 2095 

Method TBLASTX : Mai ze 

End 2038 

Score 35 



1574. .1636, 1615. .1749, 1616. .1744, 1750. .1800, 1751. .2038, 
1811.. 2035, 1852.. 2037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48585 

103472 

179 

OJ991112_06.0421.C8.ol.np 
179 

2213632 



Seq. ID OJ991112_06.0421.C8 

Strand + 

End 3261 

Method AAT/NAP 

End 3261 

Score 527 



179. .408, 1248. .1779, 3245. .3261 
(AC000103) F21J9.24 [Arabidopsis thaliana] 



50343 




Seq. No". 


48585 






Seq. ID 


OJ991112 


J)6.0421.C8 


Gene No. 


103472 






Strand 


+ 




Start 


179 






End 


3261 




Name 


OJ991112 06. 


0421.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1269 






End 


1744 




GI 


none 






Score 


79 




Exons 


1269. .1442, 


1269. .1574, 


1270. 


.1584, 1465. .1581, 


1580. .1606, 




1604. .1639, 


1627. .1743, 


1637. 


.1675,' 1673. .1744, 


1679. .1744 


Seq. No. 


48585 






Seq. ID 


OJ991112 


_06.0421.C8 


Gene No. 


103472 






Strand 


+ 




Start 


179 






End 


3261 




Name 


OJ991112 06. 


0421 . C8 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1312 






End 


1732 




GI 


none 






Score 


225 




Exons 


1312. .1497, 


1323. .1487, 


1333. 


.1497, 1335. .1514, 


1502. .1570, 




1507. .1581, 


1507. .1584, 


1600. 


.1650, 1604. .1732, 


1614. .1649, 




1615. .1722 












Seq. No. 


48586 






Seq. ID 


OJ991112 


_06.0421.C9 


Gene No. 


103473 






Strand 


+ 




Start 


345 






End 


1661 




Name 


OJ991112 06. 


0421.C9.ol. 


qs 


Method 


GEN SCAN 




Start 


345 






End 


1501 




GI 


none 






Score 


.83 




Exons 


345. .404, 459. .574, 745 


. .1501 








Seq. No. 


48586 






Seq. ID 


OJ991112 


_06.0421.C9 


Gene No. 


103473 






Strand 


+ 




Start 


345 






End 


1661 




Name 


OJ991112 06. 


0421.C9.ol. 


np 


Method 


AAT/NAP 




Start 


764 






End 


1661 




GI 


6907089 






Score 


1412 




Exons 


764. .1661 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


"48587 






Seq. ID 


OJ991112 


_06. 0421. C10 


Gene No. 


103474 






Strand 


+ 




Start 


1 






End 


1934 




Name 


OJ991112 06. 


0421. C10. ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1931 




GI 


6907089 






Score 


2249 




Exons 


1..30, 59. .1931 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48587 






Seq. ID 


OJ991112 


_06. 0421. C10 


Gene No. 


103474 






Strand 


+ 




Start 


1 






End 


1934 




Name 


OJ991112 06. 


0421. C10. ol 


. gs 


Method 


GENS CAN 




Start 


67 






End 


1934 




GI 


none 






Score 


.61 




Exons 


67.. 251, 348 


. .1934 










Seq. No. 


48587 






Seq. ID 


OJ991112 


_06. 0421. C10 


Gene No. 


103475 






Strand 


+ 




Start 


14169 






End 


15051 




Name 


OJ991112 06. 


0421. C10. o3 


.gs 


Method 


GEN SCAN 





50344 



Start 


14169 


End 


15051 


GI 


none 


Score 


.93 


Exons 


14169. .14282, 14467.. 15051 






Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103476 


Strand 


+ 


Start 


17042 


End 


19898 


Name 


OJ991112 06.0421.C10.o4.np 


Method 


AAT/NAP 


Start 


17042 


End 


19898 


GI 


1083764 


Score 


118 


Exons 


17042. .17219, 17518. .17611, 


18423. . 18780, 19434 




19698. .19898 






GI Descrip. 


proline-rich proteoglycan 2 


precursor, 


parotid 




gi I 310200 |gb IAAA03074.il (L17318) proline-rich 




[Rattus norvegicus] 






Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103476 


Strand 


+ 


Start 


17042 


End 


19898 


Name 


OJ991112 06.0421.C10.o5.np 


Method 


AAT/NAP 


Start 


17046 


End 


19686 


GI 


7340909 


Score 


133 


Exons 


17046. .17077, 18757 18 976, 


19302. .19414, 19532 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103477 


Strand 


+ 


Start 


28026 


End 


33332 


Name 


OJ991112 06.0421.C10.o5.gs 


Method 


GENSCAN 


Start 


28026 


End 


33332 


GI 


none 


Score 


.76 


Exons 


28026. .28066, 28116 .. 28205, 


31562. .31611, 31691 




31985. .32042, 33223. .33332 






Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103477 


Strand 


+ 


Start 


28026 


End 


33332 


Name 


OJ991112 06.0421.C10.o2.gp 


Method 


AAT/GAP 


Start 


32947 


End 


33193 


GI 


3761181 


Score 


409 


Exons 


32947. .33193 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza s 




similar sequence to Pib gene 






Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103478 


Strand 




Start 


2558 


End 


7945 


Name 


OJ991112 06.0421.C10.o2.gs 


Method 


GENSCAN 


Start 


2558 


End 


7945 


GI 


none 


Score 


.62 


Exons 


2558. .3374, 3491. .5108, 5244 


..6093, 6157. .7544, 




7754.. 7825, 7934.. 7945 






Seq. No. 


48587 


Seq. ID 


OJ991112 


Gene No. 


103478 


Strand 




Start 


2558 


End 


7945 


Name 


OJ991112 06.0421.C10.o2.np 


Method 


AAT/NAP 



06. 0421. C10 



. .19479, 
- rat 

proteoglycan 



06. 0421. C10 



,31914, 



50345 



Start 2561 End 7542 

GI 7228457 Score 7284 

Exons 2561,. 4110, 4177.. 5136, 5259.. 6093, 6157.. 7542 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48587 
103479 
16682 

OJ991112_06. 0421. CIO. o5.tm 
2555 
none 

2555. .2701, 2562. .2696 

48587 
103479 
16682 

OJ991112_06. 0421. C10. o6.tw 
2570 
none 

2570. .2695, 2574. .2696, 2883. .3167, 2888. .3172 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Mai ze 

End 2701 

Score 126 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Wheat 

End 3172 

Score 77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48587 

103479 

16682 

OJ991112J3.6. 0421. C10. o5.tw 

3173 

none 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Wheat 

End 3553 

Score 181 



3173. .3439, 3204. .3434, 3212. .3439, 3433. .3552, 3476. .3553 



U Seq. No. 48587 

r LJ Gene No. 103479 

E Start 16682 

f% Name OJ991112_06 . 0421 . C10 . o3 . tm 

'1 Start 3368 . 

. v GI none 

'~ Exons 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Mai ze 

End 3690 

Score 56 



3368. .3439, 3381. .3440, 3437.-. 3661, 3439.. 3690 



fj Seq. No. 
f*\ Gene No. 
4a? Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



48587 

103479 

16682 

OJ991112_06. 0421. C10. o7.tw 

3883 

none 



Seq. ID OJ991112JD6. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Wheat 

End 4195 

Score 62 



3883. .4143, 3994. .4182, 4019. .4195 



48587 

103479 

16682 

OJ991112_06. 0421. C10. o2.ts 

3943 

5666795 

3943. .4143, 4198. .4335, 4411. 



Seq. ID OJ991112_06. 0421. C10 
Strand 

26659 

TBLASTX : Soybean 
4509 
68 



End 

Method 
End 
Score 
.4509 



4206306 2.0e-10 (AF049110) prpol [Zea mays] 

48587 Seq. ID OJ991112_06 . 0421 . C10 



50346 



Gene No . 


• 1 fl ^3 A "J Q 

iu / y 








Start 


16682 








Name 


OJ991112 06 


.0421 


C10.o4 


.tw 


Start 


4198 








GI 


none 








Exons 


4198. .4347, 


4199. 


.4336, 


4391. 


Seq. No. 


48587 








oene jno . 


1U 3h / y 








Start 


16682 








Name 


OJ991112 06 


.0421. 


ClO.ol 


.ts 


Start 


5065 








GI 


none 








Exons 


5065. .5436, 


5276. 


.5419 




Seq. No. 


48587 








t^ene no . 


iuj^ / y 








Start 


16682 








Name . 


OJ991112 06 


.0421. 


C10.o2 


.tw 


Start 


5095 








GI 


none 








Exons 


5095. .5514, 


5120. 


.5515 




Seq. No. 


48587 








Gene No . 


i m A 1 Q 








Start 


16682 








Name 


OJ991112 06 


.0421. 


C10.o2 


. tm 


Start 


5188 








GI 


none 








Exons 


5188. .5571, 


5207. 


.5572 




Seq. No. 


48587 








Gene No . 


J-U / y 








Start 


16682 








Name 


OJ991112 06 


.0421. 


ClO.ol 


. tm 


Start 


5599 








GI 


none 








Exons 


5599. .5715, 


5599. 


.5955, 


5609. 


Seq. No. 


48587 








bene ino. 


1 H'iA *7Q 








Start 


16682 








Name 


OJ991112 06 


.0421. 


ClO.ol 


.tw 


Start 


5623 








GI 


none 








Exons 


5623. .6084, 


5629. 


.6084, 


5630. 


Seq. No. 


48587 








Gene No. 


103479 








Start 


16682 








Name 


OJ991112 06 


.0421. C10. o3 


.ts 


Start 


5680 








GI 


none 








Exons 


5680. .5814, 


5821. 


.6045 





Strand 

End 26659 

Method TBLASTX : Wheat 

End 4 656 

Score 88 
.4612, 4408. .4632, 4435. .4656 

Seq. ID OJ991112_06.0421.C10 
Strand 

End 26659 

Method TBLASTX : Soybean 

End 5436 

Score 84 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Wheat 

End 5515 

Score 268 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Mai ze 

End 5572 

Score 212 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5920 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6085 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_06. 0421. C10 
26659 

TBLASTX: Maize 

5955 

73 



OJ991112_06. 0421. C10 
26659 

TBLASTX: Wheat 

6085 

217 



OJ991112_06. 0421. C10 
26659 

TBLASTX : Soybean 

6045 

109 



Seq. No. 
Gene No. 



48587 
103479 



Seq. ID OJ991112_06. 0421. C10 
Strand 



50347 




Start 


16682 




End 


26659 


Name 


OJ991112 06. 


0421. C10. o3.tw 


Method 


TBLASTX: Wheat 


Start 


6250 




End 


6736 


GI 


none 




Score 


166 


Exons 


6250. .6735, 


6281.. 6541, 6563 


. .6736 




Seq. No. 


48587 




Seq. ID 


OJ991112_06.0421 


Gene No. 


103479 




Strand 




Start 


16682 




End 


26659 


Name 


OJ991112 06. 


0421. C10. o4.gs 


Method 


GEN SCAN 


Start 


16682 




End 


26659 


GI 


none 




Score 


.44 


Exons 


16682. .17334 


, 17349. .17480, 


18446. .18523, 19040 .. 19342 , 



19638. .19653, 22161 .. 22289, 26519.. 26659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48587 
103479 
16682 

OJ991112_06. 0421. C10. ol.gp 
22008 

24743_1.R1084 

22008. .22289, 23944 .. 24015, 
'4521193/dbj | AB013450 . 1 | AB013450 
similar sequence to Pib gene 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 06. 0421. C10 



26659 
AAT/GAP 
26643 
820 

26519. .26643 

1.0e-99 Oryza sativa DNA, 



48587 

103479 

16682 

OJ991112_06. 0421. C10. o4.tm 

22088 

none 



Seq. ID OJ991112_06. 0421. C10 
Strand 

End 26659 

Method TBLASTX : Mai ze 

End 26659 

Score 78 



22088. .22180, 22088 .. 22180, 22122 .. 22187 , 22180 22230, 
22182. .22289, 22190 .. 22291, 23917 .. 24015, 23942 24016, 
23945. .24028, 2394 9 24026, 26516 .. 26659, 26516. .26659 



Seq. No. 48588 Seq. ID OJ991112_06 . 0421 . Cll 

Gene No. 103480 Strand + 

Start 913 End 1570 

Name OJ991112_06 . 0421 . Cll . ol . np Method AAT/NAP 

Start 913 End 1570 

GI 7444451 Score 441 

Exons 913.. 1570 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 48588 Seq. ID 

Gene No. 103480 Strand 

Start 913 End 

Name OJ991112_06 . 0421 . Cll . ol . tc Method 

Start 988 End 

GI none Score 

Exons 988.. 1113, 1138.. 1470 



OJ991112_06. 0421. Cll 

+ 

1570 

TBLASTX: Cress 

1470 

69 



Seq. No. 
Gene No. 
Start 



48588 

103480 

913 



Seq. ID OJ991112_06. 0421. Cll 
Strand + 
End 1570 



50348 



Name 

Start 

GI 

Exons 



OJ991112_06. 0421. Cll. ol.tm Method TBLASTX : Maize 
1009 End 1434 

none Score 110 

1009. .1116, 1034. .1114, 1132. .1434, 1132. .1278, 1167. .1430 



Seq. No. 48588 

Gene No. 103480 

Start 913 

Name OJ991112_06. 0421 .Cll .ol . tw 

Start 1231 

GI none 

Exons 1231.. 1479, 1317.. 1451 



Seq. ID OJ991112_06. 0421. Cll 

Strand + 

End 1570 

Method TBLASTX : Wheat 

End 1479 

Score 200 



%3 
fa 



S3* 
■1 = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48589 

103481 

45 

OJ991112_06.0421.C12.ol.gs 
45 

none 

45. .87, 362. .458 

48590 

103482 

317 

OJ991112_06.0421.C13.ol.gs 

317 

none 

317. .537, 588. .652 



Seq. ID OJ991112_06.0421.C12 

Strand + 

End 458 

Method GENS CAN 

End 458 

Score .68 



Seq. ID OJ991112_06.0421.C13 

Strand + 

End 652 

Method GENSCAN 

End 652 

Score .9 



Seq. ID OJ991112_06.0421.C13 
Strand + 

652 

AAT/GAP 
539 
336 



48590 
103482 
317 

OJ991112_06.0421.C13.ol.gp 
347 

20764_1.R1084 
347. .539 

M689108/gb|AAD27763.1|AF077030_l 7.0e-40 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 



End 

Method 

End 

Score 



Seq. No. 


48590 








Seq. ID 


OJ991112 06.0421 


-C13 


Gene No. 


103482 








Strand 


+ 




Start 


317 








End 


652 




Name 


OJ991112 


06.0421.C13 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


384 








End 


542 




GI 


none 








Score 


198 




Exons 


384. .542, 


395. .526 












Seq. No. 


48590 








Seq. ID 


OJ991112_06.0421 


.C13 


Gene No. 


103482 








Strand 


+ 




Start 


317 








End 


652 




Name 


OJ991112 


06.0421.C13 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


392 








End 


539 




GI 


none 








Score 


222 




Exons 


392. .526, 


393. .539 













50349 



Seq. No. 


48590 


Seq. ID 


OJ991112_06.0421 


.C13 


Gene No. 


103482 


Strand 


+ 




Start 


317 


End 


652 




Name 


OJ991112 06.0421.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


395 


End 


539 




GI 


none 


Score 


189 




Exons 


395..S23, 396. .539 








Seq. No. 


48590 


Seq. ID 


OJ991112_06.0421 


-C13 


Gene No. 


103482 


Strand 


+ 




Start 


317 


End 


652 




Name 


OJ991112 06.0421.C13.ol.np 


Method 


AAT/NAP 




Start 


396 


End 


543 




GI 


6598578 


Score 


166 




Exons 


396..S43 








GI Descrip. 


(AC006228) F5J5.4 [Arabidopsis thaliana] 




Seq. No. 


48590 


Seq. ID 


OJ991112_06. 0421 


.C13 


Gene No. 


103482 


Strand 


+ 




Start 


317 * 


End 


652 




Name 


OJ991112 06.0421.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


396 


End 


533 




GI 


none 


Score 


193 




Exons 


396.. 533, 413.. 523 








Seq. No. 


48591 


Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103483 


Strand 


+ 




Start 


8515 


End 


12104 




Name 


OJ991122 03.0421.C2.o3.gs 


Method 


GENS CAN 




Start 


8515 


End 


11830 




GI 


none 


Score 


.94 




Exons 


8515. .8897, 8969. .9383, 11669. 


, .11830 






Seq. No. 


48591 


Seq. ID 


OJ991122 03.0421 


.C2 


Gene No. 


103483 


Strand 


+ 




Start 


8515 


End 


12104 




Name 


OJ991122 03.0421.C2.ol.gp 


Method 


AAT/GAP 




Start 


8619 


End 


12104 




GI 


1044 1.R1084 


Score 


2162 




Exons 


8619.. 8897, 8969.. 9383, 11669. 


, .12104 






GI Descrip. 


•3024432/sp|O04861|PRC6 ORYSA 


1.0e-127 


PROTEASOME ALPHA 


SUBUNIT 




(MULT I CATALYTIC ENDOPEPTIDASE 


COMPLEX 


ALPHA SUBUNIT) >gi 193007i 




(U92540) proteasome alpha subunit [Oryza sativa] 1 




Seq. No. 


48591 


Seq. ID 


OJ991122 03.0421 


.C2 


Gene No. 


103483 


Strand 


+ 




Start 


8515 


End 


12104 




Name 


OJ991122 03.0421.C2.o2.np 


Method 


AAT/NAP 




Start 


8725 


End 


11827 




GI 


3024432 


Score 


1193 




Exons 


8725. .8897, 8969.-9383, 11669. 


.11827 






GI Descrip. 


PROTEASOME ALPHA SUBUNIT (MULT I CATALYTIC ENDOPEPTIDASE < 


COMPLEX 


ALPHA SUBUNIT) gi 11930070 (U92540) proteasome alpha subunit 




[Oryza sativa] 








Seq. No. 


48591 


Seq. ID 


OJ991122_03.0421 


-C2 


Gene No. 


103484 


Strand 







50350 



Start: • 
Name 
Start 
GI 

Exons 

GI Descrip. 



508 



End 

Method 
End 
Score 



4413 
AAT/NAP 
4413 
6770 



OJ991122_03.0421.C2.ol.np 
508 

6539553 
508. .4413 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


644 






End 


1120 




GI 


none 






Score 


353 




Exons 


644. .1030, 


682. . 


1029, 1045. . 


1119, 1047 


..1118, 1049. .1120 


Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.o5.ts 


Method 


TBLASTX : Soybean 




Start 


772 






End 


1113 




GI 


none 






Score 


83 




Exons 


772. .981, 851. .976, 1000. .1113, 1007.. 


1087 




Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.o5. tm 


Method 


TBLASTX: Maize 




Start 


976 






End 


1315 




GI 


none 






Score 


206 




Exons 


976. .1314, 


977. . 


1315 








Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.63. ts 


Method 


TBLASTX : Soybean 




Start 


1126 






End 


1471 




GI 


none 






Score 


124 




Exons 


1126. .1470, 


1271 


. .1471 








Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


1324 






End 


1869 




GI 


none 






Score 


48 




Exons 


1324. .1530, 


1334 


..1456, 1525 


..1869, 1549. .1722 




Seq. No. 


48591 






Seq. ID 


OJ991122_03.0421 


,C2 


Gene No. 


103485 






Strand 






Start 


14232 






End 


15934 




Name 


OJ991122 03 


.0421 


.C2.o4 .tm 


Method 


TBLASTX: Maize 




Start 


1405 






End 


1870 




GI 


none 






Score 


55 




Exons 


1405. .1869, 


1508 


..1618, 1552 


. .1734, 1688. .1870 





50351 




Seq. No. 


48591 








Seq. ID 


OJ991122_03.0421 


.C2 




i n^4fi s 








Strand 






Start 


14232 








End 


15934 




Name 


OJ991122 03 


0421 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1540 








End 


2004 




GI 


5509260 








Score 


58 




Exons 


1540. .2004, 


1559 


. .1618, 


1691. 


.1786, 1835. .1903 




GI Descrip. 


- 














Seq. No. 


48591 








Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 








Strand 






Start 


14232 








End 


15934 




Name 


OJ991122 03 


0421 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1651 








End 


1911 




GI 


none 








Score 


62 




Exons 


1651. .1911, 


1832 


. .1909 











Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03.0421.C2.ol.tw 

Start 1924 

GI none 

Exons 1924.. 2163, 1925.. 2083, 1941, 
2215. .2679 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2171, 



OJ991122 03. 0421. C2 



15934 

TBLASTX: Wheat 
2679 
200 

1944. .2141, 2192. .2671, 



Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03.0421 .C2.o3. tc 

Start 2305 

GI none 

Exons 2305.. 2499, 2512.. 2694 

Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03 . 0421 .C2 . o4 . ts 

Start 2329 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_03.0421.C2 
15934 

TBLASTX: Cress 

2694 

112 



Seq. ID OJ991122_03.0421.C2 
Strand 
End 

Method 
End 
Score 



15934 

TBLASTX : Soybean 

2727 

38 



2329. .2502, 2456. .2494, 2503. .2727, 2549.. 2719 



Seq. No. 


48591 








Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 








Strand 






Start 


14232 








End 


15934 




Name 


OJ991122 -03. 


0421. 


C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2515 








End 


2949 




GI 


none 








Score 


84 




Exons 


2515. .2949, 


2540. 


.2740 










Seq. No. 


48591 








Seq. ID 


OJ991122_03.0421 


.C2 


Gene No. 


103485 








Strand 






Start 


14232 








End 


15934 




Name 


OJ991122 03. 


0421. 


C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2680 








End 


2872 




GI 


none 








Score 


186 





50352 



Exons 



2680. .2871, 2680. .2871, 2681. .2872 



Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03 . 0421 . C2 . 06 . ts 

Start 2737 

GI none 

Exons 2737.. 2985, 2968.. 3123 

Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03 . 0421 . C2 . o2 . tm 

Start 3150 

GI none 

Exons 3150.. 3317, 3151.. 3465, 3152. 

Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03 . 0421 . C2 .o3 . tm 

Start 3971 

= GI none 

^ Exons 3971.. 4276, 3973.. 4284 

H Seq. No. 48591 

LI Gene No. 103485 

Start 14232 

Name OJ991122_03.0421.C2.o5.tw 

Start 4033 

w GI none 

FU Exons 4033.. 4419, 4034.. 4408 

Seq. No. 48591 

"1 Gene No. 103485 

^ Start 14232 

Name OJ991122_03 . 0421 . C2 . ol . tm 

U Start 8710 

fj GI none 

h Exons 8710.. 8781, 8716.. 8898, 8718. 

8918.. 8992, 8927.. 9055, 8963. 
11663. .11764, 11666.. 11779 



Seq. ID OJ99H22_03.0421.C2 
Strand 

End 15934 

Method TBLASTX : Soybean 

End 3123 

Score 90 



Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 

Method TBLASTX : Maize 

End 3472 

Score 391 
.3445, 3218. .3472 

Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 

Method TBLASTX : Mai ze 

End 4284 

Score 2 97 



Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 

Method TBLASTX : Wheat 

End 4419 

Score 258 



Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 
Method TBLASTX : Maize 
End 11779 
Score 295 

.8906, 8865. .8915, 8917. .9045, 
.9385, 8964. .9386, 11641 .. 11730, 



Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122_03 . 0421 . C2 . ol . tc 

Start 8724 

GI none 

Exons 8724.. 8897, 8725.. 8898, 8963, 
11668. .11730 



Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 

Method TBLASTX: Cress 

End 11749 

Score 285 

.9385, 8964. .9386, 11663 11749, 



Seq. No. 48591 

Gene No. 103485 

Start 14232 

Name OJ991122 03 . 0421 . C2 . ol . ts 



Seq. ID OJ991122_03.0421.C2 
Strand 

End 15934 

Method TBLASTX : Soybean 



50353 






Start 


8724 


End 


11776 






GI 


none 


Score 


278 






Exons 


8724. .8897, 8725. .8898, 8927. .9058, 8963.. 9385, 


8964. .9386 






11663. .11764, 11663. .11776 










Seq. No. 


48591 


Seq. ID 


OJ991122 


_03.0421.C2 




Gene No. 


103485 


Strand 








Start 


14232 


End 


15934 






Name 


OJ991122 03.0421.C2.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


8724 


End 


9160 






GI 


none 


Score 


291 






Exons 


8724. .8906, 8725. .8898, 8865. .8915, 8927. .9055, 


8963. .9160 






8964 . . 9158 










Seq. No. 


48591 


Seq. ID 


OJ991122 


_03.0421.C2 




Gene No . 


103485 


Strand 








Start 


14232 


End 


15934 






Name 


OJ991122 03.0421.C2.o4.gs 


Method 


GENSCAN 






S'tart 


14232 


End 


15934 






GI 


none 


Score 


.75 






Exons 


14232. .14420, 14555 14598 , 


15155. .15268, 15871 


. .15934 




Seq. No. 


48592 


Seq. ID 


OJ991122 


_03.0421.C3 




Gene No. 


103486 


Strand 


+ 






Start 


2396 


End 


2497 






Name 


OJ991122 03.0421.C3.o2.np 


Method 


AAT/NAP 




[d 


Start 


2396 


End 


2497 






GI 


6721547 


Score 


90 




f=S 


Exons 


2396. .2497 








~ ~" 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448 




Seq. No. 


48592 


Seq. ID 


OJ991122 


_03.0421.C3 


fy 


Gene No. 


103487 


Strand 


+ 






Start 


2728 


End 


2829 






Name 


OJ991122 03.0421.C3.o3.np 


Method 


AAT/NAP 




^ = 


Start 


2728 


End 


2829 






GI 


6721547 


Score 


74 






Exons 


2728. .2829 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448 


r ~ 

i. -J 


Seq. No. 


48592 


Seq. ID 


OJ991122 


_03.0421.C3 




Gene No. 


103488 


Strand 








Start 


1463 


End 


1790 






Name 


OJ991122 03.0421.C3.ol.np 


Method 


AAT/NAP 






Start 


1463 


End 


1790 






GI 


7510076 


Score 


96 






Exons 


1463. .1790 










GI Descrip. 


hypothetical protein Y50E8A. 


i - Caenorhabditis elegans 




Seq. No. 


48593 


Seq. ID 


OJ991122 


_03.0421.C4 




Gene No. 


103489 


Strand 


+ 






Start 


105 


End 


702 






Name 


OJ991122 03.0421.C4.ol.gs 


Method 


GENSCAN 






Start 


105 


End 


702 






GI 


none 


Score 


.82 






Exons 


105.. 215, 573.. 702 









50354 



Seq. No. 48593 Seq. ID 

Gene No. 103490 Strand 

Start 2133 End 

Name OJ991122_03 . 0421 . C4 . ol . gp Method 

Start 1890 End 

GI 2800368 Score 

Exons 1890.. 2200 



OJ991122_03.0421.C4 

2940 
AAT/GAP 
2200 
570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 



48593 Seq. ID 

103490 Strand 

2133 End 

OJ991122_03.0421.C4 .o2.gs Method 

2133 • End 

none Score 

2133. .2601, 2678. .2940 



OJ991122_03.0421.C4 

2940 
GENSCAN 
2940 
.64 



OJ991122 03. 0421. C4 



48593 Seq. ID 

103490 Strand 
2133 End 2940 

OJ991122_03.0421.C4.ol.np Method AAT/NAP 

2136 End 2940 

127582 Score 856 

2136. .2601, 2678. .2940 

MYB- RELATED PROTEIN ZM38 gi | 82730 | pir | | S04899 transforming 

protein (myb) homolog (clone Zm38) - maize 

gi 1227033 Iprf M 1613412D myb-related gene Zm38 [Zea mays] 

48593 Seq. ID OJ991122_03 . 0421 . C4 

103490 Strand 

2133 End 2940 

OJ991122_03.0421.C4.o2.gp Method AAT/GAP 

2324 End 2903 

LIB3434-018-P1-K1-F3 Score 959 

2324.. 2601, 2678.. 2903 

, 127582/sp|P20025|MYB3_MAIZE 2.0e-76 MYB-RELATED PROTEIN ZM38 
>gi_82730_pir S04899 transforming protein (myb) homolog (clone 



_1613412D myb-related gene Zm38 



Zm38) - maize >gi_227033j?rf_ 
[Zea mays] 1 

48593 
103491 
4095 

OJ991122_03.0421.C4.o3.gs 
4095 
none 

4095. .4198, 4743. .4826, 5690. .5755, 7179. .7317 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_03.0421.C4 

7317 
GENSCAN 
7317 
.72 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48593 

103492 

8791 

OJ991122_03, 

2133 

none 

2133. .2165, 
2677. .2940, 



0421.C4.ol.tc 



2223. 
2679. 



.2264, 2352. 
,2711, 2807. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_03.0421.C4 
10345 

TBLASTX: Cress 

2941 

130 



.2432, 
.2941 



2445. .2603, 2491. .2604, 



Seq. No. 



48593 



Seq. ID OJ991122_03.0421.C4 



50355 






Gene No. . 


103492 






Strand 






Of arf 


8791 






End 


10345 




Name 


OJ991122 03. 


0421. 


C4.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2362 






End 


2941 




GI 


none 






Score 


135 




Exons 


2362. .2397, 


2487. 


.2603, 2488. 


.2604, 2518.. 2604, 2667.. 2711 






2677. .2940, 


2807. 


.2941 








Seq. No. 


48593 






Seq. ID 


OJ991122_03.0421.C4 




Gene No. 


103492 






Strand 






J Lai. L. 


87 91 






End 


10345 




Name 


OJ991122 03. 


0421. 


C4 .ol. tm 


Method 


TBLASTX: Maize 




Start 


2364 






End 


2941 




GI 


none 






Score 


38 




Exons 


2364. .2390, 


2364. 


.2402, 2473. 


.2604, 2475. .2603, 2661. .2711 






2677. .2940, 


2807. 


.2941 








Seq. No. 


48593 






Seq. ID 


OJ991122_03.0421.C4 




UCll" IN KJ • 








Strand 






Start 


8791 






End 


10345 




Name 


OJ991122 03. 


0421. 


C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2460 






End 


2941 




GI 


none 






Score 


142 


13 


Exons 


2460. .2603, 


2461. 


.2604, 2677. 


.2940, 2807. .2941 




Seq. No. 


48593 






Seq. ID 


OJ991122_03.0421.C4 




Cone Mo 








Strand 




hi 


Start 


8791 






End ■ 


10345 




Name 


OJ991122 03. 


0421. 


C4 .o4 .gs 


Method 


GEN SCAN 


~=~ 


Start 


8791 






End 


10205 


t: ~ 


GI 


none 






Score 


.82 




Exons 


8791. .8821, 


9384. 


.9586, 9928. 


.10030, 10126.. 10205 


fU 


Seq. No. 


48593 






Seq. ID 


OJ991122_03.0421.C4 




Gene No. 


103492 






Strand 






Start 


8791 






End 


10345 




Name 


OJ991122 03. 


0421. 


C4 .o3.gp 


Method 


AAT/GAP 


= £: 


Start 


9025 






End 


10345 


l "a 


GI 


1748 1.R1084 






Score 


1492 


f =% 


Exons 


9025. .9586, 


9928. 


.10030, 10126. .10205, 


10297. .10345 


ss. 


GI Descrip. 


'1019946 1.0e-116 


(U37060) ascorbate peroxidase [Gossypium 






hirsutum] 1 












Seq. No. 


48593 






Seq. ID 


OJ991122_03.0421.C4 




Gene No. 


103492 






Strand 






Start 


8791 






End 


10345 




Name 


OJ991122 03. 


0421. 


C4 .o2.tm 


Method 


TBLASTX: Maize 




Start 


9380 






End 


10345 




GI 


none 






Score 


49 




Exons 


9380. .9502, 


9381. 


.9491, 9382. 


.9492, 9398. .9511, 9494. .9589 



9504.. 9587, 9511.. 9588, 9524.. 9598, 9926.. 10036, 9927.. 10028, 
9933. .10037, 9934. .10038, 10114 .. 10206, 10125 .. 10205 , 
10288. .10344, 10289. .10345 

Seq. No. 48593 Seq. ID OJ991122JD3 . 0421 . C4 

Gene No. 1034 92 Strand 

Start 8791 End 10345 

50356 



Name OJ991122_03 . 0421 . C4 . o2 . np Method 

Start 9383 End 

GI 7484726 Score 

Exons 9383.. 9586, 9928.. 10030, 10126. . 10205, 

GI Descrip. L-ascorbate peroxidase (EC 1.11.1.11), 



AAT/NAP 
10345 
4 67 

10297. .10345 
glyoxysomal - 



upland 



cotton gi| 1019946igb|AAB52954.1| 
[Gossypium hirsutum] 



(U37060) ascorbate peroxidase 



Seq. No. 48593 Seq. ID 

Gene No. 103492 Strand 

Start 8791 End 

Name OJ991122_03 . 0421 . C4 . o2 . tw Method 

Start 9476 End 

GI none Score 
Exons 



OJ991122_03.0421.C4 
10345 

TBLASTX: Wheat 

10345 

152 



9476. .9589, 9477. .9587, 9923. .10036, 9927. .10028, 9933. 
9934. .10038, 10114 .. 10206, 10125 .. 10205, 10288 .. 10344 , 
10289. .10345 



10037, 



Seq. No. 48593 

Gene No. 1034 92 

Start 8791 

Name OJ991122_03 . 0421 . C4 . o2 . tc 

Start 9509 

5S% GI none 
^ Exons 



Seq. ID OJ991122_03.0421.C4 
Strand 
End 

Method 
End 
Score 



10345 

TBLASTX : Cress 

10345 

95 



9509. .9589, 9519. .9587, 9928. .9990, 9934. .10023, 9966. .10037, 
10114. .10206, 10125. .10205, 10288 .. 10344 , 10289. .10345 



r[| Seq. No. 

fZ Gene No. 

y J . Start 

= y Name 

Q Start 

Exons 



48594 

103493 

4061 

OJ991122_03.0421.C5.o2.np 

4037 

6686900 



Seq. ID OJ991122_03.0421.C5 

Strand + 

End 8566 

Method AAT/NAP 

End 8260 

Score 1874 



4037. .4339, 4443. .4558, 4675. .4741, 4922. .5014, 5128. .5271, 



5472. .5566, 5732.. 5837, 5940. 
6789. .6898, 7015. .7124, 7414. 



,6024, 6126. .6244, 6354. .6706, 
,8260 



GI Descrip. (AJ270310) putative beta-galactosidase [Arabidopsis thaliana] 



0421.C5.o2.gs 



\1 Seq. No. 48594 
n Gene No. 103493 
IZ Start 4061 

Name OJ991122_03. 
Start 4061 
GI none 
Exons 4061.. 4342, 

5472. .5566, 
7015. .7124, 7414. .8283 



Seq. ID OJ991122 
Strand + 
End 8566 
Method GENSCAN 
End 8283 
Score .99 
4446.-4558, 4675. .4741, 4922. .5014, 
5732. .6024, 6126. .6244, 6354. .6706, 



03. 0421. C5 



5128. .5271, 
6789. .6898, 



Seq. No. 48594 

Gene No. 1034 93 

Start 4061 

Name OJ991122_03 . 0421 . C5 . o2 . gp 

Start 5128 

GI uC-osflcyp035h06bl 

Exons 5128.. 5261 
GI Descrip. 1 4510395/gb | AAD21482 . 1 | 3. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_ 
+ 

8566 
AAT/GAP 
5261 
259 



03. 0421. C5 



0e-ll (AC006587) putative 



beta-galactosidase precursor [Arabidopsis thaliana] ' 



50357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48594 Seq. ID 

103493 Strand 
4061 End 
OJ991122_03 . 0421 . C5 . o3 . gp Method 
6657 End 
uC-osflcyp035g07bl Score 
6657. .6706, 6789. .6898, 7015. .7124, 7414. .7604 
, 4467146/emb|CAB37515| 2.0e-26 (AL035540) galactosidase like 
protein [Arabidopsis thaliana] 1 



OJ991122_03.0421.C5 
+ 

8566 
AAT/GAP 
7604 
822 



48594 Seq. ID 

103493 Strand 

4061 End 

OJ991122_03.0421.C5.o4 .gp Method 

8110 End 

3761852 Score 
8110. .8566 



OJ991122_03.0421.C5 
+ 

8566 
AAT/GAP 
8566 
797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48594 Seq. ID 

103494 Strand 

511 End 

OJ991122_03.0421.C5.ol.gp Method 

511 End 

1748 1.R1084 Score 



OJ991122_03.0421.C5 

2699 
AAT/GAP 
2699 
893 



511. .559, 640. .705, 866. .915, 1374. .1498, 2454. .2699 
'1019946 1.0e-116 (U37060) ascorbate peroxidase [Gossypium 
hirsutum] 1 



Seq. No. 

™ Gene No. 

W Start 

! Lj Name 

s Start 

fl GI 

C~*h Exons 

. ^ GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



48594 Seq. ID 

103494 Strand 

511 End 

OJ991122_03.0421.C5.ol.np Method 

511 End 

3288066 Score 



OJ991122_03.0421.C5 

2699 
AAT/NAP 
2566 
417 



511. .559, 640. .705, 866. .915, 1374. .1498, 2454. .2566 
(AJ006030) ascorbate peroxidase [Arabidopsis thaliana] 



48594 Seq. ID 

103494 Strand 

511 End 

OJ991122_03.0421.C5.ol.gs Method 

866 End 

none Score 

866. .915, 1374. .1498, 2454. .2566 



48594 

103495 

9176 

OJ991122_03.0421.C5.o4.tm 

500 

none 



OJ991122_03.0421.C5 

2699 
GENSCAN 
2566 
.76 



OJ991122 03. 0421. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

500. .562, 510. .560, 640. .690, 640. .732, 863. .916, 1375. ,1497, 
1376. .1510, 1385. .1507, 2438. .2584, 2456. .2566, 2629. .2646 



10972 

TBLASTX: Maize 

2646 

83 



48594 
103495 



Seq. ID OJ991122_03.0421.C5 
Strand 



50358 



Start 
Name 
Start 
GI 

Exons 



9176 

OJ991122_03 . 0421 . C5 . o2 . tw 

640 

none 

640. .690, 640. .732, 863. .916, 
1376.. 1510, 2438.. 2569, 2456. 



End 10972 
Method TBLASTX ; Wheat 
End 2569 
Score 79 

864. .917, 1374. .1508, 1375. .1497, 
.2566 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48594 

103495 

9176 

OJ991122_03.0421.C5.o2.tm 

4124 

none 

4124. .4339, 4133.. 4210, 4138. 
4673.-4744, 4676. .4744 

48594 

103495 

9176 

OJ991122_03.0421.C5.o2.ts 

4157 

none 

4157. .4339, 4186. .4338, 4434. 
4676. .4741, 4928. .5017, 5121. 
5125.. 5292, 5517.. 5561, 5732. 
5913.. 6002, 5979.. 6029, 6125. 

48594 

103495 

9176 

OJ991122_03.0421.C5.ol.tc 

4157 

none 

4157. .4339, 4180. .4338, 4443. 
4675. .4740, 4676. .4741, 4925. 

48594 

103495 

9176 

OJ991122_03 . 0421 . C5 . o5 . tm 

4928 

none 

4928.. 5017, 4939.. 5013, 5123. 
5169.. 5261 



Seq. ID OJ991122_03.0421.C5 
Strand 

End 10972 

Method TBLASTX : Mai ze 

End 4744 

Score 327 

.4347, 4443. .4559, 4448. .4558, 



Seq. ID OJ991122_03.0421.C5 
Strand 

End 10972 

Method TBLASTX : Soybean 

End 6247 

Score 247 
.4559, 4443. .4559, 4675. .4740, 
.5249, 5123. .5266, 5124. .5291, 
.5815, 5733. .5837, 5912. .5959, 
.6247 

Seq. ID OJ991122_03.0421.C5 
Strand 

End 10972 

Method TBLASTX : Cress 

End 5008 

Score 241 
.4559, 4451. .4495, 4520. .4570, 
.5008 

Seq. ID OJ991122_03.0421.C5 
Strand 

End 10972 
Method TBLASTX : Mai ze 
End 5292 
Score 86 

.5272, 5124. .5141, 5125. .5292, 



Seq. No. 48594 
Gene No. 1034 95 

Start 9176 

Name OJ991122_03 . 0421 . C5 . o3 . tc 

Start 5138 
GI none 

Exons 5138.. 5212, 5161.. 5211, 5217, 

5477.. 5560, 5733.. 5837, 5738. 
6125. .6244 



Seq. ID OJ991122_03.0421.C5 
Strand 

End 10972 
Method TBLASTX: Cress 
End 624 4 

Score 58 

.5285, 5221.. 5280, 5472.. 5564, 
.5836, 5925.. 6029, 5939.. 6025, 



Seq. No. 
Gene No. 



48594 
103495 



Seq. ID OJ991122_03.0421.C5 
Strand 



50359 




Start 


9176 








End 


10972 




Name 


OJ991122 03 


.0421. 


C5.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5459 








End 


6142 




GI 


none 








Score 


122 




Exons 


5459. .5563, 


5463. 


.5567, 


5732. 


.5836, 5735.. 5836, 


5736. .5837 




5912. .6025, 


5913. 


.6029, 


5928. 


.6032, 5941. .6045, 


6125. .6142 


Seq. No. 


48594 








Seq. ID 


OJ991122 


_03.0421.C5 


Gene No. 


103495 








Strand 






Start 


9176 








End ■ 


10972 




Name 


OJ991122 03 


.0421. 


C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6143 








End 


8282 




GI 


none 








Score 


131 




Exons 


6143. . 6244, 


6145. 


. 6246, 


6145. 


.6249, 6339. .6512, 


6340 . . 6393 




6351. .6710, 


6353. 


.6706, 


6407. 


.6712, 6652. .6708, 


6786. .6899 




6787. .6900, 


6787. 


.6900, 


6981. 


.7118, 6993. .7121, 


6998 . .7129 




7013. .7126, 


7413. 


.7502, 


7413. 


.7538, 7414. .7920, 


7557. .7916 




7755. .7928, 


7802. 


.7927, 


7925. 


.7948, 7927. .7950, 


7989. .8282 




7990. .8250 














Seq. No. 


48594 








Seq. ID 


OJ991122 


_03.0421.C5 


Gene No. 


103495 








Strand 






Start 


9176 








End 


10972 




Name 


OJ991122 03 


.0421. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7509 








End 


8318 




GI 


none 








Score 


75 




Exons 


7509. .7589, 


7516. 


.7590, 


7609. 


.7920, 7611. .7946, 


8002. .8196 




8013. .8183, 


8190. 


.8318, 


8203. 


.8247 






Seq. No. 


48594 . 








Seq. ID 


OJ991122 


_03.0421.C5 


Gene No. 


103495 








Strand 






Start 


9176 








End 


10972 




Name 


OJ991122 03 


.0421. 


C5.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7603 








End 


8196 




GI 


none 








Score 


152 




Exons 


7603. .7737, 


7605. 


.7718, 


7737. 


.7910, 7750.. 7938, 


7993. .8196 


Seq. No. 


48594 








Seq. ID 


OJ991122 


_03.0421.C5 


Gene No. 


103495 








Strand 






Start 


9176 








End 


10972 




Name 


OJ991122 03 


.0421. 


C5.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


7800 








End 


8252 




GI 


none 








Score 


51 




Exons 


7800. .7922, 


7802. 


.7864, 


7802. 


.7927, 78 


04. .7923, 


7926. .7949, 




7926. .7955, 


7927. 


.7950, 


7989. 


.8048, 7989.-8252, 


7990. .8250 


Seq. No. 


48594 








Seq. ID 


OJ991122 


_03.0421.C5 


Gene No. 


103495 








Strand 






Start 


9176 








End 


10972 




Name 


OJ991122 03 


.0421. 


C5.o5. 


gp 


Method 


AAT/GAP 




Start 


9176 








End 


10924 




GI 


533 1.R1084 








Score 


1259 




Exons 


9176. .9627, 


10156 


..10278, 10826.. 10924 







GI Descrip. ' 113172/sp I P15543 I ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



50360 



O /-> /-» XT /-\ 

bSCj . NO . 


AQ^QA 




064. iu 


O TQQ1 1 OO 




C\A O 1 
U *± £ ± 


. CD 


Gene No. 


103495 




Strand 










Start 


9176 




End 


10972 








Name 


OJ991122 03. 


0421.C5.o3.gs 


Method 


GEN SCAN 








Start 


9484 




End 


10924 








GI 


none 




Score 


.97 








Exons 


9484.-9627, 


10156. .10278, 


10826. .10924 










Seq. No. 


48594 




Seq. ID 


OJ991122_ 


_03. 


0421 


.C5 


Gene No. 


103495 




Strand 










Start 


9176 




End 


10972 








Name 


OJ991122 03. 


0421.C5.o3.np 


Method 


AAT/NAP 








Start 


9502 


End 


10972 








GI 


113172 




Score 


419 








Exons 


9502. .9627, 


10156. .10278, 


10826. .10972 










GI Descrip. 


ACYL CARRIER 


PROTEIN III 


PRECURSOR (ACP III) 









gi 1 100561 1 pir I IS17928 acyl carrier protein 3 - barley gi I 166971 
(M58754) acyl carrier protein III [Hordeum vulgare] 



Seq. No. 48594 

Gene No. 103495 

Start 9176 

Name OJ991122_03 . 0421 . C5 . o3 . tw 

Start 9505 

GI none 
Exons 



Seq. ID OJ991122_03.0421.C5 
Strand 
End 

Method 
End 
Score 



10972 

TBLASTX: Wheat 

10870 

105 



9505. .9627, 9506. .9637, 9506. .9634, 9510. .9647, 10153 .. 10278 , 
10154. .10279, 10155. .10280, 10826 .. 10870 , 10830.. 10868 



Seq. No. 48594 

Gene No. 103495 

Start 9176 

Name OJ991122_03 . 0421 . C5 . 06 . tm 

Start 9517 

GI none 
Exons 



Seq. ID OJ991122_03.0421.C5 
Strand 
End 

Method 
End 
Score 



10972 

TBLASTX: Maize 

10930 

64 



9517. .9594, 9517. .9627, 9518. .9640, 9560. .9637, 10153 .. 10278, 
10154. .10279, 10821. .10925, 10829 10927 , 10829.. 10930 



Seq. No. 48595 

Gene No. 1034 96 

Start 205 

Name OJ991122_03 . 042 1 . C6 . ol . gs 

Start * 205 

GI none 
Exons 



Seq. ID OJ991122 03. 0421. C6 



Strand 
End 

Method 

End 

Score 



+ 

3859 
GEN SCAN 
3859 
.49 



205. .358, 393. .645, 1474. .1655, 1772. .1928, 2145. .2197, 
3058.. 3137, 3777.. 3859 



Seq. No. 48595 Seq. ID OJ991122_03 . 0421 . C6 

Gene No. 103497 Strand 

Start 369 End 486 

Name OJ991122_03 . 0421 . C6 . ol . gp Method AAT/GAP 

Start 369 End 486 

GI 533_1.R1084 Score 203 

Exons 369.. 486 

GI Descrip. 1 113172/sp | P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17 928 acyl carrier protein 

3 -barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 



50361 






vulgare] ' 










Seq- No. 


48596 


Seq. ID 


OJ991122_03 


.0421 


.C.7 


Gene No. 


103498 


Strand 


+ 






Of srf 


102 


End 


2008 






Name 


OJ991122 03.0421.C7.ol.np 


Method 


AAT/NAP 






Start 


102 


End 


2008 






GI 


6721512 


Score 


209 






Exons 


102. .207, 236. .379, 422. .458, 1980. .2008 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


A O C C\ C 


Seq. ID 


ojyyii^ uj 


.0421 


.01 


Gene No . 


103499 


Strand 


+ 






Start 


10162 


End 


10532 






Name 


OJ991122_03 . 0421 . C7 .ol . gp 


Method 


AAT/GAP 






Start 


10162 


End 


10532 






GI 


2312964 


Score 


675 






Exons 


10162 . . 10532 










Seq. No. 


48596 


Seq. ID 


OJ991122_03 


.0421 


-C7 


Gene No . 


103500 


Strand 


+ 






Start 


13212 


End 


13637 






Name 


OJ991122_03. 0421.C7 ,o2.gs 


Method 


GENS CAN 






Start 


13212 


End 


13637 






GI 


none 


Score 


1 






Exons 


13212 . . 13637 










Seq. No. 


48596 


Seq. ID 


OJ991122_03 


.0421 


.C7 


Gene No. 


103501 


Strand 


+ 






Start 


15368 


End 


16322 






Name 


OJ991122 03 . 0421 .C7 .o2 .gp 


Method 


AAT/GAP 






Start 


15368 


End 


16322 






GI 


3672 1.R1084 


Score 


1849 






Exons 


15368 . . 16322 










GI Descrip. 


'3929323 8.0e-35 (AF100332) 


putative 21D7 protein 


[Dendrob. 




grex Madame Thong-IN] ' 










Seq. No. 


4 8596 


Seq. ID 


OJ991122_03 


.0421 


.C7 


Gene No . 


103502 


Strand 


+ 






Start 


22617 


End 


23929 






Name 


fVTQQI 1 99 0^ 0491 Cl r»R riQ 


Method 


GENSCAN 






Start 


22617 


End 


23608 






GI 


none 


Score 


.62 






Exons 


22617. .22786, 22886. . 23471, 


23528.. 23608 






Seq. No. 


48596 


Seq. ID 


OJ991122_03 


.0421 


.C7 


Gene No . 


103502 


Strand 


+ 






Start 


22617 


End 


23929 






Name 


OJ991122 03.0421.C7.o5.gp 


Method 


AAT/GAP 






Start 


23001 


End 


23929 






GI 


none 


Score 


569 






Exons 


23001. .23031, 23522.. 23929 










Seq. No. 


48596 


Seq. ID 


OJ991122_03 


.0421 


.C7 


Gene No. 


103503 


Strand 


+ 






Start 


26846 


End 


28120 






Name 


OJ991122 03.0421.C7.o7.gs 


Method 


GENSCAN 







50362 



Start 26846 

GI none 

Exons 26846.-26947, 28073.. 28120 

Seq. No. 48596 

Gene No. 103504 

Start 34199 

Name OJ991122_03 . 0421 . C7 . o9 . gs 

Start 34199 

GI none 
Exons 



End . 
Score 



28120 
.59 



Seq. ID OJ991122_03.0421.C7 

Strand + 

End 41742 

Method GENS CAN 

End 41742 

Score .75 



34199. .34307, 36465 .. 36619, 36752 .. 36803, 37711 .. 40494 , 
40966. .41742 



Seq. No. 48596 

Gene No. 103504 

Start 34199 

Name OJ991122_03 . 0421 . C7 . 06 . np 

Start 36467 

GI 6056407 

Exons 36467. .36699, 37711.. 38169 

GI Descrip. (AC009525) Similar to glutathione S-transf erases . [Arabidopsis 
thaliana] 



Seq. ID OJ991122_03.0421.C7 

Strand + 

End 41742 

Method AAT/NAP 

End 38169 

Score 208 



Seq. No. 48596 

Gene No. 103505 

Start 15820 

Name OJ991122_03 . 04 2 1 . C7 . o3 . gs 

Start 15820 

GI none 
Exons 



Seq. ID OJ991122_03.0421.C7 
Strand 

End 19136 

Method GENSCAN 

End 19086 

Score . 95 



15820. .16332, 16408 .. 16647 , 16881 .. 16991, 17086 .. 17140, 
17234. .17370, 1744 6 .. 17583, 18560 .. 18 685, 18733 .. 18 923, 
19011. .19086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48596 
103505 
15820 
OJ991122 
15823 
3914467 
15823. .16332, 
17230. .17370, 



OJ991122 03. 0421. C7 



03.0421.C7.o2.np 



Seq. ID 
Strand 

End 19136 
Method AAT/NAP 
End 19089 
Score 1766 
16881. .16991, 17086. 
18733. .18923, 19011. 
26S PROTEASOME REGULATORY SUBUNIT S3 (NUCLEAR ANTIGEN 21D7) 
gi | 1864003 | dbj | BAA19252 | (AB001422) 21D7 [Nicotiana tabacum] 



16408. 
17446. 



.16647, 
,17583, 



.17136, 
.19089 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122 03. 0421. C7 



48596 
103505 
15820 

OJ991122_03 . 04 21 . C7 . o3 . gp 
16448 

9001_1.R1084 

16448. .16647, 16881 .. 16991, 
17446. .17560 

1 3914 4 67 /sp | P9 3 7 68 | PSD3_TOBAC 5.0e-83 26S PROTEASOME REGULATORY 
SUBUNIT S3 (NUCLEAR ANTIGEN 21D7) >gi_1864003_dbj_BAA19252_ 
(AB001422) 21D7 [Nicotiana tabacum] 1 



19136 
AAT/GAP 
17560 
1120 



17086. .17140, 17234. .17370, 



Seq. No. 



48596 



Seq. ID OJ991122 03. 0421. C7 



50363 




Gene No. 


103505 




Strand 








Start 


15820 




End 


19136 






Name 


OJ991122 03. 0421. C7 . 


o4 .gp 


Method 


AAT/GAP 






Start 


18765 




End 


19136 






GI 


426277 




Score 


513 






Exons 


18765. .18923, 19011. 


.19136 










Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103506 




Strand 








Start . 


20248 




End 


25745 






Name 


OJ991122 03,0421. C7. 


o4 .gs 


Method 


GENS CAN 






Start 


20248 


End 


21899 






GI 


none 




Score 


.91 






Exons 


20248. .20821, 21277. 


.21899 










Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103506 




Strand 








Start 


20248 




End 


25745 






Name 


OJ991122 03. 0421. C7. 


o3.np 


Method 


AAT/NAP 






Start 


20269 




End 


25646 






GI 


5668808 




Score 


1304 






Exons 


20269. .20821, 21277. 


.21905, 


25380. .25646 






GI Descrip. 


(AC007519) F16N3.20 


[Arabidopsis thaliana] 






Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103506 




Strand 








Start 


20248 




End 


25745 






Name 


OJ991122 03. 0421. C7. 


06 . gp 


Method 


AAT/GAP 






Start 


22995 




End 


23927 






GI 


none 




Score 


567 






Exons 


22995. .23028, 23519. 


.23927 










Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103506 




Strand 








Start 


20248 




End 


25745 






Name 


OJ991122 03. 0421. C7. 


06. gs 


Method 


GENSCAN 






Start 


25341 




End 


25745 






GI 


none 




Score 


.53 






Exons 


25341. .25745 












Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103507 




Strand 








Start 


28579 




End 


33213 






Name 


OJ991122 03. 0421. C7. 


ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


15778 




End 


18924 






GI 


none 




Score 


463 






Exons 


15778. . 15852, 15786. 


.16235, 


15879. .16331, 15902 


. . 16330, 






15916. .16332, 15920. 


.16333, 


15925. .16335, 16355 


. .16651, 






16406. .16648, 16408. 


.16650, 


16866. .16994, 16881 


. .16940, 






16882. .17010, 17068. 


.17139, 


17075. .17140, 17218 


. .17370, 






17232. .17372, 17446. 


.17586, 


17446. .17583, 17451 


. .17585, 






18731. .18781, 18733. 


.18921, 


18865. .18924 






Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103507 




Strand 








Start 


28579 




End 


33213 






Name 


OJ991122 03. 0421. C7. 


ol.ts 


Method 


TBLASTX : 


Soybean 





50364 



Start 


15820 








GI 


none 








Exons 


15820. 


.15852, 


15899. 


.16288, 




15923. 


.16333, 


15955. 


.16335, 




16408. 


.16650, 


16409. 


.16651, 




17068. 


.17139, 


17090. 


.17137, 




17446. 


.17586, 


17446. 


.17583, 


Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 








Name 


OJ991122 03. 0421. C7. 


ol . tc 


Start 


15894 








GI 


none 








Exons 


15894. 


.16088, 


15903. 


.16088, 




15923. 


.16132, 


16196. 


.16285, 




16304. 


.16333, 


16340. 


.16612, 


Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 








Name 


OJ991122 03. 0421. CI. 


ol . tw 


Start 


16408 








GI 


none 








Exons 


16408. 


.16638, 


16409. 


.16633, 


Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 








Name 


OJ991122 03. 0421. C7. 


o3 . tc 


Start 


16618 








GI 


none 








Exons 


16618. 


.16650, 


16867. 


.16953, 




17068. 


.17136, 


17209. 


.17370, 




17241. 


.17375, 


17446. 


.17496, 


Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 








Name 


OJ991122 03. 0421. CI. 


o2. tm 


Start 


20264 








GI 


none 








Exons 


20264. 


.20404, 


20270. 


.20767, 


Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 








Name 


OJ991122 03. 0421. CI. 


o2. tc 


Start 


20281 








GI 


none 








Exons 


20281. 


.20655, 


20444. 


.20572, 




20806. 


.20838, 


21277. 


.21903, 




25378. 


.25521 






Seq. No. 


48596 








Gene No. 


103507 








Start 


28579 









End 18921 
Score 250 

>900.. 16331, 15916. .16332, 
5384.. 16650, 16407 .. 1664 9, 
5881.. 16940, 16882. .16995, 
P218.. 17370, 17234. .17371, 
3733 . .18921 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_03.0421.C7 
33213 

TBLASTX: Cress 

16617 

102 



,16123, 15916. .16134, 



Seq. ID OJ991122_03.0421.C7 
Strand 
End 

Method 
End 
Score 



33213 

TBLASTX: Wheat 

16928 

241 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_03.0421.C7 
33213 

TBLASTX: Cress 

17496 

78 



Seq. ID OJ991122JD3.0421.C7 
Strand 
End 

Method 
End 
Score 



33213 

TBLASTX: Maize 

20767 

552 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20696 

21279 



OJ991122 03. 0421. C7 



33213 

TBLASTX: Cress 
25601 
132 

20821, 20746. .20817, 
21902, 25377. .25601, 



Seq. ID 

Strand 

End 



OJ991122 03-0421. C7 



33213 



50365 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991122_03.0421.C7.o2.ts 

20287 

none 

20287. .20664, 20330 .. 20623, 
21273. .21902, 21640 .. 21903, 

48596 

103507 

28579 

OJ991122_03 . 042 1 . C7 . o3 . tm 
21294 
none 
21294. 
21465. 
25380. 



,21377, 21315. .21374, 
,21662, 21654. .21902, 
,25547 



Method TBLASTX : Soybean 

End 25568 

Score 162 
20693. .20809, 2074 6 .. 20817, 
25362. .25568 

Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 

Method TBLASTX : Mai ze 

End 25547 

Score 37 
21390. .21455, 214 59 .. 21605, 
21655. .21903, 25377 25547 , 



Seq. No. 48596 

Gene No. 103507 

Start" 28579 

Name OJ991122_03 . 0421 . C7 . o2 . tw 

Start 21459 

GI none 

Exons 21459. .21515, 21462 21728, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48596 

103507 

28579 

OJ991122_03.0421.C7.o4.np 

28579 

6598805 

28579. .28674, 29781 .. 30157 , 
(AF024504) unknown protein 

48596 

103507 

28579 

OJ991122_03.0421.C7.o8.gs 

29723 

none 

29723. .30157, 30440 .. 30618, 

48596 

103507 

28579 

OJ991122_03 . 042 1 . C7 . o5 . tm 

29771 

none 

29771. .29854, 29840 .. 29902, 
30020. .30157, 30060.. 30158 

48596 

103507 

28579 

OJ991122_03.0421.C7.o7.gp 

29826 

none 

29826. .30172 



Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 

Method TBLASTX : Wheat 

End 21728 . 

Score 54 
21640. .21690 

Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 
Method AAT/NAP 
End 30897 
Score 369 
30440. .30618, 30725.. 30897 
[Arabidopsis thaliana] 

Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 

Method GENSCAN 

End 31799 

Score .91 
30725. .30911, 31722. .31799 

Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 

Method TBLASTX : Mai ze 

End 30158 

Score 53 
29841. .29903, 30020 .. 30157 , 



Seq. ID OJ991122_03.0421.C7 
Strand 

End 33213 

Method AAT/GAP 

End 30172 

Score 586 



50366 




Seq. No. 


48596 




Seq. ID 


OJ991122 


JD3.0421 


.C7 


Gene No. 


103507 




Strand 








Start 


28579 




End 


33213 






Name 


OJ991122 03. 0421. C7 


. o5.np 


Method 


AAT/NAP 






Start 


29975 




End 


33213 






GI 


5852093 




Score 


77 






Exons 


29975. .30112, 31672 


. .31829, 


33157. .33213 






GI Descrip. 


(AL117264) zwhl6.1 


[Oryza sativa] 








Seq. No. 


48596 




Seq. ID 


OJ991122 


0 J . 04^ 1 




Gene No. 


103507 




Strand 








Start 


28579 




End 


33213 






Name 


OJ991122 03. 0421. C7 


.08. gp 


Method 


AAT/GAP 






Start 


30558 




End 


30951 






GI 


none 




Score 


488 






Exons 


30558. .30618, 30725 


. .30951 










Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103508 




Strand 








Start 


36442 




End 


38135 






Name 


OJ991122 03. 0421. C7 


. o4.tm 


Method 


TBLASTX: 


Maize 




Start 


36442 




End 


37952 






GI 


none 




Score 


36 






Exons 


36442..36468, 36482 


. .36619, 


36491. .36583, 36501 


. .36623, 






36722. .36820, 37623 


. .37952, 


37694. .37879, 37708 


. .37905, 






37710. .37910 












Seq. No. 


48596 




Seq. ID 


OJ991122 


0 3 . U4zl 




Gene No. 


103508 




Strand 








Start 


36442 




End 


38135 






Name 


OJ991122 03. 0421. C7 


.o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


37710 




End 


38132 






GI 


none 




Score 


80 






Exons 


37710. .37859, 37923 


. .38132 










Seq. No. 


48596 




Seq. ID 


OJ991122 


_03.0421 


.C7 


Gene No. 


103508 




Strand 








Start 


36442 




End 


38135 






Name 


OJ991122 03. 0421. C7 


.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


37770 




End 


38135 






GI 


none 




Score 


79 - 






Exons 


37770. .37877, 37772 


. .37843, 


37893. .38045, 37953 


. .38039, 






38055. .38135 












Seq. No. 


48597 




Seq. ID 


OJ991122 


03 . 0421 


. Co 


Gene No. 


103509 




Strand 


+ 






Start 


1262 




End 


1474 






Name 


OJ991122 03. 0421. C8 


. ol .gs 


Method 


GENSCAN 






Start 


1262 




End 


1474 






GI 


none 




Score 


.91 






Exons 


1262. .1474 












Seq. No. 


48597 




Seq. ID 


OJ991122 


_03.0421 


.C8 


Gene No. 


103510 




Strand 


+ 






Start 


2725 




End 


5449 






Name 


OJ991122 03. 0421. C8 


. o2.gs 


Method 


GENSCAN 







50367 



Start 


2725 




End 


5449 


GI 


none 




Score 


1 


Exons 


2725. .2907, 


2987.. 4000, 4093 


..5075, 5176. .5449 


Seq. No. 


48597 




beq. id 




Gene No. 


103511 




Strand 




Start 


6449 




hna 


coon 


Name 


OJ991122 03. 


0421.C8.o3.gs 


Method 


C IT M C C TV M 


Start 


6449 




End 


coon 


GI 


none 




Score 


.91 


Exons 


6449. .6880 








Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 




Start 


9309 




End 


14601 


Name 


OJ991122 03. 


0421.C8.ol.tm 


Method 


TBLASTX: 


Start 


6506 




End 


6887 


GI 


none 




Score 


116 


Exons 


6506. .6625, 


6512.. 6631, 6559 


..6648, 6588. .6758, 




6629. .6769, 


6806.. 6880, 6813 


..6884, 6819. .6887 


Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 




Start 


9309 




End 


14601 


Name 


OJ991122 03. 


0421.C8.ol.tc 


Method 


TBLASTX: 


Start 


6518 




End 


6884 


GI 


none 




Score 


118 


Exons 


6518. .6775, 


6534.. 6749, 6785 


. .6883, 6810. .6884 


Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 




Start 


9309 




End 


14601 


Name 


OJ991122 03. 


0421.C8.ol.np 


Method 


AAT/NAP 


Start 


9309 




End 


14601 


GI 


6069654 




Score 


562 


Exons 


9309. .10989, 


14490. .14601 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 




Start 


9309 




End 


14601 


Name 


OJ991122 03. 


0421.C8.o2.np 


Method 


AAT/NAP 


Start 


11384 




End 


14333 


GI 


4680186 




Score 


163 


Exons 


11384. .11444 


, 12125. .12199, 


12803. .12952, 14288 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 




Start 


9309 




End 


14601 


Name 


OJ991122 03. 


0421.C8.ol.gp 


Method 


AAT/GAP 


Start 


13390 




End 


13777 


GI 


3761586 




Score 


696 


Exons 


13390. .13777 








Seq. No. 


48597 




Seq. ID 


OJ991122 


Gene No. 


103512 




Strand 





03. 0421. C8 



,14333 



50368 



Start 
Name 
Start 
GI 

Exons 



9309 End 14601 

OJ991122_03 . 0421 . C8 . o2 . gp Method AAT/GAP 

14299 End 14506 

3761585 Score 349 
14299. .14506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112_02.0420.C16 
Strand 

753 

AAT/NAP 
753 
497 



48598 
103513 
1 

OJ991112_02.0420.C16.ol.np 
1 

7485859 
1. .753 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi|4467124|emb|CAB37558.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



48598 

103513 

1 

OJ991112_02.0420.C16.ol.tm 
3 

none 

3. .404, 4. .396, 208. .405 

48598 

103513 

1 

OJ991112_02.0420.C16.ol.tw 

105 

none 

105. .281, 106. .282 

48598 

103513 

1 

OJ991112_02.0420.C16.ol.gs 

107 

none 

107. .650 



Seq. ID OJ991112_02.0420.C16 

Strand 

End 753 

Method TBLASTX: Maize 

End 405 

Score 233 



Seq. ID OJ991112_02.0420.C16 

Strand 

End 753 

Method TBLASTX : Wheat 

End 282 

Score 105 



Seq. ID OJ991112_02.0420.C16 

Strand 

End 753 

Method GEN SCAN 

End 650 

Score .59 



Seq. No. 48598 

Gene No. 103513 

Start 1 

Name OJ991112_02.0420.C16.ol.ts 

Start 108 

GI none 

Exons 108.. 452, 136.. 447, 318.. 452 

Seq. No. 48598 

Gene No. 103513 

Start 1 

Name OJ991112_02 . 0420 . C16 . ol . tc 

Start 207 

GI none 

Exons 207.. 515, 310.. 423, 330.. 515 



Seq. ID OJ991112_02.0420.C16 

Strand 

End 753 

Method TBLASTX : Soybean 

End 452 

Score 142 



Seq. ID OJ991112_02.0420.C16 

Strand 

End 753 

Method TBLASTX : Cress 

End 515 

Score 59 



50369 



Sea No. 


48599 




Seq. ID 


OJ991112 


02 0420. C17 


Gene No. 


103514 




Strand 






Start 


27 




End 


1901 




Name 


OJ991112 02.0420.C17.ol 


.gs 


Method 


GENSCAN 




Start 


27 




End 


1901 




GI 


none 




Score 


.74 




Exons 


27. .155, 172. .313, 502. 


.569, 


1331.. 1439, 1872.. 


1901 


Seq. No. 


48600 




Seq. ID 


OJ991112 


_02.042O.C18 


Gene No. 


103515 




Strand 






Start 


55 




End 


3083 




Name 


OJ991112 02.0420.C18.ol 


.np 


Method 


AAT/NAP 




Start 


55 




End 


2432 




GI 


7428022 




Score 


842 




Exons 


55. .354, 526. .676, 766. 


.1003, 


1108.. 1318, 1510. 


.1627, 2277. 


GI Descrip. 


S-receptor kinase (EC 2 


.7.1.- 


) KIK1 precursor - 


maize 



Seq. No. 

Gene No. 

Start 
aK . Name 
O Start 

a gi 

fn Exons 



gi|2735017 |gb|AAB93834 .11 (U82481) KI domain interacting kinase 
1 [Zea mays] 



48600 

103515 

55 

OJ991112_02.0420.C18.ol.gs 

526 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 3083 

Method GENSCAN 

End 3083 

Score .83 



526. .676, 766. .891, 1765. .1863, 2167. .2260, 2266. .2881, 
2922. .3083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48600 

103515 

55 

OJ991112_02 . 0420 . C18 . o2 .np 
854 

H485942 • 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 3083 
Method AAT/NAP 
End 304 9 

Score 456 

854. .1014, 1043. .1318, 1510. .1655, 1765. .1854, 2170. .2432, 
2465.. 2608, 2660.. 3049 

hypothetical protein F21P8.120 - Arabidopsis thaliana 
gi I 3021275 | emb | CAA18470.il (AL022347) putative protein 
[Arabidopsis thaliana] gi | 7269171 1 emb | CAB79278 . 1 1 (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


48600 








Seq. ID 


OJ991112 


_02.0420.C18 


Gene No. 


103516 








Strand 






Start 


4813 








End 


11619 




Name 


OJ991112 02 


0420 


.C18.o2 


. gs 


Method 


GENSCAN 




Start 


4813 








End 


11619 




GI 


none 








Score 


.49 




Exons 


4813. .5181, 


5294 


. .5409, 


7292. 


.8282, 9526.. 9700, 


11402. .11619 


Seq. No. 


48600 








Seq. ID 


OJ991112_ 


_02.0420.C18 


Gene No. 


103516 








Strand 






Start 


4813 








End 


11619 




Name 


OJ991112 02 


0420 


.C18.o3 


.np 


Method 


AAT/NAP 




Start 


6089 








End 


9493 




GI 


4680338 








Score 


475 




Exons 


6089. .6126, 


7213 


. .7487, 


7518. 


.7964, 7995. .8282, 


9447. .9493 



50370 



GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 48600 

Gene No. 103517 

Start 12982 

Name OJ991112_02.0420.C18.ol.tc 

Start 113 

GI none 
Exons 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 

Method TBLASTX : Cress 

End 1614 

Score 118 



113. .319, 142. .354, 547. .672, 575. .664, 768. .1004, 769. .981, 
829. .1005, 1109. .1318, 1110. .1319, 1510.. 1614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48600 

103517 

12982 

OJ991112_02.0420.C18.ol.tm 

130 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 

Method TBLASTX : Maize 

End 1621 

Score 71 



130. .204, 184. .354, 185. .280, 526. .702, 581. .703, 759.-992, 
766. .1005, 768. .1019, 1109. .1318, 1116. .1319, 1510. .1620, 
1511. .1621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48600 

103517 

12982 

OJ991112_02.0420.C18.ol.ts 

142 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 
Method TBLASTX : Soybean 
End 1596 
Score 71 

142. .354, 143. .286, 307. .357, 526.-675, 575. .676, 747. .908, 
768. .1004, 769. .981, 1109. .1318, 1116. .1319, 1510. .1596 



48600 

103517 

12982 

OJ991112_02.0420.C18.ol.tw 

655 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 

Method TBLASTX : Wheat 

End 1194 

Score 210 



655. .675, 762. .1004, 763. .1005, 774. .1004, 1065. .1187, 
1105. .1194, 1109. .1186, 1113. .1193 



48600 

103517 

12982 

OJ991112_02.0420.C18.o2.ts 

7320 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 

Method TBLASTX : Soybean 

End 7 652 

Score 129 



7320. .7391, 7389. .7472, 7536. .7652 



48600 

103517 

12982 

OJ991112_02 . 0420 . C18 . o3 . tm 

7320 

none 



Seq. ID OJ991112_02.0420.C18 
Strand 

End 19769 

Method TBLASTX : Mai ze 

End 8151 

Score 67 



7320. .7382, 7389. .7472, 7512.. 7664, 8013. .8150, 8059. .8151 



48600 
103517 



Seq. ID OJ991112_02.0420.C18 
Strand 



50371 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



12982 End 19769 

OJ991112_02 . 0420 . C18 . o4 . np Method AAT/NAP 

12909 End 19769 

7489728 Score 616 

12909. .14446, 14718 .. 15104 , 16200 16387 , 16811. . 17070, 

17105. .18137, 19747.. 19769 

embryogenesis transmembrane protein - maize 

gi| 1628482 | emb | CAA66183 . 1 1 (X97570) embryogenesis transmembrane 
protein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48600 

103517 

12982 

OJ991112_02.0420.C18.o3.gs 

12982 

none 

12982. .14446, 17112 .. 17447, 
19646. .19705 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_02.0420.C18 

19769 
GENSCAN 
19705 
.81 



17534. .17733, 17780 .. 18172, 



Seq. No. 48600 

Gene No. 103517 

Start 12982 

Name OJ991112_02 . 0420 . C18 . o2 . tm 

f_ Start 13207 

GI none 

H Exons 13207. 

Ll! 13627. 

FJ 14014. 

[3 14224. 

iTi 17456. 



13335, 13210. 

13878, 13867. 

14118, 14027. 

14325, 14335. 
17524 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 02.0420.C18 



.13335, 13324. 

,13929, 13868. 

,14119, 14113. 

,14364, 14336. 



19769 

TBLASTX: Maize 
. 17524 
72 

13395, 13618. .13851, 
13936, 13878. .13982, 
14157, 14158. .14310, 
14389, 17454. .17513, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48600 Seq. ID 

103517 Strand 
12982 End 
OJ991112_02 . 0420 . C18 . o2 . tw Method 
13625 End 
none Score 

13625. .13708, 13627 .. 13722, 14020 

14032. .14241, 17569.. 17700 



OJ991112_02.0420.C18 
19769 

TBLASTX: Wheat 
17700 
55 

14241, 14027. .14227, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48601 Seq. ID 

103518 Strand 

1 End 

OJ991112_02.0420.C19.ol.np Method 

1 End 

3850823 Score 



OJ991112_02.0420.C19 
+ 

4848 
AAT/NAP 
4690 
1653 



1..48, 780. .1051, 1233. .1343, 1724. .1785, 2823. .2896, 

3006. .3047, 3130. .3189, 3328. .3948, 4060. .4195, 4412. .4479, 

4556. .4690 

(Y18351) U2 snRNP auxiliary factor, large subunit [Nicotiana 
plumbaginifolia] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48601 Seq. ID 

103518 Strand 

1 End 

OJ991112_02.0420.C19.ol.gp Method 

769 End 



OJ991112_02.0420.C19 
+ 

4848 

AAT/GAP 

3360 



50372 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13029_1.R1084 Score 1184 

769. .1051, 1239. .1343, 1724. .1800, 2832. .2896, 3006. .3047, 

3130.. 3189, 3328.. 3360 

'3850823/emb|CAA77136| 4.0e-19 (Y18351) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] ' 



48601 Seq. ID 

103518 Strand 

1 End 

OJ991112_02.0420.C19.ol.gs Method 

771 End 

none Score 



OJ991112_02.0420.C19 
+ 

4848 
GENSCAN 
4693 
.85 



771. .1051, 1239. .1343, 2832. .2896, 3130. .3189, 3328. .3948, 
4060. .4195, 4412. .4479, 4556. .4693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48601 Seq. ID 

103518 Strand 

1 End 

OJ991112_02.0420.C19.o2.gp Method 

4112 End 

uC-osf Icypl52a05al Score 



OJ991112_02.0420.C19 
+ 

4848 
AAT/GAP 
4848 
838 



4112. .4195, 4412. .4479, 4556. .4848 

, 3850821/emb|CAA77135| 1.0e-33 (Y18350) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] ' 



Seq. No. 

Gene No. 
fU Start 
I j Name 
M Start 

:f s Exons 

^ GI Descrip. 



Seq. ID OJ991112_02.0420.C19 

Strand + 

End 5654 

Method AAT/GAP 

End 5654 

Score 798 



48601 
103519 
5250 

OJ991112_02.0420.C19.o3.gp 
5250 

uC-osflcypl31e07al 
5250. .5654 

'5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48601 Seq. ID 

103520 Strand 

5746 End 

OJ991112_02.0420.C19.o2.np Method 

5746 End 

5295971 Score 



OJ991112_02.0420.C19 
+ 

11437 • 
AAT/NAP 
11437 
3579 



5746. .5773, 7171. .8138, 8166. .11437 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene . ; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



48601 Seq. ID 

103520 Strand 

5746 End 
OJ991112_02.0420.C19.o3.gs Method 

6776 End 

none Score 

6776.. 6781, 7050. .9858, 9870.. 11422 



OJ991112_02.0420.C19 
+ 

11437 
GENSCAN 
11422 
.63 



Seq. No. 
Gene No. 
Start 



48601 

103521 

5475 



Seq. ID 

Strand 

End 



OJ991112_02.0420.C19 
6542 



50373 




Name 


OJ991112 02 


.0420. 


C19.o2 


. as 


Method 


GENSCAN 


Start 


5475 








End 


6542 


GI 


none 








Score 


.5 


Exons 


5475. . 6542 












Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


966 








End 


4693 


GI 


none 








Score 


58 


Exons 


966. . 1022, 


1018. . 


1050, 


2837. . 


2893, 2852;. 2890, 3002.. 3055, 




3002. .3046, 


3127. 


.3189, 


3127. 


.3189, 3321. .3917, 3325.. 3915, 




3330. .3983, 


3331. 


.3921, 


3647. 


.3952, 4053. .4118, 4056. .4202, 




4057. .4200, 


4057. 


.4203, 


4173. 


.4226, 4396. .4494, 4410. .4493, 




4411. .4494, 


4552. 


.4692, 


4553. 


.4693 




Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3109 








End 


4482 


GI 


none 








Score 


113 


Exons 


3109. .3189, 


3129. 


. 3188, 


3321. 


.3884, 3324. .3848, 3325. .3909, 




3889. . 3915, 


4057. 


.4197, 


4057. 


.4197, 4396. .4482, 4410. .4481 


Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3342 ~ 








End 


3615 


GI 


none 








Score 


417 


Exons 


3342. .3614, 


3351. 


.3614, 


3352. 


.3615 




Seq. No. 


48601 








Seq. ID 


OJ991112_02.04 20.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3688 ™ 








End 


3949 


GI 


none 








Score 


331 


Exons 


3688. . 3915, 


3688. 


. 3882, 


3689. 


.3949, 3690.. 3917 


Seq. No. 


48601 








Seq. ID 


OJ991112_02.042O.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.o5 


. tc 


Method 


TBLASTX: Cress 


Start 


4057 








End 


4735 


GI 


none 








Score 


91 


Exons 


4057 . .4194, 


4072. 


.4188, 


4410. 


.4493, 4411. .4494, 4553. .4702, 




4553. .4669, 


4555. 


.4680, 


4703. 


.4735 




Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420. 


C19.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


5838 








End 


6245 


GI 


none 








Score 


163 



50374 



Exons 5838.. 5924, 5985.. 6245 



Seq. No. 48601 Seq. ID 

Gene No. 103522 Strand 

Start 11864 End 

Name OJ991 112_02 . 0420 . CI 9 . 06 . tw Method 

Start 7389 End 

GI none Score 

Exons 7389.. 7739 



OJ991112_02.0420.C19 
13079 

TBLASTX: Wheat 

7739 

201 



Seq. No. 48601 Seq. ID 

Gene No. 103522 Strand 

Start 11864 End 

Name OJ991112_02.0420.C19.o8.tm Me t hod 

Start 74 63 End 

GI none Score 

Exons 7463.. 7789, 7464.. 7790 



OJ991112_02.0420.C19 
13079 

TBLASTX: Maize 

7790 

210 



Seq. No. 48601 

Gene No. 103522 

Start 11864 

Name OJ991112_02 . 0420 . C19 . o5 . tm 

Start 8220 

GI none 
Exons 



Seq. ID OJ991112_02.0420.C19 



Strand 
End 

Method 

End 

Score 



13079 

TBLASTX: Maize 

8691 

48 



8220. .8306, 8282. .8689, 8283. .8501, 8291. .8512, 8292. .8690, 
8535. .8690, 8596. .8691 



: Li 


Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420 




Gene No. 


103522 








Strand 




; : ! 


Start 


11864 








End 


13079 




Name 


OJ991112 02 


.0420 


.C19.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


8304 








End 


8744 




GI 


none 








Score 


286 




Exons 


8304. .8669, 


8318 


. .8434, 


8456. 


.8584, 8670. .8744 



vj Seq. No. 48601 Seq. ID 

li Gene No. 103522 Strand 

r I Start 11864 End 

\i Name OJ991112_02. 0420 . C19 . o5 . ts Method 

U Start 8694 End 

Q GI none Score 

Exons 8694.. 8969, 8790.. 8870 



OJ991112_02.0420.C19 
13079 

TBLASTX : Soybean 

8969 

197 



Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420 


.C19.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


8829 








End 


9389 


GI 


none 








Score 


93 


Exons 


8829. .8969, 


9027 


. .9290, 


9044. 


.9253, 9299.. 9373, 9300.. 9389 


Seq. No. 


48601 








Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 








Strand 




Start 


11864 








End 


13079 


Name 


OJ991112 02 


.0420 


.C19.o3 


..tm 


Method 


TBLASTX: Maize 


Start 


9032 








End 


9461 


GI 


none 








Score 


400 



50375 



Exons 9032.. 9256, 9036.. 9377, 9051.. 9320, 9299.-9367, 9390.. 9461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48601 
103522 
11864 

OJ991112_02.0420.C19.o4.ts 
9063 
none 

9063.. 9509, 9068.. 9358, 9354.. 9542 



Seq. ID OJ991112_02.0420.C19 
Strand 

End 13079 

Method TBLASTX : Soybean 

End 9542 

Score 383 



Seq. No. 


48601 


Seq. ID 


OJ991112_02 . 0420 


Gene No . 


103522 


Strand 




Start 


11864 


End 


13079 


Name 


OJ991112 02,0420. C19.o3.tc 


Method 


TBLASTX: Cress 


Start 


9078 ~ 


End 


9515 


GI 


none 


Score 


255 


Exons 


9078 . . 9515 






Seq. No. 


48601 


Seq. ID 


OJ991112_02.0420 


Gene No. 


103522 


Strand 




Start 


11864 


End 


13079 


Name 


OJ991112 02.0420.C19.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9875 ~ 


End 


10381 


GI 


5509260 


Score 


452 


Exons 


9875. .10381* 9976. .10365 






GI Descrip. 








Seq. No. 


48601 


Seq. ID 


OJ991112_02.0420 


Gene No. 


103522 


Strand 




Start 


11864 


End 


13079 


Name 


OJ991112 02.0420.C19.o4.tm 


Method 


TBLASTX: Maize 


Start 


9923 


End 


10243 


GI 


none 


Score 


418 


Exons 


9923.. 10243, 9982.. 10242 






Seq. No. 


48601 


Seq. ID 


OJ991112_02.0420 


Gene No. 


103522 


Strand 




Start 


11864 


End 


13079 


Name 


OJ991112 02.0420.C19.o4.tc 


Method 


TBLASTX: Cress 


Start 


10021 


End 


10282 


GI 


none 


Score 


241 


Exons 


10021. .10248, 10022.. 10282 







Seq. No. 48601 

Gene No. 103522 

Start 11864 

Name OJ9911 12_02 . 0420 . C19 . o2 . tw 

Start 10063 

GI none 
Exons 



Seq. ID OJ991112 02.0420.C19 



Strand 
End 

Method 

End 

Score 



13079 

TBLASTX: Wheat 

10612 

296 



10063. .10194, 10064. .10408, 10219 .. 10326, 10394.. 10612 



Seq. No. 48601 Seq. ID OJ991112_02 . 0420 . C19 

Gene No. 103522 Strand 

Start 11864 End 13079 

Name OJ991112_02 . 0420 . C19 . 06 . tm Method TBLASTX : Maize 

Start 10445 End 10708 

GI none Score 293 



50376 




Exons 


10445. .10708, 10445. 


.10705, 


10528. .10707 


Seq. No. 


486.01 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


. o7 . tw 


Method 


TBLASTX : Wheat 


Start 


10622 




End 


1 n A A o 

10903 


GI- 


none 




Score 


62 


Exons 


10622. .10726, 10751. 


.10903 






Seq. No. 


48601 




■Seq. ID 


OJ991112_02.042D.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


10712 




End 


11161 


GI 


none 




Score 


273 


Exons 


10712. .10948, 10720. 


.10911, 


10935. .11141, 10946. .11161, 




11005. .11160 








Seq. No. 


48601 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


10750 




End 


11410 


GI 


none 




Score 


152 


Exons 


10750. .10884, 10751. 


.10933, 


10940. .11044, 11042. .11155, 




11192. .11410., 11200. 


.11367 






Seq. No. 


48601 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


10772 




End 


11421 


GI 


none 




Score 


456 


Exons 


10772. .11413, 11026. 


.11421 






Seq. No. 


48601 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


. oS.tw 


Method 


TBLASTX: Wheat 


Start 


10955 




End 


11380 


GI 


none 




Score 


161 


Exons 


10955. .11164, 11044. 


.11163, 


11200. .11373, 11201.. 11380 


Seq. No. 


48601 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name . 


OJ991112 02.0420.C19 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


11173 




End 


11409 


GI 


none 




Score 


229 


Exons 


11173. .11409, 11177. 


.11407 






Seq. No. 


48601 




Seq. ID 


OJ991112_02.0420.C19 


Gene No. 


103522 




Strand 




Start 


11864 




End 


13079 


Name 


OJ991112 02.0420.C19 


. o4 .gs 


Method 


GENSCAN 


Start 


11864 




End 


13079 



50377 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

11864. .11958, 11999.. 13079 



Score 



,57 



48601 
103522 
11864 

OJ991112_02.0420.C19.o3.np 
12030 
7489439 
12030. .12536 

Rlch4 protein - barley (fragment) gi I 3320425 | gb | AAC26502 . 1 1 
(AF052396) resistance protein [Hordeum vulgare] 



Seq. ID OJ991112_02.0420.C19 
Strand 

13079 
AAT/NAP 
12536 
369 



End 

Method 

End 

Score 





Seq. No. 


48601 


Seq. ID 


OJ991112 


_02.0420.C19 




Gene No. 


103522 


Strand 








Start 


11864 


End 


13079 






Name 


OJ991112 02.0420.C19.ol0.tm 


Method 


TBLASTX: Maize 




Start 


12270 


End 


12554 






GI 


none 


Score 


106 






Exons 


12270. .12428, 12271 .. 12432, 


12276. .12434, 12416 


. .12478, 






12423. .12515, 12423 .. 12515, 


12468. .12554, 12476 


. .12550 




Seq. No. 


48602 


Seq. ID 


OJ991112 


_02.0420.C20 




Gene No. 


103523 


Strand 


+ 




1 3 


Start 


127 


End 


2118 






Name 


OJ991112 02.0420.C20.ol.gs 


Method 


GENS CAN 




r n 


Start 


127 


End 


2118 




| y 


GI 


none 


Score 


.76 






Exons 


127. .456, 563. .634, 857. .863 


, 1283.. 1612, 1695. 


.1828, 1873. 


M 

■s'-sf 


Seq. No. 


48602 


Seq. ID 


OJ991112 


_02.0420.C20 


\4 


Gene No. 


103524 


Strand 






i LI 


Start 


2722 


End 


6225 




= 


Name 


OJ991112 02.0420.C20.o2.gs 


Method 


GENSCAN 






Start 


2722 


End 


5781 




"■*4 


GI 


none 


Score 


.68 






Exons 


2722.. 2814, 3132.. 3175, 3918 


..4011, 4932.. 5000, 


5689. .5781 




Seq. No. 


48602 


Seq. ID 


OJ991112_ 


_02.0420.C20 


f 1 


Gene No. 


103524 


Strand 






s E 


Start 


2722 


End 


6225 






Name 


OJ991112 02.0420.C20.ol.np 


Method 


AAT/NAP 






Start 


5469 


End 


6225 






GI 


6983857 


Score 


316 






Exons 


5469. .6225 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48603 


Seq. ID 


OJ991112_ 


_02.0420.C21 




Gene No. 


103525 


Strand 


+ 






Start 


75 


End 


425 






Name 


OJ991112 02.0420.C21.ol.gs 


Method 


GENSCAN 






Start 


75 


End 


425 






GI 


none 


Score 


.69 






Exons 


75. .425 










Seq. No. 


48603 


Seq. ID 


OJ991112_ 


_02.0420.C21 




Gene No. 


103526 


Strand 







50378 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 756 

OJ991112_02 . 0420 . C21 . ol . np Method AAT/NAP 
1 End 756 

6907086 Score 862 

1. .756 

(AP001129) hypothetical protein [Oryza sativa] 



48603 Seq. ID 

103527 Strand 
1448 End 
OJ991112_02 . 04 20 . C2 1 . o2 . np Method 
1448 End 
4680186 Score 
1448. .1863, 2337. .2388, 2885. .2903 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ991112_02.0420.C21 

2903 
AAT/NAP 
2903 
176 



48604 Seq. ID 

103528 Strand 

540 End 
OJ991112_02 . 0420 . C22 . ol . gs Method 

540 End 

none Score 
540. .1700 



OJ991112_02.0420.C22 
+ 

1700 
GEN SCAN 
1700 
.49 



fii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



48605 

103529 

40 

OJ991112_02.0420.C23.ol.gs 
40 

none 
40. .561 

48605 

103530 

2264 

OJ991112_02.0420.C23.o2.gs 

2264 

none 

2264. .2347, 3669. .3869 



Seq. ID OJ991112_02.0420.C23 

Strand + 

End 561 

Method GENSCAN 

End 561 

Score .98 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_02.0420.C23 

3869 
GENSCAN 
3869 
.74 



48606 Seq. ID OJ991112_02 . 0420 .C24 

103531 Strand + 

87 End 1298 

OJ991112_02 . 0420 . C24 . ol . np Method AAT/NAP 

87 End 1298 

7441481 Score 96 

87. .495, 1274. .1298 

probable calmodulin - rice gi | 1235664 | gb | AAA98933 . 1 | (U37936) 
novel calmodulin-like protein [Oryza sativa] 

gi|3171148|gb|AAC18355.1| (AF064456) calmodulin-like protein 
[Oryza sativa subsp. indica] gi | 6969639 | gb | AAF33852 . 1 | 
(AF231026) calmodulin-like protein [Oryza sativa] 



48607 

103532 

1046 

OJ991112 02.0420.C25.ol.np 



Seq. ID OJ991112_02.0420.C25 
Strand 

End 3031 

Method AAT/NAP 



50379 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

g Exons 

~„ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1046 End 3031 

7489681 Score 179 

1046. .1387, 3012. .3031 

probable cyst nematode resistance gene - wheat (fragment) 

gi I 2967837 | gb| AAC05834.il (AF052641) cyst nematode resistance 

gene candidate [Triticum aestivum] 



48608 Seq. ID 

103533 Strand 
1 End 
OJ991112_02 . 0420 . C27 . ol . gp Method 
1 End 
2427387 Score 
1. .115 

5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone:tl7804 



OJ991112_02.0420.C27 
+ 

355 

AAT/GAP 
115 
197 



48608 Seq. ID 

103533 Strand 

1 End 

OJ991112_02.0420.C27.ol.np Method 

1 End 

6063554 Score 
1..79, 183. .355 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991112_02.0420.C27 
+ 

355 

AAT/NAP 

355 

150 



48608 
103534 
512 

OJ991112_02.0420.C27.ol.gs 
512 
none 

512. .547, 664. .828 

48608 
103535 
743 

OJ991112_02.0420.C27.o2.gp 
743 

61605_3.R1084 
743.. 1002 

•1402920/emb|CAA66965| 2.0e-20 
thaliana] 1 

48608 
103536 
1435 

OJ991112_02.0420.C27.o2.gs 
1435 
none 

1435. .1479, 1732. .1821 

48609 
103537 
4740 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_02.0420.C27 
+ 

828 

GENSCAN 

828 

.72 



OJ991112 02.0420.C27 



1002 
AAT/GAP 
1002 
370 



(X98321) peroxidase [Arabidopsis 



Seq. ID OJ991112_02.0420.C27 
Strand 

End 1821 

Method GENSCAN 

End 1821 

Score . 94 



Seq. ID OJ991112_02.0420.C28 
Strand + 
End 5174 



50380 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_02 . 0420 . C28 . ol . gp Method AAT/GAP 
4740 End 5174 

LIB3431-028-P1-N1-A10 Score 669 

4740. .5174 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] f 



48609 

103538 

10457 

OJ991112_02.0420.C28.o3.gs 

10457 

none 



Seq. ID OJ991112_02.0420.C28 

Strand + 

End 12808 

Method GENSCAN 

End 12808 

Score . 91 



10457. .10510, 11576. .11713, 12188 .. 12311 , 124 97 .. 12572, 
12727. .12808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
3 GI Descrip. 

= Seq. No. 
\l Gene No. 

Start 
J Name 
J Start 

3 GI 
i= Exons 



48609 
103539 
18145 

OJ991112_02.0420.C28.o4.np 
17999 
7248393 

17999. .18076, 18184 .. 18642, 18754. .18831 
(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_02.0420.C28 

Strand + 

End 20566 

Method AAT/NAP 

End 18831 

Score 278 



48609 

103539 

18145 

OJ991112_02.0420.C28.o5.gs 

18145 

none 



Seq. ID OJ991112_02.0420.C28 

Strand + 

End 20566 

Method GENSCAN 

End 20566 

Score . 62 



18145. .18247, 18317 .. 18583, 19558 .. 19674 , 19925 .. 20008 , 
20520. .20566 



3 


Seq. No. 


48609 






Seq. ID 


OJ991112 




Gene No. 


103540 






Strand 






Start 


69 






End 


2423 




Name 


OJ991112 


02.0420.C28.ol 


.gs 


Method 


GENSCAN 




Start 


69 




End 


2288 




GI 


none 






Score 


.62 




Exons 


69. .465, 


703. .917, 990. 


.1175, 


1263. .2288 




Seq. No. 


48609 






Seq. ID 


OJ991112 




Gene No. 


103540 






Strand 






Start 


69 






End 


2423 




Name 


OJ991112 


02.0420.C28.ol 


.np 


Method 


AAT/NAP 




Start 


204 






End 


2423 




GI 


4680204 






Score 


8 92 




Exons 


204. .896, 


990. .2423 









GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 48609 

Gene No. 103541 

Start 3231 

Name OJ991112_02 . 0420 . C28 .o2 . gs 

Start 3231 

GI none 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 9447 

Method GENSCAN 

End 8123 

Score . 6 



50381 



Exons 



3231. .3703, 3780. .3894, 4844. .5383, 5455. .6805, 6860. .6974, 
7664. .8123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48609 

103541 

3231 

OJ991112_02.0420.C28.o2.np 

4808 

4680203 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 9447 

Method AAT/NAP 

End 94 47 

Score 3202 



4808. .5790, 6067 .. 6297 , 64 51 .. 8 123, 9399. .9447 
(AF114171) TNP2-like protein [Sorghum bicolor] 



48609 

103542 

11354 

OJ991112_02.0420.C28.o3.np 

11354 

7340881 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 16303 

Method AAT/NAP 

End 13921 

Score 213 



11354. .11389, 11493. .11604, 13026 .. 13483, 13609 .. 13687 , 
13833. .13921 

(AP001551) hypothetical protein [Oryza sativa] 



y 

f rs 



Seq. No. 48609 

Gene No. 103542 

Start 11354 

Name OJ991112_02 . 0420 . C28 . o4 . gs 

Start 13000 

GI none 
Exons 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 16303 

Method GEN SCAN 

End 16303 

Score .83 



13000. .13436, 13564. .13677, 14584 .. 14792, 15670 16157 , 
16253. .16303 



*1 



Seq. No. 48609 

Gene No. 103543 

Start 19740 

Name OJ991112_02 . 0420 .C28 . o5 .tw 

Start 1380 

GI none 
Exons 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Wheat 

End 1781 

Score 4 6 

1380. .1490, 1380. .1550, 1390. .1551, 1540. .1674, 1545. .1781, 
1554. .1721 



Seq. No. 48609 
Gene No. 103543 
Start 19740 

Name OJ991112_02 . 0420 . C28 . ol . tw 

Start '4868 
GI none 

Exons 4868.. 4960, 4869.-4934, 4885. 

5034. .5114, 5036. .5152, 5043. 
5162.. 5221, 5227.. 5292, 5228. 
5300. .5476, 5481. .5699, 5482. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 02.0420.C28 



23159 

TBLASTX: Wheat 
6189 
52 

4956, 4949.. 5029, 4977.. 5030, 
5183, 5054.. 5182, 5130.. 5225, 
5272, 5267.. 5485, 5283.. 5462, 
6183, 5483. .6184, 6004. .6189 



Seq. No. 48609 Seq. ID 

Gene No. 103543 Strand 

Start 19740 End 

Name OJ991112_02 . 0420 . C28 . ol . tc Method 

Start 5481 End 

GI none Score 



OJ991112_02. 0420.C28 
23159 

TBLASTX: Cress 

5900 

93 



50382 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5481. .5699, 
5718. .5900 

48609 

103543 

19740 

OJ991112_02, 

5827 

none 

5827. .6141, 

48609 

103543 

19740 

OJ991112_02, 

6190 

none 

6190. .6270, 
6304. .6522, 

48609 

103543 

19740 

OJ991112_02. 

6628 

none 

6628. .6870 

48609 

103543 

19740 

OJ991112JD2. 

6700 

none 

6700. .6894, 

48609 

103543 

19740 

OJ991112JD2. 

6734 

none 

6734. .6940, 
6943. .7041, 

48609 

103543 

19740 

OJ991112_02. 

6991 

none 

6991. .7131, 

48609 

103543 

19740 

OJ991112 02. 



5482. .5598, 5482. .5892, 5483. .5896, 5483. .5896, 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Mai ze 

End 6141 

Score 142 



0420.C28.ol.tm 



5855. .6130 



0420.C28.o3.tw 



6191.. 6271, 6191, 
6344.. 6526, 6532. 



0420.C28.o2.ts 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Wheat 

End 6595 

Score 64 

.6277, 6303. .6515, 6304. .6522, 
.6594, 6545. .6595 

Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Soybean 

End 6870 

Score 202 



0420.C28.o2.tm 
6904. .7158, 6904, 

0420.C28.o2.tw 



6739.. 6963, 6935. 
7045. .7134, 7049. 



0420.C28.o2.tc 
7010. .7129, 7161. 

0420.C28.ol.ts 



Seq. ID OJ991112_02.0420.C28 
Strand 

23159 

TBLASTX: Maize 
7158 
89 



End 

Method 
End 
Score 
.7131 



Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 
Method TBLASTX : Wheat 
End 7202 
Score 166 

.7036, 6941. .7033, 6943. .7038, 
.7135, 7146. .7202, 7150. .7194 

Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Cress 

End 7338 

Score 71 
.7331, 7186. .7338 

Seq. ID OJ991112_02.0420.C28 
Strand 

End 23159 

Method TBLASTX : Soybean 



50383 



Start 
GI 

Exons 



7072 End 7500 

none Score 48 

7072. .7140, 7090. .7146, 7146. .7367, 7159. ,7335, 7362. .7424, 

7417. .7500, 7425. .7499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48609 

103543 

19740 

OJ991112_02.0420.C28.o4.tw 

7416 

none 



OJ991112 02.0420.C28 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7416. .7673, 7421. .7663, 7429. .7671, 7431. .7682, 7432. .7674, 
7680. .7766 



23159 

TBLASTX: Wheat 

7766 

155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48609 Seq. ID OJ991112_02 . 0420 . C28 

103543 Strand 

19740 End 23159 

OJ991112_02 . 0420 . C28 . o5 . np Method AAT/NAP 

19740 End 23159 

6063554 Score 223 

19740. .19912, 21350. .21581, 21699 .. 21918 , 23092.. 23159 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 

48609 Seq. ID OJ991112_02 . 0420 . C28 

103543 Strand 

19740 End 23159 

OJ991112_02 . 0420 . C28 . o3 . gp Method AAT/GAP 

19980 End 20355 

2427387 Score 623 

19980. .20355 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 80 4 



48610 

103544 

208 

OJ991112_02.0420.C29.ol.gs 

208 

none 



Seq. ID OJ991112_02.0420.C29 



Strand 
End 

Method 

End 

Score 



+ 

2294 
GENSCAN 
1901 
.45 



208. .374, 520. .670, 797. .1296, 1412. .1901 



48610 

103544 

208 

OJ991112_02.0420.C29.ol.np 
761 

7248394 



OJ991112_02.0420.C29 
+ 

2294 
AAT/NAP 
2294 
715 



Seq. ID 
Strand 
End 

Method 
End 
Score 

761. .800, 828. .1691, 2231. .2294 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 



48610 



Seq. ID OJ991112_02.0420.C29 



50384 



Gene No. 103544 Strand 

Start 208 End 

Name OJ991112_02 . 0420 . C29 . ol . ts Method 

Start 914 End 

GI none Score 

Exons 914.. 1252 



+ 

2294 

TBLASTX : Soybean 

1252 

199 



Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420.C30 


Gene No. 


103545 




Strand 


+ 


Start 


114 




End 


4399 


Name 


OJ991112 02.0420.C30. 


ol . gs 


Method 


GENSCAN 


Start 


114 




End 


4399 


GI 


none 




Score 


.57 


Exons 


114.. 346, 1061.. 1165, 


378.7 . 


.3888, 4252 


. .4399 


Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420.C30 


Gene No. 


103545 




Strand 


+ 


Start 


114 




End 


4399 


Name 


OJ991112 02.0420.C30. 


ol . gp 


Method 


AAT/GAP 


Start 


1116 




End 


1497 


GI 


uC-osflcyp033a04bl 




Score 


671 


Exons 


1116. .1497 








GI Descrip. 


•6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



*3 Seq. No. 

ff| Gene No. 

f'l\ Start 

1~ Name 

H Start 

iy gi 

\j Exons 

Seq. No. 

Gene No. 

Start 
'"4 Name 
U Start 
,1 GI 
^ Exons 
zz GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48611 Seq. ID 

103546 Strand 

8115 End 

OJ991112_02 .0420. C30 . o3 . gs Method 

8115 End 

none Score 



OJ991112_02.0420.C30 
+ 

10037 
GENSCAN 
10037 
.67 



8115. .8332, 8490. .8580, 8858. .9067, 9105. .9349, 9575. .10037 



48611 Seq. ID 

103547 Strand 

14046 End 16991 

OJ991112_02 . 0420 . C30 . o3 . np Method AAT/NAP 

1-404 6 End 16991 

4966374 Score 2349 
14046. .14627, 14703. .16991 
(AC006341) >F309.28 [Arabidopsis thaliana] 



OJ991112_02.0420.C30 
+ 



48611 Seq. ID 

103548 Strand 

37060 End 

OJ991112_02 . 0420 . C30 . 08 . gs Method 

37060 End 

none Score 



OJ991112_02 .0420.C30 
+ 

39468 
GENSCAN 
39468 
.66 



37060. .37147, 37297 .. 37388, 3868 9 .. 39135, 39463. .39468 



Seq. No. 48611 Seq. ID 

Gene No. 103549 Strand 

Start 5402 End 

Name OJ991112_02 . 0420 . C30 . o2 . gs Method 

Start 5402 End 

GI none Score 
Exons 



OJ991112_02.0420.C30 

7807 
GENSCAN 
7807 
.51 



5402. .5419, 6349. .6479, 6712. .6757, 6976. .7102, 7482. .7609, 



50385 



7676. .7807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48611 

103550 Strand 
8880 End 
OJ991112_02.0420.C30.ol.np Method 
8880 End 
6069646 Score 
8880. .9864, 10146. .10977 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ991112_02.0420.C30 



12328 
AAT/NAP 
10977 
2649 

transcriptase 
,1| (AP001129) 

F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 48611 Seq. ID 

Gene No. 103550 Strand 

Start 8880 End 

Name OJ991112_02 .0420 . C30 . o4 . gs Method 

Start 10237 End 

GI none Score 
Exons 



OJ991112_02.0420.C30 

12328 
GENSCAN 
12328 
.95 



10237. .11361, 11368. .11751, 11825. .12328 





Seq. No. 


48611 


Seq. ID 


OJ991112_ 


_02 


.0420 


.C30 


-J 


Gene No. 


103550 


Strand 












Start ~ - 


8880 


End 


12328 










Name 


OJ991112 02.0420.C30.o2.np 


Method 


AAT/NAP 










Start 


10789 


End 


11193 










GI 


804809 


Score 


128 










Exons 


10789. .11193 














GI Descrip. 


(M13100) unknown protein [Rattus norvegicus] 










Seq. No. 


48611 


Seq. ID 


OJ991112 


_02 


.0420 


.C30 




Gene No. 


103551 


Strand 












Start 


21916 


End 


27155 










Name 


OJ991112 02.0420.C30.o6.gs 


Method 


GENSCAN 










Start 


21916 


End 


24962 










GI 


none 


Score 


.94 










Exons 


21916. .22842, 24258.. 24962 












1 


Seq. No. 


48611 


Seq. ID 


OJ991112_ 


_02 


.0420 


.C30 




Gene No. 


103551 


Strand 












Start 


21916 


End 


27155 










Name 


OJ991112 02.0420.C30.o4.np 


Method 


AAT/NAP 










Start 


21958 


End 


27155 










GI 


4558564 


Score 


1128 










Exons 


21958. .22859, 24272 .. 24853, 


27083. .27155 









GI Descrip. (AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] 



Seq. No. 48611 Seq. ID 

Gene No. 103551 Strand 

Start 21916 End 

Name OJ991112_02.0420.C30.o3.gp Method 

Start 24103 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 24103. .24186 



OJ991112_02.0420.C30 

27155 
AAT/GAP 
24186 
125 



50386 



GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 48611 Seq. ID OJ991112_02 . 0420 . C30 

Gene No. 103552 Strand 

Start 36637 End 36698 

Name OJ991112_02 . 0420 . C30 . o4 . gp Method AAT/GAP 

Start 36637 End 36698 

GI 4715947 Score 69 

Exons 36637.. 36698 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease <SP:P38767) [Arabidopsis thaliana] 





Seq. No. 


48611 








Seq. ID 


OJ991112 


Pin 




Gene No. 


103553 








Strand 








Start 


38911 








End 


40773 






Name 


OJ991112 02. 


0420. 


C30.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


8895 








End 


9456 






GI 


none 








Score 


89 




L -i 


Exons 


8895. .9119, 


9120. 


.9455, 


9139. 


9456 








Seq. No. 


48611 








Seq. ID 


OJ991112_02 . 0420 


. C JO 




Gene No. 


103553 








Strand 






fis 


Start 


38911 








End 


40773 




p es. 


Name 


OJ991112 02'. 


0420. 


C30.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


9006 








End 


9359 




iy 


GI 


none 








Score 


73 






Exons 


9006. .9041, 


9162. 


.9359, 


9166. 


9330 






r Li 


Seq. No. 


48611 








Seq. ID 


OJ991112_02.0420 


.C30 




Gene No. 


103553 








Strand 






'■z. 2 


Start 


38911 








End 


40773 






Name 


OJ991112 02. 


0420. 


C30.oll 


. tm 


Method 


TBLASTX: Maize 






Start 


9456 








End 


9701 




i __3 


GI 


none 








Score 


65 




r ^ 


Exons 


9456. .9701, 


9457. 


.9699 










tl 


Seq. No. 


48611 








Seq. ID 


OJ991112_02.0420 


.C30 




Gene No. 


103553 








Strand 








Start 


38911 








End 


40773 






Name 


OJ991112 02. 


0420. 


C30.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


9843 








End 


10237 






GI 


none 








Score 


126 






Exons 


9843. .9971, 


9981. 


.10079, 


10076. .10237 








Seq. No. 


48611 








Seq. ID 


OJ991112_02.0420 


.C30 




Gene No. 


103553 








Strand 








Start 


38911 








End 


40773 






Name 


OJ991112 02. 


0420. 


C30.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


9922 








End 


10626 






GI 


none 








Score 


93 






Exons 


9922. .10083, 


9924 


. .10082 


, 10067. .10237, 


10204. .10626, 





10231. .10617, 10458.. 10622 



50387 




Seq. No. 


A O C 1 T 

4 o oil 




C 1 /-v s*r T n 

beq. iu 


ATQQ1 1 1 O HO HAOCi 


pin 


Gene No. . 


103553 




Strand 






Start 


38911 




End 


40773 




Name 


OJ991112 02.0420.C30 


.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


10423 




End 


10692 




GI 


none 




Score 


60 




Exons 


10423. .10692, 10424. 


.10519 








Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420. 


C30 


Gene No . 






Strand 






Start 


38911 




End 


40773 . 




Name 


OJ991112 02.0420.C30 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


10630 




End 


11115 




GI 


none 




Score 


50 




Exons 


10630. .10713, 10637. 


.10696, 


10708. .10950, 10724. .10951, 






10975. .11115, 10991. 


.11101 








Seq. No. 


A O C\ 1 

4ooll 




Seq. ID 


OJ991112_02.0420. 




Gene No. 


103553 




Strand 






Start 


38911 




End 


40773 




Name 


OJ991112 02.0420.C30 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


11119 




End 


11592 




GI 


none 




Score 


88 




Exons 


11119. .11475, 11473. 


.11592 








Seq. No. 


A O H ~\ "I 

48611 




Seq. ID 


OJ991112_02.0420. 




Gene No. 


103553 




Strand 






Start 


38911 




End 


40773 




Name 


OJ991112 02.0420.C30 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


11759 




End 


12040 




GI 


none 




Score 


167 




Exons 


11759. .11875, 11879. 


.12040 








Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420. 


C30 


Gene No. 


103553 




Strand 






Start 


ooyll 




End 


40773 




Name 


OJ991112 02.0420.C30 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


14211 




End 


16403 




GI 


none 




Score 


84 




Exons 


14211. .14390, 14517. 


.14690, 


14528. .14683, 14820 .. 14993, 






15123. .15344, 15426. 


.15587, 


15732. .15E 


178, 16079. .16381, 






16080. .16403 










Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420. 


C30 


Gene No. 


103553 




Strand 






Start 


o o m i 

ooyll 




End 


40773 




Name 


OJ991112 02.0420.C30 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


14217 




End 


16292 




GI 


none 




Score 


69 




Exons 


14217. .14378, 14412. 


.14690, 


14456. .14614, 14910 .. 15326, 






15216. .15587, 15510. 


.15587, 


15627. .15857, 15930 .. 16292, 






16127. .16237 










Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420. 


C30 


Gene No. 


103553 




Strand 






Start 


38911 




End 


40773 





50388 






Name 




. o4 . ts 


Method 


TBLASTX : Soybean 






Start 


14412 




End 


16220 






GI 


none 




Score 


81 






Exons 


14412. .14576, 14502. 


.14879, 


14777. .14881, 14805 .. 15182 , 








15108. .15485, 15405. 


.15494, 


15627. .15791, 15711 .. 15839, 








16014. .16220 












Seq. No. 


48611 




Seq. ID 


OJ991112J32.0420 


.C30 




Gene No. 


103553 




Strand 








Start 


38911 




End 


40773 






Name 


OJ991112 02.0420.C30 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


14637 




End 


16727 






GI 


none 




Score 


138 






Exons 


x4 oj / . . ± 4 y t>y , ±fio/o. 


i cncn 
. IDUDU, 


14747. .15001, 14766. .14891, 








14931. .15191, 14949. 


.15326, 


14955. .15290, 15162 .. 15554 , 








15258. .15587, 15258. 


.15614, 


15555. .15581, 15624 .. 15878 , 








15627. .15863, 15627. 


.15878, 


15765. .16046, 15930 .. 1 6028 , 








15930. .16187, 16080. 


.16727, 


16080. .16235, 16080 .. 1 6163, 








16091. .16375 












Seq. No. 


48611 




Seq. ID 


OJ991112JD2.0420 


.C30 




Gene No. 






Strand 








Start 


38911 




End 


40773 






Name 


OJ991112 02.0420.C30 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


16233 




End 


16772 






GI 


none 




Score 


411 






Exons 


16233. .16772, 16289. 


.16642 








r LI 


Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420 


.C30 


□ 


Gene No. 






Strand 






l ; i 

- *y 


Start 


38911 




End 


40773 




- 


Name 


OJ991112 02.0420.C30 


.ol.tc 


Method 


TBLASTX: Cress 




t i a 
I =r 


Start 


16461 




End 


17050 






GI 


none 




Score 


411 




£= ==: 

% ST 


Exons 


16461. .16994, 16662. 


.16994, 


16703. .17050 






Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420 


.C30 




Gene No. 






Strand 






L Jj 


Start 


38911 




End 


40773 






Name 


OJ991112 02.0420.C30 


. 06 . tm 


Method 


TBLASTX: Maize 




- — 


Start 


16728 




End 


16994 






GI 


none 




Score 


308 






Exons 


16728. .16994, 16787. 


.16993 










Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420 


.C30 




Gene No . 






Strand 








Start 


38911 




End 


40773 






Name 


OJ991112 02.0420.C30 


.o3.ts 


Method 


TBLASTX: Soybean 






Start 


16776 




End 


16994 






GI 


none 




Score 


251 






Exons 


16776. .16994, 16787. 


.16993 










Seq. No. 


48611 




Seq. ID 


OJ991112_02.0420 


.C30 




Gene No. 


103553 




Strand 








Start 


38911 




End 


40773 






Name 


OJ991112 02.0420.C30 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


21949 




End 


22383 





50389 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 80 

21949. .22335, 22132 .. 22287, 22175 22333, 22330.. 22383 



48611 

103553 

38911 

OJ991112_02.0420.C30.o4.tm 

21954 

none 



Seq. ID OJ991112_02.0420.C30 
Strand 

End 40773 

Method TBLASTX: Maize 

End 22336 

Score 101 



21954. .22064, 21959 .. 22078, 21964 .. 22335, 22126 .. 22326, 
22175.. 22336 , * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48611 

103553 

38911 

OJ991112_02.0420.C30.ol.ts 

21967 

none 

21967. .22335, 21968 .. 22081, 
22414. .22533, 22415 .. 22531, 
24655.-24738, 24661 .. 24813, 

48611 

103553 

38911 

OJ991112_02.0420.C30.o8.tm 

22348 

none 



Seq. ID OJ991112_02.0420.C30 
Strand 

End 40773 

Method TBLASTX : Soybean 

End 24813 

Score 70 
22175. .22333, 22330 .. 22410, 
22690. .22815, 24 4 11 24575, 
24711. .24794 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_02.0420.C30 
40773 

TBLASTX: Maize 

24603 

43 



22348. .22431, 24257 .. 24295, 24258 .. 24311, 24 381 .. 24524 , 
24395. .24472, 24397 24510, 24501 .. 24 602 , 24525 .. 24593, 
24559. .24603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991112_02.0420.C30 



Seq. No. 
Gene No. 
Start 



48611 

103553 Strand 

38911 End 
OJ9911 12_02 .0420. C30 . olO . tm Method 

22501 End 

none Score 

22501. .22536, 22502 .. 22537, 22573 22818 , 22595.. 22819 



40773 

TBLASTX: Maize 

22819 

55 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 02.0420.C30 



40773 
AAT/NAP 
40695 
67 



48611 
103553 
38911 

OJ991112_02.0420.C30.o5.np 
38911 
7488303 
38911. .39060, 40524. .40695 

ribonucleoprotein homolog T4I9.1 - Arabidopsis thaliana 

gi I 3924594 | gb | AAC79095.il (AF069442) putative ribonucleoprotein 

[Arabidopsis thaliana] gi | 4262139 | gb | AAD14439 . 1 | (AC005275) 

putative ribonucleoprotein [Arabidopsis thaliana] 

gi 17270181 1 emb | CAB77796 . 1 1 (AL161496) putative ribonucleoprotein 

[Arabidopsis thaliana] 



48611 

103553 

38911 



Seq. ID 

Strand 

End 



OJ991112 02.0420.C30 



40773 



50390 






Name 


OJ991112 02.0420.C30.o9.gs 


Method 


GEN SCAN 






Start 


39970 


End 


40773 






GI 


none 


Score 


.43 






Exons 


39970. .40067, 40524 40575, 40624.. 40773 






Seq. No. 


48612 


Seq. ID 


otqqi 1 i o no n a on 

ujyyiiiz uz.u^zu. 


C31 




Gene No. 


103554 


Strand 


+ 






Start 


96 


End 


O 1 R A 






Name 


OJ991112 02.0420.C31.ol.gs 


Method 


C T? KT O C* 7\ M 






Start 


96 


End 








GI 


none 


Score 


.84 






Exons 


96.. 1212, 1292.. 1707, 2119. .2154 








Seq. No. 


48612 


Seq. ID 


OJ991112_02.0420. 


C31 




Gene No. 


1 A "5 C C C 

103555 


Strand 


+ 






Start 


A C f A 

2564 


End 


5371 






Name 


r» t n n 1 t i o a a a x a a ooi a - ^ 

OJ991112 02 . 0420 . C31 . OZ . np 


Method 


AAT/NAP 






Start 


A C £ A 

2564 


End 


5371 






GI 


*"7 1 A ^ C A O 

7106528 


Score 


102 






Exons 


2564. .2588, 5253. .5371 










GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 




f =1 


Seq. No. 


48612 


Seq. ID 


OJ991112_02.0420. 


C31 




Gene No. 


1 A o c. c c 

103556 


Strand 






a. ~E 


Start 


3147 


End 


4288 




Lil 


Name 


0J991112 02 . 0420 . C31 . ol . tm 


Method 


TBLASTX: Maize 




p : ; 


Start 


216 


End 


677 




r *3 


GI 


none 


Score 


46 






Exons 


216. .248, 315. .428, 419. .502, 


420. .518, 612. .677 




w 


Seq. No. 


48612 


Seq. ID 


OJ991112_02.0420. 


C31 


f. 


Gene No . 


103556 


Strand 








Start 


3147 


End 


4288 




f ^ 


Name 


OJ991112 02.0420.C31.o2.gs 


Method . 


GENSCAN 






Start 


3147 


End 


4288 






GI 


none 


Score 


.64 




r = 

i Ji 


Exons 


3147.. 3413, 3591.. 3711, 3752. 


.3936, 4077. .4288 




r j 


Seq. No. 


48612 


Seq. ID 


OJ991112_02.0420. 


C31 


f 1 


Gene No. 


103556 


Strand 








btart 


3147 


End 


4288 






Name 


OJ991112 02.0420.C31.ol.np 


Method 


AAT/NAP 






Start 


3271 


End 


4288 






GI 


7106508 


Score 


432 






Exons 


3271.. 3517, 3768.. 3987, 4047. 


.4288 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420. 


C32 




Gene No. 


103557 


Strand 


+ 






Start 


6107 


End 


12388 






Name 


OJ991112 02.0420.C32.o2.gs 


Method 


GENSCAN 






Start 


6107 


End 


12388 






GI 


none 


Score 


.88 






Exons 


6107.. 6155, 6860.. 7014, 7680. 


.7802, 8152. .8246, 8274. .8328, 



92S9..9782, 9814.. 10936, 12245.. 12388 



50391 




Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420 


.C32 


Gene No. 


103558 


Strand 


+ 




Start 


17581 


End 


19516 




Name 


OJ991112 02.0420.C32.o4.gs 


Method 


GENSCAN 




Start 


17581 


End 


19516 




GI 


none 


Score 


.66 




Exons 


17581. .17687, 18405 .. 18537 , 


19171. .19204, 19326. .19516 




Seq. No. 


48613 


Seq. ID 


OJ991112 02.0420 


.C32 


Gene No. 


103559 


Strand 






Start 


874 


End 


6335 




Name 


OJ991112 02.0420.C32.ol.gs 


Method 


GENSCAN 




Start 


874 


End 


5038 




GI 


none 


Score 


.54 




Exons 


874. .1217, 1638. .1767, 2025. 


.2034, 225^ 


..2454, 4690. .48 


35, 




4853. .5038 








Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420 


.C32 


Gene No. 


103559 


Strand 






Start 


874 


End 


6335 




Name 


OJ991112 02.0420.C32.o2.np 


Method 


AAT/NAP 




Start 


4716 


End 


6335 




GI 


6907086 


Score 


454 




Exons 


4716.. 5066, 5133.. 5281, 5347 


. .5459, 5514. .6335 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48613 


Seq. ID 


OJ991112 02.0420 


.C32 


Gene No. 


103560 


Strand 






Start 


7351 


End 


9610 




Name 


OJ991112 02.0420.C32.o3.np 


Method 


AAT/NAP 




Start 


7351 


End 


9610 




GI 


4680186 


Score 


168 




Exons 


7351.. 7482, 8062. .8224, 9548 


. .9610 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420 


.C32 


Gene No. 


103561 


Strand 






Start 


14355 


End 


14591 




Name 


OJ991112 02.0420.C32.o3.gs 


Method 


GENSCAN 




Start 


14355 


End 


14591 




GI 


none 


Score 


.87 




Exons 


14355. .14591 








Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420 


.C32 


Gene No. 


103562 


Strand 






Start 


17584 


End 


19009 




Name 


OJ991112 02.0420.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


901 


End 


1473 




GI 


none 


Score 


96 




Exons 


901.. 1059, 1153.. 1350, 1217. 


.1351, 1381 


. .1473 




Seq. No. 


48613 


Seq. ID 


OJ991112_02.0420 


.C32 


Gene No. 


103562 


Strand 






Start 


17584 


End 


19009 




Name 


OJ991112 02.0420.C32.o2.tm 


Method 


TBLASTX: Maize 




Start 


1636 


End 


1856 




GI 


none 


Score 


52 





50392 



Exons 


1636.. 1716, 1637.. 1717, 1734 


..1856, 1735.. 1806 




Seq. No. 


48613 


Seq. ID 


OJ991112 


_02.0420.C32 


Gene No. 


103562 


Strand 






Start 


17584 


End 


19009 




Name 


OJ991112 02.0420.C32.o4.np 


Method 


AAT/NAP 




Start 


17584 


End 


19009 




GI 


7228450 


Score 


223 




Exons 


17584. .17699, 17785 .. 17906, 


18046. .18156, 18920 


. .19009 


GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48614 


Seq. ID 


OJ991112 


_02.0420.C33 


Gene No. 


103563 


Strand 


+ 




Start 


1008 


End 


2377 




Name 


OJ991112_02. 0420.C33 .ol .gs 


Method 


GENSCAN 




Start 


1008 


End 


2377 




GI 


none 


Score 


.69 




Exons 


1008. .1177, 1461. .1574, 2213 


. .2377 






Seq. No. 


48614 


Seq. ID 


OJ991112 


_02.0420.C33 


Gene No. 


103564 


Strand 


+ 




Start 


3901 


End 


4373 




Name 


OJ991112 02.0420.C33.o2.gs 


Method 


GENSCAN 




Start 


3901 


End 


4373 




GI 


none 


Score 


■ .75 




Exons 


3901.. 4003, 4186.. 4373 








Seq. No. 


48615 


Seq. ID 


OJ991112 


_02.0420.C34 


Gene No. 


103565 


Strand 


+ 




Start 


615 


End 


703 




Name 


OJ991112 02.0420.C34.ol.gp 


Method 


AAT/GAP 




Start 


615 


End 


703 




GI 


5867 1.R1084 


Score 


129 




Exons 


615. .703 








GI Descrip. 


, 464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN 


-PROTEIN LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 48616 Seq. ID 

Gene No. 103566 Strand 

Start 3973 End 

Name OJ991 112_08 . 04 21 . CI . ol . np Method 

Start 3973 End 

GI 7485768 Score 

Exons 3973.. 4140, 4258.. 4417, 4455.-5339, 5367.. 5781 

GI Descrip. hypothetical protein F19F18.140 - Arabidopsis thaliana 
gi I 4468990 | emb | CAB38304.il (AL035605) putative protein 
[Arabidopsis thaliana] gi | 7270747 | emb | CAB80430 . 1 1 (AL161591) 
putative protein [Arabidopsis thaliana] 



OJ991112_08.0421.C1 
+ 

5793 
AAT/NAP 
5781 
1128 



Seq. No. 
Gene No. 
Start 



48616 

103566 

3973 



Seq. ID OJ991112_08.0421.C1 
Strand + 
End 5793 



50393 




Name 


OJ991112 08 


.0421 


.Cl.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


4543 








End 


4932 






GI 


none 








Score 


356 






Exons 


4543. .4860, 


4563 


. .4862, 


4900. 


.4932 








Seq. No. 


48616 








Seq. ID 


OJ991112 


_08.0421 


.CI 


Gene No. 


103566 








Strand 


+ 






Start 


3973 








End 


5793 






Name 


OJ991112 08 


.0421 


.CI .ol . 


tc 


Method 


TBLASTX: 


Cress 




Start 


4629. 








End 


5346 






GI 


none 








Score 


132 






Exons 


4629. .4721, 


4630 


. . 4749, 


4737. 


.4856, 4738. .4860, 


4900. .4983 




4905. .4946, 


5049 


. .5114, 


5053. 


.5136, 5239.-5346 






Seq. No. 


48616 








Seq. ID 


OJ991112 


_08.0421 


.CI 


Gene No. 


103566 








Strand 


+ 






Start 


3973 








End 


5793 






Name 


OJ991112 08 


.0421 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5223 








End 


5785 






GI 


none 








Score 


194 






Exons 


5223. .5246, 


5224 


. .5355, 


5302. 


.5337, 5362.. 5781, 


5394. .5780 




5664. .5783, 


5717 


. .5785 












Seq. No. 


48616 








Seq. ID 


OJ991112 


_08.0421 


.CI 


Gene No. 


103566 








Strand 


+ 






Start 


3973 








End 


5793 






Name 


OJ991112 08 


.0421 


.Cl.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5512 








End 


5778 






GI 


none 








Score 


123 






Exons 


5512. .5622, 


5602 


. .5664, 


5719. 


.5778 








Seq. No. 


48616 








Seq. ID 


OJ991112 


_08.0421 


.CI 


Gene No. 


103566 








Strand 


+ 






Start 


3973 








End 


5793 






Name 


OJ991112 08 


.0421 


.Cl.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5602 








End 


5793 






GI 


none 








Score 


122 






Exons 


5602. .5691, 


5620 


. .5691, 


5686. 


.5775, 5713. .5793 






Seq. No. 


48617 








Seq. ID 


OJ991112 


_08.0421 


.C2 


Gene No. 


103567 








Strand 


+ 






Start 


251 








End 


534 






Name 


OJ991112 08 


.0421 


.C2.ol. 


gs 


Method 


GENS CAN 






Start 


251 








End 


534 






GI 


none 








Score 


.4 






Exons 


251.. 337, 502.. 534 












Seq. No. 


48618 








Seq. ID 


OJ991112 


_08.0421 


.C3 


Gene No. 


103568 








Strand 








Start 


3901 








End 


5393 






Name 


OJ991112 08 


.0421 


.C3.ol. 


gs 


Method 


GENSCAN 






Start 


3901 








End 


5393 






GI 


none 








Score 


.56 






Exons 


3901. .4062, 


5376 


. .5393 












Seq. No. 


48619 








Seq. ID 


OJ991112 


_08.0421 


.C4 


Gene No. 


103569 








Strand 


+ 







50394 




Start 


333 


End 


3492 




Name 


OJ991112 08.0421.C4.ol.gs 


Method 


GEN SCAN 




Start 


333 


End 


3492 




GI 


none 


Score 


.7 




Exons 


333. .572, 990. .1310, 1410.. 


1856, 1871. 


1985, 2829. 


.3037 




3157.. 3234, 3274.-3492 








Seq. No. 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103570 


Strand 


+ 




Start . 


24824 


End 


29842 




Name 


OJ991112 08.0421.C4.o6.gs 


Method 


GENSCAN 




Start 


24824 


End 


29842 




GI 


none 


Score 


.52 




Exons 


24824. .24863, 25112 .. 25370, 


25571. .25654, 26174 .. 26208 , 




27528.-27636, 27727 28038 , 


28333.-29842 




Seq. No. 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103570 


Strand 


+ 




Start 


O A O O A 

24824 * 


End 


29842 




Name 


OJ991112 08.0421.C4.o4.np 


Method 


AAT/NAP 




Start 


27473 


End 


29618 




GI 


6692260 


Score 


854 




Exons 


27473. .27509, 28470 .. 29434 , 


29544. .29618 




GI Descrip. 


(AC010870) unknown protein 


[Arabidopsis thaliana] 




Seq. No. * 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103570 


Strand 


+ 




Start 


24824 


End 


29842 




Name 


OJ991112 08.0421.C4.o4.gp 


Method 


AAT/GAP 




Start 


28270 


End 


28774 




GI 


none 


Score 


990 




Exons 


28270. .28774 








Seq. No. 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103571 


Strand 


+ 




Start 


35357 


End 


35436 




Name 


OJ991112 08.0421.C4.o6.gp 


Method 


AAT/GAP 




Start 


35357 


End 


35436 




GI 


38012 1.R1084 


Score 


101 




Exons 


35357. .35436 








GI Descrip. 


, 4097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor (Gns9) gene, complete 


cds ' 


Seq. No. 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103572 


Strand 






Start 


4863 


End 


7915 




Name 


OJ991112 08.0421.C4.ol.np 


Method 


AAT/NAP 




Start 


4863 


End 


7915 




GI 


6646754 


Score 


1419 




Exons 


4863.-5938, 7731. .7915 








GI Descrip. 


(AC013258) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


48619 


Seq. ID 


OJ991112_08 


.0421 


Gene No. 


103572 


Strand 






Start 


4863 


End 


7915 




Name 


OJ991112 08.0421.C4.ol.gp 


Method 


AAT/GAP 




Start 


5266 


End 


5722 





50395 



GI 


none 




Score 


886 


Exons 


5266. .5722 








Seq. No. 


48619 




Seq. ID 


OJ991112_08.0421.C4 


Gene No. 


103573 




Strand 




Start 


1 n o a n 

10809 




End 


16079 


Name 


OJ991112 08. 0421. C4 


. o2 . np 


Method 


AAT/NAP 


Start 


9722 




End 


13203 


GI 


6723435 




Score 


321 


Exons 


9722.. 9742, 11110.. 


11393, 11469. .11652, 


12717. .13203 


GI Descrip. 


(AL132965) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


48619 




Seq. ID 


OJ991112_08.0421.C4 


Gene No. 


103573 




Strand 




Start 


10809 




End • 


16079 


Name 


OJ991112 08. 0421. C4 


. o3 . gs 


Method 


GENSCAN 


Start 


10809 




End 


16079 


GI 


none 




Score 


.86 


Exons 


10809. .10989> 10997 


. .11652, 


12717. .13219, 15246. .15351, 




15624. .15696, 15841 


. .16079 






Seq. No. 


48619 




Seq. ID 


OJ991112_08.0421.C4 


Gene No. 


103574 




Strand 




Start 


21869 




End 


25406 


Name 


OJ991112 08. 0421. C4 


. o2 . gp 


Method 


AAT/GAP 


Start 


21373 




End 


22328 . 


GI 


41487 1.R1084 




Score 


1620 


Exons 


21373. .21675, 21768 


. .22328 






GI Descrip. 


'322525/pir | | S31445 


7.0e-67 


omnipotent 


suppressor protein 



homolog (clone A18) - Arabidopsis thaliana (fragment) 
>gi_16512_emb_CAA49171_ (X69374) similar to yeast omnipotent 
suppressor protein SUP1 (SUP45); ORF [Arabidopsis thaliana] 1 



Seq. No. 48619 Seq. ID 

Gene No. 103574 Strand 

Start 21869 End 

Name OJ991112_08 . 0421 . C4 . o5 . gs Method 

Start 21869 End 

GI none Score 

Exons 21869. .23182 



OJ991112_08.0421.C4 

25406 
GENSCAN 
23182 
.99 



Seq. No. 48619 Seq. ID OJ991112_08 . 0421 . C4 

Gene No. 103574 Strand 

Start 21869 End 25406 

Name OJ991112_08 . 0421 . C4 . o3 . np Method AAT/NAP 

Start 21872 End 23179 

GI 549010 Score 2013 

Exons 21872. .23179 

GI Descrip. EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1 (ERF1) 
(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUP1 HOMOLOG) 

gi 1 322554 |pir| IS31328 omnipotent suppressor protein SUP1 homolog 
(clone G18) - Arabidopsis thaliana gi | 16514 | emb | CAA49172 | 
(X69375) similar to yeast omnipotent suppressor protein SUP1 
(SUP45) [Arabidopsis thaliana] gi | 1402882 | emb | CAA66813 | (X98130) 

euka 



Seq. No. 



48619 



Seq. ID OJ991112_08.0421.C4 



5u396 



Gene No. 103574 Strand 

Start 21869 End 25406 

Name OJ991112_08 , 0421 .C4 ,o3.gp Method AAT/GAP 

Start 22534 End 25406 

GI 11928JL.R1084 Score 1489 

Exons 22534. .23210, 25324.. 25406 

GI Descrip. 1 549010/sp | P35614 | ERF1_ARATH 1.0e-107 EUKARYOTIC PEPTIDE CHAIN 

RELEASE FACTOR SUBUNIT 1 (ERF1) (OMNIPOTENT SUPPRESSOR PROTEIN 1 

HOMOLOG) (SUP1 HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUP1 homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA4 9172__ (X69375) similar to yeast 
omnipotent suppressor protein SUP1 (SUP45) [Arabidopsis 
thaliana] >gi_14 02882_emb_ f 



Seq. No. 48619 Seq. ID 

Gene No. 103575 Strand 

Start 29807 End 

Name OJ991112_08 . 0421 . C4 . o5 . gp Method 

Start 29807 End 

GI none Score 

Exons 29807. .30009 



OJ991112_08.0421.C4 

30009 
AAT/GAP 
30009 
350 



Seq. No. 


48619 








Seq. ID 


OJ991112 


Gene No. 


103576 








Strand 




Start 


30764 








End 


38419 


Name 


OJ991112 08 


.0421 


.C4.o5. 


ts 


Method 


TBLASTX: 


Start 


4840 








End 


5034 


GI 


none 








Score 


203 


Exons 


4840. .5034, 


4842 


. .5033 








Seq. No. 


48619 








Seq. ID 


OJ991112 


Gene No. 


103576 








Strand 




Start 


30764 








End 


38419 


Name 


OJ991112 08 


.0421 


.C4 .o2. 


tm 


Method 


TBLASTX:! 


Start 


4855 








End 


5488 


GI 


none 








Score 


878 


Exons 


4855. .5484, 


4857 


. .5483, 


4858; 


.5484, 54 


114. .5488 



Seq. No. 48619 Seq. ID 

Gene No. 103576 . Strand 

Start 30764 End 

Name OJ991112_08 . 0421 .C4 . o3. tc Method 

Start 4860 End 

GI none Score 
Exons 



OJ991112_08.0421.C4 
38419 

TBLASTX: Cress 

5093 

137 



4860. .4991, 4861. .4989, 4986. .5093, 5005. .5070 



Seq. No. 


48619 




Seq. ID 


OJ991112_08.0421 


.C4 


Gene No. 


103576 




Strand 






Start 


30764 




End 


38419 




Name 


OJ991112 08 


.0421.C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


5034 




End 


5360 




GI 


none 




Score 


334 




Exons 


5034. .5360, 


5035. .5358 








Seq. No. 


48619 




Seq. ID 


OJ991112_08.0421 


.C4 


Gene No. 


103576 




Strand 






Start 


30764 




End 


38419 





50397 



Name 

Start 

GI 

Exons 



OJ991112_08 . 0421 .C4 . o2 . ts Method TBLASTX : Soybean 

5361 End 5945 

none Score 393 

5361. .5792, 5362. .5793, 5578. .5805, 5802. .5945, 5806. .5943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48619 

103576 

30764 

OJ991112_08.0421.C4 .o2.tc 

5457 

none 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX : Cress 

End 5793 

Score 57 



5457. .5495, 5461. .5493, 5505. .5792, 5524. .5793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48619 

103576 

30764 

OJ991 112_08 . 042 1 . C4 . o3 . tm 

5490 

none 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX : Mai ze 

End 7821 

Score 360 



5490. .5942, 5490. .5945, 5491. .5946, 5527. .5949, 5774. .5953, 
7756. .7821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48619 

103576 

30764 

OJ991112_08.0421.C4.ol.tm 

21563 

none 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX: Maize 

End 23212 

Score 1831 



21563. .21604, 21601 .. 21675, 21819 . . 22046, 21827 .. 23212, 
21828. .23210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48619 

103576 

30764 

OJ991112_08.0421.C4.ol.ts 

21818 

none 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX : Soybean 

End 23192 

Score 324 



21818. .23191, 21869. .22300, 21933.. 23192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48619 

103576 

30764 

OJ991112_08.0421.C4.ol.tc 

21893 

none 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX: Cress 

End 23171 

Score 120 



21893. .23167, 21895 .. 22122, 21911 .. 22300, 21933. .23171 



Seq. No. 48619 

Gene No. 103576 

Start 30764 

Name OJ991112_08 . 0421 . C4 . o2 . tw 

Start 21896 

GI none 

Exons 21896. .22099, 21936,. 22100 



Seq. ID OJ991112_08.0421.C4 
Strand 

End 38419 

Method TBLASTX : Wheat 

End 22100 

Score 136 



Seq. No- 
Gene No. 



48619 
103576 



Seq. ID OJ991112_08.0421.C4 
Strand 



50398 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30764 End 

OJ991112JD8 . 0421 . C4 . ol . tw Method 

22257 End 

none Score 



38419 

TBLASTX: Wheat 

22709 

611 



22257. .22700, 22257 .. 22436, 22259 .. 22708 , 22470. .22709 



48619 
103576 
30764 
OJ991112 
28529 
none 
28529 
28721 
28921 
29095 



08-0421. C4.o3.ts 



28639, 28682. .28876, 

28906, 28721. .28900, 

28968, 29007. .29069, 

29166, 29165. .29449, 



Seq. No. 48619 

Gene No. 103576 

Start 30764 

Name OJ991112_08 . 0421 . C4 . o4 . tc 

Start 28529 

GI none 

Exons 28529. .28639, 28709 .. 28903, 
29050. .29166 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28708. .28899, 
28735. .28890, 
29008. .29085, 
29173. .29427, 



OJ991112 08. 0421. C4 



38419 

TBLASTX : Soybean 
29582 
54 

28709. .28900, 
28825. .28908, 
29050. .29154, 
29541. .29582 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_08.0421.C4 
38419 

TBLASTX: Cress 

29166 * 

78 



28714. .28896, 28721 .. 28834 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



48619 
103576 
30764 
OJ991112 
28700 
none 
28700 
28724 
29007 
29195 



08.0421.C4.o4.tm 



28873, 28708. .28899, 

28915, 28724. .28861, 

29132, 29008. .29145, 

29260, 29245.-29433, 



48619 

103576 

30764 

OJ991112_08.0421.C4.o5.tc 

29168 

none 

29168. .29440, 29170. .29439 

48619 
103576 
30764 
OJ991112 
30764 
none 



08.0421.C4 .o7.gs 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28709. .28924, 
28726. .28899, 



OJ991112 08. 0421. C4 



38419 

TBLASTX: Maize 
29470 
168 

28721. .28831, 
28927. .28956, 



29008, 
29252, 



.29151, 
.29470 



29194. .29259, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_08.0421.C4 
38419 

TBLASTX: Cress 

29440 

229 



Seq. ID OJ991112_08.0421.C4 



Strand 
End 

Method 

End 

Score 



38419 
GENSCAN 
38419 
.6 



30764. .30886, 30957 .. 30998, 32097 .. 32118 , 33614 .. 34026, 
34121. .34251, 34 902 .. 34962, 37357 .. 37523, 38348. .38419 



48620 

103577 

3715 



Seq. ID OJ991112_08.0421.C5 
Strand + 
End 4 094 



50399 



Name 

Start 

GI 

Exons 



OJ991112_08 . 0421 . C5 . ol . gp Method AAT/GAP 

3715 End 4094 

5004502 Score 536 
3715. .4094 



Seq. No. 48620 Seq. ID 

Gene No. 103578 Strand 

Start 4054 End 

Name OJ991112_08 . 0421 . C5 . o2 . gp Method 

Start 4054 End 

GI none Score 

Exons 4054.. 4127, 4217.. 4273 



OJ991112_08.0421.C5 
+ 

10470 
AAT/GAP 
4273 
210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48620 Seq. ID 

103578 Strand 

4054 End 

OJ991112_08 . 0421 . C5 . o2 . gs Method 

4118 End 

none Score 



4118. .4127, 
6310. .6420, 
8118. .8186, 



4217, 
6527. 
9021. 



.4397, 
,6639, 
,9128, 



5609. .5689, 
6736. .7042, 
9185. .9238, 



OJ991112_08.0421.C5 
+ 

10470 
GENSCAN 
10470 
.8 

5938.. 6020, 6111.. 6226, 
7129. .7212, 7438. .7509, 
10372. .10470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48620 

103578 

4054 

OJ991112_08 . 0421 . C5 . 63 . gp 

8139 

none 

8139. .8186, 8614. .8938 
48620 



Seq. ID OJ991112_08.0421.C5 

Strand + 

End 10470 

Method AAT/GAP 

End 8938 

Score 694 



Seq. ID OJ991112 08. 0421. C5 



103579 Strand + 

11277 End 20301 

OJ991112_08 . 0421 . C5 . o4 . np Method AAT/NAP 

11277 End 15958 

6069646 Score 66 

11277. .11332, 15652.. 15958 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

48620 Seq.. ID OJ991112_08 . 0421 . C5 

103579 Strand + 

11277 End 20301 

OJ991112_08 . 04 2 1 . C5 . o3 . np Method AAT/NAP 

12735 End 14494 

7494125 Score 80 

12735. .13256, 14462.. 14494 

myosin-IA - Acanthamoeba castellanii gi | 3599478 I gb | AAC35357 . 1 1 
(AF085185) Myosin-IA [Acanthamoeba castellanii] 



48620 

103579 

11277 



Seq. ID OJ991112_08.0421.C5 
Strand + 
End 20301 



50400 



Name 


OJ991112 08.0421.C5.o4.gs 


' Method 


GENS CAN 


Start 


14971 


End 


20301 


GI 


none 


Score 


.53 


Exons 


14971. .15102, 15398. .15580, 


15766. .15802, 16345 .. 16458 , 




18470. .18622, 18 647 .. 18669, 


19998. .20048, 20215. .20301 


Seq. No. 


48620 


oeq. iu 


UO^yilli UO.U4Z1-U.J 


Gene No. 


103580 


ol rana. 




Start 


1 Ck A 

1 y4 




ogni 
joUJ. 


Name 


OJ991112 08.0421.C5.ol.gs 


we moa 




Start 


194 


bnu 


jOUI 


GI 


none ■ 


Score 


.62 


Exons 


194. .621, 1040. .1241, 2401.. 


2510, 2606. 


.2748, 2940.. 3090, 




3183.. 3290, 3624. .3801 






Seq. No. 


48620 


Seq. ID 


Pi TQQ1 110 HQ OA 91 

ujyyiiiz uo.u4zi.cd 


Gene No. 


103580 


Strand 




btart 


194 


End 


*5 q n i 


Name 


OJ991112 08.0421.C5.ol.np 


Method 


7\ 7\ <"P /M7\D 


Start 


1843 


End 


2132 


GI 


6815099 


Score 


92 


Exons 


1843. .2132 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat lva ] 


Seq. No. 


48620 


Seq. ID 


htqqi i 1 o no n a oi ^ 


Gene No. 


103581 


Strand 




Start 


10778 


End 


1 A A C"5 


Name 


OJ991112 08.0421.C5.o3.gs 


Method 


GEN SCAN 


Start 


10778 


End 


13204 


GI 


none 


Score 


.61 


Exons 


10778. .13204 






Seq. No. 


48620 


Seq. ID 


OJ991112_08.0421.C5 


Gene No. 


103581 


Strand 




btart 


10778 


End 


14463 


Name 


OJ991112 08.0421.C5.o2.np 


Method 


AAT/NAP 


Start 


10781 


End 


14463 


GI 


4263522 


Score 


1279 


Exons 


10781. .12202, 12332. .12640, 


12767. .13010, 14 422. .144 63 


GI Descrip. 


(AC004 044) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


48620 


Seq. ID 


OJ991112_08.0421.C5 


Gene No. 


103582 


Strand 




Start 


17430 


End 


17510 


Name 


OJ991112 08.0421.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


252 


End 


617 


GI 


none 


Score 


113 


Exons 


252. .488, 259. .408, 260. .496 


, 362. .490, 


480. .617, 527. .580 




531. .614 






Seq. No. 


48620 


Seq. ID 


OJ991112_08.0421.C5 


Gene No. 


103582 


Strand 




Start 


17430 


End 


17510 


Name 


OJ991112 08.0421.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


6151 


End 


6637 


GI 


none 


Score 


98 



Exons 



6151. .6225, 6155. .6226, 6155. .6226, 6263. .6421, 6273. .6422, 



50401 




6298. .6423, 6301. .6426, 6309. .6434, 6520. .6621, 6520. .6621, 
6524.. 6622, 6527.. 6637 



Seq. No. 


48620 


Seq. ID 


OJ991112 


_08.0421.C5 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


6294 


End 


7036 




GI 


none 


Score 


121 




Exons 


6294.. 6422, 6298.. 6423, 6313 


. .6423, 6542. .6664, 


6740. .6838 




6748.. 6810, 6902.. 7036, 6913 


. . 6996 






Seq. No. 


48620 


Seq. ID 


OJ991112 


Uo . 04zl . Co 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


6728 


End 


8191 




GI 


none 


Score 


436 




Exons 


6728. .7042, 6734. .7042, 7121 


..7207, 7128. .7208, 


7129. .7215 




7293. .7349, 7296. .7349, 7413 


..7508, 7423. .7509, 


7432. .7509 




8091.. 8189, 8116.. 8190, 8117 


. .8191 






Seq. No. 


48620 


Seq. ID 


OJ991112 


_08.0421.C5 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


10776 


End . 


11299 




GI 


none 


Score 


76 




Exons 


10776. .10979, 10778 .. 10906, 


10778. .11299, 10779 


. .11090, 




11127 . . 11273 








Seq. No. 


48620 


Seq. ID 


OJ991112 


_08.0421.C5 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


10778 


End 


11071 




GI 


none 


Score 


161 




Exons 


10778 .. 11071, 10779. .11060 








Seq. No. 


48620 


Seq. ID 


OJ991112 


_08.0421.C5 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.o5.tm 


Method 


TBLASTX: 


Maize 


Start 


10778 


End 


11044 




GI 


none 


Score 


140 




Exons 


10778. .11044, 10779. .10985 








Seq. No. 


48620 


Seq. ID 


OJ991112 


_08.0421.C5 


Gene No. 


103582 


Strand 






Start 


17430 


End 


17510 




Name 


OJ991112 08.0421.C5.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


11045 


End 


12633 




GI 


none 


Score 


176 




Exons 


11045. .11914, 11067. .11453, 


11576. . 11911, 11597 


. .11782, 




11609. .11872, 11676. .11819, 


11813. .12088, 11888 


. .12085, 




12017. .12190, 12017. .12178, 


12017. .12184, 12017 


. .12178, 




12215. .12409, 12221. .12301, 


12221. .12502, 12236 


. .12325, 



50402 





12287. .12460, 


12324. 


.12440, 


12329. .12505, 12434 


. . 12541, 






12505. .12570, 


12532. 


.12633 










Seq. No. 


48620 






Seq. ID 


OJ991112 


_08.0421 


.C5 


Gene No . 


103582 






Strand 








Start 


17430 






End 


17510 






Name 


OJ991112 08. 0421. C5 . 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11090 






End 


11599 






GI 


none 






Score 


132 






Exons 


11090. .11599, 


11091. 


.11450, 


11093. .11566 






Seq. No. 


48620 






Seq. ID 


OJ991112 


_08.0421 


,C5 


Gene No. 


103582 






Strand 








Start 


17430 






End 


17510 






Name 


OJ991112 08. 0421. C5. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


11477 






End 


12493 






GI 


none 






Score 


98 






Exons 


11477. .11947, 


12005. 


.12184, 


12221. .12355, 12269 


. .12493 




Seq. No. 


48620 






Seq. ID 


OJ991112 


_08.0421 


.C5 


Gene No. 


103582 






Strand 








Start 


17430 






End 


17510 






Name 


OJ991112 08. 0421. C5. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


11498 






End 


12652 






GI 


none 






Score 


104 






Exons 


11498. .11608, 


11537. 


.11746, 


11612. .12178, 11618 


. .11839, 






11621. .11896, 


11898. 


.12149, 


11909. .12100, 12017 


. .12184, 






12221. .12334, 


12236. 


.12538, 


12240. .12419, 12263 


. .12310, 






12407. .12544, 


12485. 


.12535, 


12551. .12652, 12566 


. .12646 




Seq. No. 


48620 






Seq. ID 


OJ991112 


_08.0421 


.C5 


Gene No. 


103582 






Strand 








Start 


17430 






End 


17510 






Name 


OJ991112 08. 0421. C5. 


o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


11639 






End 


12658 






GI 


none 






Score 


85 






Exons 


11639. .11878, 


11647. 


.11847, 


11673. .11849, 11942 


. .12085, 






12035. .12193, 


12221. 


.12292, 


12461. .12541, 12566 


. .12658 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48620 Seq. ID OJ991112_08 . 0421 . C5 

103582 Strand 

17430 End 17510 

OJ991112_08 . 04 2 1 . C5 . o4 . gp Method AAT/GAP 

17430 End 17510 

u'C-osflcypl21e07bl Score 131 

17430. .17510 

*5257255/dbj | AP000364.il AP000364 7.0e-19 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48621 Seq. ID 

103583 Strand 

1 End 

OJ991112_08 . 042 1 . C6 . ol . np Method 

1 End 

6503010 Score 

1..318, 413. .612, 3337. .3578, 3867 



OJ991112_08.0421.C6 
+ 

4700 
AAT/NAP 
4700 
945 
4700 



(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



50403 






Seq. No. 


48621 








Seq. ID 


OJ991112 08.0421 


.C6 




Gene No. 


103583 








Strand 


+ 






Start 


1 








End 


4700 






Name 


OJ991112 08 


.0421. 


C6.ol. 


gs 


Method 


GENSCAN 






Start 


2 








End 


4658 






GI 


none 








Score 


.88 






Exons 


2. .318, 413 


. .612, 


3337. 


.3578, 


3867. .4557, 4582. .4658 






Seq. No. 


48621 








Seq. ID 


OJ991112 08.0421 


.C6 




Gene No. 


103584 








Strand 








Start 


1773 








End 


5577 






Name 


OJ991112 08 


.0421. 


C6.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


513 








End 


3577 






GI 


none 








Score 


101 






Exons 


513. .614, 513. .593, 3336.-3434, 3441.. 


3575, 3449.-3577 






Seq. No. 


48621 








Seq. ID 


OJ991112_08.0421 


.C6 




Gene No. 


103584 








Strand 








Start 


1773 








End 


5577 






Name 


OJ991112_08 


.0421. 


C6.o2. 


np 


Method 


AAT/NAP 






Start 


1773 








End 


5577 






GI 


6721547 








Score 


78 




ftft 


Exons 


1773. . 1808, 


4521. 


.4620, 


5493. 


.5577 






J 

3 


GI Descrip. 


(AP001073) 


Similar to Oryza sativa gene for Pib. (AB013448) 




Seq. No. 


48621 








Seq. ID 


OJ991112_08.0421 


-C6 




Gene No. 


103584 








Strand 






*k 


Start 


1773 








End 


5577 






Name 


OJ991112_08 


.0421. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Li 


Start 


3339 








End 


4079 




3 


GI 


none 








Score 


84 




u 


Exons 


3339. .3434, 


3441. 


.3578, 


3452. 


.3589, 3855.. 4079, 3920.. 4078 




Seq. No. 


48621 








Seq. ID 


OJ991112_08.0421 


.C6 




Gene No. 


103584 








Strand 






'4 


Start 


1773 








End 


5577 






Name 


OJ991112 08 


.0421. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


3348 








End 


4100 




2 


GI 


none 








Score 


358 




=. 


Exons 


3348. .3578, 


3357. 


.3392, 


3437. 


.3577, 3851.. 4087, 3864. .4100, 






3864. .4076, 


3920. 


.4099 












Seq. No. 


48621 








Seq. ID 


OJ991112_08.0421 


.C6 




Gene No. 


103584 








Strand 








Start 


1773 








End 


5577 






Name 


OJ991112 08 


.0421. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


3864 








End 


4241 






GI 


none 








Score 


295 






Exons 


3864. .4100, 


3920. 


.4078, 


4119. 


.4241 








Seq. No. 


48621 








Seq. ID 


OJ991112_08.0421 


.C6 




Gene No. 


103584 








Strand 








Start 


1773 








End 


5577 






Name 


OJ991112 08 


.0421. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


4314 








End 


4595 






GI 


none 








Score 


240 





50404 




Exons ' 


4314. .4556, 


4317 


. .4595, 


4328. 


.4576 




Seq. No. 


48621 








Seq. ID . 


OJ991112_08.0421.C6 


Gene No. 


103584 








Strand 




Start 


1773 








End 


5577 


Name 


OJ991112 08 


.0421 


,C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4314 








End 


4595 


GI 


none 








Score 


212 


Exons 


4314. .4523, 


4316 


.4531, 


4527. 


.4595, 4535. .4594 


Seq. No. 


48622 








Seq. ID 


OJ991112_08.0421.C7 


Gene No. 


103585 








Strand 


+ 


Start 


532 








End 


2894 


Name 


OJ991112 08 


.0421 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


532 








End 


2894 


GI 


none 








Score 


.89 


Exons 


532. .1028, 


1119. 


1350, 


1451. . 


1699, 1805 


..1896, 2114. .2894 



Seq. No. 48622 Seq. ID 

Gene No. 103586 Strand 

Start 1808 End 

Name OJ991112_08 . 0421 . C7 . o2 . np Method 

Start 1808 End 

GI 5852093 Score 

Exons 1808.. 1838, 3515.. 3664 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ991112_08.0421.C7 

3664 
AAT/NAP 
3664 
68 



Seq. No. 48622 Seq. ID 

Gene No. 103587 Strand 

Start 4137 End 

Name OJ991112_08 . 0421 . C7 . ol . tc Method 

Start 703 End 

GI none Score 

Exons 703.. 753, 760.. 954 



OJ991112__08.0421.C7 
9177 

TBLASTX: Cress 

954 

46 



Seq. No. 48622 
Gene No. 103587 
Start 4137 

Name OJ991112_08 . 0421 . C7 . ol . tm 

Start 1552 
GI none 
Exons 1552.. 1617, 

1634. .1702, 

2111. .2230, 



1553.. 1633, 1616. 
1796.. 1894, 1803. 
2112.. 2240, 2119. 



Seq. ID OJ991112_08.0421.C7 
Strand 

End 9177 

Method TBLASTX : Mai ze 

End 2240 

Score 36 
.1699, 1618. .1701, 



.1895, 
.2238 



1804. .1896, 



1618. 
1804. 



.1701, 
.1896, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48622 Seq. ID 

103587 Strand 

4137 End 

OJ991112_08 . 0421 . C7 . o2 . gs Method 

4137 End 

none Score 



OJ991112_08.0421.C7 

9177 
GENSCAN 
9177 
.41 



4137. .4235, 4351. .4416, 4533 4598, '4685 4888, 4985. .5531, 
7597.. 7621, 9105.. 9177 



Seq. No. 
Gene No. 
Start 



48622 

103587 

4137 



Seq. ID 

Strand 

End 



OJ991112_08.0421.C7 
9177 



50405 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_08 . 0421 . C7 . o3 . np Method AAT/NAP 

4143 End 4888 

6693022 Score 269 

4143. .4244, 4302. .4416, 4533. .4598, 4685. .4888 
(AC012375) T22C5.19 [Arabidopsis thaliana] 



48623 

103588 

145 

OJ991112_08. 0421. CIO. ol.gs 

145 

none 

145. .288 



Seq. ID OJ991112_08. 0421. C10 

Strand 

End 288 

Method GEN SCAN 

End 288 

Score .51 



Seq. No. 48624 

Gene No. 103589 

Start 487 

Name OJ991202_09 . 0421 .CI . ol . gs 

Start 487 

GI none 

Exons 487.. 588, 1340.. 1447 



Seq. ID OJ991202_09.0421.C1 
Strand 

End 1447 

Method GENSCAN 

End 1447 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48625 
103590 
1525 

OJ991202_09.0421.C2.ol.np 
1525 
7340868 
1525. .1924 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_09.0421.C2 
Strand + 

1924 
AAT/NAP 
1924 
170 



End 

Method 

End 

Score 



48626 

103591 

1222 

OJ991202_09. 0421. C3. ol.gs 

1222 

none 



Seq. ID OJ991202_09.0421.C3 
Strand 

End 3255 

Method GENSCAN 

End 3225 

Score .77 



1222. .1548, 1853. .2106, 2241. .2543, 2631. .3225 



Seq. ID OJ991202_09.0421.C3 
Strand 

End 3255 

Method AAT/NAP 

End 3255 

Score 1782 



48626 
103591 
1222 

OJ991202_09.0421.C3.ol.np 
1733 
7106512 
1733.. 2543, 2593.. 3255 

(AP001278) EST C98429(E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



48627 

103592 

1 

OJ991202_09.0421.C4.ol.np 
1 

7106512 



Seq. ID OJ991202_09.0421.C4 
Strand 

End 2782 

Method AAT/NAP 

End 2189 

Score 1253 



1..514, 672. .2057, 2130. .2189 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 



50406 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


48627 Seq. ID 


OJ991202_09.0421. 


C4 


Gene No. 


103592 Strand 


- 




Start 


1 End 


2782 




Name 


OJ991202 09.0421.C4.ol.gs Method 


GEN SCAN 




Start 


47 End 


2782 




GI 


none Score 


.9 




Exons 


47. .338, 974. .1235, 1391. .1634, 1997.. 


2057, 2598.. 2782 




Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 


C5 


Gene No . 


103593 Strand 


+ 




Start 


1 End 


1120 




Name 


OJ991202 09.0421.C5.ol.np Method 


AAT/NAP 




Start 


1 End 


1117 




GI 


6983860 Score 


1892 




Exons 


1. .1117 






GI Descrip. 


(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 






Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 


C5 


Gene No. 


103593 Strand 


+ 




Start 


1 End 


1120 




Name 


OJ991202 09.0421.C5.ol.gs Method 


GEN SCAN 




Start 


284 End 


1120 




GI 


none Score 


.81 




Exons 


284. .1120 






Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 


C5 


Gene No. 


103594 Strand 


+ 




Start 


4 638 End 


5426 




Name 


OJ991202 09,0421. C5.o2.np Method 


AAT/NAP 




Start 


4 638 End 


5426 




GI 


6983861 Score 


1327 




Exons 


4638. .5426 






GI Descrip. 


(AP001168) Similar to gypsy-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) [Oryza sativa] 




Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 




Gene No. 


103595 Strand 


+ 




Start 


5854 End 


6644 




Name 


OJ991202 09-0421. C5.o3.np Method 


AAT/NAP 




Start 


5854 End 


6644 




GI 


5042447 Score 


1000 




Exons 


5854. .6644 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 


C5 


Gene No. 


103596 Strand 






Start 


1384 End 


2259 




Name 


OJ991202 09.0421.C5.o3.tm Method 


TBLASTX: Maize 




Start 


1 End 


244 




GI 


none Score 


321 




Exons 


1. .240, 2. .244 






Seq. No. 


48628 Seq. ID 


OJ991202_09.0421. 


C5 


Gene No. 


103596 - Strand 







50407 




Start 


1384 


End 


2259 




Name 


OJ991202 09.0421.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


113. 


End 


739 




GI 


none 


Score 


723 




Exons 


113. .739, 172. .618, 679. .738 








Seq. No. 


48628 


Seq. ID 


OJ991202JD9.0421 


.C5 


Gene No. 


103596 


Strand 






Start 


1384 


End 


2259 




Name 


OJ991202 09.0421.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


292 


End 


877 




GI 


none 


Score 


229 




Exons 


292. .447, 293. .454, 451. .615, 


452. .877 


, 679.". 876 




Seq. No. 


48628 


Seq. ID 


OJ991202_09.0421 


,C5 


Gene No. 


103596 


Strand 






Start 


1384 


End 


2259 




Name 


OJ991202 09.0421.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


739 


End 


1072 




GI 


none 


Score 


314 




Exons 


739.. 1020, 740.. 1072 








Seq. No. 


48628- 


Seq. ID 


OJ991202_09.0421 


.C5 


Gene No. 


103596 


Strand 






Start 


1384 


End 


2259 




Name 


OJ991202 09.0421.C5.o2.gs 


Method 


GENSCAN 




Start 


1384 


End 


2259 




GI 


none 


Score 


.83 




Exons 


1384. .2259 








Seq. No. 


48628 


Seq. ID 


OJ991202_09.0421 


.C5 


Gene No. 


103597 


Strand 






Start 


5880 


End 


6185 




Name 


OJ991202 09.0421.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


5880 


End 


6185 




GI 


none 


Score 


120 




Exons 


5880.. 6020, 5939.. 6007, 6069. 


.6185, 6107. .6184 




Seq. No. 


48628 


Seq. ID 


OJ991202_09.0421 


.C5 


Gene No. 


103598 


Strand 






Start 


6188 


End 


6629 




Name 


OJ991202 09.0421.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6188 


End 


6629 




GI 


none 


Score 


510 




Exons 


6188. .6628, 6189. .6629 








Seq. No. 


48628 


Seq. ID 


OJ991202_09.0421 


.C5 


Gene No. 


103598 


Strand 






Start 


6188 


End 


6629 




Name 


OJ991202 09.0421.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


6198 


End 


6490 




GI 


none 


Score 


332 




Exons 


6198.. 6488, 6200.. 6490 








Seq. No. 


48628 


Seq. ID 


OJ991202_09.0421 


.C5 


Gene No. 


103598 


Strand 






Start 


6188 


End 


6629 





50408 



Name 

Start 

GI 

Exons 



OJ991202_09.0421.C5.ol.ts Method 

6225 End 

none Score 
6225. .6539 



TBLASTX : Soybean 

6539 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48629 

103599 

461 

OJ991202_09.0421.C6.ol..gs 

461 

none 

461. .679, 1810. .1867 

48629 

103600 

13068 

OJ991202_09.0421.C6.o4.gs 

13068 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_09.0421.C6 
+ 

1867 
GENSCAN 
1867 
.8 



OJ991202_09.0421.C6 
+ 

13965 
GENSCAN 
13965 
.52 



13068. .13401, 13460. .13597, 13646.. 13965 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 09. 0421. C6 



48629 
103601 
3748 

OJ991202_09.0421.C6.ol.np 
2729 
6729489 

2729. .2849, 3810. .4402, 4497. .5800, 6784. .6877 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 

thaliana] 



15692 
AAT/NAP 
6877 
736 



48629 

103601 

3748 

OJ991202_09.0421.C6.o2.gs 

3748 

none 



Seq. ID OJ991202_09.0421.C6 
Strand 

End 15692 

Method GENSCAN 

End 8197 

Score .8 



3748. .4402, 4497. .6041, 7178. .7276, 7724. .7918, 8109. .8197 



^ Seq. No. 


48629 


Seq. ID 


OJ991202_09.0421.C6 


Q Gene No. 


103601 


Strand 




Start 


3748 


End 


15692 


. Name 


OJ991202 09-0421. C6.o2.np 


Method 


AAT/NAP 


Start 


5120 


End 


5848 


GI 


7442134 


Score 


235 


Exons 


5120. .5848 






GI Descrip. 


agglutinin (WBA I) - winged 


bean (fragment) 


Seq. No. 


48629 


Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103601 


Strand 




Start 


3748 


End 


15692 


Name 


OJ991202 09.0421.C6.o5.np 


Method 


AAT/NAP 


Start 


5363 


End 


14877 


GI 


5430769 


Score 


429 


Exons 


5363.. 5546, 9636.. 10262, 10360 .. 10732 , 


10807. .11329, 




11522. .11597, 14204. .14360, 


14690. .14877 


GI Descrip. 


(AC007504) Similar to somatic embryogenesis receptor-like kinase 



50409 



[Arabidopsis thaliana] 



Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103601 




Strand 




Start 


3748 




End 


15692 


Name 


OJ991202 09.0421.C6.o3.gs 




Method 


GENSCAN 


Start 


9593 




End 


11785 


GI 


none 




Score 


.76 


Exons 


9593.. 10262, 10360 .. 10568 , 


10610. .11785 


Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103601 




Strand 




Start 


3748 




End 


15692 


Name 


OJ991202 09.0421.C6.o3.np 




Method 


AAT/NAP 


Start 


9686 




End 


11764 


GI 


1418331 




Score 


699 


Exons 


9686.. 10262, 10360 .. 10737, 


107 92. .10961, 10992. .117 64 


GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana 


Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103601 




Strand 




Start 


3748 




End 


15692 


Name 


OJ991202 09.0421.C6.o4.np 




Method 


AAT/NAP 


Start 


10944 




End 


11784 


GI 


2204242 




Score 


251 


Exons 


10944. .11784 








GI Descrip. 


(Z69999) lectin 3 [Phaseolus 


lunatus] 




Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103601 




Strand 




Start 


3748 




End 


15692 


Name 


OJ991202 09.0421.C6.o5.gs 




Method 


GENSCAN 


Start 


14065 




End 


15692 


GI 


none 




Score 


.69 


Exons 


14065. .14127, 14199. .14344 


, 14631. .14789, 14853 .. 14 983, 




14988. .15412, 15438.. 15692 








Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103602 




Strand 




Start 


16012 




End 


16332 


Name 


OJ991202 09.0421.C6.ol.tm 




Method 


TBLASTX: Maize 


Start 


3823 




End 


10448 


GI 


none 




Score 


65 


Exons 


3823.. 4056, 3836. .4054, 3871. 


.4056, 4042. .4155, 4093. .4221, 




4094. .4210, 4243. .4425, 4244. 


.4330, 4493. .4585, 9683. .9916, 




9731.. 9916, 9942. .10070, 9953 


. .10081, 


10103. .10225, 




10103. .10264, 10350.. 10448 








Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421.C6 


Gene No. 


103602 




Strand 




Start 


16012 




End 


16332 


Name 


OJ991202 09.0421.C6.ol.tc 




Method 


TBLASTX: Cress 


Start 


3853 




End 


11365 


GI 


none 




Score 


90 


Exons 


3853. .4062, 4084. .4221, 4094. 


.4210, 4225. .4404, 4243. .4407, 




4529. .4693, 4688. .4873, 5144. 


.5254, 5378. .5503, 9713. .9937, 




9953. .10081, 9954. .10085, 


10085. .10264 


, 10103. .10267, 



50410 



10392. .10550, 10551. .10655, 11006 .. 11116, 11240.. 11365 



Seq. No. 48629 

Gene No. 103602 

Start 16012 

Name OJ991202_09 . 0421 . C6. ol . tw 

Start 4090 

GI none 
Exons 



Seq. ID OJ991202_09.0421.C6 
Strand 

End 16332 

Method TBLASTX : Wheat 

End 10264 

Score 87 

4090. .4209, 4094. .4210, 4252. .4404, 4262. .4330, 9950. .10069, 
9954. .10070, 10112. .10264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48629 

103602 

16012 

OJ991202_09-0421.C6.ol.ts 

4132 

none 



Seq. ID OJ991202_09.0421.C6 
Strand 

End 16332 

Method TBLASTX : Soybean 

End 10622 

Score 75 

4132. .4221, 4243. .4407, 4243. .4407, 4488. .4607, 4496. .4693, 

4703. .4759, 9992. .10081, 10103 .. 10267 , 10103 .. 10267 , 
10350. .10550, 10566.. 10622 



Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421 


.C6 


Gene No. 


103602 




Strand 






Start 


16012 




End 


16332 




Name 


OJ991202 09.0421 


C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


4592 




End 


10.632 




GI 


none 




Score 


111 




Exons 


4592.. 4690, 4593 


.4682, 4725 


..4820, 4736. .4837, 10455.. 


10505, 




10455. .10553, 10456. . 10545, 


10588. .10632, 10599.. 10631 




Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421 


.C6 


Gene No. 


103602 




Strand 






Start 


16012 




End 


16332 




Name 


OJ991202 :09.0421 


C6.o2. ts 


Method 


TBLASTX : Soybean 




Start 


5135 




End 


11644 




GI 


none 




Score 


104 




Exons 


5135.. 5173,. 5183 


.5326, 5357 


..5497, 5573. .5611, 5606. .5722, 




10994. .11035, 11045. .11188, 


11219. .11359, 11435. .11473, 






11468. .11644 










Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421 


.C6 


Gene No. 


103602 




Strand 






Start 


16012 




End 


16332 




Name 


OJ991202 09.0421 


C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


5285 




End 


11341 




GI 


none 




Score 


131 




Exons 


5285. .5479, 5325 


.5474, 11147. .11341, 


11154 . .11336 




Seq. No. 


48629 




Seq. ID 


OJ991202_09.0421 


.C6 


Gene No. 


103602 




Strand 






Start 


16012 




End 


16332 




Name 


OJ991202 09.0421 


C6.o6.gs 


Method 


GENSCAN 




Start 


16012 




End 


16332 




GI 


none 




Score 


.73 




Exons 


16012. .16332 










Seq. No. 


48630 




Seq. ID 


OJ991202_09.0421 


.C7 



50411 





Gene No. 




Strand 


+ 




Start 


6554 


End 


10955 




Name 


OJ991202 09.0421.C7.ol.gp 


Method 


AAT/GAP 




Start 


6349 


End 


6792 




GI 


2428769 


Score 


830 




Exons 


6349. .6792 








Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 




Gene No . 


103600 


Strand 


+ 




Start 


6554 


End 


10955 




Name 


OJ991202 09.0421.C7.o3.gs 


Method 


GENSCAN 




Start 


6554 


End 


10955 




GI 


none 


Score 


.75 




Exons 


6554.. 10805, 10822.. 10955 








Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103603 


Strand 


+ 




Start 


6554 


End 


10955 




Name 


OJ991202 09.0421.C7.ol.np 


Method 


AAT/NAP 




btart 


6665 


End 


10828 




GI 


7228446 


Score 


2987 




Exons 


6665. .7254, 7288. .8940, 9004. 


.9873, 9961. .10828 




GI Descrip. 


(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 


fj 




F9013 genomic sequence, putative retroelement pol polyprotei 


i 1 




(AC006248) [Oryza sativa] 








Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 


ry 


Gene No. 


103604 


Strand 


+ 


M 


Start 


11100 


End 


11591 


Lii 


Name 


OJ991202 09.0421.C7.o2.gp 


Method 


AAT/GAP 




Start 


11100 


End 


11591 




GI 


2428769 


Score 


309 


i ^ 

s 


Exons 


11100. .11265, 11556. .11591 








Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 




Gene No . 


103605 


Strand 






Start 


5096 


End 


6064 




Name 


OJ991202 09.0421.C7.o2.gs 


Method 


GENSCAN 




Start 


5096 


End 


6064 




GI 


none 


Score 


.89 


[ 1 


Exons 


5096. .6064 








Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 


Strand 






Start 


9761 


End 


11621 




Name 


OJ991202 09.0421.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


4420 


End 


5197 




GI 


none 


Score 


65 




Exons 


4420. .4641, 4456. .4632, 4667. 


.4795, 4675. .4806, 4823.. 4900, 






4828. .4956, 4828. .5004, 5102. 


.5197 






Seq. No. 


48630 


Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 


Strand 






Start 


9761 


End 


11621 




Name 


OJ991202 09.0421.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


4438 


End 


5752 




GI 


none 


Score 


89 



50412 






Exons 


4438. .4647, 


4678 


. .4806, 


4679. 


.4810, 4810. .5004, 4825.-4986, 






5135. .5293, 


5294 


. .5479, 


5651. 


.5752, 5652.. 5720 




Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4717 








End 


5365 




GI 


none 








Score 


63 




Exons 


4717. .4806, 


4808 


. .4900, 


. 4828. 


.5004, 5094.. 5213, 5099. .5293, 






5309. .5365 














Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4762 








End 


5266 




GI 


none 








Score 


86 




Exons 


4762. .5004, 


5117 


. .5266 










Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 


s. * 


Name 


OJ991202 09. 


0421 


.C7.o9. 


tm 


Method 


TBLASTX: Maize 


- ^ 


Start 


5198 








End 


5443 




GI 


none 








Score 


112 


Eil 

i u 


Exons 


5198. .5296, 


5199 


. .5288, 


5328. 


.5423, 5342. .5443 


is* 


Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 


: : s 


Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


6549 








End 


6834 


= 


GI 


none 








Score 


55 


~ Bft 

'■s. = 


Exons 


6549. .6590, 


6617 


. .6832, 


6622. 


.6834 






Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 




%3 


Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 


C3 


Start 


6728 








End 


7123 




GI 


none 








Score 


229 




Exons 


6728. .7123, 


7001 


. .7099 










Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6848 








End 


7246 




GI 


none 








Score 


194 




Exons 


6848. .7051, 


6853 


. .7047, 


6860. 


.7057, 7063.. 7152, 7064. .7174, 






7154. .7246 














Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 




Gene No. 


103606 








Strand 






Start 


9761 








End 


11621 




Name 


OJ991202 09. 


0421 


.C7 .06. 


tm 


Method 


TBLASTX: Maize 



50413 




Start 


7648 








End 


8059 


GI 


none 








Score 


204 


Exons 


7648. .7824, 


7649. 


.7867, 


7928. 


.8059 




Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 


Gene No. 


103606 








Strand 




Start 


9761 








End 


11621 


Name 


OJ991202 09. 


0421. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7669 








End 


8125 


GI 


none 








Score 


176 


Exons 


7669.-7872, 


7670. 


.7915, 


7931. 


.8038, 8039. .8125 


Seq. No. 


48630 








Seq. lu 


A TQQ1 OOO nn r\ a o i r*n 


Gene No. 


i r\ o c r\ c 

103606 








btrana 




Start 


9761 








Ena 


I i C)i 

I I oZ 1 


Name 


OJ991202 09. 


0421. 


C7.o5. 


ts 


Method 


i dLAo i a : boyoean 


Start 


8063 








Ena 




GI 


none 








Score 


245 


Exons 


8063. .8392, 


8104. 


.8256, 


8159. 


.8239 




Seq. No. 


48630 








Seq. ID 


ojyyizUz uy.u4zi.c/ 


Gene No. 


103606 








Strand 




Start 


9761 








T-l ^ J 

End 


I 1 CO 1 

I I oZ 1 


Name 


OJ991202 09. 


0421. 


C7.ol. 


tw 


Method 


TBLASTX : Wneat 


Start 


8198 








T-l _] 

End 


q n a a 
o / o4 


GI ■ 


none 








Score 


356 


Exons 


8198. .8659, 


8200. 


.8652, 


8663. 


.8764 




Seq. No. 


48630 








Seq. ID 


ojyyizuz uy.u4^i.c/ 


Gene No. 


103606 








Strand 




Start 


9761 








End 


1 1 bZ 1 


Name 


OJ991202 09. 


0421. 


C7.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


8405 








End 


o o o n 


GI 


none 








Score 


389 


Exons 


8405. .8746, 


8416. 


.8745, 


8768. 


.8830 




Seq. No. 


48630 








Seq. ID 


ojyyizO^ uy.u4zi.c/ 


Gene No . 


, 103606 








Strand 




Start 


9761 








End 


11 621 


Name 


OJ991202 09. 


0421. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8432 








End 


8932 


GI 


none 








Score 


420 


Exons 


8432. .8932, 


8440. 


.8727 








Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 


Gene No. 


103606 








Strand 




Start 


9761 








End 


11621 


Name 


OJ991202 09. 


0421. 


C7.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8447 








End 


8896 


GI 


none 








Score 


310 


Exons 


8447. .8896, 


8450. 


.8614, 


8557. 


.8727 




Seq. No. 


48630 








Seq. ID 


OJ991202_09.0421.C7 


Gene No. 


103606 








Strand 




Start 


9761 








End 


11621 


Name 


OJ991202 09. 


0421. 


C7 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


9287 








End 


9796 



50414 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
H Start 

It GI 
V* Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
s GI 

□ Exons 

^ Seq. No. 

: ~ Gene No. 

□ Start 
"j Name 
^ Start 
" GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509260 Score 
9287.. 9796, 9340.. 9582, 9619.. 9795 



48630 Seq. ID 

103606 Strand 

9761 End 

OJ991202_09 . 0421 . C7 . o3 . tm Method 

9326 End 

none Score 
9326. .9640, 9332. .9541, 9340. .9639 

48630 Seq. ID 

103606 Strand 

9761 End 

OJ991202_09.0421.C7.o4 .tc Method 

9418 End 

none Score 
9418. .9660, 9419. .9679 

48630 Seq. ID 

103606 Strand 

9761 End 

OJ991202_09 . 042 1 . C7 . o2 . tw Method 

94 60 End 

none Score 
9460.. 9801, 9461.. 9805, 9605.. 

48630 Seq. ID 

103606 Strand 

9761 End 

OJ991202_09 . 0421 . C7 . o7 . tm Method 

9641 End 

none Score 
9641. .9994, 9643. .9897 

48630 Seq. ID 

103606 Strand ' 

9761 End 

OJ991202_09 . 0421 . C7 . o2 . np Method 

9761 End 

3183533 Score 
9761.. 9836, 11295.. 11621 
LECTIN PRECURSOR 

48630 Seq. ID 

103606 Strand 

9761 End 

OJ991202_09 . 0421 . C7 . o4 . tm Method 

10109 End 

none Score 
10109. .10495, 10117. .10488 



412 



OJ991202_09.0421.C7 
11621 

TBLASTX: Maize 

9640 

380 



OJ991202_09.0421.C7 
11621 

TBLASTX: Cress 

9679 

267 



OJ991202_09.0421.C7 
11621 

TBLASTX: Wheat 

10000 

314 



9805, 9791.. 10000 



Seq. No. 48630 Seq. ID 

Gene No. 103606 Strand 

Start 9761 End 

Name OJ991202 09 . 0421 . C7 . ol . tc Method 



OJ991202_09.0421.C7 
11621 

TBLASTX: Maize 

9994 

213 



OJ991202_09.0421.C7 

11621 
AAT/NAP 
11621 
153 



OJ991202_09.0421.C7 
11621 

TBLASTX: Maize 

10495 

349 



OJ991202_09.0421.C7 
11621 

TBLASTX: Cress 



50415 



'i 3 



Start 10148 

GI none 

Exons 10148. .10429, 10148 .. 1024 9, 
10559. .10810, 10594.. 10719 

Seq. No. 48630 

Gene No. 103606 

Start 9761 

Name OJ991202_09. 0421.C7.o4 .ts 

Start 10169 

GI none 

Exons 10169. .10330, 10198 .. 10296, 
10559. .10819, 10630. .10818 

Seq. No. 48630 

Gene No. 103606 

Start 9761 

Name OJ991202_09 . 0421 . C7 . 06 . tw 

Start 10337 

GI none 

Exons 10337. .10495, 10361 .. 10540, 

Seq. No. 48630 

Gene No. 103606 

Start 9761 

Name OJ9912.02_0 9 . 04-2 1 . C7 . olO . tm 

Start 10559 -*' v - 

GI none 

Exons 10559. .10780, 10567.. 10704 

Seq. No. 48630 

Gene No. 103606 

Start 9761 

Name OJ991202_09 . 042 1 . C7 . o4 . gs 

Start 11142 

GI none 

Exons 11142. .11621 



End 10810 
Score 251 
10.306. .10416, 10445. .10495, 



Seq. ID OJ991202_09.0421.C7 
Strand 

End 11621 

Method TBLASTX : Soybean 

End 10819 

Score 131 
10343. .10495, 10442. .10741, 



Seq. ID OJ991202_09.0421.C7 
Strand 

End 11621 

Method TBLASTX : Wheat 

End 10780 

Score 113 
10586. .10780, 10588. .10779 

Seq. ID OJ991202_09.0421.C7 
Strand 

End 11621 

Method TBLASTX : Maize 

End 10780 

Score 182 



Seq. ID OJ991202_09.0421.C7 
Strand 

End 11621 

Method GENSCAN 

End 11621 

Score .95 



C3 



Seq. No. 48631 

Gene No. 103607 

Start 503 

Name OJ991202_09 . 0421 . C9 . ol .gs 

Start 503 

GI none 

Exons 503. .657, 1049. .1313, 1407. .1568, 1598. .1691, 1788. .2123, 
2141. .2166 



Seq. ID OJ991202_09.0421.C9 
Strand 

End 2170 

Method GENSCAN 

End 2166 

Score .43 



Seq. No. 48631 

Gene No. 103607 

Start 503 

Name OJ991202_09 . 0421 .C9. ol .np 

Start 961 

GI 6729489 

Exons 961.. 1691, 1788.. 2170 

GI Descrip. (AL132966) receptor lectin 
thaliana] 



Seq. ID OJ991202_09.0421.C9 
Strand 

End 2170 

Method AAT/NAP 

End 2170 

Score 641 

kinase-like protein [Arabidopsis 



50416 



Seq; 'No^' 
Gene No . ' , 
'Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48631, " r - ; 

103607' 
503 

OJ991202_09.0421.C9.ol.tm 

1152 

none 



: Seqi ID Oj991202_09:;0421^C9 

Strand - ; 

End 2170 

Method TBLASTX: Maize 

End 2108 

Score 84 



1152. .1295, 1332. .1511, 1396. .1524, 1571. .1714, 1817. .2014, 
2024.. 2107, 2031.. 2108 



48631 

103607 

503 

OJ991202_09.0421.C9.ol.ts 

1164 

none 



Seq. ID OJ991202_09.0421.C9 
Strand 

End 2170 

Method TBLASTX : Soybean 

End 2135 

Score 90 



1164. .1274, 1392. .1511, 1539. .1580, 1583. .1693, 1814. .2131, 
2025. .2135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fy Seq. No. 

Gene No. 

Start 
^ Name 
W Start 

ru gi 

= Exons 

Seq. No. 
^ Gene No. 
f A Start 
%1 Name 
f3 Start 

~~ Exons 

GI Descrip. 



48631 

103607 

503 

OJ991202_09.0421.C9.ol.tc 

1167 

none 



Seq. ID OJ991202_09.0421.C9 
Strand 

End 2170 

Method TBLASTX : Cress 

End 2161 

Score 63 



1167. .1352, 1185. .1361, 1389. .1511, 1396. .1515, 1533. .1580, 
1569. .1694, 1574. .1696, 1574. .1693, 1820. .2161 



48631 

103607 

503 

OJ991202_09.0421.C9.ol.tw 

1598 

none 



Seq. ID OJ991202_09.042L.C9 
Strand 

End 2170 

Method TBLASTX : Wheat 

End 2014 

Score 57 



1598. .1708, 1778. .2014, 1847. .1930 



48632 

103608 

1 

OJ991202_09. 0421. C10. ol.np 
1 

6466937 



Seq. ID OJ991202__09. 0421. C10 
Strand 

End 9125 

Method AAT/NAP 

End 5886 

Score 2422 



1..3740, 3786.-4246, 5243. .5361, 5818. .5886 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



48632 

103608 

1 

OJ991202_09. 0421. C10. o4.tm 
8 

none 



Seq. ID OJ991202J39. 0421. C10 
Strand 

End 9125 

Method TBLASTX: Maize 

End 625 

Score 63 



8. .229, 50. .184, 224. .625, 261. .524 



48632 

103608 

1 

OJ991202_09. 0421. C10. ol.gs 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method GENSCAN 



50417 




otar L. 


■ r/ .- • 

1^4 * I'---- n 






.. 


^/Erid-;-', 


t'- -91.25V -V ' 




j - * * none * 








Score' 


.59 ' ' - 


Exons 


I jl . • 1131, 


1 1 ftd 

J- X 0 4 . 


. X jjO , 


1411 

14 11. 


.2894, 2993. .3791, 3914. .4210, 




*± Z / j . .4 / 0 O , 


Jljj 


R71 £ 
. .0/10, 


61 A 


..6175, 7081. .7257, 8893. .9125 


Q oo« Mo 
Otit-J . LMU . 


A ft 6*39 








Seq. ID 


otaaiaaa ao a >i a i o> i a 
OJ9912U2 Uy.U421.C10 


Gene No. 


103608 








Strand 




Start 


1 








End 


A T A C 

912b 


Name 


OJ991202 09 


.0421 


.C10.o2 


• L W 


Method 


TBLASTX : Wneat 


Of ar f 


155 








End 


559 


fT 


none 








Score 


162 




155. .559, 276. .503 










A O ^ *D A 








Seq. ID 


OTAATAAA AA AilAT OTA 

OJ991202 0y.U421.C10 


Gene No. 


*i a -3 ^ a o 
103608 








Strand 




Start 


i 








End 


A 1 A C 

9 12o 


Name - 


otaaiaaa a a 

OJ991202 0 9 


A A A 1 

.0421 


.C10.O5 


. tw 


Method 


TBLASTX : Wneat 


uLdLL 


620 








End 


1012 


ul 


none 








Score 


111 




620 . . 1012, 


62 1 . . 


917 








Con Mo 
Octj. IN <J • 


A O C *D A 

48632 








Seq. ID 


OTAAIAAA AA AjIAT O "1 A 

OJ991202 09. 0421. C10 


Gene No. 


1 a t a o 

103608 








Strand 




Start 


1 








End 


A 1 A C 

912o 


Name 


o t a a i a a a on 

OJ991202 09 


A /I A 1 

.0421 


.ClO.ol 


. tm 


Method 


TBLjASTX : Maize 


olail 


630 








End 


1266 




none 








Score 


318 


Exons 


630 . . 1109, 


632 . . 


1108, 786.. 1109, 991.. 


1 1 A O 1 1 A O 1 A /" 

1128, 1108.. 1266 


oeq . no . 


48632 








Seq. ID 


O T A A 1 A A A AA A Jl A 1 O "1 A 

OJ991202 09. 0421. C10 


Gene No. 


1 a o /c a o 

103608 








Strand 




Start 


1 








End 


A T A C 

9125 


Name 


O T A A 1 a a a aa 

OJ991202 09 


. 0421 


.C10.o2 


.ts 


Method 


TBLASTX: Soybean 


OLdl U 


860 








End 


1242 


p.T 
ox 


none 








Score 


91 


Exons 


O /" A 1 1 A A 

860 . . 1108, 


951 . . 


1109, 1108.. 


1242 




oeq. no. 


48632 








Seq. ID 


O TAA1AAA AA A>IAT O 1 A 

OJ991202 09. 0421. C10 


Gene No. 










Strand 




Start 


1 








End 


A 1 A C 

9125 


Name 


OJ991202 09 


.0421 


.C10.o4 


.tw 


Method 


TBLASTX : Wheat 


OLait. 


1108 








End 


1512 


ot 
ul 


none 








Score 


68 


Exons 


1108. .1512, 


1109 


. .1333, 


1201 


. .1335 




Cnn Mo 

oeq. wo. 


48632 








Seq. ID 


OJ991202 09.0421. C10 


Gene No. 


103608 








Strand 




Start 


1 








End 


9125 


Name 


OJ991202 09 


.0421 


.ClO.oS 


. tm 


Method 


TBLASTX: Maize 


OLaiL 


1267 








End 


1692 


C T 


none 








Score 


138 


Exons 


1267. .1497, 


1522 


. .1692, 


1523 


. .1690 




Seq. No. 


48632 








Seq. ID 


OJ991202J39. 0421. C10 


Gene No. 


103608 








Strand 




Start 


1 








End 


9125 


Name 


OJ991202 09 


.0421 


.C10.o4 


.ts 


Method 


TBLASTX : Soybean 



50418 



Start.. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

1678. .1935, 



1784. .1900 



48632 

103608 

1 

OJ991202_09.0421, 

1693 

none 

1693. .2214, 1700, 



48632 

103608 

1 

OJ991202_09, 

1843 

none 

1843. .2244, 



C10.o2.tm 
.1900, 1702. 



48632 

103608 

1 

OJ991202_09. 

1972 

none 

1972. .2316, 

48632 

103608 

1 

OJ991202_09, 

2239 

none 

2239. .2718, 

48632 

103608 

1 

OJ991202_09, 

2293 

none 

2293. .2775, 

48632 

103608 

1 

OJ991202_09. 

2323 

none 

2323. .2646 

48632 

103608 

1 

OJ991202_09. 
2425 



0421. C10. o3.tw 



2021. .2212 



0421. C10. ol.ts 



2030. .2311 



0421. C10. o3.tm 



:End" • 1935 ' 
Score 71 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Mai ze 

End 2215 

Score 110 
.2211, 1967.. 2215 

Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Wheat 

End 2244 

Score 96 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Soybean 

End 2316 

Score 122 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Mai ze 

End 2718 

Score 125 



2240. .2446, 2272. .2682, 2477. .2707 



0421. C10. ol.tw 



2351. .2680 



0421. C10. ol.tc 



0421. C10. o3.ts 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Wheat 

End 2775 

Score 167 



Seq. ID OJ991202JD9. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Cress 

End 2 64 6 

Score 196 



Seq. ID OJ991202_09. 0421. C10 
Strand 

End 9125 

Method TBLASTX : Soybean 

End 2739 



50419 






none .*:-■ ;:■ * - ■ '.•■'**.'- 




Score 


236/H - . '•; 


Exons 


2425. .2739' - 








Seq. No. 


48632 




Seq. ID 


OJ991202_09. 04 21. C10 


Gene No. 


103608 




Strand 




Start 


1 




End 


9125 


Name 


OJ991202 09. 0421. CIO. 06 


.tm 


Method 


TBLASTX: Maize 


Start 


2764 




End 


3600 


GI 


none 




Score 


67 


Exons 


2764. .2856, 2982. .3071, 


3156. 


.3401, 3468.-3599, 3474. .3575, 




3487. .3600 








Seq. No. 


48632 




Seq. ID 


OJ991202_09. 0421. C10 


Gene No. 


103608 




Strand 




Start 


1 




End 


9125 


Name 


OJ991202 09. 0421. C10. o3 


.np 


Method 


AAT/NAP 


Start 


3810 




End 


5576 


GI 


951112 




Score 


125 


Exons 


3810.. 3872, 5222.. 5576 








GI Descrip. 


(U22470) galactose-binding lectin precursor [Arachis hypogaea] 


Seq. No. 


48633 




Seq. ID 


OJ991202_09.0421.C11 


Gene No . 


103609 




Strand 


+ 


Start 


1112 




End 


3199 


Name 


OJ991202 09.0421.Cll.ol 


. gs 


Method 


GENSCAN 


Start 


1112 




End 


3075 


GI 


none 




Score 


.42 


Exons 


1112. .1279, 1670. .1996, 


2083. 


.2213, 2452.. 2786, 2888.. 3075 


Seq. No. 


48633 




Seq. ID 


OJ991202_09.0421.C11 


Gene No. 


103609 




Strand 


+ 


Start 


1112 




End 


3199 


Name 


OJ991202 09.0421.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1112 




End 


3199 


GI 


6691716 




Score 


1787 


Exons 


1112. .2000, 2198.. 2375, 


2452. 


.2554, 2631.. 2809, 2887.. 3075, 




3150. .3199 








GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi I 6691717 | db j IBAA89397 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


48633 




Seq. ID 


OJ991202_09.0421.C11 


Gene jjo . 


103609 




Strand 


+ 


Start 


1112 




End 


3199 


Name 


OJ991202 09.0421.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1208 




End 


1519 


GI 


none 




Score 


212 


Exons 


1208.. 1519, 1408.. 1485 








Seq. No. 


48634 




Seq. ID 


OJ991202_09.0421.C12 


Gene No. 


103610 




Strand 


+ 


Start 


34 




End 


499 


Name 


OJ991202 09.0421.C12.ol 


.np 


Method 


AAT/NAP 


Start 


34 


End 


496 


GI 


5902446 




Score 


600 


Exons 


34. .496 









GI Descrip. (AB030283) orf5 [Oryza sativa] 



50420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48634 Seq. ID 

103610 Strand 
34 End 
OJ991202_09 . 0421 . C12 . ol . gs Method 
48 End 
none Score 
48. .499 

48634 

103611 Strand 
7778 End 
OJ991202_09.0421.C12.o3.gs Method 
7778 End 
none Score 
7778. .7989, 8166. .8272, 9128. .9235, 9282. .9301 



OJ99i202_09.042l.C12 
+ 

499 

GENSCAN 
499 
1 



Seq. ID OJ991202_09.0421.C12 
+ 

9301 
GENSCAN 
9301 
.75 



Seq. No. 
Gene No. 
Start 
Name 
Start 

£3 GI 
Exons 

w 

Seq. No. 
[[J Gene No. 
fj Start 
[j Name 
?i Start 
If GI 
> ^ Exons 



48634 Seq. ID 

103612 Strand 

830 End 

OJ991202_09.0421.C12.o2.gs Method 

830 End 

none Score 



OJ991202_09.0421.C12 

6953 
GENSCAN 
6953 
.58 



830. .2016, 2188. .2768, 2841. .3911, 4075. .4548, 4681. .6953 



48634 Seq. ID 

103612 Strand 

830 End 
OJ991202JD9 . 0421 . C12 . o2 . tw Method 

842 End 

none Score 

842. .973, 965. .1456, 1167. .1295, 1280. 



OJ991202_09.0421.C12 
6953 

TBLASTX: Wheat 

1456 

95 

.1306, 1347.. 1436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48634 Seq. ID OJ991202_09 . 0421 . C12 

103612 Strand 

830 End 6953 

OJ991202_09.0421.C12.o2.np Method AAT/NAP 

866 End 6953 

5922631 Score 6761 

866. .3393, 4000. .4927, 5054. .5205, 5248. .5819, 5865. .6067, 

6326.. 6570, 6829.. 6953 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48634 

103612 

830 

OJ991202_09.0421.C12.o4 .tm 

881 

none 



Seq. ID OJ991202_09.0421.C12 
Strand 
End 

Method 
End 
Score 



6953 

TBLASTX: Maize 

1144 

96 



881. .982, 882. .983, 900. .983, 962. .1144, 963. .1088 



50421 



Seq. No. 


48634 


* 






Set}. -ID 


OJ991202JD9.0421 


.C12 


Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202_09 


.0421. 


C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


1226 








End 


1499 




GI 


none 








Score 


49 




Exons 


1226. . 1312, 


1322. 


. 1405, 


1347. 


.1409, 1409. .1498,. 1410. .1499 


Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 


Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202_09 


.0421. 


C12.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1569 








End 


1960 




GI 


none 








Score 


46 




Exons 


1569. .1607, 


1571. 


. 1762, 


1571. 


.1957, 1647. .1958, 1799. .1960 


Seq. No. 


48634 








Seq. ID 


OJ991202 09 0421 




Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202_09 


.0421. 


C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1640 








End 


1964 




GI 


none 








Score 


262 




Exons 


1640. .1963, 


1641. 


.1964 










Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


. C12 


Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202_09 


.0421. 


C12.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2276 








End 


2698 




GI 


none 








Score 


212 




Exons 


2276. .2698, 


2352 . 


.2693 










Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 




Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202_09 


.0421. 


C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2319 








End 


2707 




GI 


none 








Score 


134 




Exons 


2319. .2567, 


2321. 


.2563, 


2603. 


.2707, 2613.. 2699 




Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 


Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name ■ 


OJ991202_09 


.0421. 


C12.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2372 








End 


2645 




GI 


none 








Score 


56 




Exons 


2372. .2470, 


2373. 


. 2456, 


2474 . 


.2644, 2475. .2645 




Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 


Gene No. 


103612 








Strand 






Start 


830 








End 


6953 




Name 


OJ991202 09, 


.0421. 


C12.o3, 


.tw 


Method 


TBLASTX: Wheat 






Z / J J 








End 


3173 




GI 


none 








Score 


97 




Exons 


2735. .3163, 


2754. 


.3173, 


2955. 


.3167 






Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 



50422 





Gene No. 










Strand 








Start 


830 








End 


6953 . 






Name 


OJ991202 09. 


0421. 


C12.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


2846 








End 


3263 






GI 


none 








Score 


169 






Exons 


2846. .2989, 


3006. 


.3251, 


3011. 


.3262, 3012.. 3263 






Seq. No. 


48634 








Seq. ID 


OJyylz02 09.0421 


.C12 




Gene no . 










Strand 








Start 


830 








End 


6953 






Name 


OJ991202 09. 


0421. 


C12.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


2933 








End 


3334 






GI 


none 








Score 


141 






Exons 


2933. .3334, 


2967. 


.3317, 


3020. 


.3322 








Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 




Gene No . 


1U Jolz 








Strand 








Start 


830 








End 


6953 






Name 


OJ991202 09. 


0421. 


C12.o7 


.tw 


Method 


TBLASTX: Wheat 






Start 


3209 








End 


3527 






GI 


none 








Score 


94 






Exons 


3209. .3526, 


3210. 


.3359, 


3212. 


.3523, 3429. .3527 




.= 25. 


Seq. No. 


48634 








Seq. ID 


OJ991202_09. 0421 


.C12 




Gene No . 


103612 








Strand 








Start 


830 








End 


6953 




Cri 


Name 


OJ991202 09. 


0421. 


C12.o2 


.tm 


Method 


TBLASTX: Maize 




r ^ ^ 


Start 


3497 








End 


3853 




?3 


GI 


none 








Score 


201 




1% 


Exons 


3497. .3853, 


3507. 


.3812 










% zjr 


Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


■ C12 




Gene No . 


lUoolz 








Strand 








Start 


830 








End 


6953 




f ^ 


Name 


OJ991202 09. 


0421. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 




i. 3 


Start 


3527 








End 


3983 






GI 


none 








Score 


280 






Exons 


3527. .3982, 


3528. 


.3983 












Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 




Gene No. 


1U JDlz 








Strand 








Start 


830 








End 


6953 






Name 


OJ991202 09. 


0421. 


C12.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


3578 








End 


3943 






GI 


none 








Score 


138 






Exons 


3578. .3712, 


3719. 


.3943 












Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 




Gene No. 


103612 








Strand 








Start 


830 








End 


6953 






Name 


OJ991202 09. 


0421. 


C12.o7 


.tm 


Method 


TBLASTX: Maize 






Start 


4176 








End 


4353 






GI 


none 








Score 


69 






Exons 


4176. .4352, 


4206. 


.4352, 


4207. 


.4353 








Seq. No. 


48634 








Seq. ID 


OJ991202_09.0421 


.C12 




Gene No. 


103612 








Strand 







50423 



•Start-: "*■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



830" ' • xrl- ; " . ■•End.V 
OJ991202_09 . 0421TC12 . 06 . tw Method 
4204 End 
none Score 
4204. .4440, 4206. .4436, 4485. .4661 



6953 

TBLASTX : Wheat ' 

4661 

165 



48634 

103612 

830 

OJ991202_09 . 0421 . C12 . 08 . tw 

5241 

none 

5241. .5642, 5374.. 5643 



Seq. ID OJ991202_09.0421.C12 
Strand 

End 6953 

Method TBLASTX : Wheat 

End 5643 

Score 124 ■ 



Seq. ID OJ991202_09.0421.C13 
Strand 

End 1489 

Method AAT/NAP 

End 1456 

Score 360 



48635 
103613 
1 

OJ991202_09.0421.C13.ol.np 
1 

7076798 
1..425, 489. .1456 

(AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



48635 

103613. 

1 

OJ991202_09.0421.C13.ol.tm 
63 

none 



Seq. ID OJ991202_09.0421.C13 
Strand 

End 1489 

Method TBLASTX : Mai ze 

End 4 04 

Score 79 



63. .173, 63. .155, 138. .257, 160. .249, 291. .404, 292. .387 



48635 

103613 

1 

OJ991202_09.0421.C13.ol.gs 
64 

none 



Seq. ID OJ991202_09.0421.C13 
Strand 

End 1489 

Method GENS CAN 

End 1489 

Score . 5 



64. .1226, 1250. .1428, 1480. .1489 



Seq. ID OJ991202_09.0421.C13 
Strand 

End 1489 

Method TBLASTX: Cress 

End 7 94 

Score 74 



Seq. ID OJ991202_09.0421.C13 
Strand 

End 1489 

Method TBLASTX : Soybean 

End 377 

Score 61 



48635 
103613 
1 

OJ991202_09.0421.C13.ol.tc 
96 

none 

96. .254, 255. .440, 681. .794 

48635 
103613 
1 

OJ991202_09,0421.C13.ol.ts 
99 

none 

99. .212, 99. .254, 249. .377, 310. .375 

48635 Seq. ID OJ991202_09 . 0421 . C13 
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Gene No. - 


103613 








St-rand 


- 




Start 


1 








End 


1489 




Name 


OJ991202 09 


.0421. 


C13.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


690 








End 


1387 




GI 


none 








Score 


61 




Exons 


690. .809, 919. .1020, 921. .1019, 1065. 


.1142, 1069. .1143, 






1208. .1285, 


1304. 


.1387 










Seq. No. 


48635 








Seq. ID 


OJ991202_09.0421 


.C13 


Gene No. 


1036.13 








Strand 






Start 


1 








End 


1489 




Name 


OJ991202 09 


.0421. 


C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


834 








End 


1028 




GI 


none 








Score 


58 




Exons 


834. .917, 834. .1028, 853. .1023, 981.. 


1028 




Seq. No. 


48 636 








Seq. ID 


OJ991202J)9.0421 


.C14 


Gene No. 


103614 








Strand 


+ 




Start 


36 








End 


212 




Name 


OJ991202 09 


.0421. 


C14.ol 


.gs 


Method 


GEN SCAN 




Start 


36 








End 


212 




GI 


none 








Score . 


.89 




Exons 


36. .212 














Seq. No. 


48636 








Seq. ID 


OJ991202J39.0421 


.C14 


Gene No. 


103615 








Strand 






Start 


1419 








End 


3912 




Name 


OJ991202 09 


.0421. 


C14.o2 


. gs 


Method 


GENSCAN 




Start 


1419 








End 


3574 




GI 


none 








Score 


.67 




Exons 


1419. .2875, 


2887. 


.3574 










Seq. No. 


48636 








Seq. ID 


OJ991202 09.0421 


.C14 


Gene No. 


103615 








Strand 


+ 




Start 


1419 








End 


3912 




Name 


OJ991202 09 


.0421. 


C14.ol 


.np 


Method 


AAT/NAP 




Start 


1974 








End 


3912 




GI 


7258382 








Score 


785 




Exons 


1974. .2605, 


2645. 


.3539, 


3833 


. .3912 






GI Descrip. 


(AL138650) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


48636 








Seq. ID 


OJ991202_09.0421 


.C14 


Gene No. 


103616 








Strand 






Start 


6027 








End 


6686 




Name 


OJ991202 09 


.0421. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2181 








End 


2600 




GI 


none 








Score 


43 




Exons 


2181. .2225, 


2268. 


.2351, 


2349 


..2525, 2351.. 2521, 2517.. 2600 


Seq. No. 


48636 








Seq. ID 


OJ991202_09.0421 


.C14 


Gene No. 


103616 








Strand 






Start 


6027 








End 


6686 




Name 


OJ991202 09 


0421. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2268 








End 


2774 




GI 


none 








Score 


105 




Exons 


2268. .2342, 


2283. 


.2348, 


2349 


..2597, 2354. .2572, 2619. .2774, 




2642. .2773 
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Seq. No. 


4oo3o 








Seq. ID 


OJ991202_09.0421.C14 




Gene No. 


103616 








Strand 






Start 


6027 








End 


6686 




Name 


OJ991202 09. 


0421 


.C14.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2706 








End 


3043 




GI 


none 








Score 


89 




Exons 


2706. .2774, 


2708 


. .2773, 


2779 


..284.1, 2783. .3043, 2954 . .3007 




Seq. No. 


A O C "3 C 








Seq. ID 


OJ991202_09.0421.C14 




Gene No. 


103616 








Strand 






Start 


6027 








End 


6686 




Name 


OJ991202 09. 


0421 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2792 








End 


6668 




GI 


none 








Score 


205 




Exons 


2792. .3019, 


2792 


. .2998, 


3038 


..3121, 3084.. 3215, 6585.. 6668 




Seq. No. 


A O C"5 a 

4 obJb 








Seq. ID 


OJ991202_09.0421.C14 




Gene No. 


103616 








Strand 






Start 


6027 








End 


6686 




Name 


OJ991202 09. 


0421 


.C14.o3 


.gs 


Method 


GEN SCAN 




Start . 


6027 








End 


6620 




GI 


none 








Score 


1 


™if 


Exons 


6027. .6620 












X 85. 


Seq. No. 


48636 








- Seq. ID 


OJ991202_09.0421.C14 


s ; s 


Gene No. 


103616 








Strand 




fit 


Start 


6027 








End 


6686 




Name 


OJ991202 09. 


0421 


.C14 .o2 


.np 


Method 


AAT/NAP 


3 : s 


Start 


6117 








End 


6686 




GI 


3928084 








Score 


211 


? 


Exons 


6117. .6686 












: id 1 


GI Descrip. 


(AC005770) putative retroelement pol polyprotein [Arabidopsis 


3 

f: a 




thaliana] 














Seq. No. 


48637 








Seq. ID 


OJ991202_09.0421.C15 


Li 


Gene No. 


103617 








Strand 


+ 




Start 


3562 








End 


11707 


\si 


Name 


OJ991202 09. 


0421 


.C15.o2 


. gs 


Method 


GENSCAN 


L -J 


Start 


3562 








End 


11452 




GI 


none 








Score 


.75 




Exons 


3562. .3667, 


4019 


. .4151, 


4973 


..5069, 8180.. 8280, 8496.. 8533, 






8667. .8690, 


8806 


. .8906, 


9194 


..9309, 9333.. 9501, 10102 .. 10248 , 






10332. .10392 


, 10475. .10572, 


10997. .11139, 11369.. 11452 




Seq. No. 


48637 








Seq. ID 


OJ991202_09.0421.C15 




Gene No. 


103617 








Strand 


+ 




Start 


3562 








End 


11707 




Name 


OJ991202 09. 


0421 


.CIS.ol 


• gp 


Method 


AAT/GAP 




Start 


8374 








End 


11630 




GI 


348 1.R1084 








Score 


1908 




Exons 


8374. .8533, 


8667 


. .8690;" 


"8806 


..8906, 9194.. 9309, 9402.. 9501, 



10102. .10248, 10332. .10392, 10475 .. 10572 , 10997 .. 11139, 
11369. .11452, 11580.. 11630 
GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



50426 



Seq. t^D; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



■48637V ..- ' Seq.;. ID OJ991202 09.0421'.C15 

103617 
3562 

OJ991202_09.0421.C15.ol.np 
8657 
120669 

8657. .8690, 8806. .8906, 9194, 
10332. .10392, 10475 .. 10572, 
11580. .11707 

GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 
gi I 66014 |pir | | DEJMG glyceraldehyde-3-phosphate dehydrogenase (EC 
1.2.1.12) - Magnolia liliiflora gi 1 19566 | emb | CAA42905 | (X60347) 
glyceraldehyde 3-phosphate dehydrogenase [Magnolia liliiflora] 



Seq.;. ID 
Strand 
End 

Method 
End 
Score 
.9309, 



OJ991202 
+ 

11707 
AAT/NAP 
11707 
1128 
9402. .9501, 



10997. .11139, 11369 



10102. .10248, 
.11452, 



Seq. No. 48637 

Gene No. 103617 

Start 3562 

Name OJ991202_09. 0421 .C15 . ol . tw 

Start 8666 

GI none 

Exons 8666. .8692, 8666.. 8704, 8802, 
9185.. 9310, 9318. .9494, 9400, 



Seq. ID OJ991202_09.0421.C15 

Strand + 

End 11707 

Method TBLASTX : Wheat 

End 94 95 

Score 4 6 

.8906, 8805. .8858, 9184. .9318, 
.9495 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 48637 
~z Gene No. 103617 
"^3 Start 3562 

U\ Name OJ991202_09 . 0421 .C15 .ol . tm 

fjj Start 8669 
f=* GI none 

:1 Exons 8669.. 8692, 8802.. 8906, 8808 

-!? 9193.. 9318, 9372.. 9500, 9383 

W 10099. .10251, 10099. .10248, 10101 .. 10250, 10330 .. 10392, 

fy 10338. .10391, 10471. .10572, 10473 10571, 10477 .. 10584 , 

10967. .11140, 10978. .11166, 11366 .. 11476, 11367 .. 11453, 

11577. .11630, 11578.. 11631 



OJ991202_09.0421.C15 
+ 

11707 

TBLASTX: Maize 
11631 
40 

8858, 9179.. 9310, 9186.. 9290, 
9445, 9400.. 9501, 9462.. 9503, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48637 
103617 
3562 

OJ991202_09.0421.C15.ol.tc 
8802 



none 

8802. , 

9400. , 

10100, 

10473, 

11366, 

11578, 



OJ991202_09.0421.C15 
+ 

11707 

TBLASTX: Cress 
11631 
154 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9310, 9372.. 9500, 9386.. 9469, 
9501, 9462. .9503, 10099 .. 10251 , 10099 .. 1024 8 , 
.10249, 10101. .10250, 10338 .. 10391 , 10471 .. 10572, 
.10571, 10967. .11140, 10978 .. 11139, 10994 .. 1114 6, 
.11476, 11367. .11453, 11577 .. 11 630 , 11577 .. 11630, 
.11631 



8906, 9184. .9318, 9185, 



Seq. No. 48637 

Gene No. 103617 

Start 3562 

Name OJ991202_09 . 0421 .C15 . ol . ts 

Start ' 9233 

GI none 
Exons 



Seq. ID OJ991202_09.0421.C15 

Strand + 

End 11707 

Method TBLASTX : Soybean 

End 11631 

Score 70 



9233. .9292, 9402. .9485, 9403. .9489, 10101 10115 , 10110 .. 10250, 
10111. .10251, 10329. .10394, 10338 .. 10391, 10471 .. 10572, 



50427 



10473. .10571, 10477. . 10584, 10967 11218 , 10978 :. 11124, 
10994. .11170, 11366. .11452, 11367 .. 11453, 11577 .. 11612, 
11578. .11631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48637 
103617 
3562 

OJ991202_09.0421.C15.o2.tw 
10525 



End 

Method 
End 

none Score 
10525. .10569, 10527 .. 10571, 10528 .. 10572 , 10967 
10978. .11166, 10980. .11168, 11366 .. 11476, 11367 
11371. .11475, 11577. .11621, 11577 .. 11630 , 11578 



Seq. ID OJ991202_09.0421.C15 
Strand + 

11707 

TBLASTX: Wheat 
11631 
71 



,11233, 
11453, 
11631 



Seq. No. 48638 Seq. ID OJ991202_ 

Gene No. 103618 Strand + 

Start 354 End 556 

Name OJ991202_09 . 0421 . C17 . ol . gs Method GEN SCAN 

Start 354 End 556 

GI none Score . 52 

Exons 354 . . 556 



09.0421.C17 



Seq. No. 48638 Seq. ID 

Gene No. 103619 Strand 

Start 3289 End 

Name OJ991202_09 . 0421 . C17 . ol .np Method 

Start 3289 End 

GI 6721547 Score 

Exons 3289.-3372 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ991202_09.0421.C17 
+ 

3372 
AAT/NAP 
3372 
59 - 



3 Seq. No. 48638 Seq. ID 

[J .Gene No. 103620 Strand 

Start 1863 End 

« Name OJ991202_09 . 0421 . C17 . o2 . gs Method 

* Start 1863 End 
^- GI none Score 

* Exons 1863.. 1981 



OJ991202_09.0421.C17 

1981 
GENSCAN 
1981 
.89 



Seq. No. 48639 Seq. ID 

Gene No. 103621 Strand 

Start 1 End 

Name OJ991202_09 . 0421 . C18 . ol . np Method 

Start 1 End 

GI 6729489 Score 

Exons 1..389 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



OJ991202_09.0421.C18 
+ 

389 

AAT/NAP 

389 

175 



Seq. No. 48639 Seq. ID 

Gene No. 103621 Strand 

Start 1 End 

Name OJ991202_09 . 0421 . C18 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.. 168, 215.. 382 



OJ991202_09.0421.C18 
+ 

389 

GENSCAN 

382 

.49 



50428 



Seq. No. . 48640 t Seq. ID 

Gene No. 103622* Strand 

Start . 1 End 

Name OJ991202_09 . 042 1 . C19 . ol . np Method 

Start 1 End 

GI 5091513 Score 

Exons 1..878 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



.OJ991202_09.0421.C19 
+ 

878 

AAT/NAP 
878 
1324 



Seq. No. 48640 Seq. ID 

Gene No. 103622 Strand 

Start 1 End 

Name 0 J9 9 1 2 0 2_0 9.0421.C19.ol.gs Method 

Start 68 End 

GI none Score 

Exons 68.. 851 



OJ991202_09.0421.C19 
+ 

878 

GENS CAN 

851 

.44 



Seq. No. 48641 Seq. ID 

Gene No. 103623 Strand 

Start 2798 End 

Name OJ991202_09 . 0421 . C20 . o2 . np Method 

Start 2798 End 

GI 5852180 Score 

Exons 2798.. 2880, 3116.. 3301, 5903.. 5999, 

8055. .8172, 8224. .8478 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991202_ 
+ 

8478 
AAT/NAP 
8478 
447 
6139. .6374, 



09.0421.C20 



7020. .7067, 



Seq. No. 48641 

Gene No. 103624 

Start 474 

Name OJ991202_09 . 0421 .C20 . ol . gs 

Start 474 

GI none 

Exons 474.. 1469, 1514.. 1628, 1687, 
5267.. 6032, 7131. .7196 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method GEN SCAN 

End 7196 

Score .53 
.4696, 4747. .4974, 5148. .5228, 



Seq. No. 


48641 


Seq. ID 


OJ991202_09.0421 


.C20 


Gene No. 


103624 


Strand 






Start 


474 


End 


7301 




Name 


OJ991202 09.0421.C20.ol.np 


Method 


AAT/NAP 




Start 


477 


End 


4990 




GI 


4680179 


Score 


5408 




Exons 


477. .3878, 3912. .4990 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


48641 


Seq. ID 


OJ991202_09.0421 


.C20 


Gene No. 


103624 


Strand 






Start 


474 


End 


7301 




Name 


OJ991202 09.0421.C20.o6.tw 


Method 


TBLASTX: Wheat 




Start 


522 


End 


855 




GI 


none 


Score 


120 




Exons 


522. .854, 543. .851, 586. .855 









Seq. No. 48641 Seq. ID OJ991202_09 . 0421 . C20 

Gene No. 103624 Strand 

Start 474 End 7301 

Name OJ991202 09 . 0421 . C20 . ol . tm Method TBLASTX : Maize 



50429 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
u Start 
W GI 
?\* Exons 

? i Seq. No. 

H Gene No. 

^ Start 

\2 Name 

fLI Start 

s " GI 

f =5 Exons 

> 3 Seq. No. 

M Gene No. 

a Start 

fj Name 

?^ Start 

kJ GI 
Exons 



702 ' " End 

none Score 
702. .1142, 717. .980, 718. .1140, 1140. 



1301 
122 

,1301, 1147. .1293 



Seq. No. 48641 Seq. ID 

Gene No. 103624 Strand 

Start 474 End 

Name OJ991202_09 . 0421 . C20 . ol . tw Method 

Start 855 End 

GI none Score 

Exons 855.. 1481, 858.. 980, 967.. 1425 



48641 Seq. ID 

103624 Strand 

474 End 
OJ991202_09.0421.C20.o4 .tm Method 

1350 End 

none Score 

1350. .1640, 1354. .1641, 1454. .1642 

48641 Seq. ID 

103624 Strand 

474 End 
OJ991202_09 . 0421 . C20 . o2 . ts Method 

1440 End 

none Score 
1440. .1700, 1441. .1695 



48641 
103624 
474 

OJ991202_09.0421.C20.o2.tw 
1488 
none 

1488.. 2024, 1492.. 2055 

48641 
103624 
474 

OJ991202_09.0421.C20.o2.tm 
2046 ^.j r 
none 

2046. .2408, 2055. .2408, 2059. .2409 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 48641 Seq. ID 

Gene No. 103624 Strand 

Start 474 End 

Name OJ991202_09 . 0421 . C20 . o3 . tw Method 

Start 2058 End 

GI none Score 

Exons 2058.. 2480, 2059.. 2448 

Seq. No. 48641 Seq. ID 

Gene No. 103624 Strand 

Start 474 End 

Name OJ991202_09 . 0421 . C20 . o3 . ts Method 

Start 2229 End 



OJ991202_09.0421.C20 
7301 

TBLASTX: Wheat 

1481 

67 



OJ991202_09.0421.C20 
7301 

TBLASTX: Maize 

1642 

206 



OJ991202_09.0421.C20 
7301 

TBLASTX : Soybean 
1700 

■'M9 



OJ991202_09.0421.C20 
7301 

TBLASTX: Wheat 

2055 

336 



OJ991202_09.0421.C20 
7301 

TBLASTX: Maize 

2409 

168 



OJ991202_09.0421.C20 
7301 

TBLASTX: Wheat 

2480 

364 



OJ991202_09.0421.C20 
7301 

TBLASTX : Soybean 
2474 



50430 



GI* 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

: gi 

^ Exons 

LI Seq. No. 

3 Gene No. 

:j Start 

« t Name 

f Start 

* GI 
Exons 

j Seq. No. 

Gene No. 
Z Start 
^ Name 
3 Start 
3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

2229. .2474, 

48641 

103624 

474 

OJ991202_09, 

2445 

none . 

2445. .2759, 

48641 

103624 

474 

OJ991202_09, 

2481 

none 

2481. ,2783, 

48641 

103624 

474 

OJ991202_09. 

2496 

none 

2496. .2855, 



Score 



93 



2230. .2457 

0421.C20.o3.tm 
2488.. 2538, 2566. 

0421.C20.o5. tw 
2487. .2780, 2497. 

0421.C20.ol.ts 
2497.-2787, 2815. 



48641 

103624 

474 

OJ991202_09.0421.C20.o4.tw 

2832 

none 

2832.. 3209, 2875.. 3318, 3264, 



48641 

103624 

474 

OJ991202_09. 

3013 

none 

3013. .3303, 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Maize 

End 294 5 

Score 50 

.2619, 2766.-2945, 2791. .2937 

Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Wheat 

End 278 3 

Score 192 
.2781, 2702.. 2782 

Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Soybean 

End 2891 

Score 193 

.2853, 2859. .2891, 2860. .2889 

Seq. ID OJ991202_09.0421.C20 
Strand 

7301 

TBLASTX: Wheat 
3318 
290 



End 

Method 
End 
Score 
.3314 



48641 

103624 

474 

OJ991202_09. 

3429 

none 

3429. .3596, 

48641 

103624 

474 

OJ991202_09. 

3534 

none 



0421.C20.o5.tm 



3015. .3302 



0421.C20.o8.tw 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Mai ze 

End 3303 

Score 215 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Wheat 

End 3851 

Score 69 . 



3484. .3597, 3642. .3851, 3643. .3795 



0421.C20.o7.tm 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Mai ze 

End 3809 

Score 185 



50431' 



Exons 



; 3534. .3809 



Seq. No. 48641 

Gene No. 103624 

Start 474 

Name OJ991202_09 . 0421 . C20 . o7 . tw 

Start 4170 

GI none 

Exons 4170.. 4520, 4327.. 4521, 4352. 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Wheat 

End 4534 

Score 112 
.4534 



Seq. No. 48641 
Gene No. ' 103624 

Start 474 

Name OJ991202_09.0421.C20.o6.tm 

Start 4215 

GI none 

Exons 4215.. 4520, 4390.. 4506 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Mai ze 

End 4 520 

Score 90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48641 

103624 

474 

OJ991202_09.0421.C20.o9.tw 

4555 

none 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method TBLASTX : Wheat 

End 4 926 

Score 107 



4555. .4752, 4557. .4754, 4864. .4896, 4882. .4926 



48641 . 
103624 
474 

OJ991202_09.0421.C20.ol.gp 
5303 

95437__1.R1084 
5303.. 5757 

'4512226/dbj | AB014738 . 1 1 AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ■ 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method AAT/GAP 

End 5757 

Score 770 



48641 
103624 
474 

OJ991202_09.0421.C20.o2.gp 
6916 

uC-osflcyp033a04bl 
6916. .7301 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ991202_09.0421.C20 
Strand 

End 7301 

Method AAT/GAP 

End 7301 

Score 641 



48642 
103625 
1 

OJ991202_09.0421.C21.ol.np 
1 

4680179 
1..23, 95. .319, 1411. .2091 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991202_09.0421.C21 
Strand 

End 2091 

Method AAT/NAP 

End 2091 

Score 1214 



Seq. No. 



48642 



Seq. ID OJ991202_09.0421.C21 



50432 



Gene No. 103625 -. Strand ^ 

Start 1 End 

Name OJ991202J39 . 04 2 1 . C21 . ol . gs Method 

Start 38 End 

GI none Score 

Exons 38.. 507, 752.. 802, 1428.. 1983 

Seq. No. 48642 Seq. ID 

Gene No. 103625 Strand 

Start 1 End 

Name OJ991202_09. 0421 .C21 . o3. tw Method 

Start 90 End 

GI none Score 

Exons 90.. 251, 95.-325, 96.. 209 

Seq. No. 48642 Seq. ID 

Gene No. 103625 Strand 

Start 1 End 

Name 0 J9 9 1 2 0 2_0 9 . 0 4 2 1 . C2 1 . o 1 . tm Me t hod 

Start 1510 End 

GI none Score 

Exons 1510.. 1863, 1517.. 1858 



2091 
GENSCAN 
1983 
.61 



OJ991202_09.0421.C21 
2091 

TBLASTX: Wheat 

325 

60 



OJ991202_09.0421.C21 
2091 

TBLASTX: Maize 

1863 

213 



Seq. No. 48642 Seq. ID 

Gene No. 103625 ; Strand 

Start 1 % '" End 

Name OJ991202_09 . 0421 . C21 . ol . tw Method 

Start 1510 End 

GI none Score 

Exons 1510.. 1935, 1517.. 1933 



OJ991202_09.04 21.C21 
2091 

TBLASTX: Wheat 

1935 

317 



Seq. No. 48642 Seq. ID 

Gene No. 103625 Strand 

Start 1 End 

Name OJ991202_09 . 04 21 . C21 . ol . ts Method 

Start 1681 End 

GI none Score 

Exons 1681.. 1929 



OJ991202_09.0421.C21 
2091 

TBLASTX : Soybean 

1929 

206 



Seq. No. 48642 Seq. ID 

Gene No. 103625 Strand 

Start 1 End 

Name OJ991202_09 . 0421 . C21 . o2 . tm Method 

Start 1870 End 

GI none Score 

Exons 1870.. 2091, 1871.. 2083, 1945.. 2085 



OJ991202_09.0421.C21 
2091 

TBLASTX: Maize 

2091 

118 



Seq. No. 48642 

Gene No. 103625 

Start 1 

Name OJ991202_09 . 0421 .C21 . o2 . tw 

Start 1936 

GI none 

Exons 1936.. 2091, 1937.. 2089 

Seq. No. 48642 

Gene No. 103625 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991202_09.0421.C21 
2091 

TBLASTX: Wheat . 

2091 

129 



OJ991202 09.0421.C21 



50433 



Start - 


1 




End 


2091 


Name 


OJ991202 09 


-0421.C21.o2.ts 


Method 


TBLASTX : 


Start 


1951 




End 


2091 


GI 


none 




Score 


110 


Exons 


1951. .2091, 


1961. .2083 






Seq. No. 


48643 




Seq. ID 


OJ991202 


Gene No. 


103626 




Strand 




Start 


661 




End 


739 


Name 


OJ991202 09 


.0421.C22.ol.gs 


Method 


GENSCAN 


Start 


661 




End 


739 


GI 


none 




Score 


.41 


Exons 


661. .739 








Seq. No. 


48644 




Seq. ID 


OJ991202 


Gene No. 


103627 




Strand 




Start 


1 




End 


6020 


Name 


OJ991202 08 


.0421.C2.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1814 


GI 


7106515 




Score 


1624 


Exons 


1..475, 605 


. .1814 






GI Descrip. 


(AP001278) 


Similar to Arabidopsis thaliana chro 



T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 48644 
Gene No. 103627 
Start 1 

Name OJ991202_08 . 042 1 . C2 . ol . gs 

Start 183 
GI none 

Exons 183. .487, 605. .745, 1043. .1711, 1940. .1996, 2773. .2841, 

2935. .3003, 3012. .3167, 3851. .3890, 4428. .4568, 4869. .5006, 
5039.. 5073, 5091.. 5226, 5252.. 5302, 5889.. 6020 



Seq. ID OJ991202_08.0421.C2 
Strand 

End 6020 

Method GENSCAN 

End 6020 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48644 

103627 

1 

OJ991202_08.0421.C2.o2.tm 

426 

none 



Seq. ID OJ991202_08 .0421. C2 
Strand 

End 6020 

Method TBLASTX : Maize 

End 858 

Score 75 



426. .488, 586. .735, 615. .725, 729. .857, 742. .858, 742. .858 



48644 

103627 

1 

OJ991202_08.0421.C2.ol.tw 

655 

none 

655. .717, 741. .1037, 742. .960 

48644 

103627 

1 

OJ991202_08.0421.C2.ol.tm 
861 
none 



Seq. ID OJ991202_08.0421.C2 
Strand 

End 6020 

Method TBLASTX : Wheat 

End 1037 

Score 44 



Seq. ID OJ991202_08.0421.C2 
Strand 

End 6020 

Method TBLASTX: Maize 

End 1673 

Score 62 



50434 



Exons 


861. .1130, 862. .960, 1158. .1616, 1162. 


. 1230, 1381. .1617, 




1620. .1673 






Seq- No. 


48645 


Seq. ID 


OJ991202_08.0421.C3 


Gene No. 


103628 


Strand 


+ 


Start 


264 


End 


366 


Name 


OJ991202 08.0421.C3.ol.gs 


Method 


GENSCAN 


Start 


264 


End 


366 


GI 


none 


Score 


.43 


Exons 


264. .366. 






Seq. .No. 


48645 


Seq. ID 


OJ991202_08.0421.C3 


Gene No. 


103629 


Strand 




Start 


170 


End 


4490 


Name 


OJ991202 08.0421.C3.ol.gp 


Method 


AAT/GAP 


Start 


170 


End 


4115 


GI 


40498 1.R1084 


Score 


864 


Exons 


170. .478, 3969. .4115 






GI Descrip. 


, 2764574/emb|CAA04468| l.Oe- 


15 (AJ001009) pore protein of 24 kD 




(OEP24) [Pisum sativum] 1 






Seq. No. 


48645 


Seq. ID 


OJ991202_08.0421.C3 


Gene No. 


103629 


Strand 




Start 


170 


End 


4490 


Name 


OJ991202 08.0421.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


399 


End 


4490 


GI 


none 


Score 


113 


Exons 


399. .452, 401. .487, 402. .488 


, 3948. .4256, 3967. .4266, 




4231.. 4359, 4254.. 4361, 4455 


. .4490, 4455. .4490 


Seq. No. 


48645 


Seq. ID 


OJ991202_08.0421.C3 


Gene No. 


103629 


Strand 




Start 


170 


End 


4490 


Name 


OJ991202 08.0421.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


401 


End 


4247 


GI 


none 


Score 


69 


Exons 


401. .481, 3948. .4073, 4048.. 


4131, 4053 


..4163, 4146. .4247 


Seq. No. 


48645 


Seq. ID 


OJ991202_08.0421.C3 


Gene No. 


103629 


Strand 




Start 


170 


End 


4490 


Name 


OJ991202 08.0421.C3.ol.np 


Method 


AAT/NAP 


Start 


3900 


End 


4490 


GI 


7488821 


Score 


266 


Exons 


3900.. 4358, 4455.. 4490 






GI Descrip. 


pore protein 24K chain - garden pea gi | 2764574 | emb | CAA04468 . 1 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AJ001009) pore protein of 24 kD (OEP24) [Pisum sativum] 



48646 

103630 

1 

OJ991202_08.0421.C4.ol.np 
1 

7339707 



Seq. ID OJ991202_08.0421.C4 
Strand 

End 2876 

Method AAT/NAP 

End 2876 

Score 83 



1..152, 2123. .2248, 2641. .2876 

(AP001539) hypothetical protein [Oryza sativa] 



50435 



Seq. No. 


48646 


- 


•Seq.* ID 


OJ99i202_08. 


.0421. C4 


Gene No. 


1U-5D jU 




Strand 






Start 


1 




End 


2876 




Name 


OJ991202 08.0421.C4.ol. 


gs 


Method 


GENSCAN 




Start 


144 




End 


560 




GI 


none 




Score 


.44 




Exons 


144. .560 










Seq. No. 


48646 




Seq. ID' 


OJ991202JD8. 


.0421. C4 


Gene No . 


IUjDjU 




Strand 






Start 


1 




End 


2876 




Name 


OJ991202 08.0421.C4.o2. 


gs 


Method 


GENSCAN 




Start 


2489 




End 


2781 




GI 


none 




Score 


.62 




Exons 


2489. .2781 










Seq. No. 


48647 




Seq. ID 


OJ991202_08. 


.0421. C6 


Gene No . 


IUjojI 




Strand 


T 




Start 


1052 




End 


1210 




Name 


OJ991202 08.0421.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1052 




End 


1210 




GI 


none 




Score 


.41 




Exons 


1052. .1210 










Seq. No. 


48647 




Seq. ID 


OJ991202_08. 


.0421. C6 


Gene No. 


103632 




Strand 


+ 




Start 


1923 




End 


2013 




Name 


OJ991202_08.0421.C6.ol. 


gp 


Method 


AAT/GAP 




o tart 






End 


2013 




GI 


LIB3477-003-P1-K1-E9 




Score 


136 




Exons 


1923. .2013 










GI Descrip. 


, 24 98586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


48648 




Seq. ID 


OJ991202JD8, 


.0421. C7 


Gene No. 


103633 




Strand 


+ 




Start 


1 




End 


6096 




Name 


OJ991202 08.0421.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


6093 




GI 


7228457 




Score 


3119 




Exons 


1..167, 1285. .2839, 2894. .4540, 4607.. 


6093 





GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991202_08.0421.C7 
Strand + 
End 6096 
Method GENSCAN 
End 6096 
Score .51 

35. .569, 758. .1305, 1350. .2000, 2090. .2848, 3017. .3816, 
4015. .4400, 4458.-5237, 5342. .5652, 5683. .6096 



48648 

103633 

1 

OJ991202_08 . 0421 . C7 . ol . gs 
35 

none 



Seq. No. 
Gene No. 



48648 
103634 



Seq. ID 
Strand 



OJ991202 08. 0421. C7 



50436 




Start 


6714 






Name 


OJ991202 08. 


0421. 


C7 .o5 


Start 


1341 






GI 


none 






Exons 


1341. .1580 






Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.o7 


Start 


1344 






GI 


none 






Exons 


1344. .1742, 


1358. 


.1396 


Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.o4 


Start 


2324 






GI 


none 






Exons 


2324. .2506, 


2332. 


.2433 




2704. .2769 






Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.ol 


Start 


2971 






GI 


none 






Exons 


2971. .3426, 


2972. 


.3427 


Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.o2 


Start 


3011 






GI 


none 






Exons 


3011. .3235, 


3242. 


.3376 


Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.ol 


Start 


3101 






GI 


none 






Exons 


3101. .3457, 


3155. 


.3403 


Seq. No. 


48648 






Gene No. 


103634 






Start 


6714 






Name 


OJ991202 08. 


0421. 


C7.o3 


Start 


3485 






GI 


none 






Exons 


3485. .3868, 


3520. 


.3867 



Seq. No. 48648 
Gene No. 103634 






End - 


8975 


. tm 


Method 


TBLASTX: Maize 




End 


1580 




Score 


186 




Seq. ID 


OJ991202_08.0421.C7 




Strand 






End 


8975 


.tw 


Method 


TBLASTX: Wheat . 




End . 


1742 




Score 


268 


, 1469. 


.1651 






Seq. ID 


OJ991202_08.0421.C7 




Strand 






End 


8975 


. tw 


Method 


TBLASTX: Wheat 




End 


2779 




Score 


152 


, 2543. 


.2779, 2545. .2661, 2555. .2764 




Seq. ID- 


OJ991202__08.0421.C7 




Strand 






End 


8975 


. tw 


Method 


TBLASTX: Wheat 




End 


3427 




Score 


554 




Seq. ID 


OJ991202_08.0421.C7 




Strand 






End 


8975 


.ts 


Method 


TBLASTX : Soybean 




End 


3376 




Score 


100 




Seq. ID 


OJ991202_08.0421.C7 




Strand 






End 


8975 


.tm 


Method 


TBLASTX: Maize 




End 


3457 




Score 


414 


, 3163. 


.3429 






Seq. ID 


OJ991202_08.0421.C7 




Strand 






End 


8975 


. tm 


Method 


TBLASTX: Maize 




End 


3868 




Score 


315 




Seq. ID 


OJ991202_08.0421.C7 




Strand 





50437 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6714 

OJ991202_08. 

3542 

none 

3542. .3964, 

48648 

103634 

6714 

OJ991202_08. 
3620 , 
none 

3620. .4021, 

48648 

103634 

6714 

OJ991202_08. 

4111 

none 

4111. .4338, 

48648 

103634 

6714 

OJ991202_08. 

4559 

none 

4559. .4816, 



0421.C7.o2.tw 



3547. .3966 



0421.C7.ol.ts 



3622. .3780 



0421.C7.o6.tw 



End 

Method 

End 

Score 



8975 

TBLASTX: Wheat 

3966 

471 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX : Soybean 

End 4021 

Score 302 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX : Wheat 

End 4519 

Score 196 



4112. .4336, 4346. .4519, 4454. .4516 



0421.C7.o8.tw 



4654. .4812 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX : Wheat 

End 4816 

Score 181 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48648 

103634 

6714 

OJ991202_08. 

5018 

none 

5018. .5326, 

48648 

103634 

6714 

OJ991202_08, 

5021 

none 

5021. .5338, 

48648 

103634 

6714 

OJ991202_08, 

5476 

none 

5476. .5928, 

48648 

103634 

6714 



0421.C7.o2.tm 



5038. .5313 



0421.C7.o5.tw 



5029. .5319 



0421.C7.o3.tw 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX: Maize 

End 5326 

Score 356 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX : Wheat 

End 5338 

Score 316 



Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 

Method TBLASTX : Wheat 

End 6084 

Score 340 
5491. .5586, 5658. .5732, 5953. .6084, 5958. .6083 

Seq. ID OJ991202_08.0421.C7 
Strand 

End 8975 



50438 



Name OJ991202_08 . 0421 . C7 . o4 . tm 

Start 5698 

GI none 

Exons 5698.. 5961 

Seq. No. 48648 

Gene No. 103634 

Start 6714 

Name OJ991202_08 . 0421 . C7 . o2 . gs 

Start 6714 

GI none 

Exons 6714.. 7231, 7330.. 7475, 7599. 
8808. .8930 



Method TBLASTX : Mai ze 
End 5961 
Score 187 



Seq. ID OJ991202_08 .0421.C7 
Strand ' - 
End 8975 
Method GEN SCAN 
End 8930 
Score . 63 
.7906, 7918. .8124, 



8426. .8630, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48648 Seq. ID OJ991202_08 . 0421 . C7 

103634 Strand 

6714 End 8975 

OJ991202_08 . 0421 . C7 . o2 . np Method AAT/NAP 

7598 End 8802 

6721561 Score 1038 

7598.-8358, 8426. .8484, 8555. .8802 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 



57 

3 




corresponds to a region of 


the predicted gene.; 


hypothetical 


i = 




protein [Oryza sativa] 








u 


Seq. No. 


48648 


Seq. ID 


OJ991202_ 


_08.0421.C7 




Gene No. 


103634 


Strand 






: 5 


Start 


6714 


End 


8975 






Name 


OJ991202 08.0421.C7.o3.np 


Method 


AAT/NAP 




5 


Start 


8156 


End 


8975 




y 


GI 


6721558 


Score 


95 






Exons 


8156. .8339, 8783.. 8975 









j GI Descrip. 



(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


48649 


Seq. ID 


OJ991202 


Gene No. 


103635 


Strand 


+ 


Start 


889 


End 


1469 


Name 


OJ991202 08.0421.C8.o3.np 


Method 


AAT/NAP 


Start . 


889 


End 


1469 


GI 


7523517 


Score 


240 


Exons 


889. .1189, 1334. .1469 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48649 


Seq. ID 


OJ991202 


Gene No. 


103636 


Strand 




Start 


1 


End 


1221 


Name 


OJ991202 08. 0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1221 


GI 


5803259 


Score 


158 


Exons 


1..319, 1063. .1221 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48649 


Seq. ID 


OJ991202 



50439 



Gene No. . 103636 Strand 

Start 1 End 1221 

Name. OJ991202_08 . 0421 . C8 . o2 . np Method AAT/NAP 

Start 311 End 441 

GI 6721558 Score 107 
Exons 311.. 441 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 48650 Seq. ID 

Gene No. 103637 Strand 

Start 2061 End 

Name OJ991202_08 . 0421 . C9 . ol . gp Method 

Start 2061 End 

GI 3759960 Score 

Exons 2061.. 2113 



OJ991202_08.0421.C9 
+ 

2113 
AAT/GAP 
2113 
59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48651 

103638 

43 

OJ991202 
43 

none 
43. .240 



08.0421.C10.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_08 .0421. C10 
240 

GEN SCAN 

240 

.83 



Seq. No. 48652 Seq. ID 

Gene No. 103639 Strand 

Start 203 End 

Name OJ991202_08 . 0421 .C14 . ol .gs Method 

Start 203 End 

GI none Score 

Exons 203.. 346 



OJ991202_08.0421.C14 
+ 

346 

GENSCAN 

346 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48653 , Seq. ID OJ991202_08 . 0421 . C15 

103640 Strand + 

1 End 4213 

OJ991202_08 . 0421 .C15 . ol . np Method AAT/NAP 

1 End 2179 

729775 Score 747 

1..35, 940. .2179 

HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 
8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi| 100264 |pir| IS25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 194 92 | emb | CAA4 78 69 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



Seq. No. 48653 

Gene No. 103640 

Start 1 

Name OJ991202_08 . 0421 . C15 . ol . gs 

Start 940 

GI none 
Exons 



Seq. ID OJ991202 08.0421.C15 



Strand 
End 

Method 

End 

Score 



+ 

4213 
GENSCAN 
4213 
.61 



940. .2062, 2765. .2840, 3015. .3045, 4040. .4213 



Seq. No. 
Gene No. 



48653 
103640 



Seq. ID OJ991202_08.0421.C15 
Strand + 



50440 




■Start 1 End /'4213 

Name OJ991202_08 . 0421 .C15 . ol . gp Method AAT/GAP 

Start 1008 End 1477 

GI LIB3474-012-P1-K1-B8 Score 881 

Exons 1008.. 1477 

GI Descrip. • 729775/sp I P41153 | HSF8_LYCPE 4.0e-34 HEAT SHOCK FACTOR PROTEIN 
HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 8) (HSTF 8) (HEAT STRESS 

TRANSCRIPTION FACTOR) >gi_100264_pir S25481 heat shock 

transcription factor 8 - Peruvian tomato >gi__194 92_emb_CAA478 69 
(X67600) heat shock transcription factor 8 [Lycopersicon 
peruvianum] 1 



Seq. No. 48653 

Gene No. 103640 

Start 1 

Name OJ991202_08 . 0421 . C15 . o2 . gp 

Start 1865 

GI none 

Exons 1865. -.2421 



Seq. ID OJ991202_08.0421.C15 

Strand + 

End ' 4213 

Method AAT/GAP 

End 2421 

Score 1061 



rn 



Seq. No. 

Gene No. 

Start 

Name 
*t Start 
W GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



f ~ Seq. No. 
\J Gene No. 
El Start 
H Name 
^ Start 
GI 

Exons 



48653 
103641 
4 622 

OJ991202_08.0421.C15.o4.tm 

923 

none 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX: Maize 

End 1102 

Score 87 



923. .1036, 939. .1037, 940. .1053, 953. .1039, 1049. .1102 



48653 

103641 

4622 

OJ991202_08 . 0421 . C15 . o2 . tc 

931 

none 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX : Cress 

End 2157 

Score 416 



931. .1182, 940. .1377, 1272. .1331, 1324. .1383, 1384. .1590, 
1431. .1520, 1978. .2016, 2113. .2157 



48653 

103641 

4622 

OJ991202_08 . 0421 . C15 . o2 . ts 

939 

none 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX : Soybean 

End 1356 

Score 186 



939. .1046, 940. .1053, 1039. .1182, 1101. .1280, 1102. .1353, 
1139. .1279, 1272. .1328, 1276. .1356 



Seq. No. 48653 
Gene No. 103641 
Start 4622 

Name OJ991202_08 . 0421 . C15 . ol . tm 

Start 1127 
GI none 

Exons 1127.. 1417, 1129.. 1419, 1129. 

1401. .1532, 1402. .1539, 1411. 
1537. .1782, 1550. .1789, 1770. 
1917. .1964, 1918. .1977, 1960. 
2089. .2157, 2089. .2157 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX : Mai ze 

End 2157 

Score 301 
.1182, 1272. .1415, 1273. .1416, 
.1548, 1536. .1781, 1537. .1782, 
.1895, 1796. .1894, 1798. .1896, 
.2058, 1963. .2064, 2088. .2156, 



50441 



Seq. No. 






oeq. id 




Gene No. 


103641 




Strand 




Start 


4 622 




End 


5823 


Name 


OJ991202 08 


.0421.C15.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1363 




End 


1596 


GI 


none 




Score 


180 


Exons 


1363. .1596, 


1363. .1488, 1413. 


.1538 




Seq. No. 


48653 




Seq. ID 


OJ991202_08.0421.C15 


Gene No. 


103641 ' 




Strand 




Start 


4622 




End 


5823 


Name 


OJ991202 08 


.0421.C15.o3.gp 


Method 


AAT/GAP 


Start 


4482 




End 


4621 


GI 


LIB3433-011 


-Q6-K1-H5 


Score 


220 


Exons 


4482. .4621 








GI Descrip. 


, 218144/dbj 


I D12637 | RICATADPT 


7.0e-ll 


Rice mRNA for ATP/ADP 



translocator, complete cds ' 

Seq. No. 48653 

Gene No. 103641 

Start 4622 

Name OJ991202_08 . 0421 .C15 . o2 . gs 

^ Start 4622 

~ GI none 

J Exons 4622.. 5401, 5497.. 5796 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method GENSCAN 

End 5796 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ991202_08.0421.C15 
Strand 

5823 
AAT/NAP 
5778 
814 



48653 
103641 
4622 

OJ991202_08.0421.C15.o2.np 
4634 
2129774 
4634. .5401, 5497. .5778 

xyloglucan endotransglycosylase-related protein XTR4 - 
Arabidopsis thaliana (fragment) gi 11244754 (U43486) xyloglucan 
endotransglycosylase-related protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



3 Seq. No. 
3 Gene No. 
5 Start 

Name 

Start 

GI 

Exons 



48653 

103641 

4622 

OJ991202_08 . 0421 . C15 . o2 . tm 

4733 

none 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX : Mai ze 

End 5398 

Score 77 



4733.-4795, 4764. .4883, 4796. .4831, 4970. .5398, 4974. .5393 



Seq. No. 48653 

Gene No. 103641 

Start 4 622 

Name OJ991202_08 . 0421 . C15 . ol . ts 

Start 4739 

GI none 
Exons 



Seq. ID OJ991202_08.0421.C15 
Strand 

End 5823 

Method TBLASTX : Soybean 

End 5709 

Score 66 



4739. .4831, 4755.-4883, 4928.-5398, 4989. .5399, 5497. .5709, 
5498. .5656 



Seq. No. 
Gene No. 



48653 
103641 



Seq. ID OJ991202_08.0421.C15 
Strand 



50442 




Start 


4622 




End 


5823 




Name 


OJ991202 08.0421.C15.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4763 




End 


5712 




GI 


none 




Score 


235 




Exons 


4763. .4831, 4910. .5401, 


4995. 


.5399, 5494. .5712, 


5498 . .5638 


Seq. No. 


48653 




Seq. ID 


OJ991202 


_08 .0421 .C15 


Gene No. 


103641 




Strand 






Start 


4622 




End 


5823 




Name 


OJ991202 08.0421.C15.o4 


.gp 


Method 


AAT/GAP 




Start 


5316 




End 


5823 




GI 


LIB3434-041-P1-K1-A10 




Score 


781 




Exons 


5316. .5401, 5497. .5823 










GI Descrip. 


•2129770/pirl | S71224 2. 


Oe-32 


xyloglucan 





endotransglycosylase-related protein XTR-2 - Arabidopsis 
thaliana >gi_1244756 (U43487) xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_2154 611_dbj_BAA20290_ (D63510) endoxyloglucan transferase 
related protein [Arabidopsis thaliana] 

>gi_5533311_gb_AAD45124 . 1_AF163820_1 (AF163820) endoxyloglucan 
transferase [Ara f 



Seq. No. 


48653 




Seq. ID 


OJ991202_08.0421.C15 


Gene No. 


103641 




Strand 




Start 


4622 




End 


5823 


Name 


OJ991202 08. 


,0421.C15.o3.tm 


Method 


TBLASTX: Maize 


Start 


5489 




End 


5707 


GI 


none 




Score 


150 


Exons 


5489. .5707, 


5497. .5706 







Seq. No. 48654 Seq. ID OJ991202_08 . 0421 . C16 

Gene No. 103642 Strand + 

Start 1003 End 2294 

Name OJ991202_08 . 0421 .C16.ol .np Method AAT/NAP 

Start 1003 End 2294 

GI 82523 ' Score 1080 

Exons 1003.. 1086, 1633.. 2294 

GI Descrip. hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi 1 12068 | emb | CAA33921 1 (X15901) ORF249 [Oryza sativa] 
gi|226655|prf I | 1603356CF ORF 249 [Oryza sativa] 



Seq. No. 


48655 






Seq. ID 


OJ991202_08.0421. 


C17 


Gene No. 


103643 






Strand 


+ 




Start 


1218 






End 


1799 




Name 


OJ991202 08.0421 


.C17.ol, 


>gs 


Method 


GENSCAN 




Start 


1218 






End 


1799 




GI 


none 






Score 


.7 




Exons 


1218.. 1231, 1683 


. .1799 










Seq. No. 


48655 






Seq. ID 


OJ991202_08.0421. 


C17 


Gene No. 


103644 






Strand 






Start 


242 






End 


2774 




Name 


OJ991202 08.0421 


.C17.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


433 




GI 


none 






Score 


60 




Exons 


1..69, 2. .82, 2. 


.82, 57, 


. .137, 


62. .139, 


64. .138, 73. .135, 





50443 



89. ,154, 99. .167, 100. .141, 127. .147, 152. .178, 152. .202, 
153. .200, 192. .431, 192. .431, 217. .432, 248. .433 



Seq. No. 48655 Seq. ID 

Gene No. 10364 4 Strand 

Start 242 End 

Name OJ991202_08 . 0421 . C17 . ol . ts Method 

Start 228 End 

GI none Score 

Exons 228. .476, 240. .473, 248. .478 



OJ991202_08.0421.C17 
2774 

TBLASTX : Soybean 

478 

294 



OJ991202 08.0421.C17 



Seq. No. 48655 Seq. ID 

Gene No. 10364 4 Strand 

Start 242 End 2774 

Name OJ991202_08 . 0421 .C17 .ol .np Method AAT/NAP 

Start 242 End 2774 

GI 128657 Score 338 

Exons 242.. 520, 1361.. 1451, 2700.. 2774 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 

gi | 66149 | pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669085 | emb I CAA33941 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi|669089|emb|CAA33920| (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



Seq. No. 


48655 








Seq. ID 


OJ991202 


Gene No. 


103644 








Strand 




Start 


242 








End 


2774 


Name 


OJ991202 08 


.0421 


.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1439 








End 


2447 


GI 


none 








Score 


1130 


Exons 


1439. .1781, 


2072 


. .2167, 


2259. 


.2447 




Seq. No. 


48655 








Seq. ID 


OJ991202 


Gene No. 


103644 








Strand 




Start 


242 








End 


2774 


Name 


OJ991202 08 


.0421 


.C17.ol 


. tm 


Method 


TBLASTX: 


Start 


2072 








End 


2457 


GI 


none 








Score 


84 


Exons 


2072. .2170, 


2072 


. .2167, 


2259. 


.2336, 2260.. 2373, 




2261. .2422, 


2374 


. .2457 








Seq. No. . 


48656 








Seq. ID 


OJ991202 


Gene No. 


103645 








Strand 


+ 


Start 


1615 








End 


3440 


Name 


OJ991202 08 


.0421 


.C18.o2 


. gs 


Method 


GEN SCAN 


Start 


1615 








End 


3440 


GI 


none 








Score 


.42 


Exons 


1615. .1653, 


3249 


. .3440 








Seq. No. 


48656 








Seq. ID 


OJ991202 


Gene No. 


103646 








Strand 


+ 


Start 


6865 








End 


17706 


Name 


OJ991202 08 


.0421 


.C18.o3 


. gs 


Method 


GENSCAN 


Start 


6865 








End 


17653 


GI 


none 








Score 


. 61 



50444 



Exons 



6865. .6961, 8723. .8767, 8960. .9201, 9452. .10006, 10355 .. 104 98 , 
11860. .11992, 12062. .12327, 12683 .. 12795, 1294 3 13031, 
13649. .13773, 13829. . 15654 , 15859 .. 16210, 16274. .17653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48656 Seq. ID 

103646 Strand 
6865 End 
OJ991202_08 . 0421 . C18 . ol . np Method 
9395 End 
6539553 Score 
9395. .12699, 12924. .13153 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ991202_08.0421.C18 
+ 

17706 
AAT/NAP 
13153 
4928 



48656 Seq. ID 

103646 Strand 

6865 End 

OJ991202_08 . 0421 .C18 . o2 . np Method 

13847 End 

7228457 Score 



OJ991202_08.0421.C18 
+ 

17706 
AAT/NAP 
17706 
5602 



13847. .14213, 14275 .. 16210, 16274 .. 17108 , 17231. .17706 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 48656 Seq. ID 

Gene No. 103647 Strand 

Start 111 End 

Name OJ991202_08 . 0421 . C18 . ol . gp Method 

Start 111 End 

GI none Score 

Exons 111.. 975 



OJ991202_08.0421.C18 
975 

AAT/GAP 

975 

1702 



Seq. No. 48656 

Gene No. 103647 

Start 111 

Name OJ991202_08 . 0421 .C18 . ol . 

Start 216 

GI none 

Exons 216.. 427 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_08.0421.C18 

975 - 
GENSCAN 
427 
.7 



Seq. No. 48656 
Gene No. 103648 
Start 1409 

Name OJ991202_08 . 0421 . C18 . o3 . 

Start 3 
GI none 

Exons 3. .119, 3. .143, 4. .144, 

221. .427, 253. .429, 253. 
468. .599 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 2540 
tm Method TBLASTX : Maize 

End 607 

Score 122 
7. .144, 123. .230, 123. .221, 131. .259, 
.432, 254. .457, 297. .434, 467. .607, 



Seq. No. 48656 

Gene No. 103648 

Start 1409 

Name OJ991202 08 . 0421 .C18 . o2 , 



gp 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 2540 

Method AAT/GAP 



50445 



Start 
GI 

Exons 



1409 
none 

1409. .1690, 2307. .2540 



End 
Score 



2540 
976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48656 

103649 

9380 

OJ991202_08.0421.C18.o5.tw 

9380 

none 



Seq. ID OJ991202_08.0421. 
Strand 

End 9837 

Method TBLASTX : Wheat 

End 9775 

Score 344 



C18 



9380.. 9772, 9389.. 9775, 9400.. 9774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48656 

103649 

9380 

OJ991202_08.0421.C18.o5.tm 

9524 

none 



Seq. ID OJ991202_08.0421. 
Strand 

End 9837 

Method TBLASTX : Maize 

End 9837 

Score 347 



C18 



9524. .9835, 9542. .9832, 9547. .9837 



48656 

103650 

10340 

OJ991202_08.0421.C18.ol.tm 

10340 

none 



Seq. ID OJ991202_08. 0421, 
Strand 

End 10655 

Method TBLASTX : Maize 

End 10655 

Score 399 



C18 



10340. .10654, 10360. .10653, 10494.. 10655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48656 

103651 

10856 

OJ991202_08.0421.C18.o8 .tm 

10856 

none 



Seq. ID OJ991202_08.0421. 
Strand 

End 11880 

Method TBLASTX : Maize 

End 11249 

Score 138 



C18 



10856. .11083, 11082. .11249, 11099.. 11218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48656 

103651 

10856 

OJ991202_08.0421.C18.o8.tw 

10931 

none 



Seq. ID OJ991202_08.0421, 
Strand 

End 11880 

Method TBLASTX : Wheat 

End 11126 

Score 212 



C18 



10931. .11086, 10933. .11091, 10934 .. 11086, 11082 .. 11126, 
11084. .11125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48656 

103651 

10856 

OJ991202_08 .0421.C18.o2.ts 

11082 

none 



Seq. ID OJ991202_08.0421, 
Strand 

End 11880 

Method TBLASTX : Soybean 

End 11476 

Score 142 



C18 



11082. .11249, 11087. .11245, 11094 .. 1124 9, 11303 1147 6, 
11311. .11349 



Seq. No. 
Gene No. 
Start 



48656 

103651 

10856 



Seq. ID OJ991202_08.0421, 
Strand 

End 11880 



C18 



50446 



Name 


OJ991202 08 0421 C18 


* ol . tw 


Method 


TBLASTX: Wheat 




Start 


11127 




End 


11880 




GI 


none 




Score 


187 




Exons 


11127. .11255, 11135. 


.11251, 


11228. .11575, 11234 .. 11602, 






11311. .11613, 11645. 


.11812, 


11666. .11812, 11809. .11880, 






11812. .11880 










Seq. No. 


48656 




Seq. ID 


OJ991202_08 .0421 


.C18 


Gene No. 


103652 




Strand 






Start 


11806 




End 


12102 




Name 


OJ991202 08.0421.C18 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11806 




End 


12102 




GI 


5752663 




Score 


222 




Exons 


11806. .12102, 11892. 


.11972 








GI Descrip. 


- 










Seq. No. 


48656 




Seq. ID 


OJ991202_08.0421 


.C18 


Gene No - 


103652 




Strand 






Start 


11806 




End 


12102 




Name 


OJ991202 08.0421.C18 


.o7 .tm 


Method 


TBLASTX: Maize 




Start 


11815 




End 


12102 




GI 


none 




Score 


220 




Exons 


11815. .12102 










Seq. No. 


48656 




Seq. ID 


OJ991202_08.0421 


.C18 


fipnp No 


103652 




Strand 






Start 


11806 




End 


12102 




Name 


OJ991202 08.0421.C18 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11893 




End 


12099 




GI 


none 




Score 


225 




Exons 


11893. .12099 










Seq. No. 


48656 




Seq. ID 


OJ991202_08.0421 


.C18 


Gene No . 


103653 




Strand 






Start 


12121 




End 


12708 




Name 


OJ991202 08.0421.C18 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


12121 




End 


12459 




GI 


none 




Score 


299 




Exons 


12121. .12459, 12121. 


.12426, 


12264. .12458 




Seq. No. 


48656 




Seq. ID 


OJ991202_08.0421 


.C18 


Gene No . 


103653 




. Strand 






Start 


12121 




End 


12708 




Name 


OJ991202 08.0421.C18 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


12304 




End 


12678 




GI 


none 




Score 


114 




Exons 


12304. .12435, 12304. 


.12435, 


12453. .12584, 12454. .12678 




Seq. No. 


48656 




Seq. ID 


OJ991202_08.0421 


.C18 


Gene No. 


103653 




Strand 






Start 


12121 




End 


12708 




Name 


OJ991202 08.0421.C18 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


12315 




End 


12708 




GI 


none 




Score 


109 




Exons 


12315. .12386, 12316. 


.12390, 


12317. .12388, 12392 .. 12706, 






12397. .12708, 12405. 


.12698, 


12406. .12699, 12410.. 12706 





50447 



Seq. No. 48656 

Gene No. 103654 

Start 14501 

Name OJ991202_08 . 0421 .C18 . o7 . tw 

Start 14501 

GI none 

Exons 14501. .14548, 14555 .. 14 653, 14572 14 652 , 14 620 14781, 
14636. .14893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 14893 

Method TBLASTX : Wheat 

End 14893 

Score 58 



Seq. No. 48656 

Gene No. 103654 

Start 14501 

Name OJ991202_08 . 0421 . C18 . o9 . tm 

Start 14506 

GI none 

Exons 14506. .14790, 14543.. 14791 



48656 

103655 

15672 

OJ991202_08.0421.C18.o6.tw 

15672 

none 

15672. .15902, 15681 .. 15794 , 
15904. .16086, 15905. .16114 

48656 

103656 

16281 

OJ991202_08.0421.C18.o2.tw 

16281 

none 

16281. .16724, 16282 .. 16743, 

48656 

103656 

16281 

OJ991202_08.0421.C18.o5.ts 

16322 

none 

16322. .16546, 16553.. 16687 



48656 

103656 

16281 

OJ991202_08.0421.C18, 

16412 

none 

16412. .16768, 16447.. 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 14893 

Method TBLASTX : Mai ze 

End 14791 

Score 193 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 16114 

Method TBLASTX : Wheat 

End 16114 

Score 163 
15827. .15901, 15896. .16060, 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 16768 

Method TBLASTX : Wheat 

End 16744 

Score 203 
16283. .16744 

Seq. ID OJ991202_08.0421.C18 
Strand 

End 167 68 

Method TBLASTX: Soybean 

End 16687 

Score 117 



Seq. ID OJ991202_08.0421.C18 
Strand 

16768 

TBLASTX: Maize 
16768 
388 



End 

Method 
End 
Score 



o2.tm 
16758, 16463.. 16768 



48656 

103657 

16795 

OJ991202_08.0421.C18.o4.tm 

16795 

none 

16795. .17160, 16796.. 17179 



Seq. ID OJ991202_08.0421.C18 
Strand 

End 17302 

Method TBLASTX : Mai ze 

End 17179 

Score 355 



50448 




Seq. No. 


4oooo 


Seq. ID 


OJ991202 0o.0421.Clo 


Gene No. 


103657 . 


Strand 




Start 


16795 


End 


17302 


Name 


OJ991202 08.0421.C18.o4.tw 


Method 


TBLASTX: Wheat 


Start 


16852 


End 


17277 


GI 


none 


Score 


482 


Exons 


16852. .17277, 16853.. 17272 






Seq. No. 


48656 


Seq. ID 


OJ9912Q2 Uo.0421.C18 


Gene No. 


103657 


Strand 




Start 


16795 


End 


17302 


Name 


OJ991202 08.0421.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


16931 


End 


17302 


GI 


none 


Score 


279 


Exons 


16931. .17302, 16948.. 17106 






Seq. No. 


48657 


Seq. ID 


OJ991202_08.0421.C19 


Gene No. 


103658 


Strand 


+ 


Start 


1 


End 


2137 


Name 


OJ991202 08.0421.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2134 


GI 


7228457 


Score 


3437 


Exons 


1.-517, 584. .2134 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein. (AF098806) [Oryza 




sativa] 






Seq. No. 


48657 


Seq. ID 


. OJ991202_08.0421.C19 


Gene No. 


103658 


Strand 


+ 


Start 


1 


End 


2137 


Name 


OJ991202 08.0421.C19.ol.gs 


Method 


GENSCAN 


Start 


65 


End 


2137 


GI 


none 


Score 


.93 


Exons 


65. .2137 






Seq. No. 


48657 


Seq. ID 


OJ991202_08.0421.C19 


Gene No. 


103659 


Strand 




Start 


2755 


End 


5980 


Name 


OJ991202 08.0421.C19.o2.tw 


Method 


TBLASTX: Wheat 


Start 


38 


End 


496 


GI 


none 


Score 


234 


Exons 


38. .286, 62. .286, 127. .300, 


356. .496, 


356. .493, 358. .495 


Seq. No. 


48657 


Seq. ID 


OJ991202_08.0421.C19 


Gene No. 


103659 


Strand 




Start 


2755 


End 


5980 


Name 


OJ991202 08.0421.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


185 


End 


751 


GI 


5666795 


Score 


68 


Exons 


185. .283, 359.-496, 551. .751 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 


Seq. No. 


48657 


Seq. ID 


OJ991202_08.0421.C19 


Gene No. 


103659 


Strand 




Start 


2755 


End 


5980 


Name 


OJ991202 08.0421.C19.o4.tw 


Method 


TBLASTX: Wheat 



50449 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
£3 Name 

Start 
?S GI 

Exons 

C3 Seq. No. 
[J Gene No. 

Start 

Name 
iy Start 

[3 Exons 

Seq. No. 
" ^ Gene No . 
It Start 

Name 
[3 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



499 
none 

499. .675, 512.. 700, 551. 

48657 

103659 

2755 

OJ991202_08 .0421.C19.ol 
1004 
none 

1004. .1327, 1021. .1314 

48657 

103659 

2755 

OJ991202_08.0421.C19.ol, 

1141 

none 

1141. .1197, 1142. .1522, 

48657 

103659 

2755 

OJ991202_08.0421.C19.o3, 

1523 

none 

1523. .1807, 1528. .1806, 

48657 

103659 

2755 

OJ991202_08.0421.C19.o2. 

1994 

none 

1994.. 2161, 1999.. 2175 

48657 

103659 

2755 

OJ991202_08.0421.C19.o2. 

2755 

none 

2755.. 4627, 4721.. 5517, 

48657 

103659 

2755 

OJ991202_08.0421.C19.o2. 

2758 

6907089 

2758.. 4627, 4721.. 5980 
(AP001129) hypothetical 

48658 

103660 

1 

OJ991202 08.0421.C20.ol. 



,811 



. tm 



tw 



End 811 
Score 192 



Seq. ID OJ991202_08.0421.C19 
Strand 

End 5980 

Method TBLASTX: Maize 

End 1327 

Score 362 



Seq. ID OJ991202_08.0421.C19 
Strand 

5980 

TBLASTX: Wheat 
1522 
376 



End 

Method 
End 
Score 
1243. .1491 



tw 



Seq. ID OJ991202_08.0421.C19 
Strand 

End 5980 

Method TBLASTX : Wheat 

End 2125 

Score 265 
1999. .2121, 2000. .2125 

Seq. ID OJ991202_08.0421.C19 
Strand 

End 5980 

tm Method TBLASTX: Maize 

End 2175 

Score 196 



Seq. ID OJ991202_08.0421.C19 
Strand 

End 5980 

gs Method GENSCAN 

End 5980 

Score .68 
5519. .5635, 5654. .5980 

Seq. ID OJ991202_08.0421.C19 
Strand 

End 5980 

np Method AAT/NAP 

End 5980 

Score 4096 

protein [Oryza sativa] 

Seq. ID OJ991202_08.0421.C20 

Strand + 

End 670 

np Method AAT/NAP 



50450 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



670 
343 



6539553 
1.-32, 298. .670 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



48658 
103661 
770 

OJ991202_08.0421.C20.ol.gp 

770 

LIB3475-004-P1-K2-A5 
770. .889 

, 5777612/emb|AJ245900.1 IOSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 08.0421.C20 



889 . 
AAT/GAP 
889 
188 





Seq. No. 


48658 






Seq. ID 


OJ991202 




Gene No. 


103662 






Strand 






Start 


1083 






End 


1209 




Name 


OJ991202 08 


.0421.C20.o2 


.np 


Method 


AAT/NAP 




Start 


1083 






End 


1209 


S3. 


GI 


7339719 






Score 


109 




Exons 


1083. .1209 










a 


GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48658 






Seq. ID 


OJ991202 




Gene No. 


103663 






Strand 






Start 


1365 






End 


2034 




Name 


OJ991202 08 


.0421.C20.ol 


.gs 


Method 


GENSCAN 




Start 


1365 






End 


2034 




GI 


none 






Score 


.78 




Exons 


1365. .1392, 


1914. .2034 









Seq.. No. 48659 Seq. ID OJ991202_08 . 0421 . C22 

Gene No. 103664 Strand + 

Start 1 End 6121 

Name OJ991202_08 . 0421 .C22 . ol . np Method AAT/NAP 

Start 1 End 4776 

GI 7106515 Score 1413 

Exons 1..734, 3807.. 4598, 4681.. 4776 

GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



48659 

103664 

1 

OJ991202_08.0421.C22.ol.gs 

201 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

201. .756, 1578. .1704, 2417. .2827, 3061. .3125, 3310. .3440, 
3948. .4295, 5247. .5520, 5635. .5731, 5994. .6121 



OJ991202_08.0421.C22 
+ 

6121 
GENSCAN 
6121 
.44 



48659 
103664 



Seq. ID OJ991202_08.0421.C22 
Strand + 



50451 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^ Seq. No. 

Gene No. 

y Start 

fft Name 

hi Start 

U GI 

^ Exons 

\J Seq. No. 

f[j Gene No. 

[" Start 

I Name 

H Start 

y gi 

M Exons 

Seq. No. 
~~ Gene No. 
u Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 
OJ991202_08 . 0421 . C22 . ol . tm Method 

369 End 

none Score 
369.. 731, 389.. 619 

48659 Seq. ID 

103664 Strand 

1 End 
OJ991202_08 . 0421 . C22 . o2 . tm Method 

4092 End 

none Score 

4092.. 4319, 4094.. 4318', 4338. 

48659 Seq. ID 

103664 Strand 

1 End 
OJ991202_08 . 0421 . C22 . ol . tc Method 

4101 End 

none Score 
4101. .4346 

48659 Seq. ID 

103664 Strand 
1 End 
OJ991202_08 . 0421 .C22 .ol . ts Method 
4338 End 
none Score 
4338. .4520, 4340. .4498 

48660 Seq. ID 

103665 Strand 
1411 End 
OJ991202_08 . 0421 . C25 . ol . gs Method 
1411 End 
none Score 
1411.. 1652, 3222.. 3404, 4115.. 4139 



6121 

TBLASTX: Maize 

731 

299 



OJ991202_08.0421.C22 
+ 

6121 

TBLASTX: Maize 

4412 

170 



4412, 4341. .4409 



OJ991202_08 .0421.C22 
+ 

6121 

TBLASTX: Cress 

4346 

198 



OJ991202_08.0421.C22 
+ 

6121 

TBLASTX : Soybean 

4520 

184 



OJ991202_08.0421.C25 
+ 

4139 
GENSCAN 
4139 
.91 



48660 Seq. ID 

103666 Strand 
4610 End 
OJ991202_08 . 0421 . C25 . ol . gp Method 
4569 End 
27137_1.R1084 Score 
4569. .5061 

'629561/pirl IS44261 2.0e-13 SRG1 protein - Arabidopsis thaliana 
>gi_479047_emb_CAA55654_ (X79052) SRG1 [Arabidopsis thaliana] 
>gi_5734767_gb_AAD50032.1_AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] 1 



OJ991202_08.0421.C25 
+ 

5697 
AAT/GAP 
5061 
904 



Seq. No. 


48660 




Seq. ID 


OJ991202_08.0421.C25 


Gene No. 


103666 




Strand 


+ 


Start 


4610 




End 


5697 


Name 


OJ991202 08 


.0421.C25.o2.gs 


Method 


GENSCAN 


Start 


4610 




End 


5697 


GI 


none 




Score 


.64 


Exons 


4610. .5155, 


5278. .5697 







50452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48660 
103666 
4610 

OJ991202_08.0421.C25.ol.np 
4619 
629561 
4619. .5682 

SRG1 protein - Arabidopsis 
(X79052) SRG1 [Arabidopsis 
gi | 5734767 | gb I AAD50032 . 1 | AC007651_27 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 
+ 

5697 
AAT/NAP 
5682 
654 



08.0421.C25 



thaliana gi I 479047 | emb | CAA55654 | 
thaliana] 

(AC007651) SRG1 Protein 



48660 Seq. ID 

103667 Strand 
8757 End 
OJ991202_08 . 0421 . C25 . o2 . np Method 
8757 End 
7485158 Score 
8757. .10350 

hypothetical protein - Arabidopsis thaliana 
gi|2244996|emb|CAB10416.1| (Z97341) salt-inducible protein 
homolog [Arabidopsis thaliana] gi | 7268388 | emb | CAB78681 . 1 | 
(AL161543) salt-inducible protein homolog [Arabidopsis thaliana] 



OJ991202_08.0421.C25 
+ 

10350 
AAT/NAP 
10350 
881 



48660 

103667 

8757 

OJ991202_08.0421.C25.o3.gp 
8919 

uC-osflcypl24f05bl 
8919. .9429 

, 2244996/emb|CAB10416.1| 4. 



homolog [Arabidopsis thaliana] 1 



Seq. ID OJ991202_08.0421.C25 

Strand + 

End 10350 

Method AAT/GAP 

End 9429 

Score 983 

Oe-37 (Z97341) salt-inducible protein 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



48660 
103668 
11007 

OJ991202_08.0421.C25.o4 .gp 
11007 

17190JL.R1084 
11007. .11187, 11414. .11463 

, 5103835/gb|AAD39665.1|AC007591_30 4.0e-56 (AC007591) ESTs 
gb_T22508, gb_H36196 and gb_AI100134 come from this gene. 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_ 
+ 

11463 ' 
AAT/GAP 
11463 
416 



08.0421.C25 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48660 Seq. ID 

103669 Strand 

5514 End 
OJ991202_08 . 0421 . C25 . o4 . tm Method 

1396 End 

none Score 

1396.. 1593, 1410.. 1592 



OJ991202_08.0421.C25 
6005 

TBLASTX: Maize 

1593 

199 



Seq. No. 
Gene No. 
Start 



48660 

103669 

5514 



Seq. ID 

Strand 

End 



OJ991202 08.0421.C25 



6005 



50453 






Name 


OJ991202~*08-..0421 


.C25.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4649 








End - 


5424 




GI 


none 








Score 


39 




Exons 


4649. .4681, 


4778 


. .4810, 


4817. 


.5110, 4855. .5094, 5096. .5197, 




5255. .5326, 


5257 


. .5349, 


5293. 


.5349, 5332.. 5424, 5353.. 5412 




Seq. No. 


48660 








beq. id 






<aene lno . 


103669 








otrana 






Start 


■ 5514 




- 




bna 


DUUO 




Name 


OJ991202 08 


.0421 


.C25.o2. 


tc . 


Method 


TBLASTX: Cress 




Start" 


4820" V' 




'*>**' ■ 




End- . v ; 


' 1j '5095 • . 




GI 


none' 








Score ~ ' 


'272* 




Exons 


4820. .509$, 


4852 


. .5064 










Seq. No. 


48660 








Seq. ID 


OJ991202_08.0421.C25 




Gene No. 










Strand 






OLall. 


5514 








End 


6005 




Name 


OJ991202 08 


.0421 


.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4841 








End 


5785 




GI 


none 








Score 


207 




Exons 


4841. .5092, 


4852 


. .5067, 


5111. 


.5206, 5278.. 551.7, 5284.. 5637, 






5292. .5540, 


5741 


. .5785- 










Seq. No. 


48660 








Seq. ID 


OJ991202_08.0421.C25 


1 -Ji 


oene ino . . 


103669 








Strand- 


- 




' Start " 


5514 * 








End 


60O5" ' ' ' ' 




Name 


OJ991202 08 


.0421 


.C25.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5269 








End ' 


5577 


f ^ 


GI 


none 








Score 


325 


: . t 
-•^ 


Exons 


5269. .5577, 


5295 


. .5561 










Seq. No. 


48660 








Seq. ID 


OJ991202_08.0421.C25 


? ■; s 

. =r 


bene ino . 


103669 








Strand 






Start 


5514 








End 


6005 




Name 


OJ991202 08 


.0421 


.G25.o2. 


gp 


Method 


AAT/GAP 




Start 


5514 








End 


6005 




GI 


none 








Score 


• 945 




Exons 


5514. .6005 












C3 


Seq. No. 


48660 








Seq. ID 


OJ991202_08.0421.C25 




u6ne wo . 


103670 








Strand 






Start 


9049 








End 


9873 




Name 


OJ991202--08 


.0421 


.C25.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


904 9 ' T 'V 








.End 


9195 




GI 


none 








Score 


187 




Exons 


9049. .9195, 


9063 


..9194 










Seq. No. 


48660 








Seq. ID 


OJ991202_08.0421.C25 




Gene No. 


103670 








Strand 






Start 


9049 








End 


9873 




Name 


OJ991202 08 


.0421.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9073 








End 


9873 




.GI ' ; 


. none ~ 








Score 


11-7 




Exons 


9073. .9321, 




. ..9432,. 


9325. 


.9873> 9327, ....9869 ■ 




Seq. No. 


48660 








Seq. ID 


' OJ991202_08.0421.C25 




Gene No. 


. 103670 








Strand 





50454 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

S.tar.t 

GI - : . •■: 

Exons 



9049 End 
OJ991202_08 . 0421 . C25 . o2 . ts Method 
9196 . End 
none Score 
9196.. 9426, 9522.. 9755, 9523. .9765 



9873 

TBLASTX : Soybean 

9765 

106 



48660 

103671 

9873 

OJ991202 J08 . 0421 . C25 . o2 . tm 

9873 . ' ; "; 3? . 

h'ohe* 



Seq. ID OJ991202_08.0421.C25 
Strand 

End 10310 

Method TBLASTX: Maize . 

End, 10310 y. ^y s - 

Score 373 ' ' " 



9873.. 10130, 9880.. 10131, 10138 10308 , 10138 10308 , 
10146.. 10310 



ill 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

~ .Seq. No. 
3 Gene No. ■ 
n Start 
y Name 
^ Start 
GI 

Exons 



48661 
103672 
1 

OJ991202_08 . 0421 . C27 . ol . np 
1 

3608137 
1..29, 336. .555, 681. .910 

(AC005314) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991202_08.0421.C27 

Strand + 

End 925 

Method AAT/NAP ■ 

End ' 910 

Score 237 



48661 ■ • 

103672 ■ 

1 

OJ991202_08.0421.C27.ol.tm 
6 

none 



Seq. ID OJ991202_08.0421.C27 

: Strand + 

End 925 

Method TBLASTX : Maize 

End 925 

Score 196 

6. .56, 39. .581, 42. .428, 74. .550, 142. .573, 679. .897, 679. .897, 
692.. 925 



Seq. No. 
Gene No. 
Start 
■Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene Np. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
- Start 
Name 
Start 
GI 



48661 

103672 

1 

OJ991202_08 . 0421 . C27 . ol . gs 
32 

none 

32. .555, 669. .910 



Seq. ID OJ991202_08.0421.C27 

Strand + 

End 925 

Method GEN SCAN ■ 

End 910 

Score . 67 



48661 

103672 . - 
1 

OJ991202JD8 . 0421 . C27 . ol . gp 
112 

6089_2.R1084 
112. .555, 669. .720 

'3608137 1.0e-12 (AC005314) unknown protein [Arabidopsis 
thaliana]. 1 



Seq. ID OJ991202_08.0421.C27 

Strand + 

End 925 

Method AAT/GAP 

End. 720 

Score 929 



48661 

103672 

1 

OJ991202_08.0421.C27.ol.ts 

347 

none 



Seq. ID OJ991202_08.0421.C27 
Strand . . + ■ 
End 925 

Method TBLASTX : Soybean 
End 894 
Score 117 



50455 



Exons 



347. .472,, 505. .543, 509. .532, 659. .808, 667. .894, 667. .891 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip* 



48662 



Seq. ID OJ991202_08.0421.C28 



103673 Strand 
196 End 
OJ991202_08 . 0421 . C28 . ol . np Method 
196 End ■ 

6069646 Score 
196..425 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza .sativa]-' gi I 6907^112 I dbj IBAA90639.1 |, fAP0X$ ; l-2?) Similar to 
Arabidopsis thaliana chromosome II BAC F9013' genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] . 



+ 

425 

AAT/NAP 

425 

87 

transcriptase 
.11, .('AP0£aA : 29) 



Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 


Gene No. 


103674 








Strand 


+ 




Start 


3058 








■ End 


4481 




Name 


ojyyizu^ Uo 


.0421 


.C29.ol 


. gs 


Method 


GENSCAN 




Start 


3058 








End 


4481 




GI 


none 








Score 


.44 




Exons 


3058. .3585, 


4005 


. . 4481 










Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 


Gene No. 


103674 








Strand 


+ . 




Start • 


'3058 








End 


. 4481 . ^ 




Name 


/-\ tA H 1 O A O AO 

OJ99120^ 08 


.0421 


.C29.01 


. np 


Method 


AAT/NAP 




Start 


3345 








End 


4433 




GI 


3608128 








Score 


425 




Exons 


3345. .3585, 


4002 


. .4120, 


4265. 


.4433 • 






GI Descrip 


(AC005314) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 


Gene" No. 


103675 








Strand 






Start 


n /" A A ■ 

5690 








End 


6055 




Name ' 


-OJ991202 08 


.0421 


.C29.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


&w 3342 : 






End- 


" 3591 




GI 


* none 








Score 


292 




Exons 


3342. .3545, 


3358 


. .3591 










Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 


Gene No. 


103675 








Strand 






Start . • 


5690 - 








End.: 


6055 -"■ • 




Name 


OJ991202 08 


.0421 


.C29.o2 


. v t"s 


Method 


TBLASTX : Soybean 




Start 


3420 








End . ■ • 


4655 




GI 


none 








Score 


207 




Exons . 


3420. .3593, 


3421 


. .3564, 


4581. 


.4655 






Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 


Gene No. 


103675 








Strand 






Start 


5690 








End 


. 6055 




Name 


OJ991202 08 


.0421 


.C29.o2 


. gs 


Method 


GENSCAN ■ 




Start 


5690 








End 


604 6 , /: 




GI. - 


none 








Score 


.87 




Exons 


5690. .6046 














Seq. No. 


48663 








Seq. ID 


OJ991202_08.0421 


.C29 



50456 




Gene No. 


103675 




Strand 




Start 


5690 ■■ 




End 


6055 


Name 


OJ991202_08 


.0421.C29.o2.np 


Method 


AAT/NAP 


Start 


5696 


End 


6053 


GI 


7339491 




Score 


334 


Exons 


5696. . 6053 








GI Descrip. 


(AL162459) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


' 48663 




Seq. ID 


OJ991202_08.0421.C29 


Gene No. 


lUob 1 D 




Strand 




Start-.- / * 


5690 V 




End ;. 


"6055. . ' \. 


Name 


OJ991202 0'8 


.042-l:C29.ol.ts 


Method , 


TBLASTX : Soybean ' - 


Start 


5714 




End 


6055 


GI 


none 




Score 


139 


Exons 


5714. .5875, 


5724.. 5840, 5890 


..6012, 5891.. '6049, 5901.. 6047, 



5915. .6055 



Seq. No. 48663 Seq. ID 

Gene No. 103675 , Strand 

Start 5690 " End 

Name OJ991202_08 . 0421 . C29 . ol . tc Method 

Start 5735 End 

GI none ' Score 

Exons 5735.. 5875, 5736.. 5840, 5759.. 5869, 5767.. 5880, 5876. 

5889.. 6047 . , 



OJ991202_08.0421.C29 
6055 

TBLASTX: Cress 
6047 
95 

,6046, 



[f| Seq. No. 
r!= Gene No. 
*% Start 
~ ^ Name 

Start 
Q GI 
ft! Exons 

GI Descrip. 



48664 
103676 
1 

OJ991202_08.0421.C30.ol.np 
1 

7339491 

1..226, 328. .383, 1746. .1766 

(AL162459) putative , protein [Arabidopsis thaliana] 



Seq. ID OJ991202_08.0421.C30 
Strand 

End 1766 

Method AAT/NAP 

End 17 66 

Score 190 



V3 



Seq. No. 48664 Seq. ID 

Gene No. 103676 ■ Strand 

Start 1 End 

Name OJ991202_08 . 0421 . C30 . ol . gs Method 

Start 38 End 

GI none Score 

Exons 38.. 229 



OJ991202_08.0421.C30 

1766 
.GENSCAN 
229 
.99 



Seq. No. 4*8665 ' Seq. ID 

Gene No. 103677 Strand 

Start 1159 End 

Name OJ991202_08 . 0421 . C35 . ol . gs Method 

Start 1159 End 

GI none Score 

Exons 1159.. 1207, 1483.. 1535 



OJ991202_08.0421.C35 

1535 
GENSCAN 
1535 
.82 



Seq. No. 48666 Seq.. ID 

Gene No. . 103678 _ Strand 

Start 2354 V.. . I ' End 

Name OJ991202_08 . 0421.C'36.ol.gp Method 

Start 2354 End 

GI none Score 



OJ991202_08.0421.C36 
" + 

2810 
AAT/GAP 
2810 
898 



50457 






Exons 


2354. .2810 














Seq. No. 


486.66 




Seq. ID 


OJ991202_08 


.0421 


.C36 




Gene No. 


103679 




Strand 


+ 








Start 


5818 




End 


7380 








• Name 


OJ991202 08.0421.C36.o3 


,gp 


Method 


AAT/GAP 








Start 


5796 




End 


7080 








GI 


none 




Score 


826 








Exons 


5796.. 5923, 6704.". 7080 














Seq. No. , 


48666 /; - '.: '„ 




Seq. ID 


,~ 

^J991202_08 


.0421 


.C36 




Gene $6. . 


103679 




: ■ Strand" 


*+ 








Start 


5818 




■ End 


7380 








Name 


OJ991202 08.0421.C36.o2 


.gs 


Method 


GENSCAN 








Start 


5818 




End 


7380 








GI 


none 




Score 


.68 








Exons 


5818.. 5923, 6704.. 7380 














Seq., No. 


48666 




Seq. ID 


OJ991202J38 


.0421 


.C36 




Gene No. 


103679 




Strand 


+ 








Start 


5818 




End 


7380 








Name 


OJ991202 08.0421.C36.o2 


.np 


Method 


AAT/NAP 








Start 


6623 




End 


7377 






AZS. 

: ; 


GI 


4510390 




Score 


646 






t ^ 


Exons *;>-■ 


6623.. 6766, 6807.. 7377 












w 

Eil 


GI Descrip. 


(AC007017.) : unknown protein 


[Arabidopsis t'haliana] 








Seq. No. 


48666 




Seq. ID 


OJ991202_08 


.0421 


.C36 




Gene No. 


103680 




Strand 


+ 








Start 


10851 




End 


20253 






~z 


Name 


OJ991202 08.0421.C36.o4 


■ gp 


Method 


AAT/GAP 








Start 


10800 




End 


11421 






rj 


GI 


none 




Score 


1165 






I? ^ 


Exons 


10800... 11421 














Seq. No. 


48666 




Seq. ID 


OJ991202_08 


.0421 


.C36 




Gene No. 


103680 




Strand 


+ 








Start 


10851 




End 


20253 






s] 


Name 


OJ991202 08.0421.C36.o4 


gs 


Method 


GENSCAN 








Start 


10851 




■ End 


11417 






f s * 
^ ST 


GI 


none 




Score 


1 








Exons 


10851.. 11417 














Seq. No. 


48666 




Seq. ID 


" OJ99120'2_08 


:tk2i 


.C36 




Gene No. 


103680 




Strand 


+ 








Start 


10851 




End 


20253 








Name 


OJ991202 08.0421.C36.o4 


np 


Method 


AAT/NAP 








Start 


10908 




End 


11414 








GI 


6728970 




Score 


472 








Exons 


10908. .11414 














GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis thaliana] 








Seq. No... 


48666 ■ ' " 




' Seq. ID 


OJ991202_08 


.0421 


.C36 




Gene No.- 


103680 




/ Strand 


" + 








Start . 


10851 




End 


20253 








Name 


OJ991202 08.0421.C36.o6. 


np 


Method 


AAT/NAP 








Start 


10962 


End 


19364 







50458 



GI 7485814 Score 388 

Exons 10962. .11128, 13732 13862, 14348 .. 1454 9, 16555 .. 16709, 

19070.. 19364 

GI Descrip. hypothetical protein F19I3.6 - Arabidopsis thaliana 

gi I 3033379 |gb| AAC12823.il (AC004238) putative WRKY-type 
DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 


48666 






Seq. ID 


OJ991202_08. 0421 


.C36 


Gene No. 


103680 






Strand 


+ 




Start 


10851 






End 


20253 




Name 


QJ991202, 08.0421 


. C36 . o5 


• gp 


Method 


-AAT/GAP 




Start 


•^12685 




End' 


13171 




GI 


none 






Score 


860 




Exons 


- 12685. .13171 












Seq. No. 


48666 






Seq. ID 


OJ991202 08.0421 


.C36 


Gene No. 


103680 






Strand 


+ 




Start 


10851 






End 


20253 




Name 


OJ991202 08.0421 


.C36.o6 


.gs 


Method 


GEN SCAN . 




Start 


19104 






End 


20253 




GI 


none 






Score 


.87 




Exons 


19104. .19450, 20214.. 20253 








Seq. No. 


48666 






Seq. ID 


OJ991202JD8/0421 


.C36 


Gene No". C< 


103681 : ' : 






Strand ..' 






Start 


2549.vi- v 






End 


5416 




Name 


OJ991202 08.0421 


.C36.ol 


.gs 


Method 


GEN SCAN 




Start 


2549 






End 


5416 




GI 


none 






Score 


1 




Exons 


2549. .5416 












Seq. No. 


48666 






Seq. ID 


OJ991202_08.0421 


.C36 


Gene No. 


103681 






Strand 






Start 


2549 






End 


5416 




Name 


OJ991202 08.0421 


,C36.o2 


.gp 


Method 


AAT/GAP 




Start 


3388 






End 


3886 




GI 


none • 






Score 


926 




Exons 


3388.. 3886 












Seq. No. 


48666 






Seq. ID 


OJ991202_08.0421 


.C36 


Gene No. 


103682 






Strand 






Start 


7140 






End 


19225 




Name • 


OJ991202, 08.0421 


.C36.o6 


.tm 


•Method - 


TBLASTX: Maize 




Start 


2543 ~ ""' 






End 


2720 




GI 


none 






Score 


174 




Exons 


2543.. 2719, 2547 


. .2720 










Seq. No. 


48666 






Seq. ID 


OJ991202_08.0421 


.C36 


Gene No. 


103682 






Strand 






Start 


7140 






End 


19225 




Name 


OJ991202 08.0421 


.C36.o3 


.tc - 


Method 


TBLASTX: Cress 




Start 


3000 






End 


3366 




GI 


none . 






Score . 


255 




Exons 


3000. .3209,' 3002 


. .3364, 


3009; 


.3365, 3025.. 3366, 3247. .3366 


Seq. No. 


48666 






Seq. ID 


OJ991202_0'8.0421 


.C36 


Gene No. 


103682 






Strand 







50459 




Start 


7140 








End 


19225 


Name 


OJ991202 08 


.0421. 


C36.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3023 








End 


3233 


GI 


none 








Score 


226 


Exons 


3023. .3232, 


3024. 


.3233 








Seq. No. 


48666 ' 








Seq. ID 


OJ991202__08.0421.C36 


Gene No . 










Strand 




Start 


7140 








End . 


19225 


Name 


OJ99120208 


.0421. 


C36.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


•■3977 . :;. 








End V . 


424.4, 


GI 


none 








Score 


119 


Exons 


3977. .4213, 


3978. 


.4244 








Seq. No. 


48666 








Seq. ID 


OJ991202_08.0421.C36 


Gene No. 


103682 








Strand 




Start 


/ 14U 








End 


19225 


Name 


OJ991202 08 


.0421. 


C36.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5806 








End 


7147 


GI 


none 








Score 


44 


Exons 


5806. .5919, 


5811. 


.5840, 


5812. 


.5919, 5873.-5944, 6702.. 7139, 


..' 


6702. .7142, 


6703. 


.7146, 


6857. 


.7147 




Seq. No. 


48666 








Seq. ID 


OJ991202_08.0421.C36 


Gene No. 


103682 








Strand 




Start 


7140 








End . 


19225 


Name 


OJ991202 08 


.0421. 


C36.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6745 








End 


7055 


GI 


none 








Score 


290 


Exons 


6745. .7053, 


6747. 


.7055, 


6747. 


.7055 




Seq. No. 


48666 








Seq. ID 


OJ991202_08.0421.C36 


Gene No. 


103682 








Strand 




Start 


7140 








End 


19225 


Name 


OJ991202 08 


.0421. 


C36.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6893 








End 


7386 


GI 


"none 








Score; . 


100' 


Exons 


6893. .*7180, 


6898. 


.7341, 


6901. 


.7344, 6924.. 7343, 7342.. 7386 


Seq. No. 


48666 








Seq. ID 


OJ991202_08.0421.C36 


Gene No. 


103682 








Strand 




Start 


7140 








End 


19225 


.Name.- 


OJ991202 08 


.0421. 


C36,o5 


.np 


Method 


AAT/NAP 


Start 


7140 








End •■••'* 


15893 


GI 


7487780 








Score 


881 


Exons 


7140. .7191, 


10149 


..10294, 13028. .13122, 


13291. .13395, 



13602. .13724, 14115 .. 14375, 14508 .. 14 663, 14 691 .. 14 964 , 
15696.. 15893 

GI Descrip. hypothetical protein T6K21.70 - Arabidopsis thaliana 

gi|2894598|emb|CAA17132.1| (AL021889) putative protein 
[Arabidopsis thaliana] gi I 7268541 l.emb | CAB78791 . 1 1 (AL161547) 
putative protein [Arabidopsis tharl'iana]' 



Seq. No. 48666 Seq..'.' ID OJ991202_08 . 0421 . C36" 

Gene No. 103682 Strand 

Start 7140 End 19225 

Name OJ991202 08 . 0421 . C36 . o4 . tm Method TBLASTX : Maize 



50460 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip". 



7173 End 7415 

none Score 278 

7173. .7343, 7174. .7347, 7345. .7413, 7350. .7415 



48666 

103682 

7140 

OJ991202_08.0421.C36.o3.gs 

8287 

none' . 



Seq. ID OJ991202_08.0421.C36 
Strand 

End 19225 
Method GENSCAN 
End * 10530 
Score . 91 



■8.287. .8.382;, 8896. .8952, 9J042. . 9134 , ■ 9330.. 9395, 9503.. 9712, 
9809.. 10081, 10171. .10310', 10389.. 10530 



48666 

103682 

7140 

OJ991202_08.0421.C36.o3.np 

8293 

7486435 



Seq. ID OJ991202_08.0421.C36 
Strand 

End 19225 

Method AAT/NAP 

End 10544 

Score 566 



8293. .8382, 8896. .8952, 9042. .9134, 9330. .9395, 9503. .9709, 

9893.. 10072, 10171 .. 10225, 10358.. 10544 

hypothetical protein F4I1.32 - Arabidopsis thaliana 

git 3128193 | gb | AAC16097.il (AC004521) hypothetical protein 

[Arabidopsis thaliana] 





Seq. No. 


48666 




Seq. ID 


OJ991202_08.04 21 


.C36 


r ^ 

=. i 3 


Gene No. 


103682 




. Strand 






I u 


Start 


7140 




. End 


19225 






Name 


OJ991202 08.0421.C36 


. ol . ts 


' Method 


TBLASTX: Soybean 






Start 


10925 




End 


11204 






GI 


none 




Score 


323 




% J 


Exons 


10925. .11131, 10926. 


.11171, 


11160. .11204 






Seq. No. 


48666 




Seq. ID 


OJ991202_08.0421 


.C36 




Gene No. 


103682 




Strand 








Start 


7140 




End 


19225 






Name 


OJ991202 08.0421.C36.^3.tm 


Method 


TBLASTX: Maize 






Start 


10925 




End 


11225 




r-i 


GI 


none 




Score 


244 






Exons 


10925. .11101, 10926. 


.11102, 


11102. .11215, 11103.. 11225 






Seq. No. 


48666 




Seq. ID 


OJ991202_08.0421 


.C36 




Gene.; No . 


103682 




Strand 








Start 


7140 




End 


19225 






Name 


OJ991202 08.0421.C36 


.o2.tc 


Method 


TBLASTX: Cress ■ 






Start 


10925 




End 


11405 






GI 


none 




Score 


289 






Exons 


10925. .11137, 10926. 


.11144, 


11142. .11222, 11244. .11405 






Seq. No. 


48666 




Seq. ID 


OJ991202_08.0421 


.C36 




Gene No. 


.103682 




Strand 








Start 


7140 




End 


19225 






Name 


OJ991202 08.0421.C36 


.o5.gs 


Method 


GENSCAN ' ■ 






Start' 


13018 > 




End 


16663 ' ' 






GI 


none > - 




Score 


.86 






Exons 


13018. .13095, 13291., 


.13395, 


13602. .13724, 14 115 .. 14375, 








14508. .14964, 15696., 


.15862, 


16.535. .16663 





50461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start v . 
Name ' (: ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start - 

GI" 

Exons 

Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

Exons 1 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



48666 

103682 

7140 

OJ991202_08.0421.C36.o2.ts 
13033 
none 
13033. 
14120. 
14227. 



13125, 1303.4. .13114, 
14200, 14132. .14272-, 
14313,. 14337. .14378, 



"Seq. ID 
Stran.d 
End 

Method 
■ End 

Score 
13636 
14143 



OJ991202 08.0421.C36 



19225 

TBLASTX : Soybean 
14949 
98 

13725, 13641. .13727, 
14202, 14151. .14354, 



14640. .14948, 14641. .14949 



48666 

103682 

7140 

OJ991202_08.0421.C36.ol.tm 

13656 

none 

13656. .13727, 14112 .. 14228 , 
14277. .14378, 14318 .. 14377 , 
14509. .14586, 14607 .. 14774, 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ991202_08.0421,C36 
19225 

TBLASTX: Maize 

15820 

84 



14155. .14229, 14232 .. 14309, 
14350. .14385, 14500 . .1458 6, 
14641. .14772, 14751 .. 14 972, 



14769. .14972, 14773 .. 14 973, 15693 .. 15815, 15695.. 15820 



Seq. ID OJ991202_08.0421.C36 
Strand 

19225:..:-. : 
AAT/GAP x 
14326- 
801 



48666 
.103682 

-7-1 40. /.. -.- ' 
O;j991202_08 . 0*421 . C36 . 06 . gp 
13868 

LIB3434-033-P1-K1-F1 
13868. .14326 

, 2894598/emb|CAA17132.1| 7.0e-09 (AL021889) putative protein 
[Arabidopsis thaliana] 1 



.■End • _ ' 
"Method 
End 
Score 



48666 

103682 

7140 

OJ991202_08 . 0421 . C36 . o2 . tw 

14151 

none 

14151; .14366, 14155. .14307, 

48666 

103682 

7140 

OJ991202_08.0421.C36.o4 .tc 

14763 

none 

14763. .14972, 14773 .. 14 97 6, 



Seq. ID OJ991202_08.0421.C36 
Strand 

End 19225 

Method TBLASTX: Wheat 

End 14374 

Score 121 
14256. .14372, 14330 .. 14374" 

Seq. ID OJ991202_08.0421.C36 
Strand 

End 19225 

Method' TBLASTX: Cress 

End 15820 . 

Score 223 
15693. .15809, 15695.. 15820 



Seq. ID OJ991202_08.0421.C36 

Strand . - 

End 19225 

Method AAT/GAP 

End .15816 

Score 4 99 . 



48666 
103682 
7140 

OJ991202_Q8.0421.C36.o7.gp 
14795 

28872_1.R1084 
14795. .14964, 15696. .15816 

1 2894598/emb | CAA17132 . 1 | 4.0e-49 (AL021889) putative protein 
[Arabidopsis thaliana] ' 



50462 



Seq. No. 


48666 


Seq. ID 


OJ991202_08. 0421.C36 


Gene No. 


103682 


Strand 




Start 


7140 


End 


19225 


Name 


OJ991202 08.0421.C36.o3.ts 


Method 


TBLASTX : Soybean 


Start 


15693 


•End 


15820 


GI 


none 


Score 


154 


Exons 


15693. . 15815, 15695. . 15820 






Seq. No. 


. 48666 


, <*S£q... ID 


OJ991202_08.0421.C36 


Gene No. 


. 103682 


Strand 




Start 


7140 


End 


19225 


Name 


OJ991202 08.0421.C36.o5.tc 


Method 


TBLASTX: Cress 


Start 


16563 


End 


19225 


GI 


none 


Score 


44 


Exons 


16563. .16598, 16564. .16599, 


16566. .16706, 16606 .. 16710, 




16639. .16710, 19069. .19095, 


19091. .19225, 19095.. 19214 


Seq. No. 


48667 


Seq. ID 


OJ991202_08.0421.C37 


Gene No. 


103683 


Strand 


+ 


Start 


2594 


End 


6152 


Name 


OJ991202_08.0421.C37.o2.np 


Method 


AAT/NAP 


Start 


2594 


End 


6152 


GI 


7492926 


Score 


143" 


Exons 


2594 . . 2713, 3654 . .3736, 3819 


..-3871., 4848.. 4917, -.5034 ^.517 9, 




5279.. .5372, 5802.. 6152 






GI Descrip. 


probable RNA-binding protein 


- fission 


yeast 




(Schizosaccharomyces pombe) 


gi 124 62671 |emb ICAB11047.il (Z98 




putative RNA-binding protein 


[Schizosaccharomyces pombe] 


Seq. No. 


48667 


Seq. ID 


OJ991202_08.0421.C37 


Gene No. 


103683 


Strand 


+ 


Start 


2594 


End 


6152 


Name 


OJ991202 08.0421.C37.o2.gs 


Method 


GENS CAN 


Start 


3239 


End 


6125 


GI 


none 


Score . 


.9 


Exons 


3239.. 3733, 3813.. 3871, 4848 


.."4917, 5034.. 5156, 5244.. 5372, 




5676. .6125 






Seq. . No. 


48667 


Seq. ID 


OJ991202_08.0421.C37 


Gene No. 


103684 


Strand 




Start 


794 


End 


2922 


Name 


OJ991202 08.0421.C37.ol.gs 


Method 


GENSCAN 


Start 


794 " - 


End 


2922 


GI 


none 


Score 


.87 


Exons 


794. .897, 1006. .1135, 1462-.. 


1543, 2111. 


.2172, 2508. .2608, 




2703. . 2922 






Seq. No. . 


48667 


Seq. ID 


OJ991202_08.0421.C37 


Gene No'. 


• 103684 


Strand 




Start 


794 


End 


2922 . 


Name 


OJ991202 08.0421.C37.ol.np 


Method 


AAT/NAP 


Start- 


1373 


• End 


2880 - 


er'. 


3805760 


Score 


134 


Exons 


1373.. 1434, 2508.. 2608, 2656 


. .2880 




GI Descrip. 


(AC005693) unknown protein [Arabidopsis 


thaliana] 



50463 



Seq. No. 48667 Seq. ID 

Gene No. 103685 Strand 

Start 6348 End 

Name OJ991202_08 . 0421 . C37 . ol . tm Method 

Start 834 End 

GI none Score 
Exons 



OJ991i0.2_08.0421.C37 
6608 

TBLASTX: Maize 

2935 

74 



834.-899, 834. .899, 836. .925, 1007. .1066, 1007. .1138, 
1008. .1139, 1090. .1140, 1458. .1520, 1462. .1533, 1586. .1663, 
1590.. 1658, 1640.. 1675, 2470.. 2610, 2505.. 2609, 2548.. 2610, 
2697.. 2837, 2699.. 2935, 2701.. 2934 



Seq. No. 48667- 

Gene No. 103685 

Start 6348 

Name OJ991202_08 . 0421 . C37 . ol . tc 

Start 1462 

GI none 

Exons 1462.:i533, 1593.. 1631, 1625. 
2701.. 2853, 2702.. 2854 



Seq. ID OJ991202_08.0421.C37 
Strand 

End .6608 

Method TBLASTX : Cress 

End 2854 

Score 115 

.1663, 2470. .2610, 2505. .2609, 



Seq. No. 48667 
Gene No. 103685 
Start " 6348 

Name . OJ991202_08 . 0421 .C37 . ol . ts 

Start'-, 2505- :• 

GI - none 

Exons 2505.. 2609, 2515.. 2610, 2667, 

2702.. 2932 



Seq. ID OJ991202_08.0421.C37 
Strand 

End 6608 

Method TBLASTX : Soybean 

End . 2932 

Score 86 

.2840, 2701. .2922, 2701. .2931, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons-.' 



48667 

103685 

6348 

OJ991202 
3593 
none 
359*3. 
•3'845. 
5033. 



08.0421.C37.o2.tm 



3733, 
3958, 
5158, 



3619. .3738, 
4845. .4913/ 
5034. .5156, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3619. ,3762, 
4845. .'4913, 
5062. .5157, 



OJ991202 08.0421.C37 



6608 

TBLASTX: Maize 
5374 
210 

3813. .3869, 3814. 
48'46/. 4'917, ' 4849. 
5241... 5372,- 5242. 



.3870, 
.-4 917, 
.5373, 



5252. .5374 



Seq. No. 
Gene No> 

Star^lfc 
Name -'* . * 
Start 1 
GI 

Exons 



48667 
103685 

• 6348 : * . . - 

bj991202_08.'0421.C37.o2.ts 
3617 
4300038 

3617.. 3703, 5046. .5096, 
5241.. 5372, 5241.. 5357, 



GI Descrip. 24 62671/emb_CAB11047_ 1. 



Seq. ID OJ991202_08.0421.C37 
Strand, 

End - 6608, . . 1 

"Method TBLASTX: Soybean / .■ 
End 5744 
Score 66 
5051. .5095, 5070. .5156, 5099. .5158, 
5264. .5374, 5673. .5744 
Oe-09 (Z98529) putative RNA-binding 



Seq. No. 
Gene No. 
Start . 
Name 
Start . 
GI 



protein [Schizosaccharomyces pombe] 

4 8 667 Seq. ID 

103685 Strand. 

6348 End*' -V 

OJ991202_08.0421.C37.o3.tm Method 

5807 End 

none Score 



OJ991202_08.0421.C37 
6608 

TBLASTX: Maize 

6127 

148 



50464 



Exons 



5807. .5968, 5811. .5972, 5811. .5969, 5812. .5970, 6004. .6123, 
6011. .6127, 6014. .6124, 6019. .6126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ■ 

Gene No." 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
-Gene No. 
Q Start 

Name 
li' Start 
= is GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48667 

103685 

6348 

OJ991202_08.0421.C37.o3.gs 

6348 

none 

6348.. 6422, 6507.. 6608 

48668 

103686 

1 

OJ991202_05.0421.Cl.ol.np 
1 

7413539 



Seq. ID OJ991202_08.0421.C37 
Strand 

End 6608 . 

Method GENSCAN 

End 6608 

Score .84 



Seq. ID OJ991202_05.0421.C1 

Strand + 

End 2742 

Method AAT/NAP 

End 2742 

Score 792 



1..327, 613. .957, 1046. .1268, 2201. .2742 

(AL162972) amino acid transport-like protein [Arabidopsis 
thaliana] 



48668 

103686 

1 

. OJ991202_05 . 0421 . CI . ol . gs 
634 
none 



Seq. ID OJ991202_05.0421.C1 

Strand + 

End 2742 . 

Method GENSCAN 

End "2739 

Score .75 



634. .948, 1037. .1268, 1987. .2076, 2201. .2739 



48668 

103687 

5865 

OJ991202_05.0421.Cl.ol.gp 

5865 

none 

5865.. 6761 - 



Seq. ID OJ991202_05.0421.C1 

Strand + 

End 67 61 

Method AAT/GAP 

End 67 61 

Score 1758 



Seq. No. 48668 

S Z Gene No. 103688 

□ Start 7567 

C3 Name OJ991202_05 . 0421 . CI . o3 . gs 

Start 7567 

GI nope ■ 
Exons 



Seq. ID OJ991202_05.0421.C1 

Strand + 

End 9832 

Method GENSCAN 

End 9832 . 

Score .61 



7567'.. 7726) 77 91 .' .'7 $$d,~ 7930 .\ 8023, 8928.. 9087, 9530.. 9667, 
9716.. 9832 



Seq. No. 48668 

Gene No. 103689 

Start 11538 

Name OJ991202_05 . 0421 . CI . o2 . gp 

Start 11538 

GI none 

Exons 11538. .11987 



Seq. ID OJ991202_05.0421.C1 

Strand + 

End 11987 

Method AAT/GAP 

End 11987 

Score 879 



Seq. No. 
Gene No. 
Start 



48668 

103690 

6074 



Seq. ID OJ991202_05.0421.C1 
Strand 

End 6691 



50465 



Name 
Start 
GI . . 
Exons 



OJ991202_05 . 0421 . CI . o2 .'gs Method GENSCAN 

6074 End 6691 

none Score :81 
6074. .6691 



Seq. No. 48668 

Gene No. 103691 

Start ' 12902 

Name OJ991202_05 . 0421 . CI . o2 . 

Start 5919 

GI * ■ . none - 

Exons * 5919.. 5966, 5956.. 6006, 
60'72.. 6215, 6074.. 6214 



tm 



5957 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6010, 



OJ991202 05. 0421. CI 



15011 

TBLASTX : Maize 
6215 . 

34 

5991. .6068, 6010. .6039, 



Seq. No. 48668 

Gene No. 103691 

Start 12902 

Name OJ991202_05 . 0421 . CI . o3 . tm 

Start 12212 

GI none 

Exons 12212. 

- 12412. 



12295, 12213. .12296, 
12528, 12417. .12533, 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

12393 

12422 



OJ991202 05. 0421. CI 



15011 

TBLASTX : Maize 
12676 
57 

12428, 12398. .12418, 
12529, 12579. .12662, 



12580. .12663, 12585 .. 12662, 12587.. 12676 



Seq. No. 48668 \ •• . Seq. /ID 

Gene No. 103691 *" ' Strand 

Start 12902 End 

Name 0 J9 9 1 2 0 2_0 5 . 0 4 2 1 . C 1 . o3 . gp Me t hod 

Start 12315 End 

GI 1729_1.R1084 Score 

Exons 12315. .12694, 12901.. 12997 

GI Descrip. ' 24 63510/emb | Y11048 | ZMSNORNA1 5.0e-27 Z.mays 
genes snoRl.l, snoR2.2, snoR3.2, U14.1a, U14 
U14.1d' 



OJ991202 05. 0421. CI 



15011 
AAT/GAP 
12997 
930 



small nuclear RNA 
,1b, U14.1c and 



Seq. No. 
Gene No. 
\J. Start 
[l Name 
R Start 
GI 

Exons 



48668 
'103691 
12902. 

OJ991202_05.0421.Cl.o2.ts 

12901 

none 

12901. .12996, 12954. .13019, 
13108.'. 13188, 13109. .13189, 
1328$. .13362, 13289 .. 13318 , 
13468. .13581, 13469. . 13582, 
13739. .13819, 13827.. 13931 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 05. 0421. CI 



15011 

TBLASTX : Soybean 
13931 
37 

12972. .13016, 13107. .13187, 
13109, .13189, 13288. .13317, 
13349. .13399, 13350 .. 13397 , 
13668. .13730, 1367 6 .. 13747 , 



Seq. No. 48668 

Gene No. 103691 

Start 12902 

Name OJ991202_05 . 0421 . CI . o4 . gs 

Start 12902 

GI none 

'Exons 12902. .12997, 13110 .. 13186, 
13670. .13821, 13842. .13989, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13290 

14495 



OJ991202 05. 0421. CI 



15011 
GENSCAN 
14916 
;..82 

13384, 13472. .13611, 
14716, 14803. .14916 



Seq. No. 



48668 



Seq. ID OJ991202_05.0421.C1 



50466 



Gene No. 103691 Strand 

Start 12902 End 15011 

Name OJ991202_05 . 0421 . CI . o2 . np Method AAT/NAP 

Start 12905 End 14025 

GI 7485543 " Score 413 

Exons 12905. .12997, 13116 13187 , 13288 .. 13384 , 13472 

13670. .14025 

GI Descrip. hypothetical protein F16B22.21 - Arabidopsis 
gi I 3341692 | gbl AAC27474.il (AC003672) unknown 
[Arabidopsis thaliana] ■ 



thaliana 
protein ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48668 

103691 

12902 

OJ991202_05. 

12934 

none 

12934. .12996 
13104. .13187 
13279. ,13386 
13471. .13578 
13869. .13904 
14084. .14110 
14210. .14395 
14494. ;14523 
14788. .15009 



0421.Cl.ol.tm 



12966. 
13107. 
13287. 
13668. 
13910. 
14114 . 
14277. 
14495. 
14795. 



.12995, 
.13196, 
.13394, 
.13865, 
.13990, 
.14182,' 
.14396, 
.14725, 
.15007 



Seq. ID OJ991202_05.0421.C1 
Strand 

End 15011 

Method TBLASTX : Maize 

End - 15009 

Score 41 
12972. .13013, 13088. .13189, 
.13108. .13188, 13264. .13386, 
13469. .13579, 134 69 .. 1354 9, 
13670. .13843, 13677. .13862, 
13913. .13990, 14073. .14177, . 
14115. .14210, 14117. .14227, 
14278. .14394, 14493 .. 14723, 
144 96.'. 14717,'. 14 584. .1472.4, 



Seq. No. 48668 

Gene No. 103691 .. 

Start 12902 

Name OJ991202_05 . 0421 . CI . o4 . gp 

Start 13142 

GI LIB3431-028-P1-K1-D7 

Exons 13142. .13186, 13290 .. 13384 , 

GI Descrip. '3341692 6.0e-30 (AC003672) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ991202 05. 0421. CI 



15011 
AAT/GAP 
13885 
832 

13472. .13581, 13670.. 13885 
unknown protein [Arabidopsis 



Seq. No. 48668 
Gene No. ■ 103691 
Start 12902 

Name OJ991202_05 . 0421 . CI . ol . ts 

Start 13931 
GI . none • ■ 

Exons 13931 , 

14495, 

14737, 



,13990, 14091. .14177, 
14725, 14499. .14717, 
14901, 14788. .14997, 



Seq. ID 
Strand 
End 

Method 

End 

Score . 
14286 
14602 



OJ991202 05.0421.C1 



15011 

TBLASTX : Soybean 
14997 
. - 45 - . . 
14396, 14353. .14394, 
14742, 14623. .14724, 



14795. .14986 



Seq. No. 48668 Seq. ID 

Gene No. 103691 Strand 

Start 12902 End 

Name OJ991202_05 . 0421 . CI . o5 . gp Method 

Start 14114 End 

GI uC-osflcyp080d04bl Score. 

Exons ••' 14114 . .14393, 14495 .. 14640 

GI Descrip. '3341691 3.0e-14 (AC003672) putative heterogeneous nuclear 
ribonucleoprotein Al [Arabidopsis thaliana] 1 



OJ991202_05.0421.C1 

15011 
AAT/GAP 
14640 
• 758 



50467 




Seq. No. 


48668 


Seq. ID 


OJ991202_05.0421 


.CI 


Gene No. 


103691 


Strand 






Start 


12902 


End 


15011 




Name 


OJ991202 05.0421.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14308 


End 


14666 




GI 


none 


Score 


39 




Exons 


14308. .14394, 14310. .14390, 


14507. .14650, 14508. .14666 




Seq. No. 


48668 


Seq. ID 


OJ991202_05.0421 


.CI 


Gene No. 


103691 


Strand 






Start 


12902 ' 


• - End 


■'15011 




Name 


OJ991202 05.0421.Cl.o3.np 


Method 


AAT/NAP 




Start 


14483 


End 


15011 




GI 


7485542 


- Score - 


284 




Exons 


14483. .14795, 14881. .15011 








GI Descrip. 


hypothetical protein F16B22 


.20 - Arabidopsis thaliana 





gi|3341691|gb|AAC27473.1| (AC003672) putative heterogeneous 
nuclear ribonucleoprotein [Arabidopsis thaliana] 



Seq. No. 


48669 


Seq. ID 


OJ991202 


_05.0421 


.C2 


Gene No. 


103692 


Strand 


+ 






Start. 


3567 


End ' 


7639 






Name 


OJ991202 05.0421.C2.o2.gs 


Method 


GENSCAN 






Start 


3567 v 


End 


711.6 






GI 


none - * 


... Score 


.55 






Exons 


3567.. 3891, 5496.. 5698, 5745.\5963, 5981.. 6241, 


6322. .7116 


Sea No 


48669 


Seq. ID 


OJ991202 


_05.0421 


.C2 


Gene No . 


103692 


Strand 


+ 






Start 


3567 


End 


7639 






Name 


OJ991202 05.0421.C2.ol.np 


Method 


AAT/NAP 






Start 


5503 


End 


7639 






GI 


7248457 


Score 


727 






Exons 


5503. .5889, 5976. .6241, 6322. .6444, 6547. .6909, 


7491. .7639 


GI Descrip. 


(AF131222) protein serine/threonine kinase [Lophopyrum 






elongatum] 










Seq. No. 


48669 


Seq. ID 


OJ991202 


_05.0421 


.C2 


Gene No. 


103693 


Strand 


+ 






Start 


13903 


End 


17729 






Name 


OJ991202 05.0421.C2.o3.np 


Method 


AAT/NAP 






Start 


13882 


End 


17723 






/GI , . 


2262105 


; - Score 


1949 






Exons*-" 


13882. .13957, 14811 .. 15122, 


15215/. 15387, 15787 


. .15884, 






16006. .16140, 16283. .16458, 


16597. .16739, 16839 


. .17723 




GI Descrip. 


(AC002343) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


48669 


Seq. ID 


OJ991202 


JDS. 0421 


-C2 


Gene No. 


103693 


Strand 


+ 






Start 


13903 


End 


17729 






Name 


OJ991202 05.0421.C2.o4 . gs 


Method 


GENSCAN 






Start 


13903 


End 


17729 






GI 


none 


Score 


.78 






Exons 


13903. .13957, 14194. .14313, 


1464-9. .15122, 15215 


. . 15387, 






15787. .15884, 16006 .. 16140, 


16265. .16454, 16593 


. .16710/ 






16801. .17144, 17229. .17729 











504 68 ' ;«V 



Seq. No. 


48669 




Seq. ID 


OJ991202 05. 


0421 


.C2 


Gene No. 


103693 




Strand 


+ 






Start 


13903 




End 


17729 






Name 


OJ991202 05. 0421. C2. 


oS.gp 


Method 


AAT/GAP 






Start 


16308 - 




End 


17149 






GI 


11117 1.R1084 




Score 


1084 






Exons 


16308. .16454, 16593. 


.16710, 


16801. . 17149 






GI Descrip. 


'2262105/gb|AAB63613 


i.l| 1.0e-34 (AC002343) unknown 


protein 




[Arabidopsis thaliana] ' 










-. 

Seq. No. 


48669 - 




Seq. ID. 


OJ991202 05. 


0421 


.C2 




X \J _> \) J *i 




Strand 


+ 






Start--:.' 






End 


21845 






Name 


O.TQQ1 909 n R 0491 CO 


uu . y o 


Method 


GENS CAN 






Start 


9onfifi — 




End 


21845 






GI 


none 




Score 


.53 






Exons 


90066 9010S 914^*3 


91 64 S 


21652. .21845 






Seq. No. 


48669 




Seq. ID 


OJ991202- > S'5. 


0421 


.C2 


Cpnp NO 


J. U J D _? J 




Strand 


+ 






Start 


94ft1 9 




End 


25544 






Name 


fYTQQI 90 9 OS 0491 P9 


_ 

of. gs 


Method 


GENSCAN 






Start 


94 PI 9 ~ 




, End 


25544 






GI 






Score 


.68 






Exons 


94A19 94Qfifl 9R914 


. Z O 4 U D, f 


,25516. .2554 4 . ' 






Seq. No. 


48669 




Seq. ID 


OJ991202_05. 


0421 


.C2 


ripnp No 


103696 




Strand 


+ 






Start 


31745 




End 


32126 






Name 


OJ991202 05. 0421. C2 . 


o7.gp 


Method 


AAT/GAP 






Start 


31745 




End 


32126 






GI 


5002855 




Score 


708 






Exons 


31745. .32126 












Seq. No. 


'48669 




Seq. ID 


OJ991202_05. 


0421 


.C2 


Gene No. 


103697 




Strand 


+ 






Start 


-33025 




End 


• 38374' 






Name 


OJ991202 05. 0421. C2 . 


olO .gs 


Method 


GENSCAN 






Start 


33025 


End 


38374 






GI 


none . 




Score 


.53 






Exons 


33025. .33124, 33690. 


.33818, 


34927. .34973, 35572 .. 35705 , 





37855. .38374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ991202._ i 05.0421.C2 
+ 

38374 
AAT/GAP 
34401 
1020 



■48669 Seq. ID 

103697 Strand 

33025 End 

OJ991202_05.0421.C2.o9.gp Method 

33708 End - 

83032_1.R1084 Score 
33708.. 34401 

? 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 

48669 " Seq.' ID OJ991202_05 . 0*421 . C2 

103697 Strand + 

33025 End 38374 



50469 



Name OJ991202_05 . 0421 .C2 . olO . gp Method AAT/GAP 

Start 36602 End 36780 

GI LIB3434-053-P1-K1-H7 Score 276 

Exons 36602. .36780 

GI Descrip. * 604 17 57 /gb | AC011806 . 1 1 AC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 48669 Seq. ID 

Gene No. 103697 Strand 

Start ;> 33025 End 

Name ". OJ991202_05 . 0421 . C2 . oil . gp Method 

Start 37896 End 

GI 2569_2.R1084 Score 
Exons 37896.. 38216 

GI Descrip. ■ 5042437/gb I AC007789 . 1 1 AC007789 1.0e-79 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



OJ991202_05.0421.C2 
+ 

38374 
AAT/GAP 
38216 
440 



in 



7 -J 



Seq. No. 48669 

Gene No. 103698 

Start 42637 

Name OJ991202_05 . 0421 .C2 . o7 .np 

Start 42637 

GI 6686396 

Exons 42637. .42739, 43822 
45655. .45789, 45904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991202_05.0421.C2 
Strand + 
End 47321 
Method AAT/NAP 
End 47321 
Score 1752 
44097, 44194. .44366, 4547.0 45567 , 
46093, 46175. .46331, 46386. .47321 * 



GI Descrip. (AC007234) F1E22.10 [Arabidopsis thaliana] 



48669 

103699 

27 

OJ991202_05.0421.C2.ol.gs 
27 

none 



Seq. ID OJ991202_05.0421.C2 



Strand 
End 

Method 

End 

Score 



1689 
GENSCAN 
1473 
.75 



27. .116, 199. .554, 581. .721, 1018. .1036, 1234. .1473 



48669 ' . Seq. ID 

103699 ■ Strand 

27 End 
OJ991202_05.0421.C2.ol.gp . Method 

1340 End 

427863 Score 

1340. .151$, 1614. .1689 



48669 

103700 

7182 

OJ991202_05.0421.C2.o2.gp 
7182 

33499_1.R1084 
7182. .7660, 7746 



OJ991202_05.-0421.C2- 

1689 
AAT/GAP 
1689 
472 



OJ991202 05. 0421. C2 



' Seq. ID _ 
Strand 

End 11822 
Method AAT/GAP 
End 8170 
Score 1533 
.7817, 7900.. 8170 
, 5302811/emb|CAB46052.1| 4.0e-48 (Z97342) putative serine 
protease-like protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



48669 

103700 

7182 



Seq. ID 

Strand 

End 



OJ991202 05.0421.C2 



11822 



50470 



• • 

Name OJ991202_05.0421.C2.o2.np Method AAT/NAP 

Start 7359 End 9933 

GI 5302811 Score 785 

Exons 7359.. 7669, 7870.. 8229, 8268.. 8520, 9872.. 9933 

GI Descrip. (Z97342) putative serine protease-like protein [Arabidopsis 
thaliana] 



Seq. No. 


48669 V-.. 




Seq. ID 


OJ991202_ 


05 . 0421 


.C2 


Gene No . 


103700 




Strand 








Start 


7182 




End 


11822 






Name 


OJ991202 05. 0421. C2 


. o3.gs 


Method 


GEN SCAN . 






Start 


7424 




End 


11822 






GI 


none 




Score 


.82 






Exons 


7424. .7660, 7746. .7874, 7927 


..8520, 9227. .9340, 


10013. . 


101 




10456. .10518, 10629 


. .10903, 


11100. . 11268, 11766. 


.11822 




Seq. No. 


48669 




Seq. ID 


OJ991202_ 


05.0421 


.C2 


Gene No. 


103700 




Strand 








Start . 


7182 - 




End 


11822 






Name 


OJ991202 05. 0421. C2 


. o3 . gp 


Method 


AAT/GAP 






Start 


8374 




End 


10070 






GI 


3766824 




Score 


565 






Exons 


8374.. 8520, 9195.. 9266, 9884 


..9967, 10049.. 10070 




Sea.- No. 


48669 " (i ' . 




Seq. ID 


OJ991202_ 


05.0421 


. C2 


Gene No. 






Strand 








Start 


7182 




-End 


11822 






Name 


OJ991202 05. 0421. C2 


. o4 . gp 


Method 


AAT/GAP 






Start 


10065 




End 


10882 






GI 


none 




Score 


693 






Exons 


10065. .10123, 10456 


. .10518, 


10629. .10882 






Seq. No. 


48669 




Seq. ID 


OJ991202_ 


05.0421 


.C2 


Gene No. 


103701 




Strand 








Start 


17733 




End 


18016 






Name 


OJ991202 05. 0421. C2 


.06. gp 


Method 


AAT/GAP 






Start 


17733 




End 


18016. 






GI 


none 




■ Score 


436 ■ 






Exons 


17733. .18016 












Sea. No 


48669 




Seq. ID 


OJ991202_ 


05.0421 


C2 


Gene No. 


103702 




Strand 








Start 


18024 




End 


18406 






Name 


OJ991202 05. 0421. C2 


. o5.gs 


Method 


GEN SCAN 






Start 


18024 




End 


18406 






GI 


none 




Score 


.6 






Exons 


18024. .18083, 18293 


. .18406 










Seq. No. 


48669 




Seq. ID 


OJ991202_ 


05.0421 


.C2 


Gene No. 


103703 




Strand 








Start 


26976 




End 


28087 






Name 


OJ991202 05. 0421. C2 


. 08 . gs 


Method 


GEN SCAN 






Start 


26976 . 




.End 


27597 






GI' 


none 




"Score 


. 69 






Exons 


26976. .27440, 27493 


. .27597 










Seq. No. 


48669 




Seq. ID 


OJ991202_ 


05.0421 


.C2 



50471 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



103703 Strand 
26976 End 28087 

OJ991202_05 . 0421. C2 . o4 . np Method AAT/NAP 

26979 End 28087 

6815053 Score 791 

26979. .27216, 27265 27440, 27941. .28087 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ991202 05. 0421. C2 



48669 
103704 
32748,' 

OJ991202_05.0421.C2.o8.gp 
32748 

LIB3477-003-P1-K1-E9 
32748. .32824 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



32824 
AAT/GAP 
32824 
101 



Seq. No. 
Gene No. 
Start 
Name 
f=i Start 

L ~i gi 

I* Exons 

GI Descrip. 

TLJ 

12 Seq. No. 
sM Gene No. 
*'t Start 
lf_ Name 
iiJ Start 
■s GI 

Exons 

- s 

- 

,? Seq. No. 

Gene No. 
si Start 
£3 Name 
fi Start 
" GI 
. Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 



48669 
103705 
36492 . 

OJ991202_05 . 04 2 1 . C2 . 06 . np 
36492 

6522545 . 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 41651 . 

Method AAT/NAP" 

End 39925 

Score- 237 



36492. .36565, 38407 .. 38 628 , 39770.. 39925 
(AL132955) putative protein [Arabidopsis thaliana] 



48669 Seq. ID 

103705 Strand 

36492 End 

OJ991202 _05 . 0421 . C2 . oil . gs Method 

39322 End 

none Score 



OJ991202_05.0421.C2 

41651 
GENS CAN 
41651 
.41 



39322. .39642, 39660 .. 39859, 41498. .41651 



48669 

103706 

51437 

OJ991202J)5.0421.C2.o8.np 

51352 

6630458 



Seq. ID ,OJ991202_05.0421.C2. 



Strand 
End 

Method 

End 

Score 



53440 
AAT/NAP 
53440 
676 



51352. .51772, 51803 .. 52080, 52192 .. 530.86, 53120 .. 53440 
(AC007190) F23N19.13 [Arabidopsis thaliana] 



48669 

103706 

51437 

OJ991202_05 . 0421 . C2 . ol3 . gs 

51437 

none 



Seq. ID OJ991202 05. 0421. C2 



Strand 
End 

Method 

End 

Score 



53440 
GENSCAN 
53356 
.67 



51437. .51987, 52192 .. 53130, 53290. .53356 



,.48669 Seq. ID 

103707 Strand 

54913 End 

OJ991202 05.0421.C2.o6.tm Method 



OJ991202_05.0421.C2 
60395 

TBLASTX: Maize 



50472 



Start 
GI 

Exons 



21 End 456 

none Score * 109 

21. .116., 27. .116, 28. .117, 182. .388, 196. .387, 198. .395, 

204.. 401, 381.. 455, 381.. 455, 382.. 456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2.o3.tc 

5724 

none 

5724. .5819, 5832. .5894, 5978. 
6319.. 6447, 6324.. 6446, 6544. 

48669 

103707 

54913 

OJ991202_05 . 04 21 . C2 . o4 . tm 

5724 

none 

5724. .5819, 5978. .6064, 6079. 
6319. .6441, 6324.-6446, 6544. 

48669 
103707 ■ 
54913 

OJ991202_05.0421.C2.o4.ts 

5978 

none 

5978.. 6079, 6085.. 6225, 6089. 
6544 . .6879, 6546. .6710 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 
Method TBLASTX : Cress 
•End 6879 
Score 90 

.6079, 6089'.. 6148, 6161. .6223, 
.6879, 6546. .6707 

Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 
Method TBLASTX: Maize 
End 6885 
Score 72 

.6225, 6080. .6226, 6319. .6447, 
.6885, 6S46..6779 

Seq. ID OJ991202_05.0421.C2 
Strand 

*End 60395 

Method TBLASTX : Soybean 

End 6879 

Score 117 

.6226, 6322. .6447, 6333. .6446, 



II* Seq. No. 48669 

s Gene No. 103707 

[3 Start 54913 

G Name OJ991202_05 . 0421 . C2 . o2 . tw 

L ]f Start 6370 / . 

r ~ GI none 

U Exons 6370.. 6447, 6390.. 6446, 6544. 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Wheat _ •/ 

End 14469 

Score 95 

.6783, 6546. .6779, 14302. .14469 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



48669 
103707 
54 913 

OJ991202__05.0421.C2.o2.tm 

7303 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End . -60395 

Method TBLASTX: Maize 

End '8370 

Score 40 



7303. .7344, 7304. .7345, 7421. .7660, 7425. .7661, 7426.-7662, 
7548. .7661, 7746. .7820, 7746. .7835, 7900. .7947, 7901. .7948, 
7938.. 8291, 7948.. 8370, 7949. .8353 



Seq. No. 48669 

Gene No. 103707 

Start 54913.'. 

Name OJ991202_05 . 0421 . C2 . ol . ts 

Start '7415 

GI none 
Exons 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Soybean 

•End 8532 

Score 161 



7415. .7459, 7460. .7660, 7463. .7660, 7467. .7661, 7746. .7835, 



50473- 



.7750. .7824, 7900. .7929, 7954. .8469, 7955. .7987, 8021. .8446, 
8464..8532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



48669 

103707 

54913 

OJ991202_05.0421.C2.o4.tc 

7416 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Cress 

End 7835 

Score 237 



7416. .7661, 7424. .7660, 7516. .77.07, 7581. .7661, 7749.-7835, 
7750. .7818 1 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2.o2.tc 

7900 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Cress 

End 8434 

Score 4 6 



7900. .7938, 7907. .7939, 7939. .8430, 7955.-8434 



48669 

103707 

54913 

OJ991202_05.0421.C2.ol0.tm 

8373 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX :Maize 

End 9297 

Score 145 



8373. .8522, 8373. .8522, 8374. .8523, 8375. .8524, 9158. .9283, 
9183.. 9251, 9196.. 9297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2-o5.ts 

14869 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Soybean 

End 44378 

Score 249 



14869- .15105, 14870. .15124, 15210 .. 15389, 1524 4 15390, 
43829. .44098, 43836. . 44099, 4'4 177 . ."4 4 374 , 4 4211 .. 44378 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2.o8.tm 

14869^ 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Mai ze 

End. * 4 4 371 

Score 257 



14869. .15111, 14870. .15124, 15259 .. 15390, 1527 6 .. 1538 6, 
43829. .44098, 43836 .. 44 099, 44238.-4 4369, 44240. .44371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 
Gene No. 



48669 

103707 

54913 

OJ991202_05.0421.C2.o6.tc 

14869 

none 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Cress 

End 44080 

Score 231 



14869. .15105, 14870. .15103, 4382 9 .. 4 4080 , 43836. .44078 



48669- 
103707 



Seq. ID OJ991202_05.0421.C2 
Strand 



50474 



Start 
Name 
Start 
GI 

Exons 



54913 

OJ9912 

15784 . 

none 

15784 . 

16007. 

16595. 

45467. 

45654. 

45892. 

'46174. 

46368/ 



02 05.0421.C2.ol.tm 



15885, 
16165, 
16693, 
45571, 
45788, 
46116, 
: 4 62 87, 
46787, 



15795 
16244 
16797 
45472 
45655 
45893 
46175 
46421 



.15884, 
.16453, 
.17228, 
.45567, 
.45789, 
.■£61.08, 
V4628S, 
,46789 



End 

Method 

End 

Score 
15997. .1614 
16266. .1645 
16826. .1707 
45472. .4557 
45657. .4578 
4 6.173. ...4 628 
4 6364 .o 4^67 8 



60395 

TBLASTX: Maize 
46790 
148 

0, 16001. 
4, 16590. .16661, 
4, 16998. .17147, 
6, 45653. 

8, 45887. 
6, .46174. 

9, -4 6368, 



, 16150, 



,45781, 
,46102, 
■4 6287, 
,46790, 



Seq. No. 48669 
Gene No. 103707 
Start 54913 

Name OJ991202_05 . 0421 . C2 . o3 . ts 

Start 15795 
GI none 
Exons. 15795, 

16001. 

16266. 

45482. 

45656. 



,15872, 
,16150, 
,16454, 
,45577, 
,45781, 
45911. .46108, 



15795. 
16001. 
16590. 
45484. 
45693. 
45915. 



,15887, 
,16138, 
,16661, 
,45579, 
,45782, 
,46100, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15796 

16265 

45478 

45652 

45893 

4 6174 



OJ991202 05. 0421. C2 



60395 

TBLASTX : Soybean 
46279 
77 

15885, 15997. .16134/ 
16453, 16266. .16475, 
45576, 45479. .45568, 
45777, 45653. .45781, 
46093, 45904. .46086, 
46278, 461-75. .46279 



Seq. No. 48669 

Gene No. 103707 

Start 54913 

Name OJ991202_05 . 0421 . C2 . o7 . tc 

Start 16269 

GI none 

Exons 16269. . 16457, 16271 
45908. . 46108, 45910 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_05.0421.C2 
60395 

TBLASTX : Cress 

46254 

192 



16459, 16596. . 16661, 16836 .. 168 95 , 
46095, 46178. .46243, 46189.. 46254 



*j Seq. No. 

5 2 Gene No. 

' f Z Start 

%J Name 

£3 Start 

LJ GI 

Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2.o2.ts 

16818 

none 

16818. .17099, 16826. .17071, 
,17319. . 17471, 17324. .17461, 
46386. .46658, 46419 .. 46628, 
46658. .46846, 4 6658 .. 46849, 
46883. .47020, 47021 .. 47272, 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Soybean 

End 47281 

Score 280 
17180. .17314, 17181. .17294, 
174,68. . 17713, 17475 .. 17717 , 
46424^. .46666, 4 6629 4 6817 , 
46698. .46883, 4 6878 47015, 
47028. .47279, 47033. .47281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48669 
103707 
54913 

OJ991202_05.0421.C2.ol.tc 
16935 



OJ991202 05.0421.C2 



none 
16935. 
17414. 
46795. 



Seq. ID 
Strand 
End 

Method 
' End 
Score 

17096, 16976. .17071, 17180 .. 17 422 , 17 18 1 .. 17420, 
17719, 17415. .17726, 46493 .. 46981, 4 64 94 .. 4 697 9, 
46986, 46971. .47273, 46973. .47266 



60395 

TBLASTX: Cress 

47273 

160 



50-475 




Seq. No. 


48669 




Seq. ID 


OJ991202_05.0421 


.C2 


Gene No. 


103707 




Strand 






Start 


54913 




End 


60395 




Name 


OJ991202 05. 0421. C2 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17232 — 




End 


47290 




GI 


none 




Score 


693 




Exons 


17232 . . 17714, 17234 . 


. 17716, 


17529. .17729, 4 67 91. .47288, 






46792. .47289, 46793. 


. 47290, 


46793.. 47278 




Seq. • No*' 


t ., 48669." 




Seq. ID 


OJ991202_05.0421 


-C2 


Gene No.' 


103707 




Strands- 






Start 


54913 ' • 




End 


60395 




Name 


• OJ991202 05. 0421. C2 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17336 ~~ 




End 


47314 




GI 


none 




Score 


424 




Exons 


17336. . 17713, 1734.0. 


. 17717, 


46899. .47279, 4 6904 .. 47281, 






47089. . 47304, 47096. 


.47314 








Sea. No. 


48669 




Seq. ID 


OJ991202_05.0421 


,C2 


Gene No. 


103707 




Strand 






Start 


54913 




End 


60395 




Name 


OJ991202 05 . 0421 .C2 . 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


38301 ~ 




End 


38613 




GI 


none 




Score 


141 




Exons 


38301. .38363, 38410. 


.38550, 


38411. . 38554, 385.40 .. 38 602, 






38541. .38603, 38554 . 


. 38 613 








Seq. No. 


48669 




Seq. ID 


OJ991202_05.0421 


.C2 


Gene No. 


103707 




Strand 






Start 


54913 




End 


60395 




Name 


OJ991202 05. 0421. C2 . 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


38333 ~ 




End 


38611 




GI 


none 




Score 


72 




Exons 


38333. . 38398, 38346. 


. 38399, 


38407. .38607, 38417.. 38611 




Seq. No. 


48669 




Seq. ID 


OJ991202_05.0421 


.C2 


Gene No. 


103707 




Strand 






Start - 


54913 




End 


60395 




Name 


OJ991202 05.0421 .C2 . 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


38410 ~~ 




End 


38610 




GI 


none 




Score 


186 




Exons 


38410. .38610, 38426. 


. 38596 








Seq. No. 


48669 




Seq. ID 


OJ991202J)5.0421 


.C2 


Gene No. 


103707 




Strand 






Start 


54913 




End 


60395 




Name 


OJ991202 05 0421 C2 


o7 . ts ' 


Method 


TBLASTX : Soybean 




Start 


51462 ~~ 




End 


58664 




GI 


none 




Score 


100 




Exons 


514 62 . . 51647, 514 64. 


. 51718, 


58412. .5861 


8, 58419.. 58664 




Seq. No. 


48669 




Seq. ID 


OJ991202_05.0421 


-C2 


Gene No. 


103707 




Strand 






Start 


54913 




End 


60395 




Name 


OJ991202 05. 0421. C2 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


51464 




End 


58622 




GI 


none 




Score 


177 





'50476 



Exons 



51464. .51670, 514 65 51650, 
58416. .58622 



51689. .51796, 584 15 .. 58621, 



Seq. No. 48669 

Gene No. 103707 

Start 54913 

Name OJ991202_05 . 0421 .C2 . o3 . tw 

Start ' 52295 

GI none 

Exons '§2295. .52552 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX: Wheat 

End 52552 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Li Gene No. 

[j Start 

. =b Name 

1= Start 

s * GI 

= Exons 



48669 

103707 

54913 

OJ991202_05.0421.C2.o5.tm 

52364 

none 

52364. .52957, 52494 .. 52568 , 

48669 

103707 

54913 

OJ991202_05.0421.C2.o8.tc 

52610 

none 

52610. .52972, 52665.. 52892 

48669 

103707 

54913 

OJ991202_05.0421.C2.o8.ts 

52610 

none 

52610. .53032 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX: Maize 

End 52957 

Score 45 
52665. .52892 

Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Cress 

End 52972 

Score . 87 



Seq. ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method TBLASTX : Soybean 

End 53032 

Score 238 



*3 



L J 



Seq. No. 48669 

Gene No.* 103707 

Start 54913 

Name OJ991202_05 . 0421 .C2 . ol4 . gs 

Start 54913 

GI none 

Exons 54913. .55079, 56103 .. 56137 , 
59183. .59349, 60188.. 60210 



Seq. ID OJ991202_05.0421.C2 
. Strand 

End 60395 

Method GEN SCAN 

End 60210 

Score .52 
58246. .58307, 58855 .. 58997, 



Seq. No. 48669 

Gene No. 103707 

Start 54913 

Name * OJ991202_05. 0421 . C2 . o9 . np 

Start 58294 

GI 7340723 

Exons 58294. .58655, 60347.. 60395 
GI Descrip. (AL162507) putative protein 

Seq. No. 48670 

Gene No. 103708 

Start 2737 

Name OJ991202_05 . 0421 . C3 . ol . gp 



Seq. - ID OJ991202_05.0421.C2 
Strand 

End 60395 

Method AAT/NAP 

End 60395 

Score 164 

[Arabidopsis thaliana] 

Seq. ID OJ991202_05 i 042i. W C3 

Strand + 

End 3064 

Method AAT/GAP 



50477 





Start 


2737 


End 


3064 




GI 


uC-osf Icypl62h03al 


Score 


614 




Exons 


2737. .3064 








GI Descrip. 


' 4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P4. 






[Arabidopsis thaliana] ' 








Seq. No. 


48670 


Seq. ID 


OJ991202_05.0421 




Gene No. 


103709 


Strand 


+ 




Start 


10318 


End 


12605 




Name 


OJ991202 05.0421.C3.o4 .gs 


Method 


GENSCAN 




Start 


10318 ~ 


End 


12605 




GI 


none 


Score 


.5 




Exons 


10318. .10448, 10723. .10809, 


12156. .12340, 12445.. 12605 




Seq. No. 


48670 


Seq. ID 


OJ991202_05.0421 




Gene No. 


103710 


Strand 






Start 


3618 


End 


4666 




Name 


OJ991202 05.0421.C3.ol.np 


Method 


AAT/NAP 




Start 


3515 


End 


4666 




GI 


4773907 


Score 


139 




Exons 


3515.. 3872, 4127.. 4238, 4545 


. .4666 






GI Descrip. 


(AF074021) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


48670 


Seq. ID 


OJ991202_05.0421 




Gene No. 


103710 


Strand 






Start 


3618 


End 


4666 




Name 


OJ991202 05.0421.C3.o2.gs 


Method 


GENSCAN 




Start 


3618 


End 


4247 


w 


GI 


none 


Score 


.88 




Exons 


3618. .4247 








Seq. No. 


48670 


Seq. ID 


OJ991202_05.0421 




Gene No. 


103711 


Strand 






Start 


5420 


End 


17300 




Name 


OJ991202 05.0421.C3.o3.gs 


Method 


GENSCAN 




Start 


5420 


End 


9920 




GI 


none 


Score 


.41 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5420. .5549, 6348. , 6559, 7177 .. 7332 ,; 8051 .. 8427 , 8865. .9031, 
9157.. 9260, 9303\.9779, 9855.. 9920 



48670 
103711 
5420 . 

OJ991202_05.0421.C3.o2.np 

6064 

3834307 



OJ991202 05. 0421. C3 



Seq. ID _ 
. Strand 
End 17300 
Method AAT/NAP 
End ' 8360 . 

Score 372 
6064.. 6254, 6348.. 6559, 7177. .7332, 8051.. 8360 
(AC005679) Strong similarity to gene T10I14.120 gi 12832679 
putative protein from Arabidopsis thaliana BAC gb I AL021712 . 
ESTs gb|N65887 and gb|N65627 come from this gene. [Arabidopsi 
thaliana] 



Seq. No. 48670. * 

Gene No. 103711 

Start 5420 

Name OJ991202_05 . 0421 . C3 . o3 . np 

Start 8185 



Seq. ID OJ991202_05.0421.C3 
Strand 

End 17300 

Method AAT/NAP 

End 17231 



50478 



GI 


■ 5006857 






Score 


346 


Exons 


8185. .8243, 


8291. .8458, 


16822 


. .17231 




GI Descrip. 


(AF145730) h ome o doma i n 


leucine zipper protein [Oryza sativa 


Seq. No. 


48670 






Seq. ID 


a Torn or»o a c r\ < oi /-i ~3 

OJ9y 12Uz_05 . 0421 . Ci 


Gene No. 


103711 






Strand 




Start . 


5420 






i~i _j 

End 


i *7 *3 a a 

17 3UQ 


Name 


OJ991202 05. 


0421.C3.o2. 


gp 


Method 


AAT/GAP 


Start' 


15955 






End 


1 C C C\ "7 

1 boy / 


GI 


none 






Score 


1451 


Exons 


15955. .16697 




• * 




Seq. No. 


48670 






Seq. ID 


A7QQ1 ono nc a a o i r*i 


Gene No. 


103711 






Strand 




Start 


5420 






End 


1 H "O A A 
1 / OUV 


Name 


OJ991202 05. 


0421.C3.o5. 


gs 


Method 


GENSCAN 


Start 


16354 






End 


1 /loU 


GI 


none 






Score 


. 63 


Exons 


16354. .16698, 16816.. 17160 






Seq. No. 


48670 






Seq. ID 


OJ991202_05.0421.C3 


Gene No. 


103711 






Strand 




Start 


5420 






End 


17300 


Name 


OJ991202 05. 


0421.C3.o3. 


gp 


Method 


AAT/GAP 


Start 


169j02 






End 


17300 


GI 


25lW"l.R1084 




Score 


1 T A 


Exons 


16902. .17300 








GI Descrip. 


' 5006857 /gb IAAD37699. 1 | 


AF145730 1 l.Oe 


-19 (AF145730) homeod 




leucine zipper protein 


[Oryza 


sativa] ' 




Seq. No. 


48670 






Seq. ID 


OJ991202_05.0421.C3 


Gene No. 


103712 






Strand 




Start 


23808 






End 


24933 


Name 


OJ991202 05. 


0421.C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3615 






End 


3939 


GI 


none 






Score 


99 


Exons 


3615. .3686, 


3615. .3761, 


3706. 


.3939, 3813. .3938 . * 


Seq. No. 


48670 






Seq. ID 


OJ991202_05.0421.C3 


Gene No. 


103712 






Strand 




Start 


23808 






End 


24933 


Name 


OJ991202 05. 


0421.C3.o2. 


tw 


' Method 


TBLASTX: Wheat 


Start 


. 3816 






: End 


17089 


GI 


none 






Score 


132 


Exons 


3816. .3932, 


16813. .17088, 16871. .17089 




Seq. No. 


48670 






Seq. ID 


.OJ991202_05.0421.C3 


Gene No. 


103712 






Strand 




Start 


23808 






End 


24933 


Name 


OJ991202 05. 


0421.C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6051 






End 


7281 


GI 


none 






Score 


34 


Exons 


6051. .6098, 


6098. .6205, 


6099. 


.6212, 6171.. 6254, 6173.. 6253, 




6200. .6256, 


6330. .6560, 


6330. 


.6560, 6344..6S62, 6346.. 6561, 




6347. .6562, 


7177. .7281, 


7178. 


.7279 




Seq. No. 


48670 






Seq. ID 


OJ991202_05.0421.C3 



50479 




Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


6090 




End 


6562 






GI 


none 




Score 


105 






Exons 


6090. .6254, 6092. .6253, 6321. .6551, 6374. .6445, 


6449. .6562 


Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No. 


103712 




Strand 








■Start 


23808 




End 


24933 






Name 


OJ991202 05.0421. C3. 


o2 . t.c 


Method 


■-TBIASTX: 


Cress- 




Start 


16813 




End . 


17082 






GI 


none 




Score 


74 






Exons 


16813. .17040, 16901. 


.16972, 


17029. .17082, 17036 


. .17074 




Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


-C3 


Gene No. 


103712 




Strand 








Start 


23808 

+j \j \j \j 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


o3. tm 


Method 


- TBLASTX : 


Maize 




Start 


16813 




End 


17089 






GI 


none 




Score 


269 






1-1 *V W ll*J 


16813. .17088, 16826. 


.17089 










Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05 0421 C3 


o2 . ts 


Method 


TBLASTX: 


Sovbpan 




Start 


16813 




End 


17089 






GI 


none 




Score 


263 






Exons 


16813. .17088, 16814. 


.17089 










Sea No 


48670 




Seq. ID 


OJ991202 


JDS. 0421 


.C3 


Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05 0421 C3 


o S tm 


Method 


TBLASTX: 


Mai ze 




Start 


23232 




End 


23993 






GI 


none 




Score 


202 






Exons 


23232. .23390, 23232. 


.23390, 


23233. .23412, 23233 


...23391, 






23234. .23392, 23945. 


.23992, 


23946.-23993 






Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No. 


103712 




■ Strand 








Start 


23808 




End- 


24933 






Name 


OJ991202 05Yj0421.C3. 


o7 . gs 


Method ' 


GENSCAN 






Start 


23808 




End 


24772 






GI 


none 




Score 


.66 






Exon s 


23808. .23882, 23948. 


.24772 










Sea No 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


UC11C IN \J • 


103712 




Strand . 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


.24026 




End 


24566 






GI 


none 




Score 


70 






Exons 


24026. .24100, 24027. 


.24101, 


24102. .24200, 24102 


. .24215, 






24104. .24265, 24121. 


.24216, 


24272. .24316, 24287 


. .24460, 






24288. .24365, 24296. 


.24367, 


24402. .24461, 24414 


. .24461, 





50480 




24491. .24565, 24516. .24566 



Seq. No. 


48670 




Seq. ID 


OJ991202 


_05 . 0421 


.C3 


Gene No . 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


24044 




End 


24454 






GI 


none 




Score 


239 






Exons 


24044 . .24409, 24045. 


.24200, 


24049. .24396, 24050 


. .24406, 






24398. .24454, .24413. 


.24454 










Seq. No. 


48670 




"Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


o4 . qp 


Method 


AAT/GAP 






Start 


24379 




End 


24729 






GI 


3107825 




Score 


675 






Exons 


24379. .24729 












Seq. No. 


48670 




Seq. ID 


OJ991202 


JDS. 0421 


.C3 


Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


ol.tc ' 


Method 


TBLASTX: 


Cress 




Start 


24404 




End 


24913 






GI 


none 




Score 


46 






Exons 


24404. .24661, 24408. 


.24461, 


24491. .24598, 24519 


. .24623, 






24578. .24700, 24633. 


.24704, 


24692. .24733, 24773 


. .24913, 






24774 . .24905 












Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No. 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


24566 




End 


24915 






GI 


none 




Score 


157 






Exons 


24566. .24727, 24566. 


.24733, 


24570. .24731, 24738 


. .24899, 






.24740. .24913, 24742. 


.24900,. 


24750. .24905, 24751 


. .24915 




Seq. No. 


48670 




Seq. ID 


OJ991202 


_05.0421 


.C3 


Gene No . 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


ol . tw 


Method 


TBLASTX: 


Wheat 




St ait \ 


24605 




End 


24933 






GI 


none 




Score ' 


146 






Exons 


24605. .24733, 24606. 


.24731, 


24610. .24732, 24610 


. .24741, 






24723. .24905, 24733. 


.24933, 


24738.-24899, 24740 


. .24913 




Seq. No. 


48670 




Seq. ID 


OJ991202 


05.0421 


. C3 


Gene No . 


103712 




Strand 








Start 


23808 




End 


24933 






Name 


OJ991202 05. 0421. C3. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


24776 




End 


24905 






GI 


none 




Score 


136 






Exons 


24776. .24901, 24777. 


.24905 










Seq. No. 


.48671 




Seq. ID 


OJ991202 


_05.0421 


,C4 


Gene No. 


103713 




Strand 









50481 






Start 


365 


End 


786 




Name 


OJ991202 05.0421.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


60 


End 


786 




GI 


none 


Score 


93 




Exons 


60. .161, 61. .159, 326. .484, 330. .485, 


555 . . 587, 556. . 600, 






685. .783, 686. .784, 686. .784, 


688. .786 






Sea No 


48671 


Seq. ID 


OJ991202 05. 0421. C4 




Gene No. 


103713 


Strand 






Start . 


365 . 


.-End 


786 . 




Name 


OJ991202 05.0421.C4 ,ol. ts 


Method 


TBLASTX: Soybean ■ " - 




Start 


60 


End 


784 




GI 


none 


Score 


142 




Exons 


60. .161, 285. .473, 326. .484, 


344. .484, 


553. .600, 555. .593, 






685. .783, 686. .784 








Seq. No. 


48671 


Seq. ID 


OJ991202 05. 0421. C4 




Gene No. 


103713 


Strand 






Start • 


365 


• End 


786 ■" 




Naine 


OJ991202 05. 042-1. C4.ol.np" 


Method 


AAT/NAP 




Start 


365 


End 


785 




GI 


7485713 


Score 


46 




Exons 


365. .472, 557. .594, 693.-785 








\J -L. I—/ \^ ^ -L. -L. • 


hypothetical protein F18E5.160 - Arabidopsis thaliana 


i E 




gi | 3080398 | emb | CAA18718 . 1 1 (AL022603 ) 


putative protein - 


- K7 
r 




[Arabidopsis thaliana] gi | 7268951 1'emb | CAB81261 . 1 1 (AL161555 


fy 




putative protein [Arabidopsis 


thaliana] 


f i 

•a =x 


Seq. No. 


48672 


Seq. ID 


OJ991202_04.0421.C1 


: : a 


Gene No. 


103714 


Strand 




%J 


Start 


394 


End 


476 


? : H 


Name 


OJ991202 04.0421.Cl.ol.gs 


Method 


GEN SCAN 


: La 


Start 


394 


End 


476 




GI 


none 


Score 


.59 . 




Exons 


394. .476 






= 52 


Seq. No. 


48673 


Seq. ID 


OJ991202_04.0421.C2 




Gene No . 


103715 


Strand 


+ 




Start 


190 


End 


989 


C3 


Name 


-OJ991202 04.0421.C2.oI.gs 


Method 


GENSCAN 


u 

•a as* 


Start 


190 


End 


989 




GI 


none 


Score 


.77 




Exons ■ - 


190.. 210, 873..989 








Sea No 


48673 


Seq. ID 


OJ991202_04.0421.C2 




Gene No. 


103716 


Strand 






Start 


3951 


End 


6812 




Name 


OJ991202 04.0421.C2.o2.gs 


Method 


GENSCAN 




Start 


3951 


End 


6755 




GI 


none 


Score 


.67 




Exons 


3951. .3971, 4074.. 4205, 4297. 


.4403, 4607. .4811, 4922. .5255, 






5345.. 5529, 5603..58'04, 6394. 


. 6755 






Seq. No. 


48673 


Seq. ID 


OJ991202J34.0421.C2 




Gene No. 


103716 


Strand 






Start 


3951 


End 


6812 




Name 


OJ991202 04.0421.C2.ol.np 


Method 


AAT/NAP 



50482 






Start 


4056 








End 


6812 






GI 


6735379 








Score 


1037 






Exons 


4056. . 4205, 


4312. 


.4403, 


4607 


..4811, 4922. .5255, 


5345. .5529, 






5603. . 5804, 


6394. 


.6661, 


6725 


. .6812 








GI Descrip. 


(AL137082) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


48673 








Seq. ID 


OJ991202 


_04 .0421.C2 




Gene No. 


103716 








Strand 








Start 


3951 








End 


6812 






Name. 


OJ991202 04 


.0421. 


C2.ol. 


tm 


Method 


TBLASTX : 


Maize 




" Start " 


4059 








End 


' 5203 " 






GI 


none 








Score 


166 






Exons 


4059. .4208, 


4060. 


.4206, 


4062 


..4208, 4292. .4390, 


4294 . .4410, 






4295. .4405, 


4600. 


.4707, 


4600 


..4761, 4602. .4808, 


4629. .4814, 


- 




4919. .5203, 


4927 . 


.5193, 


4932 


..5198, 4994. .5128 






Seq. No. 


48673 








Seq. ID 


OJ991202 


_04.0421.C2 




Gene No. 


103716 








Strand 








Start 


3951 








End 


6812 






Name 


OJ991202 04 


.0421. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4707 








End 


5409 






GI 


none 








Score 


80 






Exons 


4707. .4814, 


4707 . 


.4808, 


4919 


..5164, 4919. .5257, 


4932. .5216, 


f T 




4957. .5256, 


4964 . 


.5092, 


5326 


. .5409 








Seq. No. 


48673 








Seq. ID 


OJ991202 


_04.0421.C2 




Gene No. 


103716 








Strand 






f ■ * 


Start 


3951 








End 


6812 




?<% 


Name 


OJ991202 04 


.0421. 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


• 4728 








End 


5257 






GI 


none 








Score 


135 






Exons 


4728. . 4808, 


4919. 


.5257, 


4953 


..5213, 4967. .5128 




5 


Seq. No. 


48673 








Seq. ID 


OJ991202 


_04.0421.C2 


[1 


Gene No. 


103716 








Strand 






i : 

■ ~z ■ 


Start 


3951 








End 


6812 






Name 


OJ991202 04 


.0421. 


C2.o2. 


tm 


Method 


TBLASTX : 


Maize . 




Start 


5204 








End 


5795 




%3 


GI 


none 








Score 


59 




L -i 


Exons 


5204. .5257, 


5334. 


.5405, 


5334 


..5408, 5335. .5418, 


5339. .5425, 






5339. . 5431, 


5433. 


.5546, 


5433 


..5537, 5594. .5794, 


5603. .5698, 






5610. . 5795 
















Seq. No. 


48674 








Seq. ID 


OJ991202 


_04.0421.C3 




Gene No. 


103717 








Strand 


+ 






Start 


4623 








End 


7429 






Name 


OJ991202 04 


.0421. 


C3.ol. 


gs 


Method 


GENSCAN 






Start 


4623 ~ 








End 


7429 






GI 


none 








Score 


.65 






Exons 


4623. . 4743, 


6789. 


.6950, 


7332 


. .7429 








Seq. No. 


48674 








Seq. ID 


OJ991202 


_04.0421.C3 




Gene No. 


103718 








Strand 


+ 






Start 


17612 








End 


17812 






Name 


OJ991202 04 


.0421. 


C3.o3. 


gs 


Method 


GENSCAN 






Start 


17612 








End 


17812 






GI 


none 








Score 


.68 





504p 



m 

i y 



XT' vr\n o 


17612. .17693, 17736.. 17812 






Seq. No. 


48675 








Seq. ID 


OJ991202_04.0421.C4 


Gene- No. 


103719 








Strand 


+ 


O Lai U 


554 








End 


691 




OJ991202 04 


.0421. 


C4.ol. 


gs 


Mpt hod 


GEN SCAN 


Of av-f 
JLQl U 


554 








End 


691 




none 








Score 


. 54 




554. .691 












Seq. No. 


;: '4'8676 








"Seq. ID' 


OJ991202_04.0421.C5 


Gene No. 


103720 








Strand 


+ 


Start 


2726 








End 


3457 




OJ991202 04 


.0421. 


C5.ol. 


gs 


Mpt hod 


GENSCAN 


Cfarf 
JLai L 


2726 








End 


3457 




none 








Score 


. 42 


Li AUUo 


2726. .2909, 


3309. 


.3457 


















Seq. ID 


OJ991202_04.0421.C5 


Gene' No. 


103721 








Strand 




Start 


4673 








End 


14377 


INCLILIG 


OJ991202 04 


.0421. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Cf avf 
O Cell. L 


4549 








End 


4953 


(ZJ 


none 








Score 


44 


vnn c: 


* 4549. .4641, 


4571. 


.4642, 


4636. 


.4734, 4694.. 4810, 4722.. 4835, 




4730. .4825, 


4731. 


.4835, 


4845. 


.4946, 4846. .4953, 486 ? 5..4945 ' 


OcCj. IN U . 


4R 616 








Seq. ID 


OJ991202_04.0421.C5 


Gene No. 


103721 








Strand 




Start 


4673 








End 


14377 


IN CLlllC 


OJ991202 04 


.0421. 


C5.o2. 


gs 


Method 


GENSCAN 


OLdlU 


4673 








End 


7729 


O-L 


none 








Score 


.78 




4673. .5356, 


5613. 


.5664, 


5736. 


.5887, 5971.. 6132, 6569.. 6631, 




6830. .6958, 


7142. 


.7255, 


7676. 


.7729 






48676 








Seq. ID 


OJ9912Q2^04.0421.C5 




103721 








Strand 




Cfarf 
O 1— Cl J. L 


4673 








End 


14377 


Name 


OJ991202 04 


.0421. 


CS.ol. 


np 


Method 


AAT/NAP 


Start 


4676 








End 


12007 


\3 -L 


6682630 








Score 


2163 




4676. .5292,. 


5392. 


.5664, 


5736. 


.5854, 5971.. 6.132, 6569.. 6631, 




6830. .6958, 


7142. 


.7255, 


7676. 


.7762, 8740.. 8826, 9067.. 9128, 




9272. .9398, 


9607. 


.9789, 


10257 


. .10367, 


10840. .10944, 11516.. 12007 




(AC016163) 


hypothetical 


protein [Arabidopsis thaliana] 




48676 








Seq. ID 


OJ991202_04.0421.C5 




103721 








Strand 




Of o y+- 


4673 








End 


14377 


Name 


OJ991202 04 


.0421. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4961 








End 


10946 


GI 


none r 








Score 


247 


Exons 


' 4961. .5344, 


4961. 


.5254, 


4963. 


.5358, 5315.. 5365, 5349.. 5432, 




5350. .5430, 


5351. 


.5431, 


5366. 


.5437, 5367.. 5438, 5454.. 5516, 




5455. .5517, 


5456. 


.5518, 


5558. 


.5665, 5562.. 5666, 5563.-5667, 




5728. .5850, 


5736. 


.5855, 


5736. 


.5849, 5738.. 5857, 5738.. 5857, 



50484 



5971. .6132, 5972. .6133, 5972. .6133, 6543. .6617, 6566. .6634, 

6822. .6959, 6827. .6961, 6830. .6961, 6835. .6972, 7125. .7256, 

7133. .725.8, 7141. .7257, 7142. .7258, 7671. .7763, 7674. .7760, 

7676. .7795, 7676. .7765, 8736. .8825, 8737.. 8832, 8738.. 8827, 

8740.. 8838, 9055.. 9126, 9065. .9136, 9066.. 9125, 9067.. 9129, 

9068.. $130, 9269.. 9388, 9270.. 9398, 9270.. 9407, 9271.. 9408, 

9607. .9789, 9608. .9790, 9608. .9799, 10255 .. 10368 , 10255 .. 10368 , 
10257. .10373, 10257 .. 10370, 10826 .. 10924 , 10840 .. 1094 4 , 
10842. .10946 



Seq. No. 48676 Seq. ID 

Gene No. 103721 Strand . 

Start 4673 . End 

Name OJ991202_04 . 0421 . C5 . ol . gp Method 

Start 5432 End 

GI none Score 

Exons 5432.. 5570 



OJ991202_04.0421.C5 

14377 
AAT/GAP 
5570 
225 



Seq. No. 48676 

Gene No. 103721 

Start 4673 

Name OJ991202_04 . 0421 . C5 . o2 . gp 

Start 7700 

GI uC-osflm202002e07bl 

Exons 7700. .7762, 8740. .8826, 9067. 

GI Descrip. • » 417 64 20/dbj | BAA37167 | 2.0e-ll 
[Arabidopsis thaliana] ' 



Seq. ID OJ991202_04 .0421.C5 
Strand 

End 14377 
Method AAT/GAP 
End 9300 
Score 406 
.9128, '9272=.V9300 J 

(AB008097) ' cytochrome P450 



Seq. No. 48676 
Gene No. 103721 
Start 4673 

Name OJ991202_04 . 0421 . C5 . o3 . gs 

Start 8734 
GI none 

Exons 8734.. 8861, 9272.. 9398, 9607, 

12470. .12523, 13305 .. 13574 , 
14178. .14377 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9789, 



OJ991202 04. 0421. C5 



14377 
GEN SCAN 
14377 
.65 

10257. .10367, 11516 12177 , 



13579. . 13749, 13764 .. 13961, 



Seq. No. 


48676 




Seq.' ID 


OJ991202_04.0421 


.C5 


Gene No. 


103721 




Strand 






Start 


4673 




End 


14377 




Name 


OJ991202 04. 0421. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11513 




End 


11645 




GI 


none 




Score 


77 




Exons 


11513. .11572, 11516 


. .11644, 


11556. .11645 




Seq. No. 


48676 . 




Seq. ID 


OJ991202_04.0421 


• C5 


Gene No. 


103721 




Strand 






Start 


4673 




End 


14377 




Name 


OJ991202 04. 0421. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11645 




. End 


12173 




GI 


none 




Score 


255 




Exons 


.,11645. .12007, 11778 


. .12008, 


12062. .12085, 12102.. 12173 




Seq. No. 


48677 




Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


103722 




Strand 


+ 




Start 


935 




End 


5606 





50485 





Name 


OJ99i202 04.0421 


.C6.ol. 


np 


Method 


AAT/NAP 






Start 


935 






End 


5606 






GI 


6815097 






Score 


3302 






Exons 


935.. 1803, 2309. 


.2921, 


3036. . 


4699, 4841. .5606 






GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248 






|_ w A- y a oo u J. v a j 














Seq. No. 


48677 






Seq. ID 


OJ991202 04.0421 


. C6 




Gene No.. 


103722 






Strand 


+ _ 






Start 


935 






End 


5606 • 






Name 


O J 9 9 1 2 0 2 04 :0421 


,C6.ol . 




Method 


GENSCAN 






Start 


1626 






End 


1934 






GI 


none 






Score 


.99 






Exons 


1626. .1934 














Seq. No. 


48677 






Seq. ID 


OJ991202_04.0421 


.C6 




Gene No. 


103723 






Strand 


+ 






Start 


15482 






End 


17335 






Name 


OJ991202 04.0421 


.C6.o2. 


np 


Method 


AAT/NAP 






Start 


15482 






End 


17335 






GI 


4558665 






Score 


1081 






Exons 


15482. .17335 












T 


GI Descrip. 


(AC007063) putative ABC 


: transporter [Arabidopsis thaliana] 


L -J 

%3 


Seq. No. 


48677 






Seq. ID 


OJ991202 04.0421 


.C6 




Gene No. 


103723 






Strand 


+ ■ 






Start 


15482 






End 


17335 




\ y 


Name 


OJ991202 04.0421 


.C6.o4 . 


gs 


Method 


GENSCAN 






Start 


15482 






End 


17323 




s . ; 

I: y> 


GI 


none 






Score 


.63 




i J 


Exons 


15482.. 17323 












\ 's$ 


Seq. No . 


48677 






Seq. ID 


OJ991202_04.0421 


.C6 




Gene No. 


103724 






Strand 






-S S3. 

: : 


Start 


6524 






End 


12874 






Name 


OJ991202 04.0421 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


4227 






End 


4672 






GI 


5509260 






Score 


187 




i Jj 


Exons 


4227.. 4565, 4230 


. .4433, 


4592. 


.4672, 4593. .4664 






GI Descrip. 
















Seq. No. 


48677 






Seq. ID 


OJ991202_04.0421 


.C6 




Gene No. 


103724 






Strand 








Start 


6524 






End 


12874 






Name 


OJ991202 04.0421 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 






Start 


4281 






End 


4541 






GI 


none 






Score 


186 






Exons 


4281. .4541, 4283 


. .4540 












Seq. No. 


48677 . 






Seq.' ID 


OJ991202_04.0421 


.C6 




Gene No. 


103724 






Strand 








Start 


6524 






End 


12874 






Name 


OJ991202 04.0421 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


4320 






End 


512 6 ■• 






GI 


none 






Score 


147 * ■ 






Exons 


4320.. 4559, 4593 


. .4640, 


4701. 


.4778, 5046. .5126 





50486 



Seq. No. 


48677 




Seq. ID 


OJ991202JD4.0421 


.C6 


Gene No. 


103724 




Strand 






Start 


6524 




End 


12874 




Name 


OJ991202 04 


.0421.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


4329 ~ 




End 


4763 




GI 


none 




Score 


134 




Exons 


4329. . 4553, 


4593. .4763 








Seq. No. 


48677 




Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


103724 




Strand 






Start 


6524 




End 


12874 




Name 


OJ991202 04 


.0421.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


5124 ~~ 




End 


5405 




GI 


none 




Score 


281 




Exons 


5124 . . 5405, 


5126. .5404 








Seq. No. 


48677 




Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


103724 




Strand 






Start 


6524 




End' 


12874 




Name 


OJ991202 04 


.0421.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


5406 




End 


5827 




GI 


none 




Score 


132 




Exons 


5406. . 5501, 


5407 . .5502, 5411 


..5503, S562..5783, 5566. .5784, 




5570. .5785, 


5780. .5827 








Sea No . 


48677 


• 


Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


103724 




Strand 






Start 


6524 




End 


12874 




Name 


OJ991202 04 


.0421.C6.o3.gs 


Method 


GENSCAN 




Start 


6524 




End 


12874 




GI 


none 




Score 


.48 




Exons 


6524. .6721, 


6823.. 6942, 7040 


..7172, 8787. .8928, 8975. .9252, 




11540. .11650, 12828.. 12874 








Seq. No. 


48677 




Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


- 103725 




Strand 






Start 


16069 




End 


16402 




Name 


OJ991202 04 


.0421.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


16069 




End 


16306 ' 




GI 


none 




Score 


239 




Exons 


16069. .16299, 16088.. 16306 








Seq. No. 


48677 




Seq. ID 


.OJ991202_04.0421 


.C6 


Gene No. 


103725 




Strand 






Start 


16069 




End 


16402 




Name 


OJ991202 04 


'.0421.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


16091 




End 


16402 




GI 


none 




Score 


283 




Exons 


16091. .16402, 16126. .16230, 


16291.. 16383 




Seq. No. 


48677 




Seq. ID 


OJ991202_04.0421 


.C6 


Gene No. 


103726 




Strand 






Start 


16616 




End 


17119 




Name 


OJ991202 04 


.0421.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


16616 




End 


17038 




GI 


none 




Score 


158 




Exons 


16616. .16783, 16639 1674 9, 


16838. .17038 





50487 



Seq. No. 


48677 




Seq. ID 


OJ991202 


04 . 0421 


.C6 


Gene No . 


103726 




Strand 








Start 


16616 




End 


17119 






Name 


OJ991202 04 .0421.C6.o2 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


16751 




End 


17119 






GI 


none 




Score 


208 






Exons 


16751. .17119 












Seq. No. 


. 4.8677 




Seq. ID- 


QJ991202 


_04 . 0421 


.C6 


Gene No.' ''" r 


103-726 




Strand' 








Start 


16616 




End 


17119 






Name 


OJ991202 04.0421.C6.o2 


.tm 


Method 


TBLASTX : 


Maize 




Start 


16831 




End 


17103 






GI 


none 




Score 


315 






Exons 


16831. .17103, 16835.. 17101 










Seq. No. 


48678 




Seq. ID 


OJ991202 


__04 . 0421 


,C7 


Gene No . 


103727 




Strand 








Start 


2418 




End 


5144 






Name 


OJ991202 04.0421.C7.ol 


.gs 


Method 


GENSCAN 






Start 


2418 




End 


5144 






GI 


none 




Score 


.69 






Exoris 


2418. .2572, 2826. .2955 


, 4701 


..4719, 5074. .5144 






Seq. No. 


4867.9-' 




Seq. ID 


OJ991202 


-04 Z0421 


.C8 


Gene No . 


103728 




Strand J 


+ 






Start 


969 




End 


2568 






Name 


OJ991202 04.0421.C8.ol 


.gp 


Method 


AAT/GAP 






Start 


909 




End 


1378 






GI 


none 




Score 


917 






Exons 


909. .1378 












Seq. No. 


48679 




Seq. ID 


OJ991202 


_04.0421 


.C8 


Gene No. 


103728 




Strand 


+ 






Start ' 


969 




End 


2568 






Name 


OJ991202 04.0421.C8.o2 


.np 


Method 


AAT/NAP 






Start 


963 




End 


2568 






GI 


6978038 




Score 


118 






Exons 


963.. 1299, 2534.. 2568 












GI Descrip. 


(AF190130) taxadienol 


acetyl 


transferase [Taxus 


cuspidata] 


Seq. No.' 


48679 




. Seq. ID 


OJ991202 


_04.0421 


.C8 


Gene No . 


103728 




Strand 


+ 






Start 


969 




End 


2568 






Name 


OJ991202 04.0421.C8.o2 


.gs 


Method 


GENSCAN 






Start 


969 




End 


1400 






GI 


none 




Score 


.58 






Exons 


969. .1400 












Seq. No. 


48679 




Seq. ID 


OJ991202 


_04.0421 


.C8 


Gene No. 


103729 




Strand 








Start 


19 




End 


215 






Name 


OJ991202 04.0421.C8.ol 


.gs 


Method 


GENSCAN 






Start 


19 




End 


215 






GI 


none 




Score 


.41 






Exons 


19. .138, 201. .215 













50488 




Seq. No. 


48679 


Seq. ID 


OJ991202_04.0421 


.C8 


Gene No. 


103730 


Strand 






Start 


302 


End 


1610 




Name 


OJ991202 04.0421.C8.ol.np 


Method 


AAT/NAP 




Start 


302 


End 


1610 




GI 


5777617 


Score 


71 




Exons 


302. .411, 1587. .1610 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


48679 


Seq. ID 


OJ991202_04:-.0421 


. C8 


Gene No. 


103730 


Strand 






Start 


302 


End 


1610 




Name 


OJ991202 04.0421.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


971 


End 


1300 




GI 


none 


Score 


333 




Exons 


971. .1300, 972. .1295 








Seq. No. 


48680 


Seq. ID 


' OJ991202_04.0421 


.C9 


Gene No. 


103731 ' 


Strand 


+ 




Start 


232 


End 


1264 




Name 


OJ991202 04 ..0421.C9.ol.gs 


Method 


GEN SCAN 




Start 


232 ~~ 


End 


1074 




GI 


none 


Score 


.79 




Exons 


232. .1074 








Seq. No. 


48680 


Seq. ID 


OJ991202_04.0421 


.C9 


Gene No. 


103731 


Strand 


+ 




Start 


232 


End 


1264 




Name 


OJ991202 04.0421.C9.ol.gp 


Method 


AAT/GAP 




Start 


950 


End 


1264 




GI 


none 


Score 


584 




Exons 


950. .1264 








Seq. No. 


48680 


Seq. ID 


OJ991202_04.0421 


.C9 


Gene No. 


103732 


Strand 


+ 




Start 


2122 


End 


3585 




Name 


OJ991202 04.0421.C9.o2.gs 


Method 


GENSCAN 




Start 


2122 


End 


3585 




GI 


none 


Score 


.99 


- 


Exons 


2122. .2604, 2728. .3585 








Seq. No. 


- 48680 


Seq. ID 


OJ991202_O4;;042i 


.C9 


Gene No. 


103732 


Strand 


+ ' 




Start 


2122 


End 


3585 




Name 


OJ991202 04.0421.C9.ol.np 


Method 


AAT/NAP 




Start 


2146 


End 


3435 




GI 


7489142 


Score 


287 




Exons 


2146. .2604, 2728. .3435 








GI Descrip. 


hsr201 protein, hypersensitivity-related - common tobacco 




gi| 1171577 | emb ICAA64 636.il (X95343) hypersensitivity-relat< 




gene [Nicotiana tabacum] 








Seq. No. 


48680 


Seq. ID 


OJ991202_04 .0421 


.C9 


Gene No. 


103732 


Strand 


+ 




Start 


2122 


End 


3585 




Name 


OJ991202 04.0421. C9.o2.gp 


Method 


AAT/GAP 





50489 



# 



Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2172 End 2469 

uOosroM202010b08al Score 584 

2172. .2469 

, 1843440/emb|CAA94432| 4.0e-12 (Z70521) unknown [Cucumis melo] ' 



48680 Seq. ID 

103732 Strand 

2122 End 

OJ991202_04.0421.C9.o3.gp Method 

2937 End 

none Score 
2937. .3310 



OJ991202_04 .0421.C9 
+ 

3585 
AAT/GAP 
3310 
710 • 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



48680 Seq. ID 

103733 Strand 

5663 End 

OJ991202_04.0421.C9.o3.gs Method 

5663 End 

none - Score 

5663.. 5740, 7705.. 7893 



48680 
103733 
5663 

OJ991202_04.0421.C9.o3.np 
7687 
7438245 
7687. .7890 

subtilisin-chymotrypsin inhibitor 2 
gi 1 1617121 1 emb| CAA69915.il (Y08625) 
inhibitor 2 [Hordeum vulgare] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202_04 
+ 

7893 
GENSCAN 
7893 
.5 



0421.C9 



OJ991202 
+ 

7893 
AAT/NAP 
7890 
242 



04. 0421. C9 



- barley 

subtilisin-chymotrypsin 



48680 

103734 

12306 

OJ991202_04.0421.C9.o5.gs 

12306 

none 

12306. .12456, 12506 .. 12560, 
14586. .14667, 14840 .. 14 989, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14147. .14277, 
15067. .15255 



OJ991202_04.0421 
+ 

15569 
GENSCAN 
15255 
.77 

14389. .14506, 



.C9 



Seq.. No. 

Gene No.* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



04.0421.C9.o6.np 



Seq. ID OJ991202_04.0421.C9 
Strand + 
End 15569 
Method AAT/NAP 
End 15569 
Score 248 
14091. .14286, 14407. .14477, 14566 .. 14727 , 
15067. .15260, 15474.. 15569 
hypothetical protein DKFZp434N0735 . 1 - human (fragment) 
gi I 6102876 | emb | CAB59250.il (AL122075) hypothetical protein [Homo 
sapiens] 



48680 
103734 
12306 
OJ991202 
13802 
7512670 
13802. .13946, 
14840. .14989, 



48680 Seq. ID 

103735 Strand 

3417 End 

OJ991202 04.0421.C9.o4.gp Method 



OJ991202_04.0421.C9 

3807 
AAT/GAP 



50490 



Start 3417 End 3807 

GI 52637_1.R1084 Score 715 

Exons 3417.. 3807 

GI Descrip. • 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 48680 Seq. ID 

Gene No. 103736 Strand 

Start 5593 End 

Name 0 J9 9 1 2 0 2_0 4 . 04 2 1 . C 9 . o2 . np Method 

Start 5593 ' ■ ; * End 

GI 7438245 Score 

Exons 5593.. 5796 

GI Descrip. subtilisin-chymotrypsin inhibitor 2 
gi 1 1617121 1 emb | CAA69915.il (Y08 625) 
inhibitor 2 [Hordeum vulgare] 



OJ991202_04.0421.C9 

5796 ' - 
AAT/NAP 
5796 
226 



- barley 

subtilisin-chymotrypsin 



Seq. No. 48680 Seq. ID 

Gene No. 103737 Strand 

Start 8765 End 

Name OJ991202_04 . 04 2 1 . C9 . ol . tm Method 

Start 217 End 

GI none Score 
Exons 



OJ991202_04.0421.C9 

12593 

TBLASTX: Maize 

3665 

284 



217. .1035, 229. .390, 234. .578, 234. .1076, 427. .1074, 705. .1076, 
2712. .2885, 2722. .2886, 2925. .2981, 2926. .3009, 3027. .3077, ■ 
3028.. 3105, 3106.. 3546, 3114.. 3209, 3381.. 3512, 3609.. 3665 



Seq. No. 48680 

Gene No. 103737 

Start 8765 

Name OJ991202_04 . 0421 . C9 . o3 . tw 

Start 299 

GI none 

Exons 299.. 544, 306.. 563, 427.. 564, 
2926.. 3009, 3028.. 3075 



OJ991202_04.0421.C9 

12593 

TBLASTX: Wheat 

3075 

168 



Seq. ID 
Strand 
End 

Method 
End 
Score 

473.-568, 2802. .2885, 2803. .2886, 



Seq. No. 


, 48680 




Seq. ID 


OJ991202_04.0421.C9 


Gene No. 


103737 




Strand 




Start 


8765 




End 


12593 


Name 


OJ991202 04. 0421. C9. 


ol. tw 


Method 


TBLASTX: Wheat 


Start 


657 




End 


3459 


GI 


none 




Score 


391 


Exons 


657... 947, 658*. 948) 


700. .948, 


3169.. 3459, 3171.. 3212, 3381 


Seq. No. 


48680 




Seq. ID 


OJ991202_04.0421.C9 


Gene No. 


103737 




Strand 




Start 


8765 




End 


12593 


Name 


OJ991202 04. 0421. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start" 


949 




End 


3546 


GI 


none 




Score 


181 


Exons 


949.. 1086, 949.. 1047 


, 951. .1070, 3460. 


.3546 


Seq. No. 


48680 




Seq. ID 


0 J 9 9 L2 0 2*_0 4 . 0 4 2 1 . C 9 


Gene No. 


103737 




Strand 




Start 


8765 




End 


12593' 


Name 


OJ991202 04. 0421. C9. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


2178 




End 


2541 



50491 




GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2178. .2540, 2179. .2541 



48680 

103737 

8765 

OJ991202_04. 

5581 

none 

5581. .5772, 
7741. .7896, 



0421.C9.o2.tw 



5582.. 5773, 5589. 
12522. .12593 



Score * 451 



Seq. ID OJ991202_04 .0421.C9 
Strand 

End 12593 

Method TBLASTX : Wheat 

End 12593 

Score 141 

.5783, 7681... 7896, 77.04 . ..78 95, . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 
fi Name 
J? Start 

GI 

~z':l Exons 

13 Seq. No. 

[j Gene No. 

^3 Start 

?r 5 Name 

— Start 

12 Exons 

GI Descrip. 



48680 
103737 
8765 

OJ991202_04.0'421.C9.o4.tm 
5590 
none 

5590.. 5772, 7710.. 7889, 7711.. 7893 



Seq. ID OJ991202_04 .0421.C9 
Strand 
End 

Method 
End 
Score 



12593 

TBLASTX: Maize 

7893 

185 



Seq. ID OJ991202_04.0421.C9 



48680 

103737 Strand 

8765 End 12593 

OJ991202__04.0421.C9.o4.gs Method GEN SCAN 

87 65 End 11688 

none Score rr ".55 

8765.-8799, 11299 11444 , 11621. .11688 



48680 Seq. ID 

103737 Strand 
87 65 End 
OJ991202_04 . 0421 . C9 . o4 . np Method 
10218 End 
5295967 Score 
10218. .10285, 11209. .11329, 11532.. 11760 

(AB026295) Similar to Lycopersicon esculentum pT53 mRNA for 
wound-repressed gene, partial cds.(X59883) [Oryza sativa] 



OJ991202_04.0421.C9 

12593 
AAT/NAP 
11760 
94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48680 
103738 
14165 

OJ991202_04.0421.C9.o2.tm 
14165 - ■ 



OJ991202 04. 0421. C9 



none 
14165. 
14388. 
14585. 



Seq. ID 
Strand 
End 

Method 
: ■ ■ End 

Score 

14278, 14166. .14279, 14 17 6 .. 14280, 14387 14506, 
14504, 14390. .14506, 14391 .. 14510, 14557 .. 14727 , 
14719, 14625. .14726, 14839. .14985, 14840. .14989 



14989 

TBLASTX: Maize 

14989 

160 



Seq. No. 48681 

Gene No. 103739 

Start 128 

Name OJ991202JD4 . 0421 . C10 . ol . gs 

Start 128 

GI none 
Exons 



Seq. ID OJ991202JD4. 0421. C10 

Strand + 

End 2124 

Method GENSCAN 

End 2124 

Score .87 



128. .275, 352. .597, 689 .. 838, 925 .. 1113, 1186. 
1705. .1852, 1957. .2124 



,1368, 1466. .1581, 



50492 



m 



Seq. No. 48681 

Gene No. 103739 

Start 128 

Name OJ991202 J)4 . 0421 .CIO . ol . np 

Start 518 

GI 7492863 

Exons 518.. 597, 689.-838, 925 
1466. .1605, 1738. .1852, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1113, 1186 
1957. .2112 



OJ991202_ 
+ 

2124 
AAT/NAP 
2112 
473 
1243, 1307, 



04 .0421. CIO 



,1368, 



probable protein involved in autophagy yeast apg7 homolog - 
fission yeast (Schizosaccharo'myces pombe) 

gi| 4034327 | emb | CAA17048 . 1| (AL021838) putative protein involved 
in autophagy yeast apg7 homolog [Schizosaccharomyces pombe] 





Seq. No. 


48681 


Seq. ID 


OJ991202_04 . 0421 .C10 




Gene No . 


103740 


Strand 


+ 




Start 


9338 


End 


9955 




Name 


OJ991202 04.0421.C10.o3.np 


Method 


AAT/NAP 




Start 


9338 


End 


9955 




GI 


7496721 . 


Score 


88 




Exons 


9338.-9438, 9802.. 9955 








GI Descrip. 


hypothetical protein C30E1.1 


- Caenorhabditis elegans 






gi|2435542|gb|AAB71254.1| (AF026204) C30E1.1 gene product 






[Caenorhabditis elegans] 








Seq. No. 


48681 


Seq. ID. 


OJ991202_04 .0421. C10 


f Hi 


Gene No • 


103741 


Strand 




t. ; : 


Start 


2403 


End 


2918 


r i ; 


Name 


OJ991202 04.0421.C10.o2.gs 


Method 


GENS CAN 


n 


Start 


2403 


End 


2918 


i . I 


GI 


none 


Score 


1 




Exons 


2403. .2918 






fy 


Seq. No. 


48681 


Seq. ID 


OJ991202_04. 0421. C10 


E 


Gene No . 


103742 


Strand 




r 

~ " 


Start 


3259 


End 


7108 


""4 


Name 


OJ991202 04.0421.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


129 


End 


2082 


r~ 


GI 


none 


Score 


119 




Exons 


129. .236, 134. .277, 352. .453, 


363. .452 


, 1704. .1853, 1704. .1850, 






1705. .1854, 1706. .1855, 1956. 


.2081, 1957. .2082, 1957. .2082 


L .Ji 


Seq. No. 


48681 


Seq. ID 


OJ991202_04. 0421. C10 




Gene No. 


103742 


Strand 






Start 


3259 


End 


7108 




Name 


OJ991202 04.0421.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


162 


End 


1825 




GI 


none 


Score 


66 




Exons 


162. .215, 923. .1111, 925. .1134, 928. .1113, 1183. .1248, 






1183. .1245, 1185. .1247, 1315. 


.1368, 1321. .1356, 1323. .1376, 






1459. .1581, 1466. .1582, 1736. 


.1825 






Seq. No. 


48681 


Seq. ID 


OJ991202_04 .0421. C10 




Gene No. 


103742 


Strand 






Start 


3259 >• 


End 


7108 ' 




Name 


OJ991202 04. 0421. C10. 63. tc 


Method 


TBLASTX: Cress 




Start 


463 


End 


1017 




GI 


none 


Score 


109 



50493 



Exons 


463. .597, 528. .596, 677 


. .778, 


898. .1017, 909. .1016 


Seq. No. 


48681 




e&ri T D 

OctJ • -L U 


H.TQQ1909 04 0491 fl 0 


Gene No. 


103742 




Strand 




Start 


3259 




End 


7108 


Name 


O.TQQ1 909 04 0491 fl 0 


-f- m 
• LIU 


L Jfc: l_ 1 1UU 


TRT.A9TX • Mai 7& 


Start 


537 




FnH 


975 


GI 


none 






81 


Exons 


537. .581, 540. .599, 541 


. .597, 


660 746 


677 760 688 759 




690. .761, 761. .838, 761 


. .838, 


76"3 840 


790 840 903 974 




909. .974, 916. .975 








Seq. No. 


48681 




Seq. ID 


OJ991202_04 .0421. C10 


Gene No. 


103742 


,.. 


'.1st rand 




o car u 


3259 




End 


7108 


Name 


OJ991202 04. 0421. CIO. ol 


.tm 


Method 


TRT.A9TX * Ms \ 7f* 

1 DLinO J. x\ • LICIIlC 


Start 


976 




End 


1 S7^ 


GI 


none 




Score 


91 0 


Exons 


976.. 1134, 976.. 1113, 1176.. 1364, 1183. 


1 ^68 1 1 8 S 1 ^67 




1465. .1569, 1466. .1573, 


1469. 


.1573 




Seq. No. 


48681 . 




Seq. ID 


OJ991202_04 .0421'.C10 


Gene No. 


103742 




Strand 




o car u 


3259 




End 


7108 


Name 


OJ991202 04. 0421. C10. o2 


. tc 


Method 


TBLASTX: Cress 


Start 


-1069 




End" 


1582 


GI 


none 




Score 


78 


Exons 


1069. .1122, 1162. .1248, 


1185. 


.1247, 1321.. 1374, 1323.. 1373, 




1466. .1582, 1477. .1581 








Seq. No. 


48681 




Seq. ID 


OJ991202_04. 0421. C10 


Gene No. 


103742 




Strand 




Start 


3259 




End 


7108 


rvalue 


OJ991202 04. 0421. C10. o2 


.np 


Method 


AAT/NAP 


Start 


3259 




End 


6920 


GI 


6735377 




Score 


638 


Exons 


3259.. 3437, 3504.. 3596, 


4959. 


.5095, 5539. .5629, 5813. .5844, 




5989.. 6061, 6140.. 6240, 


6557. 


.6588, 6783. .6920 


GI Descrip. 


(AL137082) putative protein [Arabidopsis thaliana] 


Seq. No. 


48681 




Seq. ID 


OJ991202_04.0421.C10 


bene lno . 


103742 




Strand 




Start 


3259 




End 


7108 


Name 


OJ991202 04. 0421. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


3345 




End 


3569 


GI 


427501 ^ . 




Score 


388 


Exons 


3345. .3569 








Seq. No. 


48681 




Seq. ID 


OJ991202_04 .0421. C10 


Gene No. 


103742 




Strand 




Start 


3259 




End 


7108 


Name 


OJ991202 04. 0421. C10. o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5059 




End 


6821 


GI . 


none 




Score 


102 


Exons 


5059. .5100, 5814. .5846, 


5975. 


.6061, 5988. .6074, 5991. .6062, 




6119. .6241, 6138. .6260, 


6141. 


.6266, 6780.. 6821 



50494 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48681 . . 

103742 

3259 

OJ991202_04. 0421. CIO. ol.tc 

5583 

none 



Seq. ID OJ991202_04. 0421. CIO 
Strand 

End 7108 

Method TBLASTX : Cress 

End 6260 

Score 7 9 



5583. .5630, 5988. .6074, 6138. .6260, 6141. .6236 



48681 

103742 • 
'3259 

OJ991202_04. 0421. C10. o2.gp 

6187 

2310281 



Seq. ID OJ99120.2_04. 0421. C10 
Strand 

End. ' ' 7108 

Method AAT/GAP 

End 7108 

Score 752 



6187. .6240, 6557. .6588, 6783. .7108 



48682 

103743 

177 

OJ991202_04.-0421.Cll.ol.gs 

177 

none 

177. .665 



Seq. ID OJ991202_04.0421.C11 

Strand + 

End 665 

Method GENSCAN 

End 665 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



Seq. ID OJ991202_04.0421.C11 
Strand + 

3457 
AAT/GAP 
3457 
683 



48682 
103744 
3059 

OJ991202_04.0421.Cll.ol.gp 
3059 

uC-osflcyp016e06bl 
3059. .3457 

'5295936/dbj IAB026295.2 IAB026295 3.0e-73 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



End 

Method 

End 

Score 



48682 
103745 
1 

OJ991202_04.0421.Cll.ol.np 
1 

119714 
1. .630 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi'l 82169|pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32 090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. ID OJ991202_04.0421.C11 
Strand 

End 630 

Method " AAT/NAP 

End 630 

Score 110 



48682 

103746 

3800 

OJ991202_04.0421.Cll.ol.tw 
2 

none 



Seq. ID OJ991202_04.0421.C11 
Strand 

End 4154 

Method TBLASTX : Wheat 

End 4 00 

Score 119 



2. .82, 3. .83, 89. .241, 91. .240, 130. .243, 236. .322, 274 ...330; 
285. .338, 335. .370, 341. .400 



48682 
103746 



Seq. ID OJ991202_04.0421.C11 
Strand 



50495 



Start 
Name 
Start 
GI 

Exons 



3800 End 

OJ991202_04.0421.Cll.o2.tm Method 

17. End 

none Score 



4154 

TBLASTX: Maize 

2083 

96 



17. .127, 17. .73, 19. .96, 188. .208, 200. .292, 203. .334, 210. .335, 
326..388, 331. .387, 384. .494, 385. .495, 385. .495, 446. .499, 
500. .520, 505. .555, 506. .556, 532.-588, 556. .600, 561. .590, 
632. .667, 636. .668, 1959. .2000, 1963. .2001, 1965. .2000, 







1966. .2001, 


1980 


. .2024, 


2018 


. .2083,' 2021. .2071, 2022. .2072, 






2023. .2073 














Seq. No. 


48682 








Seq. ID 


OJ991202_04.0421.C11 




Gene No. 


103746 








Strand 






Start 


3800 








End 


' 4154 




Name 


OJ991202 04 


.0421 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3766 








End 


4042 




GI 


none 








Score 


276 




Exons 


3766. .3930, 


3794 


. .4042, 


3795 


. .4037 






Seq. No. 


48682 








Seq. ID'. 


OJ991202_04.0421.C11 




Gene No. 


103746 








Strand 






Start 


3800 








End 


4154 




Name 


OJ991202 04 


.0421 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


^ S3. 
; £ 


Start 


3800 








End 


4 0.33 


• Si 


GI 


none 








Score 


.-8.4 


Efl 


Exons 


3800. .3904, 


3822 


. .3881, 


3929 


. .4033, 3930. .4004*? . . 


ru 


Seq. No. 


48682 








Seq. ID 


OJ991202_04.0421.C11 


~ =3; 


Gene No. 


103746 








Strand 






Start 


3800 








End 


4154 




Name 


OJ991202 04 


.0421 


.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


3800 








End 


4154 


i y 


GI 


7320714 








Score 


231 




Exons 


3800. .4154 












f i 

a 


GI Descrip. 


(AL161746) 


putative protein 


[Arabidopsis thaliana] 


Li, 


Seq. No. 


48,682 








Seq. ID 


OJ991202_04.0421.C11 




Gene No. 


103746 








Strand 




i Ji 


Start 


3800 








End 


4154 




Name 


OJ991202 04 


.0421 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


f i 


Start 


3812 








End 


4042 




GI 


none 








Score 


94 




Exons 


3812. .3919, 


3813 


. .3896, 


3923 


..4042, 3924. .4004 




Seq. No. 


48683 








Seq. ID 


OJ991202_04 . 0421 -C12 




Gene No. 


103747 








Strand 


+ 




Start 


4200 








End 


5718 




Name 


OJ991202 04 


.0421 


.C12.o2 


. gs 


Method 


GENSCAN 




Start 


4200 








End 


5473 




GI 


none 








Score 


.89 




Exons 


4200. .4312, 


4909 


. .5473 










Seq. No. 


48683 








S.eq. • ID 


OJ991202_04 . 0421 .C12 




Gene No. 


103747 








Strand 


+ • 




Start 


4200 








End 


5718 




Name 


OJ991202 04 


.0421 


.C12.ol 


.gp 


Method 


' AAT/GAP 




Start 


5238 








End 


5718 



50496 



GI LIB3433-043-P1-K1-F7 Score 376 

Exons 5238.. 5441, 5661.. 5718 

GI Descrip. '2459448 1.0e-30 (AC002332) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] ' 



Seq. No. 48683 
Gene No. 103748 
Start 6805 

Name OJ991202_04 . 0421 .C12 . o2 . np 

Start 6709 , 

GI 2342730 

Exons .6709.. 6874, 7836.. 7952, 8041., 

9379. .9450, 9887. .9970, 10551, 

11589. .11730, 12535.. 12683 
GI Descrip. (AC002341) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991202__04.0421.C12 
Strand + 
End 13552 

Method AAT/NAP 
End 12 683 

Score 1092 

8173, -8302. .8413, 8873.. 9068, 

.10703, 11278. . 11403, 



Seq. No. 48683 Seq. ID 

Gene No. 103748 Strand 

Start 6805 End 

Name OJ991202_04 . 0421 .C12 . o4 . gs Method 

Start 6805 End 

GI none Score 
Exons 



OJ991202_04.0421.C12 
+ 

13552 
GENSCAN 
13552 
.67 



6805. .6874, 7836. .7952, 8286. .8398, 8641. .8684, 8912. .9068, 
9379. .9450, 10551 10590, 10840 .. 10919, 11278 .. 11403, 
11626. .11718, 13211. .13289, 13298 .. 134 62, 13521. .13552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48683 

103749 

13828 

OJ991202_04.0421.C12.o3.np 

13828 

2342728 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13828. .14300, 14962 .. 15175, 15203.. 15559 

(AC002341) putative cysteine proteinase [Arabidopsis thaliana] 



OJ991202_04.0421.C12 
+ 

15562 
AAT/NAP 
15559 
416 



Seq. No. 


48683 


Seq. ID 


OJ991202_04.0421 


.C12 


Gene No. . 


103749 


Strand 


+ 




Start 


13828 


End 


15562 




Name 


OJ991202 04.0421.C12.o5.gs 


Method 


GENSCAN 




Start 


13828 


End 


15562 




GI 


none 


Score 


1 




Exons 


13828. .14302, 14958. .15562 








Seq. No. 


48683 


Seq. ID 


OJ991202_04.0421 


.C12 


Gene No. 


103750 


Strand 






Start 


1 


End 


9693 




Name 


OJ991202 04.0421.C12.ol.np 


Method 


AAT/NAP- 




Start 


1 


End 


6430 




GI 


2462745 


Score 


255 




Exons 


1..358, 2203. .2596, 6325.. 


6430 






GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


48683 


Seq. ID 


OJ991202_04.0421 


C12 


Gene No. 


103750 


Strand 






Start 


1 


End 


9693 




Name 


OJ991202 04.0421.C12.ol.gs 


Method 


GENSCAN 




Start 


28 


End 


2897 





50497 





VjX 


r> On <^ 








Score 


. 98 




EjAUI 10 


28 55 110 


. .291 


, 2154 


2897 










48683 








Seq. ID 


0J9 91202 04.0421.C12 




Gene No. 


103750 








Strand 






Start 


1 








End 


9693 




Name 


OJ991202 04 


.0421 


.C12.o3. 


tm 


Method 


TBLASTX: Maize 




O L.CLX U 


112 








End 


2531 




VJX 


none 








Score 


73 






112. .171, 247. .300, 2193 


i. .2318,-2194. . 


2298, 2376. .2477, 






2478. .2531 
















48683 








Seq. ID 


OJ991202 04.0421.C12 




Gene No. 


103750 








Strand 






Start 


1 








End 


9693 






OJ991202 04 


.0421 


.C12.ol. 


tc 


Method 


TBLASTX: Cress 






121 








End 


9693 




O X 


none 








Score 


70 




DAUU J 


121. .237, 2211.. 


2312, 2236.. 2289, 2376 


. .2480, 2493. .2531, 






9535. .9693 














Seq. No. 


4 ft fift ^ 








.Seq. ID 


OJ991202_04.0421..C12 




Gene No. 


IUj / jU 








Strand 






O Lai L. 


1 
1 








End 


9693 


w 


. Name 


n TQQ1 909 04 

UU:7:7XZUZ U4 


0491 

. U fx Z X 


PI 9 o9 


Lb 


Method 


TBItASTX • Sovbean 


r n 




990ft 
ZZUO 








End 


2531 






none 








Score 


50 


f T 


T7 von c 


990ft 9^1 9 
ZZUO . . Z O 1Z , 




94 RO 


94 QQ 


.2531 




Id 


Seq. No. 


48683 








Seq. ID 


OJ991202_04.0421.C12 


Q 


Gene No. 


i n^TRn 

IUj / jU 








Strand 






qt art" 


1 
1 








End 


9693 


i y 




OJ991202 04 


.0421 


.C12.o4. 


tm 


Method 


TBLASTX: Maize 


= 


O (_G.X L 


5274 








End 


5731 




vjx 


none 








Score 


151 . 






5274. .5399, 


5276 


. .5434, 


5276. 


.5404, 5663. .5731 


=■ 


Seq. No. 


48683 








Seq. ID 


OJ991202_04.0421.C12 


r ^ 


Gene No. 


103750 








Strand 






O Ldi L. 


1 








End 


9693 






OJ991202 04 


.0421 


.C12.o3. 


gs 


Method 


GENSCAN 




o Lai u 


5665 








End 


5925 






. none 








Score 


.98 




IT* von Q 


5665. .5925 














C oo* KTo 


48683 








Seq. ID 


OJ991202_04.0421.C12 






103750 








Strand 






Start 


1 








End 


9693 




Name 


OJ991202 04 


.0421 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 




o lax. L. 


7829 








End 


-8947 






none 








Score 


200 




Exons 


7829. .7954, 


7834 


. .7953, 


7847. 


.7960, 7848.-7958, 8034. .8186, 






8036. .8176, 


8293 


. .8397, 


8294. 


.8398, 8300. .8398, 8623.-8682, 






8639. .8683, 


8639 


. .8683, 


8640. 


.8684, 8909. .8947 




Seq. No. 


48683 








Seq. ID 


OJ991202_04.0421.C12 




Gene No. 


103751 








Strand 





50498 




Start 
Name 
Start 
GI 

Exons 



13921 
OJ991202 
13921 
none 
13921 
14950 
15439 



04.0421.C12.ol.tw 



.14124, 13953. .14120, 
.15087, 14951. .15115, 
.15507 



End 

Method 

End 

Score 



15529 

TBLASTX: Wheat 

15507 

180 



14238. 
15374. 



14288, 
15427, 



14239. 
15431. 



,14289, 
,15502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



48683 

103751 

13921 

OJ991202_04.0421.C12.o3.ts 

13924 

none 

13924. .14118, 14227. .14301 

48683 

103751 

13921 

OJ991202_04.0421.C12.o2:tc 

13927 

none 

13927. .14124, 13950 .. 14 120, 
14962. .15057, 14963.. 15058 

48683 
103751 
13921 
OJ991202 
13966 
none 
13966 
14960 
15382 



04.0421.C12.o2.tm 



.14118, 14239. .14292, 
.15115, 15096. .15140, 
.15528, 15383.. 15529 



48683 

103751 

13921* 

OJ991202_04.0421.C12.ol.ts 

14959 

none 

14959. .15057, 14960 .. 15175, 
15431.. 15508 

48684 

103752 

929 

OJ991202_04.0421.C13.ol.gs 

929 

none 

929.. 1403, 1657.. 2264 

48684 

103752 

929 

OJ991202_04.0421.C13.ol.np 
947 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99,1202_04.0421.C12 
15529 

TBLASTX : Soybean 

14301 

164 



OJ991202 04.0421.C12 



15529 
TBLASTX: 
15058 
162 



Cress 



14226. .14276, 14239 14301, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
•14912. .15085, 
15146. .15190, 



OJ991202 04.0421.C12 



15529 

TBLASTX: Maize 
15529 
98 

14959. .15087, 
15236. .15358, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_04.0421.C12 
15529 

TBLASTX: Soybean 

15508 

109 



15236. .15358, 15383 .. 15430, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



S.eq. ID 

Strand 

End 

Method 
End 



OJ991202_04.0421.C13 
+ 

2264 
GEN SCAN 
2264 
.99 



OJ991202_04.0421.C13 
+ 

2264 

AAT/NAP 

2255 



50499 



GI 4314384 Score 518 

Exons 947.. 1403, 1657.. 2255 

GI Descrip. (AC006232) putative cysteine proteinase [Arabidopsis thaliana] 



Seq. No. 48684 Seq. ID OJ991202_04 . 0421 . C13 

Gene No. 103753 Strand 

Start 4227 End 4859 

Name OJ991202_04 . 0421 .C13 . ol . gp Method AAT/GAP 

Start 3968 End 4555 

GI uC-osrocyp025e03al Score 888 

Exons 3968. .4339, 4472. .4555 

GI Descrip. '576771/951016256103016256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated inRNA, 3*'-end sequence' 



Seq. No. 


48684 








Seq. ID 


OJ991202 


_04.0421.C13 


Gene No. 


103753 








Strand 






Start 


4227 








End 


4859 




Name 


OJ991202 04 


.0421. 


C13.o2 


. qs 


Method 


GENSCAN 




Start 


4227 








End 


4859 




GI 


none 








Score 


.65 




Exons 


4227. .4339, 


4472. 


.4859 










Seq. No. 


48684 








Seq. ID 


OJ991202 


04.0421.C13 


Gene No . 


103754 








Strand 






Start 


9915 








End 


11210 




Name 


OJ991202 04 


.0421. 


C13.ol 


.ts 


Method 


TBLASTX: 


Soybean - :: v * ' 


Start 


1031 








End 


2249 




GI 


none 








Score 


126 




Exons 


1031. .1171, 


1166. 


.1231, 


1337. 


.1393, 1647.. 1766, 


1761. .1841, 




1953. .2048, 


2130. 


.2198, 


2205. 


.2249 






Seq. No. 


48684 








Seq. ID 


OJ991202 


_04.0421.C13 


Gene No. 


103754 








Strand 






Start 


9915 








End 


11210 




Name 


OJ991202 04 


0421. 


C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1043 








End 


2255 




GI 


none 








Score 


165 




Exons 


• 1043.. 1252, 


1337. 


.1405, 


1656. 


.1841, 1950.. 2054, 


2130. .2198, 




2214. .2255 














Seq. No. 


48684 








Seq. ID 


OJ991.202 


_04.0421.C13 


Gene No. 


103754 








Strand . 






Start 


9915 








End 


-.11210 . 




Name 


OJ991202 04 


0421. 


C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1157 








End 


2261 




GI 


none 








Score 


64 




Exons 


1157. .1240,- 


1340. 


.1405, 


1656. 


.1841, 1947. .2054, 


2133. .2261 



Seq. No. 48684 

Gene No. 103754 

Start 9915 

Name OJ991202_04 . 0421 . C13 . o2 . ts 

Start 2612 

GI none 

Exons 2612.. 2740, 2613.. 2741, 2648. 

4462. .4596, 4479. .4595 



Seq. ID OJ991202_04.0421.C13 
Strand 

End 11210 

Method TBLASTX : Soybean 

End 4596 

■ Score 93 

.2740, 4216. .4341, 4230. .4340, 



50500 



Seq. No. 48684 Seq. ID 

Gene No. 103754 Strand 

Start 9915 End 

Name OJ991202_04 . 0421 . C13 . o2 . tm Method 

Start 4497 End 

GI none Score 

Exons 4497. .4595, 4498. .4650, 4573. .4650 



OJ991202_04.0421.C13 
11210 

TBLASTX: Maize 

4650 

143 



Seq. No. 48684 

Gene No. 103754 
Start - ■ W9915 

Name OJ991202_04 .0421. C13 . o2 . np 

Start 9915 

GI 7452451 

Exons 9915. .10102, 10186 .. 10706, - 10791 
GI Descrip. hypothetical protein F28J12.200 



Seq. ID OJ991202JD4 .0421.C13 
Strand 

End 11210. 
Method AAT/NAP 
End 11210 
Score 1075 - 
.11210 

Arabidopsis thaliana 



gi I 2832659 | emb| CAA16734.il (AL021710) hypothetical protein 
[Arabidopsis thaliana] gi | 7268647 | emb | CAB7 8856 . 1 | (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 48685 Seq.' ID 

Gene No. 103755 Strand 

Start 23 End 

Name OJ991202_04 . 0421 . C14 . ol . gs Method 

Start .23 - End 

GI none - Score 

Exons 23.. 27 9 



OJ991202_04.0421.C14 
279 

GENSCAN 

279 

.45 



Seq. No. 48686 

Gene No. 103756 

Start 1 

Name OJ991202_04 . 0421 . C23 . ol . np 

Start 1 

GI 6983860 

Exons 1..7 9 

GI Descrip. (AP001168) 
(AF061282) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_ 
+ 

79 

AAT/NAP 

79 

115 



04.0421.C23 



Similar to 22 kDa 
[Oryza sativa] 



kafirin cluster; Ty3-Gypsy type 



.=i Seq. No. 48686 Seq. ID 

It Gene No. 103757 Strand 

li Start 638 End 

P Name OJ991202_04 . 0421 .C23 . ol . gs Method 

Start '638 End 

GI none Score 

Exons 638.. 764, 795.. 1060, 1072.. 1221 



OJ991202_04.0421.C23 

1221 
GENSCAN 
1221 
.67 



Seq. No. 


48687 




Seq. ID 


OJ991202_ 


_04 , 


.0421 


.C27 


Gene No. 


103758 




Strand 










Start 


317 




End 


766 








Name 


OJ991202 


04.0421.C27.ol.gs 


Method 


GENSCAN 








Start 


317 




End 


766 








GI 


none 




Score 


.87 








Exons 


317. .431, 


506. .766 












Seq. No. 


48688 




Seq. ID 


OJ991202_ 


_04, 


.0421 


.C29 


Gene No. 


103759 




Strand 


+ 








Start 


1 




End 


1716 









50501 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_04 .0421.C29.ol.np Method 

1 End 

5852181 Score 
1..24, 1453. .1716 

(AL117265) zhb.0011.1 [Oryza sativa] 

48688 Seq. ID 

103760 Strand 

390 End 

OJ991202_04 . 0421 . C29 . ol . gs Method 

390 - End 

none Score 
390. .635, 777. .917 



AAT/NAP 

1716 

129 



OJ991202_04 .0421.C29 
917 

GENSCAN 
917 
. 91 



OJ991202 04.0421.C31 



48689 Seq. ID 

103761 Strand 
1 <. End 338 

OJ991202_04 . 04 2 1 . C31 . ol . np Method AAT/NAP 
1 End 338 

6983860 Score 495 

1..338 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

(AF061282) [Oryza sativa] 



48689 Seq. ID 

103761 Strand 

1 End 
OJ991202_04 .0421.C31.ol.gs Method 

30 End 

none Score 
30. .338 



OJ991202_04 .0421.C31 
338 

GENSCAN 
338 
. 95 



Seq. No. 48689 Seq. ID 

Gene No. 103762 Strand 

Start 611 End 

Name OJ991'202_04 . 0421 . C31 . o2 . np Method 

Start 609 End 

GI 4512231 ' Score 

Exons 609.. 1405 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



OJ991202_04 .0421.C31 

1405 
AAT/NAP 
1405 
1246 



~" Seq. No. 


48689 










Seq. ID 


OJ991202 


Getie No. 


103762 










Strand 




Start 


611 










End 


1405 


Name 


OJ991202 04 


.0421 


C31 


.o2 


. gs 


Method 


GENSCAN 


Start 


611 










End 


1405 


GI 


none 










Score 


. 96 


Exons 


611. .1405 














Seq. No. 


48690 










Seq. ID 


OJ991202 


Gene No. 


103763 










Strand 


+ 


Start 


341 










End 


484 


Name 


OJ991202 04 


0421 


C33 


.ol 


. gs 


Method 


GENSCAN 


Start - 


341 










End 


484 


GI 


none 










Score 


.4 


Exons 


341. .484 















50502 



Seq. No. 48690 

Gene No. 103764 

Start 328 

Name OJ991202_04 . 0421.C33.ol . 

Start 310 

GI none 

Exons • 310.. 357, 324.. 518, 338. 



Seq. ID OJ991202_04.0421.C33 
Strand 

End 739 

tm Method TBLASTX: Maize 

End 54 9 

Score 53 
.547, 338. .532, 340. .549, 409. .549 



Seq. No. 48690 
Gene No. . 1037 64 \ 

Start 328 / 

Name OJ991202JD4 . 0421 .C33 .ol , 

Start 328 

GI none 

Exons 328.. 739 



gp 



Seq. ID OJ991202_04.0421.C33 
Strand 

End 739 

Method AAT/GAP 

End 739 

Score 793 



Seq. No. 48691 

Gene No. 103765 

Start 1 

Name OJ991202_04 . 0421 .C35.ol . 

Start 1 

GI 6721516, 

Exons 1..262, 676.. 772 

GI Descrip. (AP001072) hypothetical 

Seq. No. 48691 

Gene No. 103766 

Start 235 

Name OJ991202_04 . 0421 . C35 . ol , 

Start 235 

GI none 

Exons 235.. 352 



np 



Seq. ID OJ991202_04.0421.C35 

Strand + 

End 772 

Method AAT/NAP 

End 772 

Score 431 



protein [Oryza sativa] 

Seq. ID OJ991202_04 ,0421. C35 
Strand 

End 352 

gs Method GENSCAN 

End 352 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48692 Seq. ID OJ991202_07 . 0421 . C2 

103767 Strand + 

1 End 1786 

OJ991202_07 . 0421 . C2 . ol . np Method AAT/NAP 

1 End 1156 

7486934 Score 287 

1..85, 197. .299, 535. .610, 1052. .1156 

hypothetical protein T13D8.6 - Arabidopsis thaliana 

gi|3249066|gb|AAC24050.1| (AC004473) Similar to S. cerevisiae 

SIK1P protein. gb| 984964 . ESTs gb|F15433 and gb|AA395158 come 

from this gene. [Arabidopsis thaliana] 



48692 

103767 

1 

OJ991202 _07 . 0421 . C2 . ol . gp 
45 

16547_1.R1084 

45. .85, 197. .299, 535. .610, 
•3249066 3.0e-40 (AC004473) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1052. .1355 
Similar to 

protein gb_9849.64. ESTs gb_F154 j 33 and gb_AA395158 come from 
this gene. [Arabidopsis thaliana] 1 



OJ991202_07.0421.C2 
+ 

1786 
AAT/GAP 
1355 
958 



cerevisiae SIK1P 



Seq. No. 



48692 



Seq. ID OJ991202_07.0421.C2 



50503 





Gene No. 


103767 




Strand 


+ 










1 




End 


1786 








Name 


OJ991202 07 0421 C2 


■ ol . CfS 


. Method 


GENSCAN 








Start 


197 _ 




End 


1786 










none 




Score 


.52 








P von ^ 


197 299 535 610 


763 . . 827 


, 1302. .1393, 1713.. 


1786 






Cpn Ma 
O w n_J * w ■ 


48692 




Seq. ID 


OJ991202_ 


07 . 0421 


.C2 




Gene No. 


103768 




Strand 


+ 








Start 


21344 




End ■ 


23891 








Name 


OJ991202 07 0421 C2 


. o3 . gs 


Method 


GENSCAN 








^t a rt 


21344 ~~ 




End 


23891 








GI 


none 




Score 


.47 










21344 21756 21828 


. .21942, 


22029. .22172, 22244. 


. 22420, 








23671 23771 23807 


. .23891 












Seq. No. 


48692 




Seq. ID 


OJ991202_ 


07.0421 


.C2 




Gene No. 


103769 




. Strand 


+ 








Start 


32663 




End 


33439 








Name 


OJ991202 07 0421 C2 


* o5 . cjs 


Method 


GENSCAN 








Of- a yf- 
O Lai U 


J^. UU J 




End 


33439 








ox 


none 




Score 


.66 










^?747 33357 


33439 












Con Nn 1 






Seq. ID 


OJ991202_ 


07 0421 


.C2 


n 


fZpnp No 


103770 




Strand 


+ 








Start 


35374 




End 


41215 








Name 


OJ991202 07. 0421. C2 


. o5 . np 


Method 


AAT/NAP 








Start 


35374 




End 


41054 








GI 


4760370 




Score 


1982 








Exons 


35374.-35557, 35818 


. .35952, 


37876.-39267, 39345. 


.39599, 








39681. .39803, 40078 


. .40554, 


40651. .41054 







GI Descrip. (AF082565) ATP dependent copper transporter [Arabidopsis 

thaliana] gi | 4760380 | gb IAAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No. 48692 
Gene No. 103770 
Start 35374 

Name . OJ991202_07 . 0421 . C2 . 06 . gs 
Start 35578 
GI none 

Exons 35578. .35952, 37876.-39267, 

40078. .40554, 40651.. 40851 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 
+ 

41215 
GENSCAN 
40851 
.95 



07. 0421. C2 



39345..39S99, 39681 39803, 



Seq. No. 48692 Seq. ID OJ991202_07 . 0421 . C2 

Gene No. 103770 Strand + 

Start 35374 End 41215 

Name OJ991202_07 . 0421 . C2 . o5 . gp Method AAT/GAP 

Start 40429 End 41215 

GI • 18022_1.R1084 Score 1226 

Exons 40429. .40554, 40651.. 41215 

GI Descrip. ' 4760370/gb | AAD29109 . 1 1 AF082565_1 2 . Oe-4 9 . (AF082565 ) ATP 
dependent copper transporter [Arabidopsis thaliana] 
>gi 4760380 gb_AAD29115 . 1_ (AF091112) ATP dependent copper 



50504 



transporter [Arabidopsis thaliana] 1 



o e q . in u . 


48692 


Seq. ID 




07 f)4?1 CO 


Gene No. 


103771 


Strand 


+ 




Start 


41366 


End 


42674 




Name 


OJ991202 07.0421.C2.o6.np 


Method 


AAT/NAP 




Start 


41366 


End 


42674 




Gi; 


5777617 


Score 


71 




Exons 


41366. .41391, 42562.. 42674 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza 


sativa] 




Seq. No. 


48692 


Seq. ID 


OJ991202_ 


07. 0421. C2 


Gene No. 


103772 


Strand 


+ 




Start 


42936 


End 


43385 




Name 


OJ991202 07.0421.C2.o7.gs 


Method 


GENSCAN 




Start 


42936 


End 


43385 




GI 


none 


Score 


.58 




Exons 


42936. .43385 








Seq. No. 


48692 


Seq. ID 


OJ991202_ 


07. 0421. C2 


Gene No. 


103773 


Strand 


+ 






43320 


End 


46415 




Name 


OJ991202 07.0421.C2.o7.np 


Method 


AAT/NAP 




Start 


43320 


End 


46229 • 




GI ' 


6179600 


Score 


643 " 




Exons 


43320. .43441, 44445 .. 44577 , 


44820. .44896, 45410. 


.45471, 




45690. .45808, 45945 4 6112, 


46200. .46229 




GI Descrip. 


(AJ238697) GPX12Hv, glutathione peroxidase-like 


protein [Hordeum 




vulgare] 








Seq. No. 


48692 


Seq. ID 


OJ991202_ 


07. 0421. C2 


Gene No. 


103773 


Strand 


+ 




Start 


43320 


End 


46415 




Name 


OJ991202 07.0421.C2.o6.gp 


Method 


AAT/GAP 




Start 


44281 


End 


46415 




GI 


5524 1.R1084 


Score 


1457 




Exons . 


44281. .44347, 44423.-44577, 


44820. .44 


B96, 45410. 


.45471, 




45690. .45808, 45945 .. 46112, 


46200. .46415 




GI Descrip. 


'544437/sp|Q06652|GSHZ CITSI 


3.0e-77 < 


GLUTATHIONE 


PEROXIDASE 




HOMOLOG (SALT-ASSOCIATED' PROTEIN) >gi 


_296358_emb 


_CAA47018_ 




(X66377) CIT-SAP [Citrus sinensis]' 






Seq. No. 


48692 


Seq. ID 


OJ991202_ 


07. 0421, C2 


Gene No. 


103774 


Strand 






Start 


2069 


End 


21234 




Name 


OJ991202 07.0421.C2.o2.gs 


Method 


GENSCAN 




Start 


2069 


End 


21234 




GI 


none 


Score 


.78 




Exons 


2069.. 2188, 2229.. 2351, 2432 


..3204, 3 


341. . 4207, 


4741. .4837, 



5402. .5550, 5783. .5932, 6064. .6213, 6253.-6339, 6415. .6483, 
6559. .6666, 6700. .6783, 6911. .6947, 7155. .7303, 8487. .8972, 
9177.. 9320, 9395.. 9943, 10766 .. 10960 , 11660 .. 11744, 
12172. .12794, 13535 .. 13867 , 14391 .. 14472, 14 692 147 68 , 
15147. .15251, 16871. .17593, 18316 .. 19097 , 19914.. 21234 



Seq. No. 
Gene No. 



48692 
103774 



Seq. ID 
Strand 



OJ991202 07. 0421. C2 



50505 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2069 End 21234 

OJ991202_07 . 042 1 . C2 . o2 . gp Method AAT/GAP 

2207 . End 2783 

uC-osflcypl76h09bl Score 889 
2207. .2351, 2432. .2783 

'2979554 7.0e-34 (AC003680) CDC4 like protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



y Seq. No. 

Gene No. 

3 Start 

1 Name 

^ Start 

t Gt ' 

J Exons 



48692 Seq. ID OJ991202_07 . 0421 . C2 

103774 Strand 

2069 End 21234 

OJ991202_07 . 0421 . C2 . o3 . np Method AAT/NAP 

2981 End 17158 

2506985 Score 674 

2981. .3283, 3878. .4137, 4549. .4651, 4741. .4837, 5402. .5522, 
5602. .5686, 5783. .5932, 6064. .6180, 6253. .6339, 6415. .6483, 
6559. .6714, 6878. .6947, 7155. .7303, 8487.. 8537, 8646.-8972, 
17055. .17158 

CDC4-LIKE PROTEIN gi 11580781 (M83822) beige-like protein [Homo 
sapiens] 



48692 

103774 

2069 

OJ991202 J)7 .0421 . C2 . o3 . gp 
13664 

LIB3474-012-P1-K1-B5 
13664. .13867, 14391 .. 14 472, 
'2979554 3.0e-43 (AC003680) 
thaliana] ' 

48692 

103775 

25134 

OJ991202_07.0421.C2.o4 .gs 

25134 

none 

25134. .25289, 25405. 
27836.-27974, 28536. 
30200. .30386, 30475. 
31679. .31869 



,25660, 
,28592, 
,30548, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 07. 0421. C2 



21234 
AAT/GAP 
14975 
721 

14692. .14768, 14923.. 14975 
CDC4 like protein [Arabidopsis 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 07. 0421. C2 



31869 
GENSCAN 
31869 
.85 

25759. .25874, 2 6552 .. 26736, 
28682. .28902, 29807 .. 29982, 
31154. .31384, 31482 .. 31568 , 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48692 ' Seq. ID OJ991202_07 . 0421 . C2 

103775 Strand 

25134 End 31869 

OJ991202_07.0421.C2.o4 .np Method AAT/NAP 

25142 End 25673 

231509 Score 585 

25142. .25289, 25405.. 25673 

ACTIN DEPOLYMERIZING FACTOR (ADF) gi | 4 19809 | pir | | S30935 
actin-depolymerizing factor - trumpet lily 

gi|22748|emb|CAA78483| (Z14110) actin depolymerizing factor 
[Lilium longiflorum] .'" * 



48692 

103775 

25134 



Seq. ID 

Strand 

End 



OJ991202 07. 0421. C2 



31869 



50506 



Name OJ991202_07 . 0421 .C2 .o4 .gp Method AAT/GAP 

Start 25148 End 25826 

GI uC-osflm202112gl0bl Score 885 

Exons - 25148. .25289, 25405 25670, 25759.-25826 

GI Descrip. ' 231509/sp | P30175 | ADF_LILLO 1.0e-56 ACT IN DEPOLYMERI 2 ING FACTOR 

(ADF) >gi_419809_pir S30935 act in-depolymeri zing factor - 

trumpet lily >gi_22748_emb_CAA784 83_ (Z14110) actin 
depolymerizing factor [Lilium longiflorum] 1 



Seq. No. 48692 

Gene No. 103776 

Start 44298 

Name OJ991202_07 . 0421 .C2 .ol5 . tm 

Start 2435 

GI none 
Exons 



Seq. ID OJ991202_07.0421.C2 
Strand 

End 46723 

Method TBLASTX : Mai ze 

End 2668 

Score 41 



2435.-2488, 2437. .2481, 2441. .2482, 2530. .2652, 2534. .2668, 
2536.-2652, 2589.. 2657 





Seq. No. 


48692 








Seq. ID 


OJ991202_07. 04.2-1. C2 




Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07, 


.0421 


.C2.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2681 








End 


3901 




GI 


none 








Score 


208 


ts. 

i 5 


Exons 


2681. .2941, 


2682 


. .2930, 


3020 f 


.3211, 3042.. 3212, 3839.. 3901 


ff% 

L : a 


Seq. No. 


48692 








Seq. ID 


OJ991202_07.0421.C2 




Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07, 


.0421 


,C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2879 ~ 








End 


4592 


% a? 

ri § 


GI 


none 








Score 


84 




Exons 


2879. . 3001, 


2882 


. .2965, 


2950. 


.3099, 2957.. 3115, 2966.. 3211, 






3009. .3212, 


3009 


. .3212, 


3154. 


.3216, 3804.. 4253, 3839.. 4255, 


C3 




4505. .4591, 


4509 


. .4592 










Seq. No. 


48692 








Seq. ID 


OJ991202_07.0421.C2 




Gene No. 


103776 








Strand 




IS* 


Start 


44298 








End 


46723 




Name 


OJ991202 07. 


.0421 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


? ™ 
L-i 


Start 


3037 








End 


4096 




GI 


none 








Score 


240 




Exons 


3037. .3099, 


3038 


. .3211, 


3039. 


.3212, 3839.. 4096, 3839.. 4084 




Seq. No. 


48692 








Seq. ID 


OJ991202_07.0421.C2 




Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07, 


.0421 


.C2.o6. 


ts 


Method 


TBLASTX: Soybean 




Start 


3911 








End 


4219 




GI 


none 








Score 


112 




Exons 


3911. .4219, 


3915 


. .4055, 


4004. 


.4114 






Seq. No. 


48692 








Seq. ID 


OJ991202_07.0421.C2 




Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07. 


.0421 


.C2.o8. 


ts 


Method 


TBLASTX : Soybean 




Start 


4509 








End 


4836 



50,507 



GI 


none 








Score 


137 




Exons 


4509. .4658, 


4520. 


.4651, 


4738. 


.4836, 4739.-4834 




Seq. No. 


48692 








Seq. ID 


OJ991202 


_07.0421.C2 


Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07 


.0421. 


C2.o5. 


tm 


Method 


TBLASTX: 


Maize 


Qt- a t~ t~ 
OtdlL 










End' 


5867 




GI 


none 








Score 


73 




Exons 


,4 593.-4 652, 


4594. 


.4644, 


4598. 


.4651, 4738. .4836, 


4739. .4834 




-'^4740. .4844, 


4752. 


.4844, 


5398. 


.5523, 5399.. 5530, 


5598.-5678 




5603. .5707, 


5624. 


.5680, 


5643. 


.5687, 5780. .5866, 


5780. .5866 




5781. .5867 














Seq. No. 


48692 








Seq. ID 


OJ991202 


_07.0421.C2 


Gene No. 


103776 








Strand 








A A OOP 








End 


46723 




Name 


OJ991202 07 


.0421. 


C2.o5. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5398 








End 


5827 




GI 


none 








Score 


158 




Exons 


5398. .5523, 


5399. 


.5530, 


5399. 


.5530, 5597.. 5707, 


5640. .5687 




5780. .5827, 


5781. 


.5816 










Seq. No. 


48692 








Seq. ID 


OJ991202 


_07.0421.C2 


Gene No. 


103776 








Strand 






Of 3 »*-t- 
OLaiL 


A 40QQ 
H *± Z 5 O 








End 


46723 




Name 


OJ991202 07 


.0421. 


C2.o9. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5834 








End 


6486 




GI 


none 








Score 


79 




Exons 


5834. .5932, 


6061. 


.6189, 


6062. 


.6181, 6253.-6342, 


6271. .6342 




6415. .6486, 


6419. 


.6484 










Seq. No. 


48692 








Seq. ID 


OJ991202 


_07.0421.C2 


Gene No. 


103776 








Strand 






Start 


44298 








End 


46723 




Name 


OJ991202 07 


.0421. 


C2.o5. 


tc 


Method 


TBLASTX: 


Cress 


Staurt- 


6253 








End 


6781 




GI*" 


none 








Score 


67 




Exons 


6253. .6342, 


6257. 


.6340, 


6415. 


.6486, 6416. .6484, 


6556. .6660 




6560. .6637, 


6700. 


.6777, 


6704. 


.6781 







Seq. No. 48692 
Gene No. 103776 
Start 44298 

Name OJ991202_07 . 0421 . C2 . 06 . tm 

Start 6296 
GI none 

Exons 6296. .6340, 6301. .6342, 6405. 

6553.. 6642, 6558.. 6617, 6560. 
6880.. 6948, 6881.. 6970, 6882. 
7154.. 7228, 7156. .7230 



Seq. ID OJ991202_07.0421.C2 
Strand 

End 46723 
Method TBLASTX : Mai ze 
End 7230 
Score 47 

,6473, 6415. .6486, 6416. .6484, 
.6616, 6700. .6783, 6701. .6784, 
.6947, 7145. .7225, 7152. .7229, 



Seq. No. 48692 Seq. ID 

Gene No. 103776 Strand 

Start 44298 End 

Name OJ991202_07 . 0421 . C2 . 08 . tc Method 

Start 8862 End 



OJ991202_07.0421.C2 
46723 

TBLASTX: Cress 
9472 



50508 



GI 


none 




Score 


85 




Exons 


8862.. 8975, 8865.. 8972, 9141 


..9323, 9175. .9321, 9389. .9472 


Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


bene ino • 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07 0421 C2 


.08. tm 


Method 


TBLASTX: Maize 




Start 


13520 ~~ 




End 


13819 




GI 


none 




Score 


280 




Exons 


1 3S90 13819 -13521 


1 3778 


13640. .13819 




Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






o tart 


4 4298 

lit JO 




End 


46723 




Name 


OJ991202 07 0421 C2 


r>7 tc 


Method 


TBLASTX: Cress 




Start 


13527 _ 




End . 


13827 




GI 


none 




Score 


70 




Exons 


13^27 13571 13528 


13575 


13529. .13576, 13550 .. 13822 , 






13S72 13823 13588 


13827 








Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






O Lai L 


4 4 298 

1 *4 _? O 




End 


46723 




Name 


OJ991202 07 0421 C2 


0 1 t*m 

» \J X . L.1LI,. 


Method 


TBLASTX: Maize 




Start 


9 M ~\1 _ i- " 
t jij / ^ 




A End- . 


2578.3. , ■ ■ 




GI 


none 




i.y Shore 


221 • 




Exons 


? SI 37 9^9^^ ?S1 39 


9S9 97 


25404. .25670, 25405 .. 25671/ 






2S7S4 9S783 










Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


1 0377 6 




Strand 






o tar r 


4 4 2 98 




End 


46723 




Name 


O.T991 ?o? 0 7 04?1 P2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


25145 ~~ 




End 


25671 




GI 


none 




Score 


131 




Exons 


?S1 4S 2S98S ?S1 46 


2528 6 


25173. .25289, 25402 .. 25671, 






25402. .25434, 25404 


. .25670 








Seq. No. 


48 692 




Seq. ID 


OJ991202_07.0421 


.C2 


uene wo . 


1 03776 




Strand 






Start 


4 4 998 

lie JO 




End 


46723 




Name 


O.T991 909 (17 0491 P9 


r>3 1- =: 


Method 


TBLASTX : Soybean 




Start 


o ci 4 c , — 




End . 


25671 




GI 


none 




Score 


141 




Exons 


25145. .25297, 25146 


. .25301, 


25404. .25670, 25405. .25671 




Seq. No. 


48 692 

io U Jt 




Seq. ID 


OJ991202_07.0421 


. C2 


bene wo . 


1 0377 6 




Strand 






Start 


4 4 9 Q8 




End 


46723 




Name 


OJ991202 07. 0421. C2 


.ol.tw 


Method 


TBLASTX: Wheat - 




Start 


25253 




End 


25671 




GI 


none 




Score 


59 




Exons 


25253. .25300, 25253 


. .25297, 


25404, .25670, 25405.. 25671 




Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 





50509 



Name 

Start 

GI 

Exons 



OJ991202 07.0421.C2.ol0.ts Method TBLASTX : Soybean 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ;; . . 

Exons 



27392 
none 



End 
Score 



28824 
81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27661 

27836 



OJ991202 07. 0421. C2 



27392. .27454, 27627 27713, 27628 .. 27729, 27 629 .. 27754 , 

27652. .27702, 27652 27 699, 27831 .. 27971, 27834 .. 278 96, 

27834. .27899, 2784 9.-27896, 27897 27971 , 27 915 27977 , 

27927. .27980, 28533.-28646, 28533.-28655, 28537 .. 28647 , 

28737. .28820, 28756.-28824 

48692 
103776 
44298 

OJ991202_07.0421.C2.o9.tm 
27640 
none 

27640. .27699, 27 652 .. 27 699, 
27834.-27977, 27835 .. 27 972 , 
28533.-28655, 28536 .. 28 667 , 

48692 
103776 
44298 

OJ991202_07.0421.C2.o7.tm 
29725 ... 
none . * "■ 

29725. -2.9982, 29727 .. 29921, 
30200. .30262 



46723 

TBLASTX: Maize 
28821 
82 

27729, 27662. .27721, 
27976, 27840. .27971, 



28726. .28821, 28728.. 28820 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_07.0421.C2 
46723 

TBLASTX: Maize 
30262 
357 ■ 



30198. .30260, 3019? .. 30261 , 



=7 



Seq. No. 48692 

Gene No. 103776 

Start 44298 

Name OJ991202_07 . 0421 . C2 . ol2 . ts 

Start 30304 

GI none 

Exons 30304.-30393, 30305 .. 30376, 
31168. .31383, 31172.. 31381 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_07.0421.C2 
46723 

TBLASTX : Soybean 

31383 

77 



30464. .30529, 30527 .. 30550, 



Seq. No. 48692 Seq. ID 

Gene No. 103776 Strand 

Start 44298 End 

Name OJ991202_07 . 0421 . C2 . ol6 . tm Method 

Start 30338 End 

GI none Score 

Exons 30338- .30394, 30339 .. 30401, 30339 

30473. .30553, 30473 .. 30559, 30474 



OJ991202 07. 0421. C2 



46723 

TBLASTX: Maize 
30560 
79 

30401, 30472. .30555, 
30560 



Seq. No. 48692 
Gene No, 103776 
Start 44298 

Name OJ991202_07 . 0421 . C2 . o4 . tm 

Start 31248 
GI none 
Exons 31248. .31385, 

31482. .31562, 

31683. .31811, 



31249. .31386, 
31484. .31567, 
31716. .31835, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_07.0421.C2 
46723 

TBLASTX: Maize 

31835 

159 



31249. 
31678. 
31717. 



31386, 
31821, 
31833 



31482. 
31679. 



,31568, 
,31810, 



Seq. No. 



48692 



Seq. ID OJ991202_07.0421.C2 



50510 




Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07. 0421. C2 


o*14 . ts 


Method 


TBLASTX: Soybean 




Start 


35824 ~~ 




End 


38121 




GI 


none 




Score 


74 




Exons 


35824 . . 35958, 37885 


. 37956, 


37942. .38118, 37945. .38121 




Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


4 6723 




Name 


OJ991202 07 . 0421 .C2 


06 . t c 


Method 


TBLASTX: Cress 




Start 


37969 ~ 




End 


40500 




GI 


none 




Score 


84 




Exons 


37969. . 38079, 39157 


. 39285, 


39447. .39587, 39470 .. 39586, 






39680. .39760, 39681 


.39761, 


40315. .40500 




Sea No 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07. 0421. C2 


oil . ts 


Method 


TBLASTX: Soybean 




Start 


38 661 ~ 




End 


38861 




GI 


none 




Score 


265 




1—1 W 1 1 o 


38661 38714, 38662 


. 38859, 


38663.-38854, 38 671 .. 38856, 






38769 38861 










Seq. NoT"-; 


48692*'. 




' . Seq. ID 


OJ9912-02_07*.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07 0421 C2 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


38817 ~~ 




End 


39129 




GI 


none 




Score 


307 




Pvnn q 

L_J X 1 


38817 39128, 38818 


. 39129 








Sea No 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


- OJ991202 07. 0421. C2 


o2 . tm 


Method 


TBLASTX: Maize • 




Start 


38914 "~ 




End 


39417 




GI 


none 




Score 


568 




Exons 


38914 . . 39267, 38916 


. 39269, 


38923.-39267, 38 943 .. 39281, 






39348. . 39410, 39352 


. 39417 








Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


-C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07 0421 C2 


ol3 . ts 


Method 


TBLASTX: Soybean 




Start 


38977 "~ 




End 


39186 




GI 


none 




Score 


214 




Exons 


38977 39186. 38982 


. 39173 








Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 


Gene No. 


103776 




Strand 






Start 


44298 




End 


46723 




Name 


OJ991202 07. 0421. C2 . 


o2! ts 


Method 


TBLASTX: Soybean 




Start 


39189 




End 


40131 




GI 


none 




Score 


102 




Exons 


39189. .39284, 39202. 


.39282, 


39340. .39498, 3934 1 .. 39601, 





5Q511 



39344. .39601, 39345 . . 39602 , 
40075. .40131, 40077.. 40130 



39680. .39778, 39681 39806, 





Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


-C2 




Gene No. 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2. 


ol2 . tm 


Method 


TBLASTX: Maize 






Start 


39417 




End 


39605 






GI 


none 




Score 


80 






Exons- 


. 39417. .39599,. 39418. 


.39477, 


39419. .39604, 39420.. 39605 






Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 




Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2 . 


ol3 . tm 


Method 


TBLASTX: Maize 






Start 


39756 




End 


40301 






GI 


none 




Score 


68 






Exons 


39756. .39806, 40064 . 


.40270, 


40067. .40270, 40072 .. 402 99, 








40075. .40275, 40077. 


.40283, 


40077. .40301 






Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 




Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2. 


ol . ts 


Method 


TBLASTX : Soybean 






* start • : 


40158 . ~ 




. End 


41030 




3 


GI . 


none 




Score 


260 ' 




n 


Exons 


40158. .40493, 40159. 


.40554, 


40627. .40842, 40652. .40735, 




U 




40653. .40841, 40793. 


.40849, 


40824. .41027, 40826 .. 4102.6, 








40833. .41030 










y 


Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 




Gene No . 


103776 




Strand 






1 1 


Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2. 


ol4 . tm 


Method 


TBLASTX: Maize 






Start 


40318 ~ 




End 


40776 






GI 


none 




Score 


149 






Exons 


40318. .40554, 40666. 


.40776, 


40668. .40775-., 






Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


. C2 




Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2. 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


40627 ~~ 




End . ' . /• 


41056 






GI 


none 




Score 


235 






Exons 


40627. .40830, 40638. 


.40835, 


40818. .41027,. 40826. .41056 






Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 






103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2. 


oil . tm 


Method 


TBLASTX: Maize 






Start 


40777 




End 


41041 






GI 


none 




Score 


96 






Exons 


40777. .40842, 40777.. 


„,40839, 


40779. .40841, 40824 .. 41024 , 








40826.. 41041 :* 












Seq. No. 


48692 




Seq. ID 


OJ991202_07.0421 


.C2 




Gene No.- 


103776 




Strand 







50512 




Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2 


08 . as 


Method 


GENSCAN 






Start 


44298 




End 


46723. 






GI 


none 




Score 


.73 






Exons 


44298. .44689, 44691 


.44851, 


45973. .46045, 46663 


. .46723 




Seq. No. 


48692 




Seq. ID 


OJ991202 


07.0421 


.C2 


Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2 


olO. tm 


Method 


TBLASTX: 


^aize 




Start 


44461 




End 


46232 






GI 


none 




Score 


41 






Exons 


44461. .44484, 44499 


. 44579, 


44813. .44 


905, 44814 


. .44894, 






44817 . .44909, 44818 


. 44910, 


45406. .45471, 45411 


. . 45497, 






45688. .45810, 45689 


. 45811, 


45937. .46083, 45937 


. .46095, 






45942. .46112, 45944 


.46111, 


46101. .46136, 46178 


. .46231, 






46197. .46232 












Seq. No. 


48692 




Seq. ID 


OJ991202 


07.0421 


.C2 


Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


- OJ991202 07. 0421. C2 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


44813 




End 


46220 






GI 


none 




Score 


105 






Exons 


4 4813: .44905, 4 4814 


\ 44894, 


45411. .45497, 45688 


. .45810, 






45689. .45811, 45937 


. 46059, 


45937. .46110, 45942 


. .46112, 






45944 . .46111, 46182 


.46220 










Seq. No. 


48692 




Seq. ID 


OJ991202 


07 . 0421 


.C2 


Gene No . 


103776 




Strand 








Start 


44298 




End 


46723 






Name 


OJ991202 07. 0421. C2 


o7 .ts 


Method 


TBLASTX: 


Soybean 




Start 


44813 




End 


46220 






GI 


none 




Score 


101 






Exons 


44813. .44905, 44814 


.44894, 


45411. .45464, 45688 


. .45810, 






45689. . 45811, 45693 


. 45827, 


45940. .46059, 45941 


. .46111, 






45942. .46115, 45945 


. 46112, 


46182. .46220 






Seq. No. 


48693 




Seq. ID 


OJ991202 


07.0421 


.C4 


Gene No. 


103777 




. Strand 








Start 


1596 




. End 


4435 






Name 


OJ991202 07. 0421. C4 


ol.np . 


Method 


AAT/NAP 






Start 


1596 




End 


4435 






GI 


7380882 




Score 


259 






Exons 


1596.. 1689, 1909.. 2759, 4408 


. .4435 








GI Descrip. 


(AB033758) limonoid UDP-glucosyltransf erase [Citrus unshiu] 


Seq. No. 


48693 




Seq. ID 


OJ991202 


_07.0421 


.C4 


Gene No. 


103777 




Strand 








Start 


1596 




End 


4435 






Name 


OJ991202 07. 0421. C4 


o2 .gs 


Method 


GENSCAN 






Start 


1972 




End 


4409 






GI 


none 




Score 


.8 






Exons 


1972. .220-2, 2347. .3614, 4075 


. .4133, 4351. .4409 






Seq. No. 


48693 




Seq. ID 


OJ991202 


_07.0421 


.C4 


Gene No. 


103778 




Strand 









50513 



Start 
Name 
Start 
GI 

Exons 



6529 End 7946 

OJ991202_07 . 0421 . C4 . o3 . gs Method GEN SCAN 

6529 End. 7920 

none Score 1 
6529. .7920 



OJ991202 07. 0421. C4 



Seq. No. 48693 Seq. ID 

Gene No. 103778 Strand 

Start 6529 End 7946 

Name. OJ991202_07 . 0421 .C4 . o2 .np .Method AAT/NAP 

Start 6532 End. 7 94 6 

GI 6226510 Score 819 

Exons 6532.-7946 

GI Descrip. Z EAT IN O-GLUCOSYLTRANSFERASE ( ZEATIN 

O-BETA-D-GLUCOSYLTRANSFERASE) gi 14140691 (AF101972) 
O-glucosyltransf erase [Phaseolus lunatus] 



zeatin 



Seq. No. 


48693 








Seq. ID 


OJ991202_07.0421.C4 


Gene No. 


103779 








Strand 




Start 


8817 








End • 


10718 


Name 


OJ991202 07. 


0421. 


C4.o4. 


gs 


Method 


GENSCAN 


Start 


8817 








End 


10718 


GI 


none 








Score 


.4 


Exons 


8817. .9005,. 


9939. 


.10074, 10253. .10260, 


10481. .10556, 




106.63... 107£8 

.V-i.' ■ . . 










Seq. No. 


48693 








Seq. ID 


OJ991202_07.0421.C4 


Gene No. 


103780 








Strand 




Start 


11177 








End 


11756 


Name 


OJ991202 07. 


0421. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1935 








End 


11465 


GI 


none 








Score 


187 


Exons 


1935. .1985, 


2023. 


.2232, 


2024. 


.2242, 6530. .6817, 6535. .6816, 




11171. .11464 


, 11178. .11465 






Seq. No. 


48693 








Seq. ID 


OJ991202_07.0421.C4 


Gene No. 


-■■ 103780 








Strand 




Start 


11177 








End 


11756 


Name 


OJ991202 07. 


0421. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1944 








End 


11576 


GI 


none 








Score 


52 


Exons 


1944. .1985, 


1945. 


.1986, 


2023. 


.2352, 2024. .2353, 6528. .6632, 




6530. .6928, 


6535. 


.6927, 


11174 


. .11575, 


11178. .11576 


Seq. No. 


48693 








Seq. ID 


OJ991202_07.0421.C4 


Gene No. 


103780 








Strand 




Start 


11177 








End 


11756 


Name 


OJ991202 07. 


0421. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2158 








End 


11755 


GI 


none 








Score 


87 


Exons 


2158. .2352, 


2219. 


.2356, 


2455. 


.2628, 2456.. 2602, 6733.. 6951, 




6794. .6952, 


7018. 


.7164, 


11381 


. .11599, 


11442. .11600, 11666. .11755 


Seq.' :No. 


48693 








Seq. ID 


OJ991202_07.0421.C4 


Gene No. 


103780 








Strand 




Start 


11177 








End 


11756 


Name 


OJ991202 07. 


0421. 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 



50514 



Start 
GI ' 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2167 End 11755 

none Score 81 

2167. .2352, 2219. .2353., 2455. .2601, 2462.. 2599, 6742.. 6963, 
6794. .6952, 7018. .7218, 7021. .7167, 11390 .. 11611, 114 42 .. 11600, 
11666. .11740, 11666. .11755 



48693 

103780 

11177 

OJ991202_07.0421.C4.o4.tm 

2248 

none 



Seq. ID OJ991202_07.0421.C4 



Strand 
End 

Method 

End 

Score 



11756 

TBLASTX: Maize 

11755 

80 



2248. .2349, 2248.-2352, 2249. .2353, 2371. .2517, 2448. .2489, 
2455. .2517, 6823. .6969, 6823. .6993, 7018. .7083, 7024. .7083, 
11471. .11659, 11471. .11641, 11660 .. 11731 , 11666. .11755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48693 

103780 

11177 

OJ991202_07 . 0421 . C4 . ol . tm 

2519 

none 

2519. .2608, 2521.. 2607, 2590. 
2911. .3012, 7088.. 7162, 7090, 
7201. .7563, 7201... 7563 

48693 

103780 

11177 

OJ991202_07.0421.C4.o3.tm 

3013 

none 

3013. .3267, 3089.. 3205, 3175, 
7564. .7647, 7564. .7653, 7702, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2874, 26'48 
.7170, 7091 



OJ991202 07. 0421. C4 



11756 

TBLASTX: Maize 
7563 
99 

2875, 2896. 
7171, 7190. 



.2979, 
.7546, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3300, 3269.. 3322, 
.7884, 7703.. 7753, 



OJ991202_07.0421.C4 
11756 

TBLASTX: Maize 
7884 
61 



3274. 
7805. 



.3336, 
.7882 



Seq. No. 48693 , Seq. ID 

Gene No. 103780 Strand 

Start - 11177 End 

^3 Name OJ991202_07 . 0421 . C4 . o5 . gs Method 

f« Start 11177 End 

GI none- Score 
Exons •.. ■ ' 11177. .11698 



OJ991202_07.0421.C4 

11756 
GENSCAN 
11698 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48693 Seq. ID OJ991202_07 . 0421 . C4 

103780 Strand 

11177 End 11756 

OJ991202_07.0421.C4.o3.np Method AAT/NAP 

11180 End 11756 

6226511 Score 458 

11180. .11756 

ZEATIN 0-XYLOSYLTRANSFERASE (ZEATIN O-BETA-D-XYLOSYLTRANSFERASE) 
gi I 5802783 | gb | AAD51778.il AF116858_1 (AF1 16858) zeatin 
O-xylosyltransf erase [Phaseolus vulgaris] 



48694 

103781 

1 



Seq. ID 

Strand 

End 



OJ991202 07. 0421. C5 



423 



50515 



Name OJ991202_07 . 0421 . C5 . ol . np Method AAT/NAP 

Start 1 End^ 423 

GI 6226510 Score 209 

Exons 1..423 

GI Descrip. Z EAT IN O-GLUCOSYLTRANSFERASE (ZEATIN 

0-BETA-D-GLUCOSYLTRANSFERASE) gi 14140691 (AF101972) zeatin 
O-glucosyltransf erase [Phaseolus lunatus] 



Seq. No. 48694 , Seq. ID 

Gene No. 103781 Strand 

Start 1 End 

Name OJ991202_07 . 0421 . C5 . ol . gs Method 

Start 29 End 

GI none Score 

Exons 29.. 408 



OJ991202__07.0421.C5 
423 

GEN SCAN 

408 

.78 





Seq. No. 


48694 








Seq. ID 


OJ991202 


_07 


.0421 


.C5 




Gene No. 


103782 








Strand 












Start 


1435 








End 


1633 










Name 


OJ991202 07 


.0421. 


C5.o2. 


as 


Method 


GENSCAN 










Start 


1435 








End 


1633 










GI 


none 








Score 


. 84 










Exons 


1435. .1495, 


1560. 


.1633 
















Seq.. No. 


48694 








Seq. ID 


OJ991202 


^07 


.0421 


.C5 


th 


Gene No . 


103783 








Strand 












Start 


4549 








End 


5481 








Til 


Name 


OJ991202 07 


.0421. 


C5 . ol . 


tm 


Method 


TBLASTX: 


Maize 




fi 


Start 


40 








End 


372 








~ 'xr 


GI 


none 








Score 


56 








\J 


Exons 


40. .132, 190. .372 


, 191. 


.241, 


293. . 370 










\ y 


Seq. No. 


48694 








Seq. ID 


OJ991202 


_07 


.0421 


.C5 


== 


Gene No. 


103783 








Strand 












Start 


4549 








End 


5481 








\ . s 


Name 


OJ991202 07 


.0421. 


C5.o3. 


gs 


Method 


GENSCAN 










Start 


4549 








End 


5481 










GI 


none 








Score 


.5 








i. -J 


Exons 


4549. .4689, 


4777. 


.4802, 


4968. 


.5481 












Seq. No. 


48695 








Seq. ID 


OJ991202 


_07 


.0421 


.C6 




Gene No. 


103784 








Strand 


+ 










Start 


2420 








"I" End 


3274 










Name 


OJ991202 07 


.0421. 


C6.o2. 


gs 


Method 


GENSCAN 










Start 


2420 






End 


3274 










GI 


none 








Score 


.66 










Exons 


2420. .2701, 


2713. 


.2787, 


3113. 


.3274 












Seq. No. 


48695 








Seq. ID 


OJ991202 


_07 


.0421 


.C6 




Gene No. 


103784 








Strand 


+ 










Start 


2420 








End 


3274 










Name 


OJ991202 07 


.0421. 


C6.ol. 


np 


Method 


AAT/NAP 










Start 


2610 








End 


3018 










GI 


7340868 








Score 


193 ' 










Exons 


2610. .3018 




















GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 









50516 



Seq. No. 48695 Seq. ID OJ991202_07 . 0421 . C6 

Gene No. 103785 Strand + 

Start . 6975 End 10572 

Name OJ991202_07 . 0421 . C6 . o4 . gs Method GENSCAN 

Start 6975 End 10068 

GI none Score . 92 

Exons 6975. .7043, 7914. .8022, 8177. .8297, 8609. .8662, 8917. .8920, 
8962.. 10068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48695 Seq. ID OJ991202 07. 0421. C6 

103785 • 
6975 

OJ991202_07.0421.C6.o2.np 
8003 
7486116 
8003. .8129, 

hypothetical protein F25E4.190 - Arabidopsis thaliana 
gi|7267857|emb|CAB78200.1| (AL161532) putative protein 
[Arabidopsis thaliana] gi | 7321054 | emb | CAB82162 . 1 | (AL050399) 
putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10492. .10572 



OJ991202_ 
+ 

10572 
AAT/NAP 
10572 
522 



Seq. No. 48695 Seq. ID 

Gene No. 103785 Strand 

Start 6975 End 

Name OJ991202_07. . 0421 . C6 . ol . gp . ^Method 

Start 8066 End 

GI 4714587 Score 

Exons 8066.. 8176, 8962.. 9306 



OJ991202_07.0421.C6 
+ 

10572 . 

AAT/GAP ■ 

9306 

856 



Seq. No. 


48695 




Seq. ID 


OJ991202_ 


07 


.0421 


.C6 


Gene No. 


103785 




Strand 


+ 








Start 


6975 




End 


10572 








Name 


OJ991202 07. 0421. C6 


. o2 . gp 


Method 


AAT/GAP 








Start 


9553 




End 


10336 








GI 


4714588 




Score 


1287 








Exons 


9553.. 10129, 10213. 


.10336 












Seq. No. 


48695 




Seq. ID 


OJ991202_ 


07 


.0421 


.C6 


Gene No. 


103786 




Strand 


+ 








Start 


13456 




End 


17876 








Name 


OJ991202 07. 0421. C6 


. o3.np 


Method 


AAT/NAP 








Start 


13456 




End 


17011 








GI 


6721512 




Score 


109 








Exons 


13456. .13493, 15137 


. .15278, 


15306. .15440, 15483. 


.15519, 






15632. .15671, 16976 


. .17011 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48695 




Seq. ID 


OJ991202_ 


07 


.0421 


.C6 


Gene No. 


103786 




Strand 


+ 








Start 


13456 




End ' 


17876 








Name 


OJ991202 07. 0421. C6 


.06. gs 


Method " 


GENSCAN 








Start 


13719 




End : 


13892 








GI 


none 




Score 


.44 








Exons 


13719, ..,.13892 














Seq. No. 


48695 




Seq. ID 


OJ991202_ 


07 


.0421 


.C6 


Gene No. 


103786 




Strand 


+ 









50517 



Start 
Name 
Start 
GI 

Exons 



13456 

OJ991202_07.0421.C6.o7.gs 

14896 

none 

14896. .14968, 15001 15278, 
17469. .17518, 17657 . .17876 



End 

Method 
End - 
Score 



17876 
GENSCAN 
17876 
.45 



15327. .15436, 15483 .. 15519, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



cs* Seq. No. 

= ? Gene No. 

*f Start 

[ PI Name 

r Li Start 

s " Exons 



48695 Seq. ID OJ991202_07 . 0421 . C6 

103787 Strand + 

18472 End 18562 

•OJ991202_07.0421.C6.o3.gp Method AAT/GAP 

18472 End ■ 18562 

5867_1.R1084 Score 133 

18472. .18562 

'464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17.KD 9 (UBIQUITIN-PROTEIN LIGASE 9) {UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC .6 . 3 . 2 . 19) UBC9 - Arabidopsis 
thaliana >gi_297884__emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



48695 Seq. ID 

103788 Strand 

19167 . End 

OJ991202_07 .0421 . C6V08 . gs Method 

19167 End 

none Score 

19167. .19218, 19310. .19398 



OJ991202_07.0421.C6 
+ 

19398 
GENSCAN 
19398 
.72 



M Seq. No. 48695 Seq. ID 

r tJ Gene No. 103789 Strand 

5 Start 12 End 

f«* Name OJ991202_07 . 0421 . C6 . ol . gs Method 

J1 Start 12 - End 

; ~^ GI none Score 

^ Exons . 12.. .851 



OJ991202_07.0421.C6 
851 

GENSCAN 

851 

.93 



□ Seq. No. 48695 
pi Gene .No/ ■ 103790 

Start 3867 

Name OJ991202_07 . 0421 .C6 . o3 . gs 

Start 3867 

GI none 

Exons 3867.. 4025, 4298.. 4433, 4509. 

Seq. No. 48695 

Gene No. 103791 

Start 11969 

Name OJ991202_07 . 0421 . C6 . o5 . gs 

Start 11969 

GI none 

f 'Exons 11969. .12562, 12731.. 13435 



Seq. ID OJ991202_07 .0421.C6 
Strand 

End 6518 

Method ■ GENSCAN 

End 6518 

Score .9 

.4857, 5603. .5657, 6186. .6518 

Seq. ID OJ991202_07.0421.C6 
Strand 

End 13435 

Method GENSCAN 

End 13435 

Score .71 



Seq. No. 
Gene No. 
Start 



48695 

103792 

21294 



Seq. ID. OJ991202_07.0421.C6 
Strand 

End 24234 



50518 




Name 


OJ991202 07.0421.C6.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


9001 ~ 


End 


9309 






GI 


none 


Score 


114 






Exons 


9001.. 9225, 9002.. 9211, 9004 


..9213, 9206.. 9307, 


9218. . 9301 




9226. .9309 










Seq. No. 


48695 


Seq. ID 


OJ991202 


_07.0421 


.C6 


Gene No. 


103792 


Strand 








Start 


21294 


End 


24234 






Name 


OJ991202 07.0421.C6.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


9414 


End 


10050 






GI 


none 


Score 


497 






Exons 


9414. .10004, 9415. .10050, 9712. .10029 








Seq. No. 


48695 


Seq. ID 


OJ991202 


JD7.0421 


• C6 


Gene No. 


103792 


Strand 








Start 


21294 


End 


24234 






Name 


OJ991202 07.0421.C6.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


9532 


End 


10002 






GI 


none 


Score 


61 






Exons 


9532. .9600, 9589.. 10002, 9600.. 9980 








Seq. No. 


48695 


Seq. ID 


OJ991202 


JD7.0421 


.C6 


Gene No. 


103792 


Strand 








Start 


■21294 


End 


. 24234 






Name 


■OJ991-202 07.0421.C6.o9.gs 


Method 


GEN SCAN 






Start 


21294 


End 


23883 






GI 


none 


Score 


.83 






Exons 


21294. .21362, 214 60 .. 21834 , 


21921. .22595, 23875 


. .23883 




Seq. No. 


48695 


Seq. ID 


OJ991202 


_07.0421 


.C6 


Gene No . 


103792 


Strand 








Start 


21294 


End 


24234 






Name 


OJ991202 07.0421.C6.o4.np 


Method 


AAT/NAP 






Start 


21297 


End 


24234 






GI 


2130085 


Score 


535 






Exons 


21297. .21362, 214 60 .. 21834 , 


21921. .22367, 24202 


. .24234 




GI Descrip. 


transcriptional activator Ra 


- rice gi | 1086540 


(U39860) 


Ra 




[Oryza sativa] 










Seq. No. 


48695 


Seq. ID 


OJ991202 


07.0421 


.C6 


Gene No. 


103792 


Strand 








Start 


21294 


End 


24234 






Name 


OJ991202 07.0421.C6.o2.tm 


Method 


TBLASTX: 


N3aiz*e • 




Start 


21300 


End 


21630 






GI 


none 


Score 


67 






Exons 


21300. .21380, 21301. .21363, 


21460. .21573, 21464 


. .21562, 






21568. .21621, 21568.. 21630 










Seq. No. 


48696 


Seq. ID 


OJ991202 


_06.0421 


.CI 


Gene No. 


103793 


Strand 


+ 






Start 


1 


End 


880 






Name 


OJ991202 06.0421.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


880 






GI 


7106512 


Score 


733 






Exons 


1..38, 249. .880 











GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 



50519 



L J 





predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


48696 






Seq. ID 


OJ991202_06.0421.C1 


Gene No. 


103793 






Strand 


+ 


Start 


1 






End 


880 


Name 


OJ991202 06 


.0421 


.Cl.ol.gs 


Method 


GENSCAN 


Start 


249 






End 


807 


GI 


none 






Score 


.68 


Exons 


249. .807 










Seq. No. 


48697 






Seq. ID 


OJ991202_06.0421.C4 


Gene No. 


103794 






Strand 


+ 


Start 


411 






End 


3433 


Name 


OJ991202 06 


.0421 


.C4.ol.gs 


Method 


GENSCAN 


Start 


411 






End 


3433 


GI 


none 






Score 


.77 


Exons 


411. .475, 1292.. 


1370, 1510.. 1550, 2161 


..2290, 2358. .2652, 




2681. .2970, 


2990 


. .3433 






Seq. No. 


48697 






Seq. ID 


OJ991202_06.0421.C4 


Gene No. 


103794 






Strand 


+ 


Start 


411 . 






End 


3433 


Name 


OJ991202 06 


.0421 


.C4.ol.np 


Method 


AAT/NAP 


Start 


2293 






End 


3415 


GI 


4680501 . 






Score 


383 


Exons 


2293. .3415 










GI Descrip. 


(AF119222) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


48697 






Seq. ID 


OJ991202 06. 0421. C4 


Gene No. 


103795 






Strand 




Start 


4352 






End 


5764 


Name 


OJ991202 06 


.0421 


.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


2365 






End 


3412 


GI 


none 






Score 


81 


Exons 


2365. .2511, 


2511 


..2546, 27.46. 


.2817, 28 


57. .2979, 2968. .3102, 




2969. .3112, 


3140 


. .3412 






Seq. No. 


48697 






Seq. ID 


OJ991202_06.0421.C4 


Gene No. 


103795 






Strand 




Start 


4352 






End 


5764 


Name 


OJ991202 06 


.0421 


.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2746 . 






End 


3412 


GI 


none ■ 






Score 


64 


Exons 


2T4""6. .2 817, 


2857 


..2979, 2931. 


2984, 2968.. 3102, 2969.. 3109, 




3140.'. 3412, 


3172 


. .3390 






Seq. No. 


48697 






Seq. ID 


OJ991202_06.0421.C4 


Gene No. 


103795 






Strand 




Start 


4352 






End 


5764 


Name 


OJ991202 06 


.0421 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3011 






End 


3412 


GI 


none 






Score 


78 


Exons 


3011. .3106, 


3104 


..3313, 3317. 


3412 




Seq. No. 


■ 48697 






Seq. ID 


OJ991202_06.0421.C4 


Gene No. 


103795 






Strand 




Start 


4352 






End 


5764 



50520 




Name 


OJ991202 06.0421.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


3125 ~ 


End 


3412 




GI 


none 


Score 


201 




Exons 


3125. .3412, 3172. .3378 








Seq. No. 


48697 


Seq. ID 


OJ991202_06.0421. 


C4 


Gene No. 


103795 


Strand 






Start 


4352 


End 


5764 




Name 


OJ991202 06.0421.C4.o2.gs 


Method 


GENSCAN 




Start 


4352 ~ 


End 


57 6.4 




GI 


none 


Score 


. 67 




Exons 


4352.. 4708, 5564.. 5764 








Seq. No. 


48698 


Seq. ID 


OJ991202__06.0421. 


C5 


Gene No. 


103796 


Strand 


+ 




Start 


635 


End 


2871 




Name 


OJ991202 06.0421.C5.ol.gs 


Method 


GENSCAN 




Start 


635 ~ 


End 


2024 . 




GI 


none 


Score 


.44 




Exons 


635.. 739, 891.. 1968, 2014.. 


2024 






Spct No - 


48698 


Seq. ID 


OJ991202 06.0421. 


C5 


Gene No. 


103796 


Strand 


+ 




Start 


635 


End 


2871 




Name 


OJ991202 06.0421.C5.ol.np 


. Method 


AAT/NAP 




Start 


860 ~ 


End \ 


2871 




GI 


6862923 


Score 


573 




Exon s 


860. .1975, 2778. .2871 








GI Descric 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Sea No 


48698 


Seq. ID 


OJ991202_06.0421. 


C5 


Gene No. 


103797 


Strand 






Start 


4900 


End 


5259 




Name 


OJ991202 06.0421.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


920 


End 


1973 




GI 


none 


Score 


167 




Exons 


920. .1078, 924. .1082, 954.. 


1085, 1101.. 


1172, 1404. .1646, 






1481. .1660, 1698. .1973, 1733. .1972 






Seq. No. 


48698 


Seq. ID 


OJ991202JD6.0421. 


C5 


Gene No. 


103797 


Strand 






Start 


4900 


End 


5259 




Name 


OJ991202 06-0421. C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


921 


End 


1337 




GI 


none 


Score 


171 




Exons 


921.. 1082, 938.. 1081, 1101. 


.1172, 1293. 


. 1337 




Seq. No.' 


48698 


Seq. ID 


OJ991202_06.0421. 


C5 


Gene No. 


103797 


Strand 






Start 


4900 


End 


5259 




Name 


OJ991202 06.0421.C5.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1280 


End 


1562 




GI 


none 


Score 


71 




Exons 


1280. .1342, 1293. .1379, 1401. .1562, 1407. .1544 




Seq. No. 


48698 


Seq. ID 


OJ991202_06.0421. 


C5 


Gene No. 


103797 


Strand 







50521 




Start 


4900 








End 


5259 




Nam© 


OJ991202 06. 


0421 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1404 ~ 








End 


1673 




GI 


none 








Score 


228 




Exons 


1404 . . 1646, 


1404 


. . 1673 










Seq. No. 


48698 








Seq. ID 


OJ991202_06.0421 


.C5 


Gene No. 


103797 








Strand 






Start 


4900 








End 


5259 




Name 


OJ991202 06. 


0421 


. C5. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1404 ~~ 








End 


1976 




GI 


none 








Score 


256 




Exons 


1404 . .1646, 


1472 


. . 1660, 


1698 . 


.1976, 1730. .1975 




Seq. No. 


48698 








Seq. ID 


OJ991202_06.0421 


.C5 


Gene No. 


103797 • 








Strand 


- 




Start 


4900 








End 


5259 




Name 


OJ991202 06. 


0421 


.C5.o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1584 _ 








End 


1955 




GI 


none 








Score 


67 






1584 1646, 


1710 


. 1865, 


1893. 


.1955 






Seq. No. 


48698 








Seq. ID 


OJ991202_06.0421 


.C5 


Gene No. 


103797 








Strand 


- 




Start 


4900 








End 


5259 




Name " 


OJ991202 06 


0421 


C5 . o2 . 


tc 


MpthoH 


TRLASTX • Cress 




Start 


1677 _ 








End 


1955 




GI 


none 








Score 


185 




Exons 


1677 1955. 


1709 


. 1864 










Seq. No. 


48698 








Seq. ID 


OJ991202_06.0421 


.C5 


Gene No. 


103797 








Strand 


- 




Start 


4900 








End 


5259 




Name 


OJ991202 06 


0421 


C5 . o2 . 


CIS 


Method 


GENS CAN 




Start 


4900 ~~ 








End 


5259 




GI 


none 








Score 


.89 




Exon <5 


4900 5259 

t ^ v v ■ ■ ^ 














Seq. No. 


48699 








Seq. ID 


OJ991202JD6.0421 


.C6 


Gene No. 


103798 








Strand 


+ 




Start 


40466 








End 


41037 




Name 


OJ991202 06 


0421 


C6.06. 


gs 


Method 


GENSCAN 




Start 


40466 _ 








End 


41037 * 




GI 


none 








Score 


.48 




Exon s 


40466 40565 


, 40928. .41037 








Seq. No. 


48699 








Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. ■ 


103798 








Strand 


+ 




Start 


40466 








End 


41037 




Name 


OJ991202 06. 


0421. 


C6.o5. 


gp 


Method 


AAT/GAP 




Start 


40772 








End 


40877 




GI 


5816518 








Score 


160 





Exons < 40772.. 40877 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 48699 Seq. ID OJ991202_06 . 0421 . C6 



50522 



Gene No. 


103799 


Strand 


+ 


Start 


45564 


End 


50195 


Name 


OJ991202 06.0421.C6.o8.gs 


Method 


GENSCAN 


t-J L. O J- L. 


45564 ~~ 


End 


50195 


(IT 

OX 


none 


Score 


.6 




45564 45861. 46292 46523 


46622. .46670, 47726 




48270 48379. 48916 49025, 


50116. .50195 


Sea No 


48699 


Seq. ID 


OJ991202 


Gene No . 


103799 . 


Strand 


+ 


Start 


45564 


End 


50195 


Name 


OJ991202 06.0421.C6.o8.gp 


Method 


AAT/GAP 


Start 


46068 


End 


46768 


GI 


5816518 


Score 


157 


Fynn g 


46068. .46173, 46737. .46768 








4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza s 




similar sequence to Pib gene 






Seq. No. 


48699 


Seq. ID 


n TQQ1 9(19 
\JO :? :7xZ UZ 


Gene No. 


103800 


Strand 




Start 


109 


End 


4608 


Name 


OJ991202 06.0421.C6.ol.gs 


Method 


GENSCAN 


O l_ Q. J- L 


109 


End 


a fins 


GI 


none 


Score 


A 9 

. 4 Z 




109.. 428, 1789.. 1858, 3897.. 


3958, , 4088 


. . fi DU 0 




48699 


Seq. ID 


O. TQQ1 9 Pl9 


Gene No. 


103801 


Strand 




Start 


10538 


End 


xz y jo 


Name 


OJ991202 06.0421.C6.ol.np 


Method 


AAT /NAP 


Start 


10538 


End 


12998 


GI 


4680500 


Score 


345 




10538. .11191, 12951.. 12998 








(AF119222) hypothetical protein [Oryza 


sat iva J 




48699 


Seq. ID 


OJ991202 


Gene No. 


103801 


Strand 




Start 


10538 


End 


12998 


Name 


OJ991202 06.0421.C6.o2.np 


Method 


AAT /NAP 


Start 


10538 


End 


12989 


(IT 
KJ X 


4680500 


Score 


346 


F!von g 


10538. .11191, 12951. .12989 






VJX IJC jUI • 


(AF119222) hypothetical protein [Oryza 


sativa] 


cjpn No 


48699 


Seq. ID 


OJ991202 


Gene No . 


103801 


Strand 




Start 


10538 


End 


12998 


Name 


OJ991202 06.0421.C6.ol.gp 


Method 


AAT/GAP 


Start 


11204 


End 


11727 


O X 


uC-osflM202047c!2bl 


Score 


949 


W von g 


11204. .11727 






GI Descrip. 


1 4521193/dbj IAB013450.il AB013450 3.0e- 


4 0 Oryza 




similar sequence to Pib gene 


i 




Seq. No.' 


48699 


Seq. ID 


OJ991202 


Gene No. 


103801 


Strand 




Start 


10538 


End 


12998 



50523 



Name OJ991202_06 . 0421 . C6 . o2 . gp Method AAT/GAP 

Start 12677 End 12846 

GI 23897_1.R1084 Score . 229 

Exons 12677. .12846 

GI Descrip'. 1 5441876/dbj | AP000367 . 1 | AP000367 5.0e-58 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48699 

103802 

14494 

OJ991202_06.0421.C6.o3.np 

13415 

82523 

13415. .13519, 



OJ991202 06. 0421. C6 



Seq. ID 
Strand 

End 21550 
Method AAT/NAP 
End 15517 
Score 192 
14068, 15490.. 15517 
hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi 1 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi | 12068 | emb | CAA33921 | (X15901) ORF249 [Oryza sativa] 
gi I 226655 | prf | I1603356CF ORF 249 [Oryza sativa] 



13884, 



Seq. No. 
Gene No. 
Start 
Name 
n Start 

?s Exons 

GI Descrip. 

E3 Seq. No. 

[j Gene No. 

*n Start 

ITz Name 

1 y Start 

[J Exons 

GI Descrip. 

La. 

Seq. No. 
:f Gene No. 
P Start 
£3 Name 

Start 

GI 

Exons 



48699 Seq. ID 

103802 Strand 

14494 End 

OJ991202_06 . 0421 . C6 . o4 . np Method 

14377 End 

6862923 Score 
14377. .15529, ''15874. .15935 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ991202_06.0421.C6 

21550 
AAT/NAP 
15935 
549 



48699 Seq. ID 

103802 Strand 

14494 End 

OJ991202_06 . 0421 . C6 . o5 . np Method 

14473 End 

4680338 Score 
14473.. 15543 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



OJ991202_06.0421.C6 

21550 
AAT/NAP 
15543 
482 



48699 

103802 

14494 

OJ991202_06.0421.C6.o3.gs 

14494 

none 

14494. .15657, 16830 .. 16907 , 
19916. .20065, 21037 21065, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 

21550 
GENSCAN 
21550 
.75 



18184. .18699, 18913 19095, 
21523. .21550 



Seq. No. 48699 Seq. ID OJ991202_06 . 0421 . C6 

Gene No. 103802 Strand 

Start 14494 End 21550 

Name OJ991202_06 . 0421 . C6 . o3 . gp Method AAT/GAP 

Start 14572 End 15290 

GI 4880967 Score 1353 

Exons 14572.. 15290 

GI Descrip. 2642158 2.0e-12 (AC003000) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 



48699 



Seq. ID OJ991202 06. 0421. C6 



50524 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



103803 Strand 

22962 End 28888 

OJ991202_06.0421.C6.o4.gs . Method GENSCAN 

22962 End 28888 

none Score .41 

22962. .23230, 23323 .. 23382 , 23577 .. 24072, 24 142 .. 28245 , 

28309. .28524, 28790.. 28888 



Seq. No. 48699 Seq. ID OJ991202_06 . 0421 . C6 

Gene No. 103803 Strand 

Start 22962 End 28888 

Name OJ991202_06.0421.C6.o6.np Method AAT/NAP 

Start 23086 End 27897 

GI 6466937 Score 2275 

Exons 23086. .23194, 23695.. 27897 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



- zr 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48699 Seq. ID 

103804 Strand 

31442 End 

OJ991202_06.0421.C6.o8.np Method 

31361 End 

6862923 Score 

31361. .32532 . 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ991202_06.0421.C6 

37434 
AAT/NAP 
32532 
573 



48699 
103804 
31442 

OJ991202_06.0421.C6.o5.gs 
31442 
none 

31442. .32119, 32251 32331, 32366 .. 32481 , 32636 
34125. .34177, 34582 .. 34866, 36015 .. 36124 , 36943 
37300. .37434 



Seq. ID OJ991202_06.0421.C6 
Strand 

37434 
GENSCAN 
37434 
.64 



End 

Method 

End 

Score 



,32830, 
.37176, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.48699 Seq. ID OJ991202_06 . 0421 . C6 

103805 Strand 

40535 End 40763 

OJ991202_06.0421.C6.o4.gp Method AAT/GAP 

40535 End . 40763 

3761181 - Score 349 
40535.. 40763 

4521193/dbj | AB013450 . 1 1 AB0134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



48699 

103806 

41955 

OJ991202_06.0421.C6.o7.gs 

41955 

none 

M955. .42028, 42248 .. 42355, 
43401. .44286, 44922 .. 45075, 

48699 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 

46059 
GENSCAN 
45462 
.72 



42550. .42759, 43132 43354 , 
45156. .45462 

Seq. ID OJ991202_06.0421.C6 



50525 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



103806 Strand 
41955 End 46059 

OJ991202_06. 042.1. C6.o9.np ' Method AAT/NAP 
42981 End 45933 

7106512 Score 2169 

42981. .43354, 43409 .. 45800, 45874.. 45933 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

"Exdhs ' 



cn 

fy Seq. No. 
fi Gene No. 

Start 
"I? Name 
^3 Start 
GI 

Exons 



W Seq. No. 

p Gehe No. 

£3 Start 
Name 
Start 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 06. 0421. C6 



46059 
AAT/GAP 
46059 
347 



48699 
103806 
41955 

OJ991202_06.0421.C6.o7.gp 
45831 
3761181 
45831. .46059 

4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

48699 Seq. ID OJ991202_06 . 0421 . C6 

103807 Strand 

51462 End 52487 

OJ991202_06.0421.C6.o9.gs' Method GENSCAN 

51462 End 52487 

none Score . 61 

51462. .51799, 52017 .. 52362, "52401 52487 



48699 

103808 

55217 

OJ991202_0 6 . 042 1 . C6 . ol . ts 

10520 

none 

10520. .10810, 
14458. .14748, 
31556. .31729, 



10554. .10802, 
14764. .15042, 
31563. .31721, 



Seq. ID OJ991202_06.0421.C6 
Strand 

End 55834 

Method TBLASTX : Soybean 

End 51750 

Score 50 
10847. .11104, 10875. .11105, 
14786. .14950, 31478 31537 , 
31745. .32023, 31772 .. 31990, 



31854. .32021, 51480 .. 51740, 51544. .51750 



48699 
103808 
55217 
OJ991202 
10520 
none 
10520 
14512 
51550 



06.0421.C6.o2.tc 



10810, 
14751, 
51765 * 



10586. .10810, 
31436. .31558, 



Seq. ID OJ991202_06.0421.C6 
Strand 

End 55834 

Method TBLASTX : Cres s 

End 51765 

Score 7 9 
14440. .14754, 14510 .. 14 74 9, 
31553. .31729, 514 65 .. 51758 , 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



48699 
103808 
55217 

OJ991202_06.0421.C6.o4 .tm 
10520 



OJ991202 06. 0421. C6 



none 
10520. 
11414. 
14786, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10810, 10535. .10810, 10845 11099, 10847 .. 11104 , 
11539, 14479. .14748, 14500 .. 1474 8 , 14764 15042, 
14950, 15085. .15156, 15256 .. 15303, 15373 .. 15522 , 



55834 

TBLASTX: Maize 

51750 

72 



50526, 



31467. .31529, 31556 31729, 31563 .. 31721 , 31739 31993, 
31745. .32023, 31770 32018 , 32060 .. 32125, 32293 .. 324 60 , 
32306. .32467, 34736. . 34846, 51475 .. 51750, 51480.. 51740 



Seq. No. 48699 

Gene No. 103808 

Start 55217 

Name OJ991202__06. 0421 . C6. o7 . tw 

Start 10643 

GI none 

Exons 10643. .10798, 14581 .. 14736, 
31769. .31831, 51576.. 51758 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 
55834 

TBLASTX: Wheat 

51758 

127 



14665. .14856, 31550 31717 , 



OJ991202 06. 0421. C6 



Seq. No. 48699 Seq. ID 

Gene No. 103808 Strand 

Start 55217 End 

Name OJ991202_06 . 0421 . C6 . ol . tc Method 

Start 10833 ' End 

GI none Score 

Exons 10833. .11075, 10847 .. 11104 , 14758 15042, 31739 .. 32023, 
31776.. 32027 



55834 

TBLASTX: Cress 

32027 

141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48699 

103808 

55217 

OJ991202_06.0421.C6.o5.tw 

10946 

none 

10946. .11098, 10947. .11099, 
11160. .11195, 11161. .11196, 
14885. .14947, 14892 .. 15050, 
15095. .15160, 31865. .32017, 
32066. .32125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 

5583.4 

TBLASTX: Wheat 

32125 

128 



10952. .11110, 11041. .11112, 

11162. .11215, 14884. .15039, 

14893. .15048, 1504 6 .. 15159, 

31866. .32027, 31957 .. 32019, 



?! * Seq. No. 

H Gene No. 

y Start 

f=£ Name 

n Start 

GI 

it Exons 



48699 

103808 

55217 

OJ991202 

18259 

none 



06.0421.C6.o7.tm 



Seq. ID OJ991202_06.0421.C6 



Strand 
End 

Method 

End 

Score 



55834 

TBLASTX -Maize 

18657 

105 



18259. .18657, 18305 .. 18445, 18484. .18609 



Seq. No. 48699 

Gene No. 103808 

Start 55217 

Name OJ991202_06 . 0421 . C6 . o5 . tm 

Start 23650 

GI none 

Exons 23650. .23922, 23691 23870, 
23942. .24208, 23956. .24261 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 
55834 

TBLASTX: Maize 

24309 

67 



23692. .23871, 23908 24 309, 



Seq. No. 48699 Seq. ID 

Gene No. 103808 Strand 

Start 55217 End 

Name OJ991202_06 . 0421 . C6 . 06 . tw Method 

Start 23893 End 

GI none Score 



OJ991202_06.0421.C6 
55834 

TBLASTX: Wheat 

24108 

72 



50527 



Exons 



23893. .24108, 23894.. 24097 



Seq. No. 48699 Seq. ID 

Gene No. 103808 Strand 

Start 55217 End 

Name OJ991202_06.0421.C6.o2.tw Method 

Start 24109 End 

GI none Score 

Exons 24109-. .24231, 24304.. 24696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48699 

103808 

55217 

OJ991202_06.0421.C6.ol.tm 

24316 

none 

24316. .24951, 24317. .24865 

48699 
103808 . 
55217 

OJ991202_06.0421.C6.o3.ts 

24544 

none 

24544. .24927, 24545.. 24916 

48699 

103808 

55217 

OJ991202_06.0421.C6.o3.tw 

24784 

none 

24784. .25179, 24797.. 25021 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_06.0421.C6 
55834 

TBLASTX: Wheat 

24696 

310 



OJ991202_06.0421.C6 
55834 

TBLASTX: Maize 

24951 

369 



■OJ991202_06.0421.C6 
55834 

TBLASTX : Soybean 

24927 

149 



OJ991202_06.0421.C6 
55834 

TBLASTX: Wheat 

25179 

131 



48699 Seq. ID 

103808 Strand 

55217 End 

OJ991202_06.0421.C6.o6.tm Method 

24952 ' End 

none Score 

24952. .25185, 25174 .. 25377 , 25205.. 25375 



OJ991202 06. 0421. C6 



55834 

TBLASTX: Maize 
25377 
86 



Seq. No. 48699 Seq. ID 

Gene No. 103808 Strand 

Start 55217 . End 

Name OJ991202_06. 0421 .C6.o5. ts Method 

Start 25363 End 

GI none Score 

Exons 25363. .25620 



OJ991202_06.0421.C6 
55834 

TBLASTX : Soybean 

25620 

200 



Seq. No. 48699 Seq. ID 

Gene No. 103808 Strand 

Start 55217 End 

Name OJ991202_06 . 04 21 . C6 . o2 . tm Method 

Start 25378 End 

GI none Score 

Exons 25378. .25899, 25583.. 25900 



OJ991202_06.0421.C6 

55834 

TBLASTX: Maize 

25900 

229 



50528 




Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. 


103808 




Strand 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25528 




End 


25929 




GI 


none 




Score 


149 




Exons 


25528. .25929, 25562. 


.25927 








Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. 


103808 




Strand 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


25642 




End 


26013 




GI 


none 




Score 


112 




Exons 


25642. .26013, 25664. 


.25840, 


25702. .26007 




Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. 


103808 




Strand 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


25924 




End 


26408 




GI 


none 




Score 


167 




Exons 


25924. .26400, 25927. 


.26379, 


25943.-26395, 2594 9 26407 , 






. 26142. .26408 










Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No . 


103808 




Strand 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


25978 




End 


26460 




GI 


none 




Score 


211 




Exons 


25978. .26460, 26003. 


.26383 








Seq. No. 


48699 




Seq. ID 


OJ991202JD6.0421 


.C6 


Gene No. 


103808 




Strand 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


26008 




End 


26331 




GI 


none 




Score 


186 




Exons 


26008. .26331 










Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. 


103808 




Strand . 






Start 


55217 




End 


55834 




Name 


OJ991202 06. 0421. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


26110 




End 


26425 




GI 


none 




Score 


74 




Exons 


26110. .26424, 26171. 


.26425 








Seq. No. 


48699 




Seq. ID 


OJ991202_06.0421 


.C6 


Gene No. 


103808 




Strand 






Start 


55217 




End' 


55834 




Name ' 


OJ991202 06. 0421. C6. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


26674 




End 


-27291 




GI 


none 




Score 


73 




Exons 


26674. .26766, 26848. 


.27096, 


26882. .27067, 27166 .. 27291, 





50529 




27167. .27259 



Seq. No. 


48699 




Seq. ID 


OJ991202 


_06. 


0421 


.C6 


Gene No. 


103808 




Strand 


— 








Start 


55217 




End 


55834 








Name 


OJ991202 06. 0421. C6. 


olO.gs 


Method 


GEN SCAN 








Start 


55217 




End 


55834 








GI 


none 




Score 


. 99 








Exons 


55217. .55502, 55534. 


.55834 












Seq. No. 


48700 




Seq. ID 


OJ991202 


_06. 


0421 


.C7 


Gene No. 


103809 




Strand 


+ * 








Start 


13541 




End 


19944 








Name 


OJ991202 06. 0421. C7. 


o4 . np 


Method • 


AAT/NAP 








Start 


13541 




End 


16831 








GI 


226689 




Score 


56 








Exons 


13541. .13601, 16719. 


.16831 












GI Descrip. 


RNA polymerase beta 


[Oryza 


sativa] 











Seq. No. 


48700 


Seq. ID 


OJ991202_ 


06. 0421. C7 


Gene No. 


103809 


Strand 


+ 




Start 


13541 


End 


19944 




Name 


OJ991202 06.0421. 


C7.o3.np Method 


AAT/NAP 




Start 


16198 


End 


19944 . 




GI 


806299 


Score 


■ 373 




Exons 


16198. .16695, 17340 . '. 17805, 19891.. 19944 




GI Descrip. 


(M25427) unknown 


protein [Zea mays] 






Seq. No. 


48700 


Seq. ID 


OJ991202_ 


06. 0421. C7 


Gene No. 


103810 


Strand 






Start 


5112 


End 


17805 




Name 


OJ991202 06.0421. 


C7.o2.gs Method 


GEN SCAN 




Start 


5112 


End 


14248 




GI 


none 


Score 


.51 




Exons 


5112.. 5228, 5697. 


.5853, 5932.. 6333, 6439.. 6818, 


6905. .7276, 




7431. .8175, 8936. 


.9487, 10131. .10392, 


10584 . .111 


87, 



11526. .12409, 13000. .13075, 14174. .14248 



Seq. No. 


48700 


Seq. ID 


OJ991202JD6. 


0421 


.C7 


Gene No. 


103810 


Strand 








Start 


5112 


End 


17805 






Name 


OJ991202 06.0421.C7.ol.np 


Method 


AAT/NAP 






Start 


5324 


End 


13803 






GI 


4680204 


Score 


103 






Exons 


5324.. 5344, 8910.. 9055, 9261. 


.9447, 13783. .13803 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


48700 


Seq. ID 


OJ991202_06. 


0421 


.C7 


Gene No. 


103810 


Strand 








Start 


5112 


End 


17805 






Name 


OJ991202 06.0421.C7.o2.np 


Method 


AAT/NAP 






Start 


7898 


End 


12409 






GI 


4680203 


Score 


1398 






Exons 


7898.. 7940, 10002 .. 10087 , 10364 .. 10589, 


10749. .12409 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


48700 


Seq. ID 


OJ991202_06. 


0421 


.C7 



50530 




Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06. 0421. C7 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10034 




End 


10468 




GI 


none 




Score 


136 




Exons 


10034. .10333, 10034 


. .10468, 


10086. .10436 




Seq. No. 


48700 




Seq. ID 




.C7 


Gene No. 


t Aim n 

103810 




Strand 






Start 


5112 




End- - ■ 


17805 




Name 


OJ991202 06. 0421. C7 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


10124 




End 


1U4 




GI 


none 




Score 


1 "3 1 
1 31 




Exons 


10124. .10438, 10125 


. .10439 








Seq. No. 


48700 




Seq. ID 


ojy yizuz_ub ..U4zi 


.C7 


Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06. 0421. C7 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


10600 




End 


10827 




GI 


none 




Score 


84 




Exons 


10600. .10827, 10612 

* 


. .10803 








Seq. No. 


48700 




Seq. ID 


OJ991202JD6.0421 


.C7 


Gene No. 


103810 




Strand 






Start 


5ll2 




End 


.17805 




Name 


OJ991202 06. 0421. C7 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


10987 




End 


11435 




GI 


none 




Score 


54 




Exons 


10987. .11181, 10990 


. .11157, 


11003. .11182, 11196. .11429, 






11242. .11376, 11304 


. .11435 








Seq. No. 


48700 




Seq. ID 


OJ991202_06.0421 


-C7 


Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06. 0421. C7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


- 11026 




End 


11369 




GI 


none 




Score 


43 




Exons 


11026. .11181, 11079 


. .11183, 


11211. .11321, 11239. .11319, 






11328. .11369 










Seq. No. 


48700 




Seq. ID 


OJ991202_06.0421 


,C7 


Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06. 0421. C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11274 




End 


11621 




GI 


none 




Score 


98 




Exons 


11274. .11621, 11275 


. .11427, 


11467. .11616 




Seq. No. 


48700 




Seq. ID 


OJ991202_06.0421 


.C7 


Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06. 0421. C7 


.02. ts 


Method 


TBLASTX: Soybean 




Start 


11346 




• ■ End 


17805 




GI 


none 




Score 


107 




Exons 


11346. .11618, 11356 


. .11622, 


17737. .17805 





50531 



Seq. No. 48700 

Gene No. 103810 

Start 5112 

Name OJ991202_06. 0421 . C7 . o2 . tw 

Start 11370 

GI none ' 
Exons 



Seq. ID OJ991202_06.0421.C7 



Strand 
End 

Method 

End 

Score 



17805 

TBLASTX: Wheat 

17695 

38 



11370. .11495, 11413. .11499, 11502 .. 11621 , 11515 11625, 
11634. .12050, 11755. .11961, 17423 .. 17554 , 17600.. 17695 



Seq. No. 


48700 




Seq. ID 


OJ991202_06.0421. 


C7 


Gene No. 


103810 




Strand 






Start 


5112 




End 


17805 




Name 


OJ991202 06.0421.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


11641 




End 


11973 




GI 


none 




Score 


183 




Exons 


11641. .11925, 11643. .11924, 


11692. .11946, 11932.. 11973 




Seq. No. 


48701 




Seq. ID 


OJ991202JD6.0421. 


C9 


Gene No. 


103811 




Strand 






Start 


229 




End 


7666 




Name 


OJ991202 06.0421.C9.ol. 


gs 


Method 


GENSCAN 




Start 


229 




End 


7666 




GI 


none 




Score 


.4 




Exons 


229. .822, 979. .1061, 1589. .1854, 2470. 


.2737, 2777.. 3805, 






4127. .4432, 4493. .4602, 


4738 


..4933, 5509.. 5802, 5878,. 6018 




6121. .6275, 7063. .7191, 


7197 


..7306, 14 


163. .7666 




Seq. No. 


48701 




Seq. ID 


OJ991202_06.0421. 


C9 


Gene No. 


103811 




Strand 






Start 


229 




End 


7666 




Name 


OJ991202 06.0421.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


244 




End 


489 




GI 


none 




Score 


48 




Exons 


244. .489, 248. .286, 359 


. .445 








Seq. No. 


48701 




Seq. ID 


OJ991202_06.0421. 


C9 


Gene No. 


103811 




Strand 






Start 


229 . . 




End 


7666 




Name 


OJ991202 06.0421.C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


265 




End 


681 




GI 


none 




Score 


97 




Exons 


265. .489, 541. .681 










Seq. No. 


48701 




Seq. ID 


OJ991202JD6.0421. 


C9 


Gene No. 


103811 




Strand 






Start 


229 




End 


7666 




Name 


OJ991202 06.0421.C9.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


832 




End 


1226 




GI 


none 




Score 


103 




Exons 


832. .1065, 1062. .1226 










Seq. No. 


48701 




Seq. ID 


OJ991202_06.0421. 


C9 


Gene No. 


103811 




Strand 






Start 


229 




End 


7666 




Name 


OJ991202 06.0421.C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1000 




End 


1391 




GI 


none 




Score 


118 





50532 



Exons 



1000. .1056, 1080. .1193, 1230. .1391 



Seq. No. 48701 

Gene No. 103811 

Start 229 

Name OJ991202_06 . 0421 . C9 . o3 . tm 

Start 1080 

GI none 

Exons " 1080.. 1433 



Seq. ID OJ991202_06.0421.C9 
Strand 

End 7666 

Method TBLASTX : Maize 

End 1433 

Score 224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48701 
103811 
229 

OJ991202_0 6 . 042 1 . C9 . ol . np 
1382 
7248394 



Seq. ID OJ991202_06.0421.C9 
Strand 

7666 
AAT/NAP 
4511 
3466 



End 

Method 
End 
Score 

1382. .1762, 2199. .3268, 3539. .3819, 3863. .4511 
(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) - 



5- 




48701 








Seq. ID 


OJ991202_06.0421.C9 


s, ~! 


VJCllC L\\J . 


i n^fii i 








Strand 






Start * 


229 








End 


7666 ' 




Name 


OJ991202 06. 


0421 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 


fli 


Start 


1884 








End 


2318 




GI 


none 








Score 


60 




Exons 


1884. .2174, 


2101 


. .2175, 


2229. 


.2318 




fli 


Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421.C9 




Gene No. 


103811 








Strand 






Start 


229 








End 


7666 


C3 


Name 


OJ991202 06. 


0421 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1936 








End 


2364 




GI 


none 








Score 


80 




Exons 


1936. .2064, 


1947 


. .2189, 


2104. 


.2190, 2220.. 2363, 2226.. 2363 


%3 

T "1 




2230. .2364, 


2230 


. .2364 








? 


Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421.C9 




Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2515 








End 


2984 




GI 


none 








Score 


67 




Exons 


2515. .2661, 


2517 


. .2702, 


2692. 


.2949, 2703.. 2984 




Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421.C9 




Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2601 








End 


2981 




GI 


none 








Score 


58 




Exons 


2601. .2702, 


2605 


. .2700, 


. 2679. 


.2981 






Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421.C9 



50533 




Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2670 








End 


3131 




GI 


none 








Score 


324 




Exons 


2670. .3131, 


2671 


. .3012, 


3076. 


.3129 






Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421 


.C9 


Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.61. 


tw 


Method 


TBLASTX: Wheat 




Start 


2999 








End 


3407 




GI 


none 








Score 


214 




Exons 


2999. .3289, 


3000 


. .3407, 


3076. 


.3390 






Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421 


,C9 


Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


,C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3132 








End 


3347 




GI 


none 








Score 


81 




Exons 


3132.. 3278, 


3132 


. .3347, 


3133. 


.3345 






Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421 


.C9 


Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3201 








End 


3569 




GI 


none 








Score 


139 




Exons 


3201. . 3335, 


3351 


. .3569 










Seq. No. 


48701 








Seq. ID 


OJ991202_06.0421 


.C9 


Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


,C9.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


4050 








End 


4412 




GI 


none 








Score 


204 




Exons 


4050. .4412 














Seq. No. 


48701 








Seq. ID 


OJ991202__06.0421 


.C9 


Gene No. 


103811 








Strand 






Start 


229 








End 


7666 




Name 


OJ991202 06. 


0421 


.C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5642 








End 


5920 




GI 


none 








Score 


89 




Exons 


5642 . .5770, 


5795 


. .5920, 


5796. 


.5909 






Seq. No. 


48702 








Seq. ID 


OJ991202_02.0421 


.CI 


Gene No. 


103812 








Strand 


+ 




Start 


1 








End 


2415 




Name 


OJ991202 02. 


0421 


.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2415 




GI 


6729489 








Score 


645 




Exons 


.1.-588, 687. 


.1265, 2326 


. .2415 









GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 

50534 



Seq. No. 48702 

Gene No. 103812 

Start 1 

Name OJ991202_02 . 0421 .CI . ol . tc 

Start 317 

GI none 

Exons 317.. 415, 398.. 556, 684.. I 
1006.. 1191, 1027.. 1236 



Seq. ID OJ991202_02.0421.C1 

Strand + 

End 2415 

Method TBLASTX: Cress 

End 1236 

Score 67 
142, 685. .876, 864. .995, 868. .1005, 



Seq. No. 


48702 






Seq. ID 


OJ991202 02.0421 


. CI 


Gene No. 


103812 






Strand 


+ 




Start 


1 






End 


2415 




Name 


OJ991202 


02. 0421. CI. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


326 






End 


957 




GI 


none 






Score 


53 




Exons 


326. .382, 


398. .592, 


681. .842, 


682. .846, 


868. .957, 868.. 


924 


Seq. No. 


48702 






Seq. ID 


OJ991202_02 . 0421 


.CI 


Gene No. 


103812 






Strand 


+ 




Start 


1 






End 


2415 




Name 


OJ991202 


02. 0421. CI. 


ol .gs 


Method 


GEN SCAN • 




Start 


340 






End 


1385 




GI 


none 






Score 


.9 




Exons ' 


340. .588, 


834. .1151, 


1274. .1385 






Seq. No. 


48702 






Seq. ID 


OJ991202_02.0421 


.CI 


Gene No. 


103812 






Strand 


+ 




Start 


1 






End 


2415 




Name 


OJ991202 


02. 0421. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


494 






End 


1266 




GI 


none 






Score 


88 




Exons 


494. .589, 


684. .845, 


685. .846, 


724. .846, 


868.. 1023, 1033 


. .i; 


Seq. No. 


48702 






Seq. ID 


OJ991202_02.0421 


.Cl 


Gene No. 


103812 






Strand 


+ 




Start 


1 






End 


2415 




Name 


OJ991202 


02. 0421. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


684 






End 


999 




GI 


none 






Score 


130 




Exons 


684. .824, 


685. .834, 


867. .995, 


868. .999 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48703 

103813 

507 

OJ991202_02.0421.C2.ol.np 
507 

6729489 



Seq. ID OJ991202__02.0421.C2 

Strand + 

End 4359 

Method AAT/NAP 

End 3722 

Score 510 



507. .536, 2878. .3073, 3171. .3722 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 48703 

Gene No. 103813 

Start 507- 

Name OJ991202_02 . 0421 . C2 . o2 . gs 

Start 2041 

GI none 



Seq. ID OJ991202_02.0421.C2 

Strand + 

End ' 4359 

Method GENSCAN 

End 4359 

Score .71 



50535 



Exons 



2041. .2125, 2809. .3073, 3171. .3700, 4229.-4359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48703 

103814 

802 

OJ991202_02, 

802 

none 

802. .1008 



0421.C2.ol.gs 



Seq. ID OJ991202_02.0421.C2 
Strand 

End 1008 

Method • GENSCAN 

End 1008 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48703 

103815 

2883 

OJ991202_02, 

2883 

none 

2883. .3041, 
3511. .3711 



Seq. ID OJ991202_02.0421.C2 
Strand 

End 372 9 

Method TBLASTX : Cress 

End 3711 

Score 143 
3168. .3326, 3169. .3360, 3348.-3479, 3352. .3489, 



0421.C2.ol.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
W Start 
=l3 Name 
Hi Start 

'J GI 
I~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48703 

103815 

2883 

OJ991202_02, 

2883 

none 

2883. .3089, 

48703 

103815 

2883 

OJ991202_02. 

2979 

none 

2979. .3074, 
3519. .3671 

48703 

103815 

2883 

OJ991202_02. 

3226 

none 

3226. .3474, 



0421.C2.ol.ts 



3165. .3356, 3166. 



0421.C2.ol.tm 



3168.. 3335, 3169. 



0421.C2.ol.tw 



3270. .3473 



Seq. ID OJ991202__02.0421.C2 
Strand 

End 3729 

Method TBLASTX : Soybean 

End 34 41 

Score 182 

.3330, 3352. .3441, 3352. .3408 

Seq. ID OJ991202_02.0421.C2 
Strand 

End 3729 

Method TBLASTX: Maize 

End . 3729 

Score 90 

.3330, 3352.. 3507, 3517.. 3729, 



Seq. ID OJ991202_02.0421.C2- 
Strand 

End 3729 

Method TBLASTX : Wheat 

End 3474 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48704 

103816 

1512 

OJ991202_02. 

1512 

none 

1512. .1648 



0421.C3.ol.gs 



Seq. ID OJ991202_02.0421.C3 
Strand 

End 1648 

Method GENSCAN 

End 1648 

Score .81 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48705 

103817 

631 

OJ991202_02< 
631 



0421.C4.ol.gs 



Seq. ID OJ991202_02.0421.C4 

Strand + 

End 3313 

Method GENSCAN 

End 3313 



50536 



GI 


none 




Score 


.76 


Exons 


631. .1994, 


2092.. 2872, 3197 


. .3313 




Seq. No. 


48705 




Seq. ID 


OJ991202_02.0421.C4 


Gene No. 


103817 




Strand 


+ 


Start 


631 




End 


3313 


Name 


OJ991202 02 


.0421.C4.ol.np 


Method 


AAT/NAP 


Start 


653 




End 


2831 


GI 


6729489 




Score 


661 


Exons 


653. .1994, 


2092.. 2831 > 






GI Descrip. 


(AL132966) 


receptor lectin 


kinase-like 


protein [Arabidopsis 




thaliana] 








Seq. No. 


48705 




Seq. ID 


OJ991202_02.0421.C4 


Gene No. 


103818 




Strand 




Start 


3638 




End 


4460 


Name 


OJ991202 02 


.0421.C4 .o2.ts 


Method 


TBLASTX : Soybean 


Start 


838 




End 


1386 


GI 


none 




Score 


120 


Exons 


838. .990, 8 


73. .989, 1063. .1137, 1077.. 


1172, 1150.. 1191, 



1309. .1386 



Seq. No. 


48705 








Seq. ID 


OJ991202 


_02.0421.C4 


Gene No. 


103818 








Strand 






Start 


3638 








End 


4460 




Name 


OJ991202 02 


.0421 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


847 








End 


1089 




GI 


none 








Score 


200 




Exons 


847. .1089, 


853. . 


1089 










Seq. No. 


48705 








Seq. ID 


OJ991202 


_02.0421.C4 


Gene No. 


103818 








Strand 






Start 


3638 








End 


4460 




Name 


OJ991202 02 


.0421 


.C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1147 








End 


2617 




GI 


none 








Score 


57 




Exons 


1147. .1197, 


1225 


. .1425, 


1618. 


.1803, 1804. .1962, 


2089. .2196 




2090. .2251, 


2269 


. .2400, 


2273. 


.2401, 2417.. 2617, 


2434 . .'2595 



Seq. No. 48705 

Gene No. 103818 

Start 3638 

Name OJ991202_02 . 0421 . C4 . ol . tm 

Start 1675 

GI none 
Exons 



Seq. ID OJ991202__02. 0421.C4 



Strand 
End 

Method 

End 

Score 



4460 

TBLASTX: Maize 

2620 

82 



1675. .1761, 1801. .1974, 2090. .2242, 2285.-2425, 2438. .2620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



48705 

103818 

3638 

OJ991202_02.0421.C4.ol.ts 

1732 

none ' 



Seq. ID OJ991202_02.0421.C4 
Strand 

End 4 4 60 

Method TBLASTX : Soybean 

End 2362 

Score 54 



1732.. 1788, 1804. .2007, 2087.. 2251, 2089.. 2199, 2273.. 2362, 
2289. .2330 



Seq. No. 



48705 



Seq. ID OJ991202_02.0421.C4 



50537 




Gene No. 


lUJolo 


Strand 




Start 


3638 


End 


4460 


Name 


OJ991202 02.0421.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2090 


End 


2404 


GI 


none 


Score 


144 


Exons 


2090.. 2242, 2273.. 2404, 2284 


. .2400 




Seq. No. 


48705 


Seq. ID 


OJ991202_02.0421.C4 


Gene No. 


lOoold 


Strand 




Start 


3638 


End 


4460 


Name 


OJ991202 02-0421. C4.o2.gs 


Method 


GENS CAN 


Start 


3638 


End 


4460 


GI 


none 


Score 


.55 


Exons 


3638.. 3659, 3815.. 3935, 4127 


. .4460 




Seq. No. 


48706 


Seq. ID 


OJ991202_02.0421.C5 


Gene No. 


103819 


Strand 


+ 


Start 


.1 


End 


15145 


Name. 


OJ991202 02.0421.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6696 


GI 


6539553 


Score 


6234 


Exons 


1..3491, 6380. .6696 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | . (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421. 


C5 


Gene No. 


103819 




Strand 


+ 




Start 


1 




End 


15145 




Name 


OJ991202 02. 0421. C5. 


ol .gs 


Method 


GENSCAN 




Start 


98 




End 


15145 




GI 


none 




Score 


.53 




Exons 


98. .759, 1471. .2453, 


2580. . 


2704, 3026. 


.3213, 4044. .4254, 






4275. .4456, 4510. .4612, 4884. .4953, 6837. .7078, 9471. .9624, 




10063. .10135, 10603. 


.11347, 


11510. .11970, 12143. .12375, 






12430. .12736, 12742. 


.12813, 


14493. .14688, 15044. .15145 




Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421. 


C5 


Gene No. 


103819 




Strand 


+ 




Start 


1 




End 


15145 




Name 


OJ991202 02. 0421. C5 . 


o2.np 


Method 


AAT/NAP 




Start 


10649 




End ' 


12719 




GI 


1418331 




Score 


674 




Exons 


10649. .11956, 12126. 


.12719 








GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana] 


Seq. No. 


48706 




Seq. ID 


OJ991202J32.0421. 


C5 


Gene No. 


103820 




Strand 






Start 


14440 




End 


14573 




Name 


OJ991202 02. 0421. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


289 




GI 


none 




Score 


74 




Exons 


3. .110, 94. .285, 95. 


.289 








Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421. 


C5 


Gene No. 


103820 




Strand 







50538 



Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


94 








End 


351 


GI 


none 








Score 


295 


Exons 


94. .351, 95 


. .349 










Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


10 jo^U 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


.C5.ol. 


tm 


Method 


' TBLASTX: Maize 


Start 


850 








End 


1171 


GI 


none 








Score 


259 


Exons 


850. .1104, 


857. . 


1171, 858. .1169, 877.. 


1170 


Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


10 3oZi) 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


.C5.o8. 


ts 


Method 


TBLASTX : Soybean 


Start 


1199 








End 


1585 


GI. 


none 








Score 


88 


Exons 


1199. .1354, 


1337 


icon 








Seq. No. 


48706 








Seq. ID 


,OJ991202_02.0421 


Gene No. 


1 moon 

103820 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


.C5.o4. 


tw 


Method 


TBLASTX : Whfeat 


Start 


1304 








End 


1642 


GI 


none 








Score 


261 


Exons 


1304. .1642, 


1436 


. .1621 








Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


1 A O O O A 

103820 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


. C5 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


1499 








End 


1993 


GI 


none 








Score 


225 


Exons 


1499. .1807, 


1588 


. .1773, 


1826 . 


.1993 




Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


1 A Q O O A 

103820 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421.C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1595 








End 


1993 


GI 


none 








Score 


192 


Exons 


1595. .1819, 


1603 


. .1773, 


1610. 


.1804, 1820. .1993, 1828. .1 


Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


103820 








Strand 




Start 


14440 








End 


14573 


Name 


OJ991202 02 


.0421 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1643 








End 


2398 


GI 


none 








Score 


912 


Exons 


1643. .2398, 


1651 


. .2130, 


2150. 


.2398 




Seq. No. 


48706 








Seq. ID 


OJ991202_02.0421 


Gene No. 


103820 








Strand 




Start 


14440 








End 


14573 



50539 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202_02 . 0421 . C5 . ol . ts Method 
2318 End 
5509260 Score 
2318. .2782, 2536. .2637, 2719. .2763 



48706 Seq. ID 

103820 Strand 

14440 End 

OJ991202_02 . 0421 . C5 . o2 . tc Method 

2411 End 

none Score 

2411. .2671, 2413. .2490 



TBLASTX : Soybean 

2782 

346 



OJ991202_02.0421.C5 
14573 . 

TBLASTX: Cress 

2671 

269 



Seq. No. 48706 Seq. ID 

Gene No. 103820 Strand 

Start 14440 End 

Name OJ991202_02 . 0421 . C5 . o2 . tw Method 

Start 2453 End 

GI none Score 

Exons 2453.-2797, 2789.. 2998 

Seq. No. 48706 

Gene No. 103820. . Strand 

Start" 14440 End . 

Name ' OJ991202_02 . 0421 . C5 . o3 . tm Method 

Start 2453 End 

GI none Score 

Exons 2453.-2899, 2588.. 2743, 2731.. 2814 



OJ991202_02.0421.C5 
14573 

TBLASTX: Wheat 

2998 

282 



Seq. ID OJ991202_02. 0421.C5 



14573 

TBLASTX: Maize 

2899 

327 



Seq. No. 48706 Seq. ID 

Gene No. 103820 Strand 

Start 14440 End 

Name OJ991202_02 . 0421 . C5 . o4 . ts Method 

Start 2851 End 

GI none Score 

Exons 2851.. 3051, 2852.. 3178 



OJ991202_02.0421.C5 
14573 

TBLASTX : Soybean 

3178 

283 



Seq. No. 48706 

Gene No. 103820 

Start 14440 

Name OJ991202_02 . 0421 . C5 . 06 . tm 

Start 3007 

GI none 

Exons 3007.. 3195, 3008.. 3178, 3069. 



OJ991202_02.0421.C5 
14573 

TBLASTX: Maize 
3345 
123 

,3191, 3195.. 3344, 3196.. 3345 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 48706 
Gene No. 103820 
Start 14440 

Name OJ991202_02 . 0421 . C5 . o3 . tw 

Start 3201 
GI none 

Exons 3201.. 3272, 3202.. 3276, 3202, 

3292..3492, 3292. ,'3492, 6372. 
6425. .6565 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 02.0421-C5 



14573 

TBLASTX: Wheat 
6565' 
101 

3282, 3291. . 34 85,,-. 3291 . .3491, 
6527, 6377.-6565, 6378. .6530, 



Seq. No. 



48706 



Seq. ID OJ991202_02.0421.C5 



50540 



Gene No. 


103820 




Strand 






Start 


14440 




End 


14573 




Name 


OJ991202 02. 0421. C5. 


o7.ts 


Method 


TBLASTX: Soybean 




Start 


3208 




End 


3488 




GI 


none 




Score 


87 




Exons 


3208. .3321, 3234. .3314, 3340. .3486, 3345. .3488 




Seq. No. 


A O 1 A C 

48706 




Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


lUoozO 




Strand 






Start 


1 A A A A 

14440 




End 


14573 




Name 


OJ991202 02-.0421.C5. 


o5.ts 


Method 


TBLASTX : Soybean 




Start 


10667 




End 


11377 




GI 


none 




Score 


172 




Exons 


10667 10990, 10708. 


1 A AO A 

. 1098 9, 


11057. .11134, 11074. .11130, 






11100 i 1 1 n i 11001 

11132 11194, 11231. 


. 11377 








Seq. No. 


A O *7 A 

48706 




Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


1 A "5 A A A 

103820 




Strand 






Start 


14440 




End 


14573 




Name 


OJ991202 02. 0421. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


10825 




End 


11077 




GI 


none 




Score 


194 




Exons 


10825. .11076, 10847. 


. 11077 








Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


103820 ; t 




Strand 






Start 


14440 




End 


14573 




Name 


OJ991202 02. 0421. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11624 




End 


12692 




GI 


none 




Score 


105 




Exons 


11624 .. 11779, 11780. 


. 11938, 


12126. .12320, 12138. .12302, 






1 A O A 1 O Jl C 1 1 O O O jI 

12320 12451, 12324. 


. 12452 , 


12468. .12692 




Seq. No. 


48706 




Seq. ID 


OJ991202JD2.0421 


.C5 


Gene No. 


103820 




Strand 






Start 


14440 




End 


14573 




Name 


OJ991202_02.0421.C5. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


11630 




End 


11875 




GI 


none 




Score 


98 




Exons 


11630. .11731, 11650. 


. 11742, 


11777. .11875, 11785. .11874 




Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


103820 




Strand 






Start 


14440 




End 


14573 




Name 


jOTOAIOAO AO A /I O 1 

OJ991202 02. 04^1. Co. 


OD . tS 


Method 


TBLASTX : Soybean 




Start 


11660 




End 


11935 




GI 


none 




Score 


105 




Exons 


11660. .11785, 11780. 


.11935 








Seq. No. 


48706 




Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


103820 




Strand 






Start 


14440 




End 


14573 




Name . 


OJ991202 02. 0421. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11876 




End 


12722 




GI 


none 




Score 


90 




Exons 


11876. .11971, 12126. 


.12305, 


12175. .12306, 12182. .12304, 






12324. .12452, 12335. 


.12463, 


12489. .12722, 1248 9. .12 674 





50541 



Seq. No. 


48706 






Seq. ID 


OJ991202_02.0421 




Gene No. 


103820 






Strand 






Start 


14440 






End 


14573 




Name 


OJ991202 02. 0421. C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


12141 






End 


12455 




GI 


none 






Score 


143 




Exons 


12141. . 


12293, 12335. 


.12451, 


12336. .12455 




Seq. No. 


48706 






Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


103820 






Strand 






Start 


14440 






End 


14573 




Name 


OJ991202 02. 0421. C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


12146 






End 


12566 




GI 


none 






Score 


187 




Exons 


12146. . 


12307, 12150. 


.12317, 


12335. .12445, 12336 .. 124 4 6, 






12462. . 


12563, 12489. 


.12566 








Seq. No. 


48706 






Seq. ID 


OJ991202_02.0421 


.C5 


Gene No. 


103820 






Strand 






Start 


14440 






End 


14573 




Name 


OJ991202 02. 0421. C5. 


o3.np 


Method 


AAT/NAP 




Start 


14440 






End 


14573 




GI 


5922620 






Score 


166 




Exons 


14440. . 


14573 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



48707 Seq. ID 

103821 Strand 
290 End 
OJ991202_02.0421.C6.ol.gs Method 
290 v t End 
none Score 
290. .295, 1329. .1523, 2811. .3260 

48708 Seq. ID 

103822 Strand 
1 End 
OJ991202_02 . 0421 .C7 .ol . np Method 
1 End 
4512231 Score 
1..252 

(AB014741) ORFO protein [Oryza sativa] 

48708 Seq. ID 

103822 Strand 

1 End 

OJ991202_02.0421.C7.ol.gs Method 

73 End 

none Score 
73. .180, 519. .1185, 1286. .1449, 1516. .1615, 1664 

48708 Seq. ID OJ991202_02 . 0421 . C7 



OJ991202_02.0421.C6 
+ 

3260 
GENS CAN 
3260 
.49 



OJ991202_02.0421.C7 
+ 

7269 
AAT/NAP 
252 
323 



OJ991202_02.0421.C7 
+ 

7269 
GEN SCAN 
4941 
.43 ■ 

4941 



50542 



Gene No. 103822 Strand, + 

Start 1 End 7269 

Name OJ991202_02 . 0421 . C7 . o2 . np Method AAT/NAP 

Start 197 End 4938 

GI 4680179 Score 5621 

Exons 197.. 242, 519.. 1509, 1537.. 4938 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 48708 Seq. ID OJ991202_02 . 0421 . C7 

Gene No. 103822 Strand + . 

Start 1 End 72 69 

Name OJ991202_02 . 0421 . C7 . o3 . np Method AAT/NAP 

Start 2003 End 7269 

GI 6063554 Score 145 

Exons 2003.. 2043, 5700.. 5902, 5987.. 6032, 7098.. 7269 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 





Seq. No. 


48708 


Seq. ID 


~ OJ991202_02.0421 


. / 




Gene No. 


.103823 


Strand 


+ 






Start 


7 667 


End 


9095 






Name 


OJ991202 02.0421.C7.o3.gs 


Method 


GENSCAN 




f *s 


Start 


7667 


End 


9067 






' GI 


none 


Score 


.9 






Exons 


7667.-7678, 8454. .9067 










Seq. No. 


48708 


Seq. ID 


OJ991202_02.0421 


. C / 




Gene No. 


103823 


Strand 


+ 




M 


Start 


7667 


End 


9095 




''Z 


Name 


OJ991202 02.0421.C7.o4 .np 


Method 


AAT/NAP 






Start 


8454 


End 


9095 






GI 


6983861 


Score 


1082 






Exons 


8454. .9095 










GI Descrip. 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 






internal region (AB014741) 


[Oryza sativa] 






Seq. No. 


48708 


Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 


103824 


Strand 






n 


Start 


5499 


End 


6071 




C3 


Name 


OJ991202 02.0421.C7.o9.tw 


Method 


TBLASTX: Wheat 






Start 


680 


End 


878 






GI 


none 


Score 


189 






Exons 


680. .877, 690. .878, 696. .878 








Seq. No. 


48708 


Seq. ID 


OJ991202_02.0421 


,C7 




Gene No. 


103824 


Strand 








Start 


5499 


End 


6071 






Name 


OJ991202 02.0421.C7.o6.tm 


Method 


TBLASTX: Maize 






Start 


930 


End 


1235 






GI 


none 


Score 


237 






Exons 


930. .1235 










Seq. No. 


48708 


Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 


103824 


Strand 








Start 


5499 


End 


6071 






Name 


OJ991202 02.0421.C7.o7.tw 


Method 


TBIiASTX: Wheat 





50543 






Start 


930 








End 


1256 






GI 


none 








Score 


284 






Exons 


930. .1256 
















Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 


1(J ioz4 








Strand 








Start 


5499 








End 


6071 






Name 


OJ991202 02 


.0421 


.C7.o8. 


tw 


Method 


TBLASTX: Wheat 






Start 


1615 








End 


1968 






GI 


none 








Score 


253 






Exons 


1615. .1968, 


1705 


. .1899 












Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No . 


lUoo^4 








Strand 








Start 


5499 








End 


6071 






Name 


OJ991202 02 


.0421 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 






Start 


1972 








End 


2165 






GI 


none 








Score 


188 






Exons 


1972.. 2163, 


2010 


. .2165 












Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 










Strand 








Start 


5499 








End 


6071 






Name 


OJ991202 02 


.0421 


.C7.o4. 


tw 


Method 


TBLASTX : Wheat 




~J 


Start 


2100 








End 


2583' 






GI 


none 








Score 


535 




en 

f i H 


Exons 


2100. .2540, 


2101 


. .2583, 


2137. 


.2580 








Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 










Strand 








Start 


5499 








End 


6071 




w 


Name 


OJ991202 02 


.0421 


.C7.o4. 


ts 


Method 


TBLASTX: Soybean 




: {J 


Start 


2137 








End 


2451 






GI 


none 








Score 


198 






Exons 


2137. .2451 
















Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 










Strand 






*3 


Start 


5499 








End 


6071 




C3 


Name 


OJ991202 02 


.0421 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


2166 








End 


2613 






GI 


none 








Score 


373 






Exons 


2166. .2408, 


2170 


. .2613 












Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 




Gene No. 


103824 








Strand 








Start 


54 99 








End 


6071 






Name 


OJ991202 02 


.0421 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


2524 








End 


2919 






GI 


none 








Score 


57 






Exons 


2524. .2556, 


2524 


. .2556, 


2560. 


.2613, 2562. .2603, 2668. .2919, 






2676. .2909 
















Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


,C7 




Gene No. 


103824 








Strand 








Start 


5499 








End 


6071 






Name 


OJ991202 02 


.0421 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 





50544 



Start 2668 End , 3000 

GI none Score 303 

Exons 2668. .3000, .2721. .2999 



Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 


Gene No. 


103824 








Strand 


_ 




Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2671 








End 


2934 




GI 


none 








Score 


367 




Exons 


2671. .2934, 


2673 


. .2933, 


2683. 


.2934 






Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 


Gene No. 


103824 








Strand 


— 




Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2935 








End 


3360 




GI 


none 








Score 


598 




Exons 


2935. .3360, 


2937 


. .3353, 


3010. 


.3360 






Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


• C7. 


Gene No. 


103824 








Strand 


_ 




Start 


5499 








End 


6071 




Name 


. OJ991202 02. 


0421 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2941 ■ 








End 


3189 




GI 


none 








Score 


207 




Exons 


2941. .3189 














Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 


Gene No. 


103824 








Strand 


— 




Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3007 








End 


3360 




GI 


none 








Score 


463 




Exons 


3007. .3360, 


3012 


. .3353 










Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.C7 


Gene No. 


103824 








Strand 






Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3388 








End 


3927 




GI 


none 








Score 


617 




Exons 


3388.-3927, 


3570 


• .3905 










Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.CI 


Gene No. 


103824 








Strand 






Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.ol. 


tc 


Method 


TBLASTX: Cress - 




Start 


3625 








End 


3951 




GI 


none 








Score 


90' 




Exons 


3625. .3807, 


3808 


. .3951, 


3810. 


.3950 






Seq. No. 


48708 








Seq. ID 


OJ991202_02.0421 


.CI 


Gene No. 


103824 








Strand 






Start 


5499 








End 


6071 




Name 


OJ991202 02. 


0421 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3715 








End 


3975 





50545 




GI 


none 






Score 


292 




Exons 


3715. .3975, 


3726 


. .3974 








Seq. No. 


48708 






Seq. ID 


OJ991202_02.0421 


.C7 


Cone No . 


103824 






Strand 






Start 


5499 






End 


6071 




Name 


OJ991202 02 


0421 


.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


3774 






End 


4065 




GI 


none 






Score 


156 




Exons 


3774. .4061, 


3774 


.4061, 3775. 


.4065, 3907. .4062 




Seq. No. 


48708 






Seq. ID 


OJ991202_02.0421 


.C7 




103824 






Strand 






Start 


5499 






End 


6071 




Name 


OJ991202 02. 


0421 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3934 






End 


4560 




GI 


none 






Score 


709 




Exons 


3934. .4560, 


3990 


.4439, 4500. 


.4559 






Seq. No. 


48708 






Seq. ID 


OJ991202_02.0421 


.C7 


Gene No. 


103824 






Strand 






Start 


54 99 






End 


6071. • 




Name 


OJ991202 02. 


0421. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


4113 






End 


4698 




GI 


. none 






Score 


225 




Exons 


4113. .4268, 


4114. 


.4275, 4272. 


.4436, 4273..4698, 4393. .4677 




4500. .4697 












Seq. No. 


48708 






Seq. ID 


OJ991202_02.0421 


-C7 




103824 






Strand 






Start 


5499 






End 


6071 




Name 


OJ991202 02. 


0421. 


C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4560 






End 


4893 




GI 


none 






Score 


313 




Exons 


4560. .4841, 


4561. 


.4893, 4711. 


.4842 






Seq. No. 


48708 






Seq. ID 


OJ991202_02.0421 


.C7 




10^824 






Strand 






Start 


5499 






End 


6071 




Name 


OJ991202 02. 


0421. 


C7.o2.gs 


Method 


GENSCAN 




Start 


5499 




End 


6071 




GI 


none 






Score 


.72 




Exons 


5499. .6071 












Seq. No. 


48709 






Seq. ID 


OJ991202_02.0421 


,C8 




103825 






Strand 


+ 




Start 


722 






End 


10742 




Name 


OJ991202 02. 


0421. 


C8 .ol.gs 


Method 


GENSCAN 




Start 


722 






End 


1950 




GI 


none 






Score 


.64 




Exons 


722. .858, 1266. .1384, 1869. .1950 






Seq. No. 


48709 






Seq. ID 


OJ991202_02.0421 


,C8 


Gene No. 


103825 






Strand 


+ 




Start 


722 






End 


10742 




Name 


OJ991202 02. 


0421. 


C8.ol.np 


Method 


AAT/NAP 




Start 


727 






End 


9368 





50546 



GI 5295955 Score 332 

Exons 727. .790, 1330. .1443, 2129. .2577, 2696. .2877, 4507. .4833, 

9260.. 9368 . 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 48709 

Gene No. 103825 

Start 722 

Name OJ991202_02 . 04 21 . C8 . o3 . gs 

Start 6899 

GI none 
Exons 



Seq. ID OJ991202_02.0421.C8 

Strand + 

End 10742 

Method GEN SCAN 

End' 10724 

Score .67 



6899. .6908, 8228. .9716, 10149. .10724 



Seq. No. 48709 Seq. ID 

Gene No. 103825 Strand 

Start 722 End 

Name OJ991202_02 . 0421 . C8 . ol . tc Method 

Start 9340 End 

GI none Score 

Exons 9340.. 9525, 9514.. 9684 



OJ991202_02.0421.C8 
+ 

10742 

TBLASTX: Cress 

9684 

140 



Seq. No. 48709 

Gene No. 103825 

Start - 722 ;/ 

Name OJ991202_02 . 0421 . C8 . ol . tm 

Start 9376 

GI none 
Exons 



Seq. ID OJ991202_02.0421.C8 

Strand + ■ 

End 10742 

Method • TBLASTX : Mai ze 

End 9717 

Score 112 



9376. .9489, 9393. .9488, 9523. .9642, 9531. .9620, 9619. .9717, 
9625. .9717 



*~ Seq. No. 

fyi Gene No. 

= Start 

El Name 

G Start 

r I Exons 



48709 



Seq. ID OJ991202_02.0421.C8 



103825 Strand 
722 End 
OJ991202_02 . 0421 . C8 . ol . ts Method 
9403 End 
none Score 
9403. .9531, 9525. .9644, 9526. ".9681 



+ 

10742 

TBLASTX: Soybean 

9681 

105 



Seq. No. 48709 Seq. ID 

Gene No.. 103825 Strand 

Start 722 End 

Name OJ991202_02 . 0421 . C8 . ol . gp Method 

Start 10123 End 

GI 2428447 Score 

Exons 10123. .10591 



OJ991202_02.0421.C8 
+ 

10742 
AAT/GAP 
10591 
839 



Seq. No. 48709 Seq. ID 

Gene No. 103825 Strand 

Start 722 End 

Name OJ991202_02 . 0421 . C8 . o3 . np Method 

Start 10312 End 

GI 6573436 Score 

Exons 10312. .10448, 10475.. 10742 

GI'' Descrip. Chain A, Lectin Ii From Ulex Europaeus gi | 6573437 | pdb | 1QNW | B 
Chain B, Lectin Ii From Ulex Europaeus gi | 6573438 | pdb | 1QNW | C 
Chain C, Lectin Ii From Ulex Europaeus gi I 65734 39 | pdb | 1QNW | D 



OJ991202_02.0421.C8 
+ 

10742 
AAT/NAP 
10742 
115 



50547 



Chain D, Lectin Ii From Ulex Europaeus gi | 6573440 | pdb 1 1QOO | A 

Chain A, Lectin Uea-Ii Complexed With Nag gi | 657344 1 1 pdb 1 1QOO | B 

.Chain B, Lectin Uea-Ii Complexed With Nag gi | 6573442 | pdb | 1QOO | C 
Chain 



Seq. No. 48710 Seq. ID 

Gene No. 103826 Strand 

Start 1 End 11490 

Name OJ991202JD2 . 0421 . C9 . ol . np Method AAT/NAP 

Start 1 - End 1362 

GI 6729489 Score 666 

Exons 1..143, 195.. 542, 651.. 1362 

GI Descrip. (AL132966) receptor lectin kinase-like protein 
thaliana] 



OJ991202_02.0421.C9 
+ 



[Arabidopsis 



Seq. No. 48710 Seq. ID 

Gene No. 103826 Strand 

Start 1 End 

Name 0 J991202_02 . 04 2 1 . C9 . ol . gs . Method 

Start 70 End 

GI none Score 

Exons 70. .542, 651. .1115, 1274. .1314, 3110.. 



3829. .4027, 4265. .4505, 4674. .6067, 6293 
7758. .7996, 8189. .8291, 8343. .8625, 8657 
9325. . 10316, 104.09. .11078 



OJ991202_02.0421.C9 
+ 

11490 
GEN SCAN 
11078 
.5 

3221, 3227. .3412, 

6458, 6558.. 6698, 
8679, 8861.. 9120, 



fjj Seq. No. 

?i Gene No. 

^ Start 

~Z Name 

W Start 

fy gi 

s Exons 

f=c GI Descrip. 



48710 Seq. ID 

103826 Strand 

1 End 

OJ991202_02.0421.C9.o2.np Method 

4154 End 

6466937 Score 
4154. .4845, 4882. .8546 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ991202_02.0421.C9 
+ 

11490 
AAT/NAP 
8546 
2315 



Seq. No. 48710 

Gene No. 103826 

Start 1 

Name OJ991202_02 . 0421 .C9.o4 .np 

Start 8887 

GI 6729489 

Exons 8887.. 9021, 
GI Descrip. 



Seq. ID OJ991202_02.0421.C9 

.Strand + 

End 114 90 

Method AAT/NAP 

End 11392 

Score 622 



9055.. 10316, 10409. .11020, 11297.. 11392 
(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48710 

103826 

1 

OJ991202_02 .0421.C9.o3.np 

8908 

7076798 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8908.. 9880, 9938.. 10316, 10409 .. 10994 , 
(AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



OJ991202_02.0421.C9 
+ 

11490 
AAT/NAP 
11490 
654 

11350. .11490 



Seq. No. 



48710 



Seq. ID OJ991202_02.0421.C9 



50548 



f 1 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



103827 Strand 

12024 End 

OJ991202_02 . 0421 . C9 . ol . tc Method 

178 End 

none Score 



+ 

12123 

TBLASTX: Cress 

10958 

105 



178. .351, 340. .510, 646. .825, 649. .840, 828. .959, 832. .960, 
991. .1200, 1007. .1036, 9604. .9699, 9952. .10125, 10114 .. 1028 4 , 
10406. .10564, 10407. .10586, 10407 .. 10571, 10586 .. 107 17 , 
10590. .10718, 10749.. 10958 



48710 

103827 

12024 

OJ991202_02 . 04 21 . C9 . 08 . tm 

202 

none 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Maize 

End 10221 

Score 107 



202. .315, 219. .314, 340. .447, 360. .452, 360. .446, 9976. .10089, 
9993. .10088, 10114 10221, 10121 .. 10216, 10134. .10220 



48710 

103827 

12024 

OJ991202_02 . 0421 . C9 . ol . ts 

280 

none- 



Seq. ID OJ991202_02.042i:C9 

Strand + 

End 12123 

Method TBLASTX : Soybean 

End 10679 

Score 53 



280. .336, 352. .555, 646. .810, 729. .806, 832. .921, 844. .915, 
10054. .10110, 10126. .10317, 10406 .. 10564 , 10407 10568 , 
10590. .10679 



48710 

103827 

12024 

OJ991202_02.0421.C9.o6.tw 

379 

none 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Wheat 

End 10634 

Score 85 



379. .528, 649. .876, 10153 .. 10302 , 10407. .10634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48710 

103827 

12024 

OJ991202_02.0421.C9.o5.tm 

454 

none 



Seq.. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX: Maize 

End 10988 

Score 90 



454. .573, 649. .810, 688. .810, 832. .987, 997. .1227, 997. .1224, 
10222. .10317, 10406. .10567, 10407 .. 10568 , 10440 10568 , 
10590. .10718, 10601. .10780, 10755 .. 10988 , 10761. .10934 



48710 

103827 

12024 

OJ991202_02.0421.C9.o6.tm 

4841 

none 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX: Maize 

End 5692 

Score 122 



4841. .4975, 5054. .5296, 5387. .5467, 5588. .5692 



48710 
103827 



Seq. ID OJ991202_02.0421.C9 
Strand + 



50549 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

12 Gene No. 

^ Start 

1Z Name 

III Start 

[J GI 

E3 Exons 



=% Seq. No. 
^ Gene No. 
y Start 

Name 
3 Start 
GI 

Exons 



^3 
LA 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12024 

OJ991202_02. 

5681 

none 

5681. .6163, 

48710 

103827 

12024 

OJ991202_02. 
5717 . 
none 

5717. .6031 

48710 

103827 

12024 

OJ991202_02. 

5744 

none 

5744. .6217, 

48710 

103827 

12024 

OJ991202_02, 

6140 

none 

6140. .6499, 

48710 

103827 

12024 

OJ991202_02. 

6220 

none 

6220. .6387, 

48710 

103827 

12024 

OJ991202_02. 

6266 

none 

6266. .6613 

48710 

103827 

12024 

OJ991202_02. 

6445 

none 

6445. .6933, 

48710 

103827 

12024 



0421.C9.ol.tw 



5785. .6159 



0421.C9.o5. ts 



0421.C9.o3.tm 
5785. .6207 

0421.C9.o3.ts 
6308. .6481 

0421.C9.o7.tm 
6250.'. 6426, 6266. 

0421.C9.o4.tw 



End 12123 

Method TBLASTX : Wheat 

End 6163 

Score 366 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Soybean 

End 6031 

Score 208 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Mai ze 

End 6217 

Score 582 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Soybean 

End 64 99 

Score 282 



Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Mai ze 

End 6442 

Score 80 
.6442 

Seq. ID OJ991202_02.0421.C9 

Strand + 

End 12123 

Method TBLASTX : Wheat 

End . 6613 . 

Score 302 



0421.C9.o2.tm 



6446.. 6937, 6944, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7066 

Seq. ID 

Strand 

End 



OJ991202_02.0421.C9 
+ 

12123 

TBLASTX: Maize 

7066 

564 



OJ991202_02.0421.C9 
+ 

12123 



50550 




Name 


OJ991202 02 


.0421 


.C9.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


6523 








End 


6766 




GI 


none 








Score 


222 




Exons 


6523. .6672, 


6524 


. .6766, 


6527. 


.6721 






Seq. No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene No . 


1 ft "5 Q o n 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


.C9.o2. 


tw " 


Method 


TBLASTX: Wheat 




Start 


6920 








End 


7354 




GI 


none 








Score 


331 




Exons 


6920. .6943, 


6955 


. .7269, 


6956. 


.7354, 6992.-7354 




Seq. No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene No . 


i m Q O "7 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7190 








End 


7826 




GI 


none 








Score 


734 




Exons 


7190. .7825, 


7192 


. .7824, 


7367. 


.7825, 7572. .7826 




Seq. No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene no . 


• iVooZ f 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


,C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7214 








End 


7597 




GI 


none 








Score 


309 




Exons 


7214. .7597, 


7327 


. .7593 










Seq'. No. 


48710 








Seq. ID 


OJ991202J32.0421 


.C9 


Gene No . 


i m o o t 
lUJoz / 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


,C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7445 








End 


7825 




GI 


none 








Score 


300 




Exons 


7445. .7825, 


7540 


. .7824 










Seq. No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene No. 


lUooz / 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


.C9.o4 . 


tm 


Method 


TBLASTX :Maize 




Start 


7871 








End 


8442 




GI 


none 








Score 


505 




Exons 


7871. .8437, 


7874 


. .7957, 


7954. 


.8178, 8299. .8442 




Seq. No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene No . 


lUooz / 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


,C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7892 








End 


8194 




GI 


none 








Score 


310 




Exons 


7892. .8194, 


7925 


. .8173, 


7996. 


.8178 






Seq, No. 


48710 








Seq. ID 


OJ991202_02.0421 


.C9 


Gene No. 


103827 








Strand 


+ 




Start 


12024 








End 


12123 




Name 


OJ991202 02 


.0421 


.C9.o9. 


tm 


Method 


TBLASTX: Maize 





50551 



Start 


9339 








End 


9609 


GI 


none 








Score 


62 


Exons 


9339. .9377, 


9340 


. .9381, 


9390. 


.9503, 9391.. 9609 


Seq. No. 


48710 








Seq. ID 


OJ991202_02 . 0421 . C9 


Gene No. 


103827 








Strand 


+ 


Start 


12024 








End 


12123 


Name 


OJ991202 02. 


0421 


.C9.o2. 


as 


Method 


GENSCAN 


Start 


12024 








End 


12123 


GI 


none 








Score 


.54 


Exons 


12024. .12123 










Seq. No. 


48711 








Seq. ID 


OJ991202 02. 0421. C10 


Gene No. 


103828 








Strand 


+ 


Start 


6897 








End 


18956 


Name 


OJ991202 02. 


0421 


,C10.o2 


. gs 


Method 


GENSCAN 


Start 


6897 








End 


18795 


GI 


none 








Score 


.51 


Exons 


6897. .7031, 


7059 


. .7361, 


750'8. 


.7712, 7873. .7892, 7931. .8057, 




8489. .8995, 


9262 


. .9522, 


10405 


. .10580, 


11512. .11633, 



11693. .11821, 12429. .12496, 12563 .. 12704 , 12942 .. 13106, 
14657. .14714, 14737 .. 14793, 15019 .. 15092, 18255 .. 184 57 , 
18629. .18795 



ffl 



Jg Seq. No. 48711 Seq. ID 

Gene No. . 103828 Strand 

Start 6897 End 

fU Name OJ991202_02 . 0421 . C10 . o3 .np Method. 

£3 Start 12736 End 

hi GI 5668816 Score 

" Exons 12736. .12828, 12953 .. 13106, 13718 

11 14304. .14395, 14475 .. 14610, 14707 



OJ991202JD2. 0421. C10 
+ 

18956 
AAT/NAP 
17665 
300 

13812, 14158, 
14797, 17644. 



14217, 

,17665 



GI Descrip. (AC007519) F16N3.15 [Arabidopsis thaliana] 



£3 Seq. No. 48711 Seq. ID 

M Gene No. 103828 Strand 

tl Start 6897 End 

r I Name OJ991202_02 . 0421 . C10 . ol . gp Method 

Start 18383 End 

C3 GI 2428744 Score 

£3 Exons 18383. .18457, 18629.. 18956 



OJ991202_02. 0421, C10 
+ 

18956 
AAT/GAP 
18956 
767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48711 Seq. ID OJ991202_02 . 0421 . C10 

103829 Strand + 

21573 End 22394 

OJ991202_02. 0421. C10. o2.gp Method AAT/GAP 

21573 End 22394 

24989_1.R1084 Score 318 

21573. .21777, 22353.. 22394 

, 5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



48711 Seq. ID 

103830 .. Strand 

1445 " End 

OJ991202_02. 0421. C10. ol.np Method 

1445 End 



OJ991202JD2. 0421. C10 

3568 

AAT/NAP 

3568 



50552 



GI 


6069653 


Score 


1442 








Exons 


1445.. 2473, 2501.. 3326, 3361 


. .3568 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48711 


Seq. ID 


OJ991202_ 


02. 


0421 


.C10 


Gene No. 


103831 


Strand 










Start 


4605 


End 


DO II 








Name 


OJ991202 02.0421.C10.o2.np 


Method 


AAT/NAP 








Start 


4605 


End 


6871 








GI 


4680186 


Score 


183 








Exons 


4605.. 4672, 5254.. 5485, 6831 


..6871 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 








Seq. No. 


48711 


Seq. ID 


OJ991202_ 


02. 


0421 


.C10 


Gene No. 


103832 


Strand 










Start 


20331 


End 


22359 








Name 


OJ991202 02.0421,C10.o3.gs 


Method 


GENSCAN 








Start 


20331 


End 


22359 








GI 


none 


Score 


.49 








Exons 


20331. .20424, 21122 .. 21158 , 


22240. .22359 








Seq. No. 


48712 


Seq. ID 


OJ991202_ 


_02. 


0421 


.Cll 


Gene No. 


103833 


Strand 


+ 








Start 


8348 


End 


11335 








Name 


OJ991202 02.0421.Cll.o2.gp 


Method 


AAT/GAP 








Start 


8348 


End 


8594 








GI 


3761181 


Score 


439 








Exons 


8348. .8594 












GI Descrip. 


4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 



similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48712 Seq. ID 

103833 Strand 

8348 End 

OJ991202_02 . 0421 . Cll . o2 . np Method 

84 92 End 

7106512 Score 



OJ991202_02. 0421. Cll 
+ 

11335 
AAT/NAP . 
11335 
2623 



8492. .8551, 8625. .10907, 10962. .11335 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48712 Seq. ID 

103834 Strand 

1631 End 

OJ991202_02 . 0421 . Cll . ol . np Method 

1631 End 

7340909 Score 



OJ991202_02. 0421. Cll 

6664 
AAT/NAP 
6664 
174 



1631. .1744, 1904. .2083, 3796. .4027, 6399. .6664 
(AP001550) hypothetical protein [Oryza sativa] 



Seq. No. 48712 Seq. ID 

Gene No. 103834 Strand 

Start 1631 End 

Name OJ991202_02 . 0421 . Cll . ol . gp " Method 

Start 2502 End 

GI LIB3431-027-P1-K1-D5 Score 

Exons 2502.. 2639 



OJ991202_02. 0421. Cll 

6664 
AAT/GAP 
2639 
245 



50553 



GI Descrip. 1 2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] 1 



Seq. No. 


48712 


Seq. ID 


OJ991202 


Gene No. 


103835 


Strand 




Start 


10126 


End 


10858 


Name 


OJ991202 02.0421.Cll.o2.gs 


Method 


GENSCAN 


Start 


10126 


End 


10858 


GI 


none 


Score 


.44 


Exons 


.10126. .10356, 10411. .10633, 


10680. .10858 


Seq. No. 


48712 


Seq'. ID 


OJ991202 


Gene No. 


103836 


Strand 




Start 


11724 


End 


11876 


Name 


OJ991202 02.0421.Cll.o3.np 


Method 


AAT/NAP 


Start 


11724 


End 


11876 


GI 


7106513 


Score 


231 


Exons 


11724. .11876 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48713 


Seq. ID 


OJ991202 


Gene No. 


103837 


Strand 


+ 


Start 


1 


End \ 


803 


Name 


OJ991202 02.0421.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


803 


GI 


7106512 


Score 


1219 


Exons 


1. .803 







iy GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



48713 Seq. ID 

103837 Strand 

1 End 
OJ991202_02 . 0421 .C12 . ol . gs Method 

51 End 

none Score 
51. 1686 



OJ991202_02.0421.C12 
+ 

803 

GENSCAN 

686 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48714 Seq. ID 

103838 Strand 

95 End 
OJ991202_02.0421.C13.ol.gs Method 

95 ^ End 

none Score 

95.. 410, S53..663 



OJ991202_02.0421.C13 
711 

GENSCAN 

663 

.72 



OJ991202 02.0421.C13 



48714 Seq. ID 

103838 Strand 
95 End 711 

OJ991202_02 . 0421 . C13 . ol . np Method " AAT/NAP 
531 End 711 

7487343 Score 95 

531.. 711 

hypothetical protein T22F8.'200\- Arabidopsis thaliana 
gi|4914442|emb|CAB43645.1| (AL050351) putative protein 
[Arabidopsis thaliana] gi I 7270914 | emb | CAB80593 . 1 1 (AL161595) 
putative protein [Arabidopsis thaliana] 



50554 



Seq. No. 48715 Seq. ID 

Gene No. 103839 Strand 

Start 1 End 

Name OJ991202_02 . 0421 . C23 . ol . np Method 

Start 1 End 

GI 5922623 Score 
Exons 1..211, 380.. 455 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ991202_02.0421.C23 
+ 

455 

AAT/NAP 
455 
203 



Seq. No. 48715 Seq. ID 

Gene No. 103840 Strand 

Start 47 End 

Name OJ991202_02 . 0421 . C23 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 47.. 137 



OJ991202_02.0421.C23 
137 

GENSCAN 

137 

.94 



Seq. No. 48716 Seq. ID 

Gene No. 103841 Strand 

Start- 1 End 

Name OJ991202_02 . 0421 . C30 . ol . gp Method 

Start 1 End 

GI ' 66537_1.R1084 Score 

Exons 1..47, 399.-457, 602. .771 

GI Descrip. ' 2501555/sp | Q40784 | AAPC_PENCL 3.0e-41 POSSIBLE 

APOSPORY-ASSOCIATED PROTEIN C >gi_549984 (U13148) possible 
apospory-associated protein [Pennisetum ciliare] ' - 



OJ991202_02.0421.C30 
+ 

912 

AAT/GAP 
771 
383 



2* Seq. No. 

Iy Gene No. 

= Start 

C3 Name 

si Start 

i? GI . • 



Exons 



48716 Seq. ID 

103841 Strand 

1 End 
OJ991202_02.0421.C30.ol.np Method 

1 End 

6850852 Score 

1..109, 399. .457, 602. .833, 892. .912 



OJ991202_02.0421.C30 
+ 

912 

AAT/NAP 

912 

229 



l~ GI Descrip. (AL132962) putative protein [Arabidopsis thaliana] 



£3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



48716 Seq. ID 

103841 Strand 

1 End 
OJ991202_02 . 0421 . C30 . ol , gs Method 

360 End 

none Score 

360. .457, 602. .765 



OJ991202_02.0421.C30 
+ 

912 

GENSCAN 

765 

.71 



Seq. No. 48716 Seq. ID 

Gene No. 103841 . Strand 

Start . 1 End 

Name OJ991202_02. 0421 . C30 . ol . ts Method 

Start 394 End 

GI none Score 

Exons 394. .456, 398. .457, 398. .457, 599. .772, 



OJ991202_02.0421, 
+ 

912 

TBLASTX : Soybean 

772 

95 

600. .740 



C30 



Seq. No. 



48716 



Seq. ID OJ991202_02.0421.C30 



50555 



Gene No. 


103841 






Strand 


+ 


Start 


1 






End 


912 


Name 


OJ991202 02.0421.C30 


.ol.tm 




Method 


TBLASTX: Maize 


Start 


422 






End 


784 


GI 


none 






Score 


57 


Exons 


422..4S7, 598. .645, 


599. .772, 


599. .784 




Seq. No. 


48717 






Seq. ID 


OJ991202_02.0421. 


Gene No. 


103842 






Strand 




Start 


75 






End 


168 


Name 


OJ991202 02.0421.C34 


.ol .gs 




Method 


GENSCAN 


-Start 


75 






End 


168 


GI 


none 






Score 


.68 


Exons 


75. .168 










Seq. No. 


48717 






Seq. ID 


OJ991202_02.0421. 


Gene No . 


103843 






Strand 




Start 


893 






End 


997 


Name 


OJ991202 02.0421.C34 


. o2 . gs 




Method 


GENSCAN 


Start 


893 






End 


997 


GI 


none 






Score 


.99 


Exons 


893. .997 










Seq. No. 


48718 






Seq. ID 


OJ991202_02.0421.' 


Gene No. 


103844 






Strand 


+ 


Start 


2 






End 


1079 


Name 


OJ991202 02.0421.C35 


.ol.gs 




Method 


GENSCAN 


Start 


2 






End 


1079 


GI 


none 






Score 


.62 


Exons 


2. .4, 152. .226, 492. 


.681, 


961. 


. .1079 




Seq. No. 


48719 






Seq. ID 


OJ991202_02.0421.' 


Gene No. 


103845 






Strand 


- 


Start 


1 






End 


1082 


Name 


OJ991202 02.0421.C39 


. ol . np 




Method 


AAT/NAP 


Start 


1 






End 


1 A O O 

1082 


GI 


7228457 






Score 


1796 


Exons 


1. .1082 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




• retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryz, 




sativa] 










Seq. No. 


48719 






Seq. ID 


OJ991202_02. 0421.1 


Gene No. 


103845 






Strand 




Start 


1 






End 


1082 


Name 


OJ991202 02.0421.C39 


.o2.tw 




Method 


TBLASTX: Wheat 


Start 


9 






End 


561 


GI 


none 






Score 


156 


Exons 


9. .77, 270. .560, 271 


. .528, 


463. .561 




Seq. No. 


48719 






Seq. ID 


OJ991202_02. 042U 


Gene No. 


103845 






Strand 




Start 


1 






End 


1082 


Name 


•OJ991202 02.0421.C39 


.ol . tw 




Method 


TBLASTX: Wheat 


Start 


564 






End 


935 


GI 


none 






Score 


166 



Exons 



564. .833, 581. .934, 879. .935 



50556 





Seq. No. 


48719 


Seq. ID 


OJ991202_02 . 0421 . 


C39 




Gene No. 


103845 


Strand 








Start 


1 


End 


1082 






Name 


OJ991202 02.0421.C39-ol.tm 


Method 


TBLASTX: Maize 






Start 


710 


End 


1072 






GI 


none,. 


Score 


178 






Exons 


710.'. 757, 749.. 1072, 762.. 


1055 








Seq. No. 


48720 


Seq. ID 


OJ990612_41.0419. 


CI 




Gene No. 


103846 


Strand 








Start 


1 


End 


782 






Name 


OJ990612 41.0419.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


782 






GI 


7488653 


Score 


380 






Exons 


1..138, 560. .782 










GI Descrip. 


choline kinase (EC 2.7.1.32) CK2 - soybean 








gi | 1438881 | gb | AAC4 937 5 . 1 | 


(U43839) GmCK2p [Glycine max] 






Seq. No. 


48720 


Seq. ID 


OJ990612_41 . 0419. 


CI 




Gene No. 


103846 


Strand 


— 






Start 


1 


End 


782 






Name 


OJ990612 41.0419.Cl.ol.tc 


Method 


TBLASTX: Cress 






Start 


16 ~ 


End 


617 






GI 


noijie 


Score 


72 






Exons 


16. . Ill, 16. . 138V '20; . 1^9, 


558. .605, 


559. .606, 561. .617 






Seq. No. 


48720 


Seq. ID 


OJ990612_41.0419. 


CI 




Gene No. 


103846 


Strand 








Start 


1 


End 


782 






Name 


OJ990612 41.0419.Cl.ol.ts 


Method 


TBLASTX: Soybean 




%3 


Start 


16 ~~ 


End 


761 






GI 


none 


Score 


105 




g 


Exons 


16 138, 20 145, 20 145. 


558. .761, 


566. .760 




C3 


Seq. No. 


48720 


Seq. ID 


OJ990612_41.0419. 


CI 




Gene No . 


103846 


Strand 








Start 


1 


End 


782 






Name 


OJ990612 41.0419.Cl.ol.gs 


Method 


GENSCAN 




ii 


Start 


21 


End 


778 






GI 


none 


Score 


.93 






Exons 


21. .138, 560. .778 










Seq. No. 


48720 


Seq. ID 


OJ990612_41.0419. 


CI 




Gene No. 


103846 


Strand 








Start 


1 


End 


782 






Name 


OJ990612 41.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


31 


End 


778 






GI 


none 


Score 


130 






Exons 


31. .138, 33. .89, 34. .138, 


558.-758, 560. .778, 561. .755, 


566 




Seq. No. 


48721 


Seq. ID 


OJ990612_41.0419. 


C2 




Gene No. 


103847 


Strand 








Start 


40 


End 


3462 






Name 


OJ990612 41.0419.C2.ol.gs 


Method 


GENSCAN 






Start 


40 


End 


3462 






GI 


none 


Score 


.78 





50557 



Exons 



40. .258, 2197. .2268, 3405. .3462 



Seq. No. 48722 

Gene No. 103848 

Start 1876 

Name OJ990612_41 .0419.C4 .ol.gs 

Start 1876 

GI none 

Exons 1876.. 2278, 2476.. 4637, 4846. 

6905.. 7021, 7090.. 7233, 7324. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 41. 0419. C4 



10785 
GEN SCAN 
10785 
.75 

.5038, 5839. .5854, 6117. .6255, 
.7755, 8114. .8521, 8621. .8727, 



9199.. 9260, 9770.. 9821, 10386 .. 10616, 10669.. 10785 



Seq. No. 48722 

Gene No. 103848 

Start 1876 

Name OJ990612_4 1 . 04 1 9 . C4 . ol . tm 

Start 2307 

GI none 

Exons 2307.. 2591, 2718.. 2921, 3189. 
4059. .4232 



OJ990612_41.0419.C4 

10785 

TBLASTX: Maize 

4232 

87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3350, 3375.-3554, 3756. .4151, 



Seq. No. 48722 

Gene No. 103848 

p*s Start 1876 

b f Name OJ990612_41 . 0419.C4 . ol . tc 

if Start 2361 

GI none 

fy Exons 2361.. 2633, 2361.. 2576, 2415. 

n 2721.. 2837, 2940.. 3008, 3009. 

M 3138.. 3350, 3438.. 3842, 3703. 

s 't 3771. .3947, 4038. .4232, 4038. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 41. 0419. C4 



10785 

TBLASTX: Cress 
4232 
97 

2543, 2523. .2708, 2718. .2813, 
3152, 3009.. 3254, 3129.. 3386, 
4134, 3735. .4145, 3771. .4040, 
4232 



Seq. No. 48722 

Gene No. 103848 

Start 1876 

Name OJ990612_41 .0419.C4 .ol. tw 

Start 2361 

GI none 

Exons 2361.. 2672, 2739.. 2921, 2934, 
3795.. 4181, 4107.. 4205 



Seq. ID OJ990612_41.0419.C4 
Strand 

End 10785 

Method TBLASTX : Wheat 

End 4205 

Score 63 

.3008, 3498. .3878, 3795. .4121, 



Seq. No. 48722 

Gene No. 103848 

Start 1876 

Name OJ990612_41 . 0419 .C4 . ol . ts 

Start 2367 

GI none 

Exons 2367.. 2666, 2724.. 2921, 3195. 
3876. .4142 



OJ990612_41.0419.C4 
10785 

TBLASTX: Soybean 

4175 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3356, 3561. .3872, 3792. .4175, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48722 

103848 

1876 

OJ990612_ 

2418 

4558664 



41.0419.C4.ol.np 



Seq. ID OJ990612_41.0419.C4 



Strand 
End 

Method 

End 

Score 



10785 
AAT/NAP 
5570 
462 



2418. .2973, 3188. .3299, 3591. .4201, 5534. .5570 



50558 




GI Descrip. 


(AC007063) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


48722 




Seq. ID 


OJ990612_41.0419.C4 


Gene No. 


103848 




Strand 




Start 


1876 




End 


10785 


Name 


OJ990612 41 


. 0419. C4 .ol.gp 


Method 


AAT/GAP 


Start 


5617 




End 


7378 


GI 


none 




Score 


1539 


Exons 


5617. .6008, 


6117 . . 6255, 6905 


..7021, 7090. .7233, 7324. .7378 


Seq. No. 


48722 




Seq. ID 


OJ990612_41.0419.C4 


Gene No. 


103848 




Strand 




Start 


1876 




End 


10785 


Name 


OJ990612 41 


.0419.C4.o2.gp 


Method 


AAT/GAP 


Start 


7706 




End 


8518 


GI 


none 




Score 


850 


Exons 


7706. .7755, 


8114. ..8518 






Seq. No. 


48722 




Seq. ID 


OJ990612_41.0419.C4 


Gene No. 


103848 




Strand 




Start 


1876 




End 


10785 


Name 


OJ990612 41 


.0419.C4.o3.gp 


Method 


AAT/GAP 


Start 


8671 




End 


10636 


GI 


56594 1.R1084 


Score 


867 


Exons 


8671. .8714/ 


8798. .8859, 8949 


..-9036, 9199.. 9260, 10386.. 10636 


GI Descrip. 


'3063455 1. 


0e-40 (AC003981) 


F22013.17 


[Arabidopsis thaliana] ' 


Seq. No. 


48722 




Seq. ID 


OJ990612_41.0419.C4 


Gene No. 


103848 




Strand 




Start 


1876 




End 


10785 


Name 


OJ990612 41 


.0419.C4.o2.np 


Method 


AAT/NAP 


Start 


8791 




End 


10484 


GI 


7485983 




Score 


320 


Exons 


8791. .8859, 


8949.. 9036, 9199 


. .9260, 10386. .10484 


GI Descrip. 


hypothetical protein F22013. 


17 - Arabidopsis thaliana 




gi | 3063455 | 


gb|AAC14043.1| (AC003981) : 


F22013 . 17 [Arabidopsis 




thaliana] 








Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103849 




Strand 


+ 


Start 


2003 




End 


7678 


Name 


OJ990612 41 


.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


2003 




End 


7678 


GI 


none 




Score 


.75 


Exons 


2003. .2361, 


4247. .4349, 4436 


..4842, 4940. .5700, 6021. .6135, 




6294. .6416, 


7360.. 7403, 7521 


..7566, 7651.. 7678 


Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103849 




Strand 


+ 


Start 


2003 




End 


7678 


Name 


OJ990612 41 


.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


2011 




End 


6405 


GI 


5902379 




Score 


428 


Exons 


2011. .2505, 


4250. .4349, 4436 


..454^7, 4755.. 4842, 4940.. 5254, 




5321. .5700, 


6021.. 6135, 6294 


. .6405 





GI Descrip. (AC009322) Unknown protein [Arabidopsis thaliana] 

gi|6453852|gb|AAF09036.1|AC011717_3 (AC011717) unknown protein 



50559 






[Arabidopsis thaliana] 








Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103849 




Strand 


+ 


Start 


2003 




End 


7678 


Name 


OJ990612 41.0419.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


2406 




End 


4780 


GI 


3760088 




Score 


1041 


Exons 


2406. .2505, 4247. .4349, 


4436. 


.4780 




GI Descrip. 


5902379/gb|AAD55481.1|AC009322 21 2.0e 


-15 (AC009322) Unknow 




protein [Arabidopsis thaliana 


] 




Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103850 




Strand 


+ 


Start 


7656 


- 


End 


8049 


Name 


OJ990612 41. 0419.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4437 




End 


4663 


GI 


none 




Score 


199 


Exons 


4437. .4 613, 4 4 87. .4663, 


4537. 


.4662 




Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103850 




Strand 


+ 


Start 


7656 




End 


8049 


Name 


OJ990612 41.0419.C5.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


5328 




End 


5699 


GI 


none 




Score 


147 


Exons 


5328. .5501, 5330. .547 6, 


5331. 


.5477, 5502. .5663, 5504. .5662, 




5657. .5698, 5658. .5699 








Seq. No. 


48723 




Seq. ID 


OJ990612_41.0419.C5 


Gene No. 


103850 




Strand 


+ 


Start 


7656 




End 


8049 


Name 


OJ990612 41.0419.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


7656 




End 


8049 


GI 


3760452 




Score 


719 


Exons 


7656. . 8049 








Seq. No. 


48724 




Seq. ID 


OJ990612_41.0419.C6 


Gene No. 


103851 




Strand 


+ 


Start 


904 




End 


1028 


Name 


OJ990612 41.0419.C6.ol. 


gs 


Method 


GEN SCAN 


Start 


904 




End 


1028 


GI 


none 




Score 


.48 


Exons 


904.. 1028 








Seq. No. 


48724 




Seq. ID 


OJ990612_41.0419.C6 


Gene No. 


103852 




Strand 


+ 


Start 


1479 




End 


1926 


Name 


OJ990612 41.0419.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1424 




End 


1757 


GI 


none 




Score 


180 


Exons 


1424. .1471, 1512. .1646, 


1548. 


.1646, 1589. .1651, 1692. .1757, 




1692. .1754, 1730. .1756 








Seq. No. 


48724 




Seq. ID 


OJ990612_41.0419.C6 


Gene No. 


103852 




Strand 


+ 


Start 


1479 




End 


1926 



50560 




Name 


OJ990612 41.0419.C6.o2. 


gs 


Method 


GEN SCAN 


Start 


1479 




End 


1748 


GI 


none 




Score 


.95 


Exons 


1479. .1748 








Seq. No. 


48724 




Seq. ID 


OJ990612_41.0419 


Gene No. 


103852 




Strand 


+ 


Start 


1479 




End 


1926 


Name 


ujyyuoiz 4i.ufiiy.uD.oi. 


np 


Method 


AAT/NAP 


Start 


1506 




End 


1926 


GI 


7488654 




Score 


275 


Exons 


1506. .1926 








GI Descrip. 


choline kinase (EC 2.7. 


1.32) 


CK3 - soybean (fragment) 




gi | 14 38883 |gb| AAC4 937 6. 


11 (U43840) GmCK3p [Glycine max] 


Seq. No. 


48724 




Seq. ID 


OJ990612 41.U4iy 


Gene No . 


103852 




Strand 


+ 


Start 


1479 




End 


1926 


Name 


OJ990612 41.0419.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1527 




. End 


T O A A 

1844 


GI 


none 




Score 


ion 

129 


Exons 


1527. .1646, 1692. .1844 








Seq. No. 


48724 




Seq. ID 


OJ990612 41.0419 


Gene No. 


i r\ i a a i 

103852 




Strand 


+ 


Start 


1479 




End 


1926 


Name 


OJ990612 41.0419.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1692 




End 


1844 


GI 


none 




Score 


193 


Exons 


1692. .1844 








Seq. No. 


48725 




Seq. ID 


OJ990612_41.0419 


Gene No. 


103853 




Strand 


+ 


Start 


448 




End 


1930 


Name 


OJ990612 41.0419.C7.ol. 


gs 


Method 


GENS CAN 


Start 


448 




. End 


1930 


GI 


none 




Score 


.88 


Exons 


448. .5'3!,- 1526. . 1600, 1710.. 


1930 




Seq. No. 


48725 . 




Seq. ID 


OJ990612 41.0419 


Gene No. 


103853 




Strand 


+ 


btart 


448 




End 


1930 


Name . 


OJ990612 41.0419.C7.ol. 


np 


Method 


AAT/NAP 


Start 


448 




End 


602 


GI 


6729504 




Score 


98 


Exons 


448. .602 








GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


48725 




Seq. ID 


OJ990612_41.0419 


Gene No. 


103854 




Strand 




Start 


1860 




End 


3391 


Name 


OJ990612 41.0419.C7.o2. 


np. 


Method 


AAT/NAP 


Start 


1860 




End 


3361 


GI 


3309575 




Score 


482 


Exons 


1860. .1935, 2031. .2143, 


2248 


..2328, 2455. .2507, 2593. .2' 



2822.. 2881, 3008.. 3090, 3283.. 3361 
GI Descrip. (AF060553) calcium sensor homolog [Arabidopsis thaliana] 



50561 



gi I 4538989 I emb I CAB39731.il (Y18870) CBL4 protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48725 

103854 

1860 

OJ990612_41.0419.C7.ol.gp 

1870 

2311327 



OJ990612 41. 0419. C7 



Seq. ID 
Strand 

End 3391 
Method AAT/GAP 
End 2341 
Score 434 
1870. .1935,. 2031. .2143, 2248. .2341 . 

3309575 2.0e-26 (AF060553) calcium sensor homolog [Arabidopsis 
thaliana] >gi_4538989_emb_CAB39731 . 1_ (Y18870) CBL4 protein 
[Arabidopsis thaliana] 



48725 

103854 

1860 

OJ990612_41.0419.C7.ol.tc 

1884 

none 



Seq. ID OJ990612_41.0419.C7 
Strand 

End 3391 

Method TBLASTX: Cress 

End 3344 

Score 40 



1884. .1937, 2030. .2146, 2081. .2146, 2249. .2329, 2251. .2334, 
2452. .2505, 2600. .2713, 2601. .2699, 2612. .2701, 2796.-2882, 
2819.. 2890, 3008. .3103, 3287.. 3343, 3297.. 3344 



Seq. No. 
:z Gene No. 
^ Start 
FU Name 
□ Start 

"~ m Exons 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48725 

103854 

1860 

OJ990612_41 . 0419 .C7 .ol . tw 

1884 

none 

1884. .1967, 1885. .1935, 1994, 
2243.-2323, 2248.. 2322 

48725 

103854 

1860 

OJ990612_41.0419.C7.o2.gs 

2027 

none 



Seq. ID OJ990612_41.0419-C7 
Strand 

End 3391 

Method TBLASTX : Wheat 

End 2323 

Score 71 

.2143, 2030. .2140, 2034. .2198, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_41.0419.C7 

3391 
GENS CAN 
3391 
.5 



2027. .2143, 2455. .2507, 2593. .2701, 3008. .3101, 3283. .3391 



48725 

103854 

1860 

OJ990612_41.0419.C7 .ol.ts 

2042 

none 

2042. .2146, 2228.-2329, 2251, 
2600. .2701 



Seq. ID OJ990612_41.0419.C7 
Strand 

End 3391 

Method TBLASTX : Soybean 

End 2701 

Score 66 

.2334, 2452.. 2505, 2598.. 2696, 



Seq. No. 48725 Seq. ID 

Gene No. 103854 Strand 

Start 1860 End 

Name OJ990612_41 . 0419 . C7 . ol . tm ' Method 

Start 2066 End 

GI none Score 
Exons 



OJ990612_41.0419.C7 
3391 

TBLASTX: Maize 

3088 

61 



2066. .2134, 2243.-2329, 2251. .2331, 2452. .2511, 2594. .2704, 



50562 



2597. .2701, 2613. .2714, 2796. .2882, 2819. .2890, 3008. .3088 



Seq. No. 


48725 


Seq. ID 


OJ990612_41.0419 


.C7 


Gene No. 


103854 


Strand 






Start 


1860 


End 


3391 




Name 


OJ990612 41.0419.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2452 


End 


2890 




GI 


none 


Score 


48 




Exons 


2452. .2505, 2453. .2506, 2598. .2702, 2600. .2704, 2625. .2714 




2805. .2882, 2819. .289.0,/ . 








Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103855 


Strand 


+ 




Start 


454 


End 


6606 




Name 


OJ990612 41.0419.C8.ol.gs 


Method 


GEN SCAN 




Start 


454 


End 


2877 




GI 


none 


Score 


.7 




Exons 


454. .2877 








Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103855 


Strand 


+ 




Start 


454 


End 


6606 




Name 


OJ990612 41.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


454 


End 


6603 




GI 


7228457 


Score 


9217 




Exons 


454.. 817, 879.. 2814, 2878. 


3712, 3835. 


.4986, 5053. .6603 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103855 


Strand 


+ 




Start 


454 


End 


6606 




Name 


OJ990612 41.0419.C8.o2.gs 


Method 


GEN SCAN 




Start 


2941 


End 


6606 




GI 


none 


Score 


.98 




Exons 


2941. .6606 








Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103856 


Strand 


+ 




Start 


11587 


End 


12069 




Name 


OJ990612 41.0419.C8.o4.np 


Method 


AAT/NAP 




Start 


11587 


End 


12069 




GI 


5042454 


Score 


293 




Exons 


11587. .11783, 12016.. 12069 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103857 


Strand 






Start 


7221 


End 


10524 




Name 


OJ990612 41.0419.C8.o3.gs 


Method 


GENS CAN 




Start 


7221 


End 


7553 




GI 


none 


Score 


.99 




Exons 


7221. .7553 








Seq. No. 


48726 


Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103857 


Strand 







50563 



Start 


TOOT 








End 




Name 


OJ990612 41 


.0419. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


7224 








End 


10524 


GI 


6907089 








Score 


4163 


Exons 


7224. .9167, 


9267. 


.10524 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419.C8 


Gene No. 


103857 








Strand 




Start 


7221 








End 


10524 


Name 


OJ990612 41 


.0419. 


C8.o4. 


gs 


Method 


GENSCAN 


Start 


7679 








End 


10524 


GI 


none 








Score 


.87 


Exons 


7679. .8482, 


8540 . 


. 9167, 


9267 . 


.9410, 9425. .10524 


Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419.C8 


Gene No. 


103858 








Strand 




Start 


11186 








End 


11312 


Name 


OJ990612 41 


.0419. 


C8.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


1105 








End 


1497 


GI 


none 








Score " 


57 


Exons 


1105. .1152, 


1159. 


. 1257, 


1176. 


.1256, 1224. .1385, 1240. .1497 


Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419.C8 


Gene No. 


103858 








Strand 




Start 


11186 








End 


11312 


Name 


OJ990612 41 


. 0419 . 


C8 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


1110 








End 


1395 


GI 


none 








Score 


193 


Exons 


1110. .1394, 


1147. 


.1395 








Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419.C8 


Gene No. 


103858 








Strand 




Start 


11186 








End 


11312 


Name 


OJ990612 41 


.0419. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1505 








End 


4965 


GI 


none 








Score 


234 


Exons 


1505. .1558, 


4504. 


.4755, 


4531. 


.4755, 4596. .4769, 4816. .4965, 




4825. .4962, 


4827. 


.4964 









lj Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


Gene No. 


103858 








Strand 




Start 


11186 








End 


11312 


Name 


OJ990612 41 


.0419. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2235 








End 


2718 


GI 


none 








Score 


408 


Exons 


2235. .2408, 


2236. 


.2718, 


2430. 


.2690 




Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


Gene No. 


103858 








Strand 




Start 


11186 








End 


11312 


Name 


OJ990612 41 


.0419. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2885 








End 


3348 


GI 


hone 








Score 


191 


Exons 


2885. .3328, 


2886. 


.3347, 


2887. 


.3348 




Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 



50564 




Gene No.. 










Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2926 








End 


3291 






GI 


none 








Score 


109 






Exons 


2926. .3150, 


3157 


. .3291 












Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No. 


"1 o o o c o 








Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3016 








End 


3372 






GI 


none 








Score 


391 






Exons 


3016. .3372, 


3051 


. .3362, 


3067. 


.3372 








Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No. 


10 Jooo 








Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3399 








End 


3783 






GI 


none 








Score 


355 






Exons 


3399. .3764, 


3400 


. .3783 












Seq. No. 


48726 - 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No . 










. Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3456 








End 


3881 






GI 


none 








Score 


478 






Exons 


3456. .3881, 


3457 


. .3876 












Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No . 


103858 








Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3535 








End 


3906 






GI 


none 








Score 


277 






Exons 


3535. .3906, 


3552 


. .3695 












Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No. 


103858 








Strand 








Of-, -»4- 

otart 


1 1 1 Of 

llloo 








End 








Name 


OJ990612 41. 


0419 


.C8.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4654 








End 


5220 






GI 


5666795 








Score 


68 






Exons 


4654. .4752, 


4828 


. .4965, 


5020. 


.5220 








GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 






Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 


Gene No . 


103858 








Strand 








Start 


11186 








End 


11312 






Name 


OJ990612 41. 


0419 


.C8.08 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4968 








End 


5280 






GI 


none 








Score 


192 






Exons 


4968. .5144, 


5020 


. .5280 












Seq. No. 


48726 








Seq. ID 


OJ990612 


_41.0419 


.C8 



50565 



Gene No. 


103858 








Strand 






Start 


11186 








End 


11312 




Name 


OJ990612 41. 


0419. 


C8.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


5473 








End 


5805 




GI 


none 








Score 


362 




Exons 


5473. .5796, 


5490. 


.5783, 


5593 


. .5805 






Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103858 








Strand 






Start 


11186 








End 






Name 


OJ990612 41. 


0419. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5610 








End 


6011 




GI 


none 








Score 


377 




Exons 


5610. .5666, 


5611. 


.5991, 


5712 


. .6011 






Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103858 








Strand 






Start 


11186 








End 


11312 




Name 


OJ990612 41. 


0419. 


C8.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


6016 








End 


6594 




GI 


none 








Score 


242 




Exons 


6016. .6282, 


6033. 


.6275, 


6040 


..6408, 6468. .6590, 6469. .6594 


Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103858 . 








Strand 






Start 


11186 








End 


11312 




Name 


OJ990612 41. 


0419. 


C8.o5i 


tm 


Method 


TBLASTX: Maize 




Start 


6463 








End 


6644 




GI 


none 








Score 


192 




Exons 


6463. .6630, 


6468. 


.6644 










Seq. No. 


48726 








Seq. ID 


OJ990612_41.0419 


.C8 


Gene No. 


103858 








Strand- 






Start 


11186 








End 


11312 




Name 


OJ990612 41. 


0419. 


C8 .o3. 


np 


Method 


AAT/NAP 




Start 


11186 








End 


11312 




GI 


7523512 








Score 


112 




Exons • 


11186. .11312 














GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48727 








Seq. ID 


OJ990612_41.0419 


• C10 


Gene No. 


103859 








Strand 


+ 




Start 


39 








End 


1824 




Name 


OJ990612' 41. 


0419. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


39 








End 


1824 




GI 


6939222 








Score 


91 




Exons 


39.. 66, 1588 


..1725, 1786. .1824 






GI Descrip. 


(AC020579) putative choline 


kinase [Arabidopsis thaliana] 


Seq. No. 


48727 








Seq. ID 


OJ990612_41.0419 


.C10 


Gene No. 


103859 








Strand 


+ 




Start 


39 








End 


1824 




Name 


OJ990612 41. 


0419. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1580 








End 


1719 




GI 


none 








Score 


203 




Exons 


1580. .1705, 


1585. 


.1719, 


1587 


. .1712 







50566 



Seq. No. 48728 

Gene No. 103860 

Start 2376 

Name 0 J990 612_4 1 . 04 1 9 . CI 1 . ol . gs 

Start 2376 

GI none 
Exons 



Seq. ID OJ990612_41.0419.C11 



Strand 
End 

Method 

End 

Score 



+ 

7921 
GENSCAN 
7380 
.85 



2376. .2421, 3271. .3311, 3539. .3642, 3742. .3873, 4139. .4183, 

4283.-4452, 4687. .4772, 4861. .4968, 5588. .5717, 5822. .5921, 

6008. .6139, 6419. .6463, 6547. .6716, 6839. .6924, 7023. .7130, 
7240. .7380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
□ Start 
, 3 Name 
Start 
GI 

Exons 



;1 GI Descrip. 

!y Seq. No. 

^ Gene No. 

□ Start 

Name 

U Start 

I* GI 

:!f Exons 

y 



48728 Seq. ID 

103860 Strand 

2376 End 

OJ990612_41. 0419.Cll.ol.gp Method 

2966 End 

uC-osroM202013d02bl Score 
2966. .3034, 3236 .. 3393, 3742 .. 3873, 4139. .4183, 4283. .4409 

'3831463 1.0e-37 (AC005700) unknown protein [Arabidopsis 
thaliana] ' 



OJ990612_41.0419.C11 
+ 

7921 
AAT/GAP 
4409 
916 



48728 

103860 

2376 

OJ990612_41.0419.Cll.ol.np 

3288 

4582470 



Seq. ID OJ990612_41.0419".C11 

Strand + 

End 7921 

Method AAT/NAP 

End 7921 

Score 917 



3288. .3393, 3742. .3873, 4139. .4183, 4283. .4452, 4687, 
4861. .5011, 5822. .5921, 6008. .6139, 6419. .6463, 6547, 
6839.-6924, 7023. .7142, 7892. .7921 
(AC007071) unknown protein [Arabidopsis thaliana] 



,4772, 
,6716, 



48728 

103861 

7865 

OJ990612_41.0419.Cll.o2.tc 

3365 

none 



Seq. ID OJ990612_41.0419.C11 

Strand . - 

End 8310 

Method TBLASTX: Cress 

End 7144 

Score 70 



3365. .3409, 3733.-3873, 3734. .3877, 4237. .4446, 4277. .4453, 

4280. .4459, 4281. .4460, 4689. .4772, 4691. .4744, 4854. .4976, 

4861. .4968, 5999. .6139, 6000. .6137, 6544. .6714, 6545. .6724, 

6816. .6923, 6841. .6924, 7017. .7130, 7022. .7144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



48728 
103861 
7865 

OJ990612_4 1 . 04 19 . Cll . o3 . tm 
3740 



OJ990612 41. 0419. Cll 



none 

3740. .3874, 
5581. .5727, 
6001. .6135, 
7022. .7132, 

48728 

103861 

7865 



3742, 
5587. 
6001, 
7318, 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

3873, .4854. .4.970, 4859. . 4969, 4861 
5718, 5588.-5722, 5819.. 5899, 5842 
6144, 6006. .6140, 6416.. 6463, 7014 
7362 



8310 

TBLASTX: Maize 

7362 

166 



,4971, 
,5898, 
,7133, 



Seq. ID 

Strand 

End 



OJ990612 41. 0419. Cll 



8310 



50567 



Name 

Start 

GI 

Exons 



OJ990612_4 1.0419.Cll.o2.tm 

4277 

none 

4277. .4456, 4280. .4456, 4281. 
6545.. 6733, 6560. .6727 



Method TBLASTX : Mai ze 
End 6733 
Score 208 
.4460, 4285.. 4461, 6541. 



6726, 



Seq. No. 48728 Seq. ID 

Gene No. 103861 Strand 

Start 7865 End 

Name OJ990612_41 . 0419 .Cll . o2 . gs Method 

Start 7865 End 

GI none Score 

Exons 7865. ,7974, 8173.. 8206 



OJ990612_41. 0419. Cll 

8310 
GENSCAN 
8206 
.62 



Seq. No. 


48728 




Seq. ID 


OJ990612_41.0419. 


Cll 


Gene No . 


103861 




Strand 






Start 


7865 




End 


8310 




Name 


OJ990612 41. 0419. Cll. ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7866 




End 


8201 




GI 


none 




Score 


82 




Exons 


7866. .7988, 7895. .8071, 


7898. 


.8068, 8 


172. .8201 




Seq. ' No. 


48728 




Seq. ID 


OJ990612_41.0419. 


Cll 


Gene No. 


103861 




Strand 






Start 


7865 




End 


8310 




Name 


OJ990612 41. 0419. Cll. o2 


.np 


Method 


AAT/NAP 




Start 


7886 




End 


8310 




GI 


4204695 




Score 


322 




Exons 


7886. .8069, 8173. .8310 










GI Descrip. 


(AF117062) putative inositol 


polyphosphate 5-phosphatase 


At5Pl 




[Arabidopsis thaliana] 










Seq. No. 


48728 




Seq. ID 


OJ990612_41.0419. 


Cll 


Gene No. 


103861 




Strand 






Start 


7865 




End 


8310 




Name 


OJ990612 41. 0419. Cll. ol 


tc 


Method 


TBLASTX: Cress 




Start 


7898 




End 


8310 




GI 


none 




Score 


72 




Exons 


7898. .8083, 7898. .8068, 


8167. 


.8310, 8 


172. .8309 





Seq. No. 48728 

Gene No. 103861 

Start 7865 

Name OJ990612_41 . 0419.C11. of/tra 

Start 7952 

GI none 
Exons 



Seq. ID OJ990612_41. 0419. Cll 
Strand 

End 8310 

Method TBLASTX : Maize 

End 8310 

Score 127 



7952. .8071, 7952. .8068, 7954. .8070, 8167. .8310, 8172. .8309 



Seq. No. 48729 Seq. ID OJ990612_4 1 . 04 19 . C12 

Gene No. 103862 Strand 

Start 1 End 3670 

Name OJ990612_41. 0419.C12 . ol .np Method AAT/NAP 

Start 1 End 3559 

GI 7239498 Score 631 

Exons 1..209, 491. .1267, 1577. .1681, 1942. .2018, 3508. .3559 

GI Descrip. (AC012654) Contains similarity to the 

inositol-1, 4, 5-trisphosphate 5-Phosphatase from Arabidopsis 



50568 



thaliana gi 16117853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48729 

103862 

1 

OJ990612_41.0419.C12.ol.gs 
25 

none 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 3670 

Method GENSCAN 

End 3670 

Score .58 



25. .209, 613. .1267, 1577. .1681, 1942. .2029, 2636. .2698, 
3514.. 3670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48729 

103863 

4620 

OJ990612_41.0419.C12.ol.tm 
18 

none 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 5631 

Method TBLASTX : Maize 

End 684 

Score 188 



18. .212, 24. .212, 479. .508, 505. .645, 506. .631, 508. .684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48729 

103863 .. 
4620 

OJ990612_41.0419.C12.ol.ts 
42 

none 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 5631 

Method TBLASTX : Soybean 

End 622 

Score 80 



42. .212, 73. .210, 473. .508, 505. .615, 506.. 622 



Seq. No. 48729 

Gene No. 103863 

Start 4620 

Name OJ990612_41 . 0419. C12 . ol . tc 

Start 66 

GI none 
Exons 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 5631 
Method TBLASTX : Cress 
End 2003 
Score 7 0 

66. .212, 67. .210, 72. .212, 77. .214, 479. .508, 505. .636, 
506. .631, 1045. .1263, 1088. .1264, 1102. .1272, 1576. .1683, 
1579. .1680, 1941. .2003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48729 

103863 

4620 

OJ990612_4 1 . 04 1 9 . C12 . o2 . tm 

1099 

none 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 5631 

Method TBLASTX : Mai ze 

End 2009 

Score 110 



1099. .1266, 1100. .1267, 1576. .1602, 1612. .1683, 1941. .2009 



48729 

103863 

4620 

OJ990612_41.0419.C12.o2.gs 

4620 

none 

4620.. 4864, 5556.. 5631 



Seq. No. 48730 

Gene No. 103864 

Start 1 

Name OJ990612_4 1 . 04 19 . C13 . ol . np 



Seq. ID OJ990612_41.0419.C12 
Strand 

End 5631 

Method GENSCAN 

End 5631 

Score .73 



Seq. ID OJ990612_41.0419.C13 
Strand 

End 6693 

Method AAT/NAP 



50569 



S3 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No v 

Start v ' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1318 
559 



5803254 * 
1..158, 241. .404, 504. .1318 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



48730 

103864 

1 

OJ990612_41.0419.C13.o2.tm 

2 

none 



Seq. ID OJ990612_41.0419.C13 
Strand 

End 6693 

Method TBLASTX : Maize 

End 4661 

Score 4 9 



2. .55, 6. .65, 50. .100, 51. .98, 4326. .4445, 4327. .4440, 
4338. .4448, 4509. .4661, 4531. .4659 



48730 

103864 

1 

OJ990612_41.0419.C13.ol.gs 
47 

none 



Seq. ID OJ990612_41.0419.C13 
Strand 

End 6693 

Method GENS CAN 

End 6693 

Score .54 



47. .151, 258. .416, 516. .1067, 1193. .1351, 1432. .1538, 
2142. .2354, 4472. .4712, 5135. .5819, 5826. .5968, 6049. .6155, 
6639. .6693 



48730 

103864 

1 

OJ990612_41.0419.C13.ol.tm 

252 

none 



Seq. ID OJ990612_41.0419.C13 
Strand 

End 6693 

Method TBLASTX : Mai ze 

End 5519 

Score 78 



252. .335, 253. .321, 354. .425, 355. .405, 504. .593, 525. .632, 
682. .894, 690. .899, 4837. .4905, 4838. .4906, 5133. .5213, 
5144. .5251, 5301. .5519, 5303. .5518 



48730 
103864 

.1 

OJ990612_41.0419.C13.o2.np 

4326 

5803254 



Seq. ID OJ990612_41.0419.C13 
Strand 

End 6693 

Method AAT/NAP 

End 5935 

Score 700 



4326. .4712, 4843. .4992, 5135. .5935 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031(E31854),D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. ID OJ990612_41.0419.C14 

Strand + 

End 3926 

Method AAT/NAP 

End 2974 

Score 1201 



48731 
103865 
62 

OJ990612_41.0419.C14.ol.np 
62 

6223646 ->:.. .' 

62.. 421, 1864.. 2974 • ' 

(AC011698) putative beta-1, 3-glucanase [Arabidopsis thaliana] 



Seq. No. 



48731 



Seq. ID OJ990612_41.0419.C14 



50570 





Gene No. 


103865 




Strand 


+ 




Start 


* 62 




End 


3926 




Name 


OJ990612 41.0419.C14.ol. 


gs 


Method 


GENSCAN 




Start 


63 




End 


3926 




GI 


none 




Score 


.81 




Exons 


63. .421, 1864. .2622, 2823. .2993, 3542. 


.3591, 3775.. 3926 




Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 




Gene No. . 


103866 




Strand 






Start 


4493 




End 


4804 




Name 


OJ990612_41.0419.C14.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


131 




End 


1990 




GI 


none 




Score 


244 




Exons 


131. .427, 147. .428, 185S 


..1990, 1861.. 


1977 




Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 




Gene No. 


103866 




Strand 






Start 


4493 




End 


4804 




Name 


OJ990612_41.0419.C14 .o2. 


tc 


Method 


TBLASTX: Cress 




Start 


153 




End 


401 




GI 


none 




Score 


208 




Exons 


153. .401, 161. .397 










Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 


e. 


Gene No. 


103866 




Strand 






Start 


4493 




End 


4804 


EH 


Name 


OJ990612 41.0419.C14.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


153 




End 


2116 




GI 


none 




Score 


217 


*S 


Exons 


153. .410, 161. .322, 201. 


. 392, 


1859. .2041, 1861. .2016, 2045. 




Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 


fy 


Gene No. 


103866 




Strand 






Start 


4493 




End 


4804 




Name 


OJ990612 41.0419.C14.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1859 




End 


2284 




GI 


none 




Score 


195 


f ~ 


Exons 


1859. .2041, 1861. .2016, 


2044 . 


.2196, 2045. .2146, 2144. .2284, 


S3 




2159. . 2278 








i. _i 


Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 




Gene No. 


103866 




Strand 






Start 


4493 




End 


4804 




Name 


OJ990612_41.0419.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


ZU Dj 




End 


2953 




GI 


none 




Score 


522 




Exons 


2063. .2563, 2077. .2544, 


2600. 


.2953, 2605. .2898 




Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 




Gene No. 


103866 




Strand 






Start 


4493 




End 


4804 




Name 


OJ990612 41.0419.C14.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2207 




End 


2458 




GI 


none 




Score 


287 




Exons 


2207. .2458, 2254. .2457, 


2303. 


.2458 






Seq. No. 


48731 




Seq. ID 


OJ990612_41.0419.C14 



50571 



Gene No. 103866 

Start 4493 

Name OJ990612_41 . 0419 . C14 . o2 . ts 

Start 2656 

GI none 

Exons 2656.. 2853, 2675.. 2965 

Seq. No. 48731 

Gene No. 103866 

Start 4 4 93 

Name OJ990612_41 . 0419.C14 . o3. tc 

Start 2672 

GI none " " T 

Exons 2672.. 2890, 2674.. 2871 

Seq. No. 48731 

Gene No. 103866 

Start 4493 

Name OJ990612_4 1.. 04 19 . C14 . o2 . gs 

Start 4 4 93 

GI none 

Exons 4493.. 4804 



Strand 
End 

Method 

End 

Score 



4804 

TBLASTX: Soybean 

2965 

249 



Seq. ID OJ990612_41.0419.C14 
Strand 

End 4804 

Method TBLASTX : Cress 

End 28 90 

Score 201 



Seq. ID OJ990612_41.0419.C14 
Strand 

End 4804 

Method GENS CAN 

End 4804 

Score .85 



[I Seq. No. 48732 

= ^ Gene No. 103868 

IZ Start 2989 

Name OJ990612_41 . 0419 . C17 . ol . gs 

"J Start 2989 



Seq. ID OJ990612_41.0419.C17 

Strand + 

End 4825 

Method GENSCAN 

End 4825 





GI 


none 


Score 


.45 






Exons 


2989..3222, 3356.. 3530, 3566 


..3694, 4683. .4825 






Seq. No. 


48733 


Seq. ID 


OJ990612_41.0419. 


C18 




Gene No. 


103869 


Strand 








Start 


3735 


End 


3900 






Name 


OJ990612 41.0419.C18.ol.tm 


Method 


TBLASTX: Maize 






Start 


3674 


End 


3896 






GI 


none 


Score 


217 






Exons 


3674.. 3895, 3711.. 3896, 3733 


. .3894 






C3 


Seq. No. 


48733 


Seq. ID 


OJ990612_41.0419. 


C18 




Gene No. 


103869 


Strand 








Start 


3735 


End 


3900 






Name 


OJ990612 41.0419.C18.ol.np 


Method 


AAT/NAP 






Start 


3735 


End 


3900 






GI 


6850868 


Score 


201 






Exons 


3735. .3900 










GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


48734 


Seq. ID 


OJ990822_42.0419. 


C2 




Gene No. 


103870 


Strand 


+ 






Start 


383 


End 


794 






Name 


OJ990822 42.0419.C2.ol.gp 


Method 


AAT/GAP 






Start 


383 


End 


794 






GI 


576771 


Score 


609 






Exons 


383. .625, 652.-794 










GI Descrip. 


576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa cone SRI 





sucrose-regulated mRNA, 3' -end sequence 



50572 




Seq. No. 


48734 




Seq. ID 


OJ990822 


_42. 


0419. 


C2 


Gene No. 


103871 




Strand 










Start 


263 




End 


794 








Name 


OJ990822 42.0419.C2.ol. 


as 


Method 


GENSCAN 








Start 


263 




End 


794 








GI 


none 




Score 


1 








Exons 


263. .327, 653. .794 














Seq. No. 


48735 




Seq. ID 


OJ990822 


_42. 


0419. 


C3 


Gene No . 


' 103872 




Strand 










Start 


677 




End 


1262 








Name 


OJ990822 42.0419.C3.ol. 


CIS 


Method 


GENSCAN 








Start 


677 ~ 




End 


1262 








GI 


none 




Score 


.75 








Exons 


677. .760, 1161. .1262 














Seq. No. 


48736 




Seq. ID 


OJ990822^ 


_4 2. 


0419. 


C5 


Gene No . 


103873 




Strand 


+ 








Start 


700 




End 


1848 








Name 


OJ990822 42.0419.C5.ol. 


as 


Method 


GENSCAN 








Start 


700 ~ 




End 


1848 








GI 


none 




Score 


. 93 








Exons 


700. . 1848 














Seq. No. 


48737 




Seq. ID 


OJ990822 


_42. 


0419. 


C8 


Gene No. 


103874 




Strand 


+ 








Start 


2660 




End 


4794 








Name 


OJ990822 42.0419.C8.o2. 


gs 


Method 


GENSCAN 








Start 


2660 




End 


4794 








GI 


none 




Score 


.51 








Exons 


2660.. 3355, 3694.. 3978, 


4684. 


.4794 











Seq. No. 


48737 


Seq. ID 


OJ990822 


Gene No. 


103875 


Strand 


+ 


Start 


5935- 


End 


9074 


Name 


OJ990822 42.0419.C8.o3.gs 


Method 


GENSCAN 


Start 


5935 


End 


9074 


GI 


none 


Score 


.7 


Exons 


5935. .6084, 7382. .7483, 7674 


..7732, 8 


696. .9074 


Seq. No. 


48737 


Seq. ID 


OJ990822 


Gene No. 


103875 


Strand 


+ 


Start 


5935 


End 


9074 


Name 


OJ990822 42.0419.C8.o2.gp 


Method 


AAT/GAP 


Start 


8939 


End 


9074 


GI 


uC-osflcyp033f05bl 


Score 


245 


Exons 


8939.. 9074 






GI Descrip. 


, 576771/gb|U16256|OSU16256 0 


. Oe+00 Oryza sativa 



sucrose-regulated mRNA, 3 fl -end sequence 1 



Seq. No. 48737 Seq. ID 

Gene No. 103876 Strand 

Start 1 End 

Name OJ990822_42 . 0419.C8 .ol . np Method 

Start 1 End 

GI 465602 Score 



OJ990822_42.0419.C8 

1735 ' 
AAT/NAP 
1693 
229 



50573 



Exons 1..35, 731. .791, 938. .997, 1134. .1216, 1355. .1465, 1582. .1693 

GI Descrip. HYPOTHETICAL 32.9 KD PROTEIN IN NFO-FRUA INTERGENIC REGION 

gi|7465972|pir| ID64985 hypothetical 32.9 kD protein in nfo-fruA 
intergenic region - Escherichia coli (strain K-12) 
gi|405885|gb|AAA60517.1| (U00007) yeiN [Escherichia coli] 
gi|1788490|gb|AAC75226.1| (AE000306) orf, hypothetical protein 
[Escherichia coli] gi | 744200 | prf || 2014253BL yeiN gene 
[Escherichia coli] 



Seq. No. 48737 Seq. ID 

Gene No. 103876 Strand 

Start 1 End 

Name OJ990822_42 . 04 19 . C8 . ol . gp Method 

Start 713 End 

GI 23560_1.R1084 Score 

Exons 713. .791, 938. .997, 1134. .1216, 1355.. 
GI Descrip. 



OJ990822_42.0419.C8 

1735 
AAT/GAP 
1735 
799 

1465, 1582.. 1735 



f 465602/sp|P33025|YEIN_ECOLI 2.0e-23 HYPOTHETICAL 32.9 KD 
PROTEIN IN NFO-FRUA INTERGENIC REGION >gi_4 05885 (U00007) yeiN 
[Escherichia coli] >gi_1788490 (AE000306) orf, hypothetical 

protein [Escherichia coli] >gi_74 4200_prf 2014253BL yeiN gene 

[Escherichia coli] ' 



Seq. No. 48737 

Gene No. 103876 

Start 1 

Name OJ990822_42 .0419.C8 .o2 . ts 

Start 1128 

GI none 

Exons 1128.. 1220, 1132.. 1218, 1321, 



Seq. ID OJ990822_42.0419.C8 
Strand 

End 1735 

Method TBLASTX : Soybean 

End 14 67 

Score 72 
.1467, 1341. .1466 



Seq. No. 48737 

Gene No. 103876 

Start 1 

Name OJ990822_42 . 0419.C8 ,o3. tm 

Start 1170 

GI none 

Exons 1170.. 1220, 1171.. 1218, 1353. 
1580. .1615, 1580. .1669 



Seq. ID OJ990822_42.0419.C8 
Strand 

End 1735 

Method TBLASTX : Mai ze 

End 1669 

Score 69 

.1466, 1354. .1467, 1369. .1470, 



Seq. No. 48737 

Gene No. 103876 

Start 1 

Name OJ990822_42 . 0419.C8 .ol . gs 

Start 1355 

GI none 

Exons 1355.. 1465, 1582.. 1669 



Seq. ID OJ990822_42.0419.'C8 
Strand 

End 1735 

Method ' GEN SCAN 

End 1669 
Score .93 



Seq. No. 48737 

Gene No. 103877 

Start 2918 

Name OJ990822_42 . 0419.C8 .ol . tc 

Start 2918 

GI none 

Exons 2918.. 3139, 2932.. 3138, 3146. 



Seq. ID OJ990822_42.0419.C8 
Strand 

End 3358 

Method TBLASTX : Cress 

End 3358 

Score 303 
.3358, 3232.. 3315 



Seq. No. 
Gene No. 



48737 
103877 



Seq. ID OJ990822_42.0419.C8 
Strand 



50574 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2918 End 
OJ990822_42 . 04 19 . C8 . ol . tm Method 
3095 End 
none Score 
3095.. 3358, 3095.. 3163, 3232.. 3354 



3358 

TBLASTX: Maize 

3358 

381 



48737 

103877 

2918 

OJ990822_42.0419.C8.ol.ts 

3191 

none 

3191.. 3358, 3235.. 3357 



Seq. ID OJ990822_42.0419.C8 
Strand 

End 3358 

Method TBLASTX : Soybean 

End 3358 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

fg Gene No. 

Start 

:? Name 

^ Start 

fU GI 

[3 Exons 
l\l 

*t Seq. No. 

lf„ Gene No. 

^ Start 

= Name 

[j Start 

sj GI 

il Exons 

r ^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48737 

103878 

8829 

OJ990822_42.0419.C8.o2. tm 

8829 

none 



Seq. ID OJ990822_42.0419.C8 
Strand 

End 9074 

Method TBLASTX : Mai ze 

End 907 4 

Score 219 



8829. .8903, 8859. .9074, 8880. .9014, 8894. .9016, 9025. .9072 



48738 

103879 

19 

OJ990822_42.0419.C9.ol.tw 
1 

none 



Seq. ID OJ990822_42.0419.C9 

Strand + 

End 825 

Method TBLASTX : Wheat 

End 815 

Score 161 



1..141, 1.-144, 2. .145, 768. .815, 777. .815 



48738 
103879 
19 

OJ990822_42 . 041 9 . C9 . ol . gp 
19 

8451_1.R1084 
19. .141, ■ 769. .825 

'606751 2.0e-14 (L34934) RNA binding protein [Drosophila 
melanogaster] ' 



Seq. ID OJ990822_42.0419.C9 

Strand + 

End 825 

Method AAT/GAP 

End 825 

Score 296 



48739 
103880 

14 -v\ 

OJ990822_42.0419,C10.ol,gs 
14 

none 

14. .291, 388. .549, 1581. .1656 



Seq. ID OJ990822_42. 0419. C10 
Strand 

End 1656 

Method GEN SCAN 

End 1656 

Score .79 



Seq. No. 48740 

Gene No. 103881 

Start 22 

Name OJ990822_42 . 0419 . C12 . ol . gs 

StagLt. 22 

Gf v none 

Exons 22. . 97 



Seq. ID OJ990822_42.0419.C12 

Strand + 

End 97 

Method GEN SCAN 

End 97 

Score .88 



Seq. No. 



48741 



Seq. ID OJ990822_42.0419.C13 



50575 



Gene No. 103882 Strand + 

Start 2007 End 2197 

Name OJ990822_42 . 0419 . C13 . ol . gs Method GENSCAN 

Start 2007 End 2197 

GI none Score . 5 

Exons 2007.. 2197 





Seq. No. 


48742 






Seq. ID 


OJ990822 




Gene No. 


103883 






Strand 


+ 




Start 


1 






End 


1126 




Name 


OJ990822 42.0419. 


C16.ol. 


np 


Method 


AAT / NAP 




Start 


1 






End 


1126 




GI 


7339707 






Score 


138 




Exons 


1..238, 316. .363, 


1021. . 


1126 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48742 






Seq. ID 


OJ990822 




Gene No. 


103883 






Strand 


+ 




Start 


1 






End 


llZD 




Name 


OJ990822 42.0419. 


C16.ol. 


gs 


Method 


GENSCAN 




Start 


316 






End 


752 




GI 


none 






Score 


.48 




Exons 


316. .363, 526. .591, 614. 


.752 






- Sff 


Seq. No. 


48742 






Seq. ID 


OJ990822 


w 


Gene No. 


103884 






Strand 


+ 


5 !§ 


Start 


1 c n c 

Id yo 






End 


2819 




Name 


OJ990822 42.0419. 


C16.o2. 


gs 


Method 


GENSCAN 




Start 


1595 






End 


2819 


iTi 


GI 


none 






Score 


.54 




Exons 


1595.. 1783, 2631. 


.2819 








\ y 


Seq. No. 


48742 






Seq. ID 


OJ990822 




Gene No. 


103885 






Strand 




kJ 


Start 


4150 






End 


4434 




Name 


OJ990822 42.0419. 


CI6.0I. 


gp 


Method 


AAT /GAP 




Start 


3776 






End 


4434 




GI ' 


15476 1.R1084 






Score 


1297 


%J 


Exons 


3776. .4434 










12 


GI Descrip. 


'169363 6.0e-25 ( 


M75856) 


PVPR3 [Phaseolus vulga 


L Ji 


Seq. No. 


48742 






Seq. ID 


OJ990822 




Gene No. 


103885 






Strand 






Start 


4150 






End 


4434 




Name 


OJ990822 42.0419. 


C16.ol. 


tw 


Method 


TBLASTX: 




Start 


4135 






End 


4342 




GI 


none 






Score 


84 




Exons 


4135.. 4203, 4141. 


.4341, 


4244. . 


4342 






Seq. No. 


48742 






Seq. ID 


OJ990822 




Gene No. 


103885 






Strand 






Start 


4150 






End 


4434 




Name 


OJ990822 42.0419. 


C16.ol. 


tc 


Method 


TBLASTX: 




Start 


4142 






End 


4342 




GI 


none 






Score 


50 




Exons 


4142. .4189, 4147. 


.4341, 


4244. . 


4342 





50576 



Seq. No. 


48742 








Seq. ID 


OJ990822_42 .0419. 


C16 


Gene No . 


103885 








Strand 






Start 


4150 








End . 


4434 




Name 


OJ990822 42, 


.0419. 


C16.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4147 








End 


4342 




GI 


none 








Score 


37 




Exons 


4147. .4341, 


4148. 


.4189, 


4241. 


.4342 






Seq. No. 


48742 








Seq. ID 


OJ990822_42 . 0419. 


C16 


Gene No. 


103885 








Strand 






Start 


4150 








End 


4434 




Name 


OJ990822 42. 


.0419. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4150 








End 


4339 




GI 


none 








Score 


58 




Exons 


4150. .4338, 


4153. 


.4203, 


4244 . 


.4339 






Seq. No, 


48742 








Seq. ID 


OJ990822_42 . 0419. 


C16 


Gene No. 


103885 








Strand 






Start 


4150 








End 


4434 




Name 


OJ990822 42. 


,0419. 


C16.o3 


.gs 


Method . 


GEN SCAN 




Start 


4150 








End 


4359 




GI 


none 








Score 


.51 




Exons 


4150. .4359 














Seq. No'. 


48742 








Seq. ID 


• OJ990822_42.0419. 


C16 


Gene No. 


103885 








Strand 






Start 


4150 








End 


4434 





Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990822_42 . 04 1 9 . C16 . o2 . np Method AAT/NAP 
4153 End 4434 

7488772 Score 276 

4153. .4434 

pathogenesis-related protein 3 - kidney bean 

gi 1 169363 |gb| AAA33773.il (M75856) PVPR3 [Phaseolus vulgaris] 



48743 

103886 

148 

OJ990822_42.0419.C18.ol.gs 

148 

none 

148. .316, 386. .414 



Seq. ID OJ990822_42.0419.C18 

Strand + 

End 414 

Method GENSCAN 

End 414 

Score .96 



48743 
103887 
1 

OJ990822_42.0419.C18.ol.np 
1 

5852093 
1..77, 1708. .1869 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990822_42.0419.C18 
Strand 

End 1869 

Method AAT/NAP 

End 1869 

Score 101 



48743 

103887 

1 

OJ990822_42.0419.C18.o2.gs 

709 

none 



Seq. ID OJ990822_42.0419.C18 
Strand 

End 18 69 

Method GENSCAN 

End 1824 

Score .75 



50577 



Exons 



709. .824, 901. .1048, 1708. .1824 



Seq. No. 48744 Seq. ID OJ990822_42 . 04 19 . C19 

Gene No. 103888 Strand + 

Start 3096 End 3179 

Name OJ990822_42 . 0419 . C19 . ol . qp Method AAT/GAP 

Start 3096 End 3179 

GI LIB3477-003-P1-K1-E9 Score 139 

Exons 3096.. 3179 

GI Descrip. . ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 





Seq. No. 


48744 




Seq. ID 


OJ990822_42.0419.C19 




Gene No. 


103889 




Strand 






Start 


2291 




End 


3688 




Name 


OJ990822 42.0419.C19.ol. 


gs 


Method 


GENS CAN 




Start 


2291 




End 


3688 




GI 


none 




Score 


.67 




Exons 


2291. .2502, 3586. .3688 










Seq. No. 


48745 




Seq. ID 


OJ990822_42.0419.C20 




Gene No. 


103890 




Strand 




L _i 


Start 


839 




End 


1018 




Name 


OJ990822 42.0419.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


839 




End 


1018 


r n 


GI * 


8451 1.R1084 




Score 


287 




Exons 


839. .1018 








□ 


GI Descrip. 


'606751 2.0e-14 (L34934) 


RNA binding protein [Drosophila 


i_ iji 




melanogaster] ' 








=r. 


Seq. No. 


48745 




Seq. ID 


OJ990822_42.0419.C20 


ru 


Gene No. 


103890 




Strand 






Start 


839 




End 


1018 


r ^ 


Name 


OJ990822 42.0419.C20.ol. 


tm 


Method 


TBLASTX: Maize 


^ . 1 


Start 


843 




End 


1018 




GI 


none 




Score 


58 




Exons 


843. .899, 843. .881, 896. 


.1018, 


897. .1016, 898. .1017, 899. .1018 




Seq. No. 


48746 




Seq. ID 


OJ990822_42.0419.C22 


[3 


Gene No. 


103891 




Strand 


+ 




Start 


531 




End 


1557 




Name 


OJ990822 42.0419.C22.ol. 


gs 


Method 


GENSCAN 




Start 


531 




End 


1557 




GI 


none 




Score 


.48 




Exons 


531. .610, 1263. .1557 









Seq. No. 48746 Seq. ID OJ990822_42 . 04 19 . C22 

Gene No. 103892 Strand 

Start 1 End 1396 

Name OJ990822_42 . 0419 . C22 . ol . np Method AAT/NAP 

Start 1 End 1396 

GI 1168547 Score 52 

Exons 1..65, 1246.. 1396 

GI Descrip. HOMEOBOX-LEUCINE ZIPPER PROTEIN ATHB-6 (HD-ZIP PROTEIN ATHB-6) 
gi I 629505 Ipir | | S47136 homeotic protein Athb-6 - Arabidopsis 
thaliana gi | 4 99162 | emb | CAA47427 . 1 | (X67034) Athb-6 [Arabidopsis 



50578 



thaliana] 



Seq. No. 48746 Seq. ID 

Gene No. 103893 Strand 

Start 2934 End 

Name OJ990822_42 .0419. C22 . o2 . gs Method 

Start 2934 End 

GI none Score 

Exons 2934.. 3246, 3773.. 3814 



OJ990822_42.0419.C22 

3814 
GENSCAN 
3814 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



n GI 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48747 Seq. ID 

103894 Strand 
1 End 
OJ990822_42.0419.C23.ol.np Method 
1 End 
7141306 Score 

1..192, 239. .407, 535. .736, 777. .916 
(AF225703) RSH2 [Arabidopsis thaliana] 



OJ990822_42.0419.C23 
+ 

916 

AAT/NAP 

916 

354 



48747 

103894 

1 

OJ990822_42.0419.C23.ol.gs 

39' 
none 

39. .407, S65..672 

48747 

103894 

1 

OJ990822_42.0419.C23.ol.tm 

255 

none 



Seq. ID OJ990822_42.0419.C23 

Strand + 

End 916 

Method GENSCAN 

End 672 

Score .97 



Seq. ID OJ990822_42.0419.C23 



Strand 
End 

Method 

End 

Score 



+ 

916 

TBLASTX: Maize 

588 

218 



255. .416, 287. .406, 526. .585, 532. .588, 534. .587 



Seq. No. 48747 Seq. ID 

Gene No. 103894 Strand 

Start 1 End . 

Name OJ990822_42 . 04 19 . C23 . ol . tc Method 

Start 384 End 

GI none Score 

Exons 384. .416, 532. .660, 534. .653, 544. .660, 
667. .723 



OJ990822_42.0419.C23 
+ 

916 

TBLASTX: Cress 

724 

41 

656. .724, 659. .721, 



Seq. No. 48748 Seq. ID 

Gene No. 103895 Strand 

Start 63 End 

Name OJ990822_42 . 0419 . C24 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 116 



OJ990822_42.0419.C24 
+ 

116 

GENSCAN 

116 

.73 



Seq. No. 48748 Seq. ID 

Gene No. 103896 Strand 

Start 395 End 

Name OJ990822_42 . 04 19 . C24 . ol . gp Method 

Start 395 End 



OJ990822_42.0419.C24 
+ 

967 

AAT/GAP 
967 



50579 






GI 


LIB3477-003-P1-K1-E9 




Score 


130 






Exons 


395.-432, 896. .967 












GI Descrip. 


•24 98586/sp|Q40638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 












Seq. No. 


48749 




Seq. ID 


OJ990822_42 


.0419. C25 




Gene No. 


103897 




Strand 


- 






Start 


464 




End 


1528 






Name 


OJ990822 42.0419.C25.ol 


.gs 


Method 


GENSCAN 






Start 


464 




End 


1528 






GI 


none 




Score 


. 82 






Exons 


464. .1116, 1193. .1347, 


1362 . 


.1528 








Seq. No. 


48750 




Seq. ID 


OJ990822_42 


.0419. C27 




Gene No. 


103898 




Strand 


+ 






Start 


1281 




End 


1670 






Name 


OJ990822 42.0419.C27.ol 


. gs 


Method 


GENSCAN 






Start 


1281 




End 


1670 






GI 


none 




Score 


.94 






Exons 


1281. .1359, 1436. .1510, 


1555 


. .1670 








Seq. No. 


48750 




Seq. ID 


OJ990822_42 


.0419. C27 


r *^ 

t: sr 


Gene No. 


103899 




Strand 








Start 


1 




End 


4155 




rfs 


Name 


OJ990822 42.0419.C27.ol 


.np 


Method 


AAT/NAP 




i. : t 


Start 


1 




End 


4155 




i y 


GI 


5080823 




Score 


18 




C3 


Exons 


1..27, 1520. .1624, 3739 


..3896, 4134.. 


4155 






GI Descrip. 


(AC007258) Hypothetical 


protein [Arabidopsis thaliana] 


L 


Seq. No. 


48750 




Seq. ID 


OJ990822_42 


.0419. C27 


: y 


Gene No. 


103899 




Strand 








Start 


1 




End 


4155 




f 1 


Name 


OJ990822 42.0419.C27.o2 


.gs 


Method 


GENSCAN 






Start 


3322 




End 


4145 






GI 


none 




Score 


.88 




w 


Exons 


3322..3637, 3775. .4145 










r ~ 


Seq. No. 


48751 




Seq. ID 


.OJ990822 42 


.0419. C28 




Gene No. 


103900 




Strand 


+ 






Start 


670 




End 


1131 






Name 


OJ990822 42.0419.C28.ol 


. gs 


Method 


GENSCAN 






Start 


670 




End 


.1131 






GI 


none 




Score 


.72 






Exons 


670. .1131 












Seq. No. . 


48752 




Seq. ID 


OJ990822_42 


.0419. C29 




Gene No. 


103901 




Strand 








Start 


713 




End 


1509 






Name 


OJ990822 42.0419.C29.ol 


. np 


Method 


AAT/NAP 






Start 


713 




End 


1509 






GI 


4006829 




Score 


497 






Exons 


713. .901, 938. .1509 












GI Descrip. 


(AC005970) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


48752 




Seq. ID 


OJ990822_42 


.0419. C29 



50580 




Gene No. 


103901 






Strand 




Start 


713 






End 


1509 


Name 


OJ990822 42. 


0419.C29.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1005 






End 


1471 


GI 


none 






Score 


67 


Exons 


1005. .1025, 


1034. .1183, 


1034. 


.1186, 1053. .1184, 1184. .1471, 




1205. .1456, 


1224. .1466 








Seq. No. 


48752 






Seq. ID 


OJ990822_42.0419.C29 


Gene No. 


103901 






Strand 




Start 


713 






End 


1509 


Name 


OJ990822 42. 


0419.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1028 






End 


1463 


GI 


none 






Score 


181 


Exons 


1028. .1186, 


1028. .1186, 


1184. 


.1462, 1188. .1463 


Seq. No. 


48752 






Seq. ID 


OJ990822_42.0419.C29 


Gene No. 


103901 






Strand 




Start 


713 






End 


1509 


Name 


OJ990822 42. 


0419.C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1049 






End 


1471 


GI 


none 






Score 


42 


Exons 


1049. . 1186, 


1184. .1471, 


1209. 


,1250, 1284. .1466, 1295. .1471 


Seq. No. 


48752 






Seq. ID : 


'OJ990822_42.04 ; 1.9.C29 


Gene No. 


103901 






Strand 




Start 


713 






End 


1509 


Name 


OJ990822 42. 


0419.C29.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1076 






End 


1478 


GI 


none 






Score 


109 


Exons 


1076. . 1186, 


1080. .1187, 


1184. 


.1477, 1188. .1478 


Seq. No. 


48753 






Seq. ID 


OJ990822_42.0419.C30 


Gene No. 


103902 






Strand 




Start 


278 






End 


2742 


Name 


OJ990822 42. 


0419.C30.ol 


.np 


Method 


AAT/NAP 


Start 


278 






End 


1295 


GI 


4006829 






Score 


489 


Exons 


278. .431, 655. .790, 892 


. .1295 






GI Descrip. 


(AC005970) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


48753 






Seq. ID 


OJ990822_42.0419.C30 


Gene No. 


103902 






Strand 




Start 


278 






End 


2742 


Name 


OJ990822 42. 


0419.C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


293 






End 


1045 


GI 


none 






Score 


135 


Exons 


293. .415, 295. .423, 295 


. .420, 


656. .790, 


656. .790, 891. .911, 




892. .918, 922. .954, 961 


. .1044 


, 995. .1045 


Seq. No. 


48753 






Seq. ID 


OJ990822_42.0419.C30 


Gene No. 


103902 






Strand . 




Start 


278 






End 


2742 


Name - 


OJ990822 42. 


0419.C30.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


293 






End 


1137 


GI 


none 






Score 


120 


Exons 


293. .415, 295. .420, 656 


. .787, 


669. .788, 


892. .918, 893. .919, 



50581 




922. .1137, 923.. 1072 



Seq. No. 


48753 






Seq. ID 


OJ990822_42.0419 


.C30 


Gene No. 


103902 






Strand 






Start 


278 






End 


2742 




Name 


OJ990822 


42.0419.C30.ol 


. gs 


Method 


GENSCAN 




Start 


295 






End 


2742 




GI 


none 






Score 


.73 




Exons 


295. .431, 


655. .790, 892 


. .1444 


, 2717. .2742 




Seq. No. 


48753 






SeqT'ID 


OJ990822_42.0419 


.C30 


Gene No. 


103902 






Strand 






Start 


278 






End 


2742 




Name 


OJ990822 


42.0419.C30.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


295 






End 


1104 




GI 


none 






Score 


86 




Exons 


295. .417, 


296.. 412, 656 


. .790, 


669. .752, 


892 . . 918, 979. . 


1104 


Seq. No. 


48753 






Seq. ID 


OJ990822_42.0419 


. C30 


Gene No. 


103902 






Strand 






Start 


278 






End 


2742 




Name 


OJ990822 


42.0419.C30.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


322 






End 


1032 




GI 


none 






Score 


112 




Exons 


322.-. 420, 


323.. 430, 641 


. .778,,; 


■ 642 . '. 746, 


.653. .799, 892.. 


918, 




922. .1032 












Seq. No. 


48754 






Seq. ID 


OJ990822_42.0419 


.C31 


Gene No. 


103903 






Strand 


+ 




Start 


359 






End 


526 




Name 


OJ990822 


42.0419.C31.ol 


. gs 


Method 


GENSCAN 




Start 


359 






End 


526 




GI 


none 






Score 


. 91 




Exons 


359. .526 












Seq. No. 


48754 






Seq. ID 


OJ990822_42.0419 


.C31 


Gene No . 


103904' 






Strand 


— 




Start 


1295 






End 


1700 




Name 


OJ990822 


42.0419.C31.o2 


. gs 


Method 


GENSCAN 




Start 


1295 






End 


1700 




GI 


none 






Score 


.4 




Exons 


1295.. 1367, 1657.. 1700 










Seq. No. 


48755 






Seq. ID 


OJ990822_42.0419 


.C32 


Gene No . 


103905 






Strand 


+ 




Start 


541 






End 


1556 




Name 


OJ990822 


42.0419.C32.ol 


. gs 


Method 


GENSCAN 




Start 


541 






End 


1478 




GI 


none 






Score 


.53 




Exons 


541. .695, 


1356. .1478 










Seq. No. 


48755 






Seq,. J .;ID . 


OJ990822_42.0419 


.C3.2. 


Gene No. 


103905 






Strand 


> 




Start 


541 






End'.' 


1556 




Name 


OJ990822 


42.0419.C32.ol 


.gp 


Method 


AAT/GAP 




Start 


1173 






End 


1556 




GI 


4878407 






Score 


600 





50582 




Exons 1173.. 1556 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 


48756 






Seq. ID 


OJ990822 


_42. 


0419. 


C33 


Gene No. 


103906 






Strand 


+ 








Start 


443 






End 


758 








Name 


OJ990822 42.0419.C33 


.ol 


. gs 


Method 


GENSCAN 








Start 


443 






End 


758 








GI 


none 






Score 


. bo 








Exons 


443. .520, 680. .758 
















Seq. No. 


48757 






Seq. ID 


OJ990822_ 


__42. 


0419. 


C34 


Gene No. 


103907 






Strand 


- 








Start 


457 






End 


771 








Name 


OJ990822 42.0419.C34 


.ol 


.gs 


Method 


GENSCAN 








Start 


457 






End 


771 








GI 


none 






Score 


. bJ 








Exons 


457. .593, 746. .771 
















Seq. No. 


48758 






Seq. ID 


OJ990822_ 


_42. 


0419. 


C35 


Gene No. 


103908 






. Strand 


+ 








Start 


223 






End 


828 








Name 


OJ990822 42.0419.C35 


.ol 


. gs 


Method 


GENSCAN 








Start 


223 






End 


828 








GI 


none 






Score 


H A 








Exons 


223. .828 
















Seq. No. 


48759 






Seq. ID 


OJ990822 


_42. 


0419. 


C36 


Gene No. 


103909 






Strand 


- 








Start 


196 






End 


1005 








Name 


OJ990822 42.0419.C36 


.ol 


. gs 


Method 


GENSCAN 








Start 


196 






End 


1005 








GI 


none 






Score 


. bb 








Exons ' 


196.. 302, 951.. 1005 
















Seq. No. 


48759 






Seq. ID 


OJ990822_ 


_42. 


0419. 


C36 


Gene No. 


103910 






Strand 


- 








Start 


3066 






End 


3229 








Name 


OJ990822 42.0419.C36 


.o2 


. gs 


Method 


GENSCAN 








Start 


3066 






End 


3229 








GI 


none 






Score 


. 5 9 








Exons 


3066. .3229 
















Seq. No. 


48760 






Seq. ID 


OJ990822_ 


_42. 


0419. 


C37 


Gene No. 


103911 






Strand 


+ 








Start 


243 






End 


876 








Name 


OJ990822 42.0419.C37 


.ol 


. gs 


Method 


GENSCAN 








Start 


243 






End 


876 








GI 


none 






Score 


.45 








Exons 


243. .477, 677. .876 
















Seq. No. 


4 8760 






S£q. ID 


OJ990822_ 


_42. 


0419. 


C37 


Gene No. 


103912 






Strand 










Start 


1 






End . 


346 








Name 


OJ990822 42.0419.C37 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


346 









50583 



GI 50-91497 Score 86 

Exons 1 . . 34 6 

GI Descrip. (AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . (AB007788 ) [Oryza sativa] 





Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


103913 




Strand 


+ 




Start 


1539 




End 


2513 




Name 


OJ990822 42.0419.C40.ol 


.np 


Method 


AAT/NAP 




Start 


1539 




End 


2513 






4836928 




Score 


DUX 




Exons 


1539. .2079, 2161. .2513 










GI Descrip. 


(AC006085) Similar to protein 


kinases 


[Arabidopsis thaliana] 




Seq. No. 


A O "7 C 1 

4o /ol 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


iu jy i j 




Strand 


+ 




Start 


icon 

lb jy 




End 


2513 




Name 


OJ9y0o22 42 . 0419 . C40 . Ol 


.gs 


Method 


GEN SCAN 




Start 


1 JO o 




End- 


2468 




GI 


none 




Score 


.98 




Exons 


1588. .2468 










Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


103913 




Strand 


+ 


- sr 


Start 


1 C O ft 

1539 




End 


2513 


w 


Name 


OJ9y0o22 42 . 0419 . C40 . Ol 


.tm 


Method 


TBLASTX: Maize 


i. 1 1 


Start 


1618 




End 


2025 


a; 2 

i y 


GI 


none 




Score 


68 


C3 


Exons 


1618. .1686, 1684. .1731, 


1708. . 


,2025, 1734.. 2024 


t ■ : 
- — . 


Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


103913 




Strand 


+ 


f I H 


Start 


i c o ft 

1539 




End 


2513 


a 


Name 


OJ990822 42 . 0419 . C40 . ol 


.gp 


Method 


AAT/GAP 




Start 


1678 




End 


2046 




GI 


uC-osflM202049e08bl 




Score 


701 


s : 


Exons 


1678. .2046 








= EX 


GI Descrip. 


' 41 7fi4°n /rthi 1 RflA^71 67 1 
*±x / o *± z, u / Liu J | orvru / id / | 


2.0e-ll (AB008097) cytochrome P450 


. ~t 
f =| 




[Arabidopsis thaliana] 1 










Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


103913 




Strand 


+ 




Start 


1539 




End 


2513 




Name 


■ OJ990822 42.0419.C40.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1747 




End 


2511 




GI 


none 




Score 


265 




Exons 


1747.. 2058, 1905.. 2057, 


2353. . 


2511, 2361.. 2492 




Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 




Gene No. 


103913 




Strand 


+ 




Start 


1539 




End 


2513 




Name 


OJ990822 42.0419.C40.ol 


. ts 


Method 


TBLASTX : Soybean 




Start ' 


1951 




End 


2513 




GI 


none 




Score 


147 




Exons 


1951. .2067, 1965. .2057, 


2284. . 


2343, 2341.. 2511, 2355.. 2513 




Seq. No. 


48761 




Seq. ID 


OJ990822_42.0419.C40 



50584 



Gene No. 


103913 . 




Strand 


+ 






Start 


1539 




End 


2513 






Name 


OJ990822_42. 0419.C40.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2361 




End 


2513 






GI 


none 




Score 


260 






Exons 


2361. .2513, 2362. .2511 












Seq. No. 


48762 




Seq. ID 


OJ990822_42 . 


0419 . 


C41 


Gene No. 


103914 




Strand 


+ 






Start 


967 




End 


1004 






Name 


OJ990822_42 . 0419.C41 .ol 


.gs 


Method 


GEN SCAN 






Start 


967 




End 


1004 






GI 


none 




Score 


. 64 






Exons 


967. .1004 












Seq. No. 


48763 




Seq. ID 


OJ990822_42 . 


0419. 


C42 


Gene No. 


103915 




Strand 


+ 






Start 


536 




End 


3443 






Name 


OJ990822_42.0419.C42.ol 


.gs 


Method 


GEN SCAN 






Start 


536 




End 


2325 






GI 


none 




Score 


.88 






Exons 


536. .559, 2165. .2325 












Seq. No. 


48763 




Seq. ID 


OJ990822_42. 


0419. 


C42 


Gene No. 


103915 




Strand 


+ 






Start 


536 




End 


3443 






Name 


OJ990822 42.0419.C42.ol 


. gp 


Method 


AAT/GAP 






Start 


971 




End 


1077 






GI 


3760640 




Score 


74 






Exons 


971. .1077 












GI Descrip. 


4176420/dbj IBAA37167 | 2 


.0e-ll 


(AB008097 ) cytochrome 


i P450 




[Arabidopsis thaliana] 












Seq. No. 


48763 




Seq. ID 


OJ990822_42. 


0419. 


C42 


Gene No. 


103915 




Strand 


+ 






Start 


536 




End 


3443 






Name 


OJ990822 42.0419.C42.ol 


.np 


Method ' 


AAT/NAP 






Start 


1644 




End 


3443 






GI 


7340909 




Score 


158 






Exons 


1644. .1701, 2944. .3443 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48764 




Seq. ID 


OJ990822_42. 


0419. 


C43 


Gene No. 


103916 




Strand 








Start 


31 




End 


937 






Name 


OJ990822 42.0419.C43.ol 


.np 


Method 


AAT/NAP 






Start 


31 




End 


937 






GI 


7340909 




Score 


122 






Exons 


31. .265, 642. .937 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48765 




Seq. ID 


OJ990822_42. 


0419. 


C44 


Gene No. 


103917 




Strand 


+ 






Start 


1 




End 


4901 






Name 


OJ990822 42.0419.C44.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


369 






GI 


7485503 




Score 


314 







50585 




Exons 1 . . 369 

GI Descrip. hypothetical protein F15B8.20 - Arabidopsis thaliana 

gi|4678268|emb|CAB41176.1| (AL049660) putative protein 
[Arabidopsis thaliana] 





Seq. No. 


48765 








Seq. ID 


OJ990822_42.0419, 


.C44 




Gene No. 


103917 








Strand 


+ 






Start 


1 








End 


4901 






Name 


OJ990822_ 


42..0419.C44 


.ol. 


gs 


Method 


GENSCAN 






Start 


"7 Q 








End 


4 yui 






GI 


none 








Score 


.84 






Exons 


79. .224, 


4483. .4643, 


4759. .4901 








Seq. No. 


48765 








seq. id 


OJ990822_42.0419, 


.C44 




Gene No. 


103917 








Strand 


+ 






Start 


1 








r-i „ _J 

End 


4901 






Name 


OJ990822_ 


_42.0419.C44 


. Ol . 


tc 


Metnoa 


TBLASTX: Cress 






Start 


lzo 








End 


OCT 






GI 


none 








Score 


96 






Exons 


126. .185, 


127. .186, 


1 C Q 

loo . 


.Job, 


1 *7 Q o c 1 

1 / o . . Jo / 








Seq. No. 


48765 








Seq. ID 


OJ990822_42.0419, 


.C44 




Gene No. 


103917 








Strand 


+ 




X 13; 


Start 


1 








End 


4901 




i ^ 


Name 


OJ990822_ 


42.0419.C44 


. Ol . 


tm 


Metnoa 


TBLASTX: Maize 






Start 


l^O 








End 


O C A 




f fs 


GI 


none 








Score 


119 




r jj 


Exons 


126. .185, 


127. .186, 


Iff, 


Oil 

. 311, 


1 "7 O TC ^ 
1 / 0 . . J04 






~ ~ 


Seq. No. 


48765 








Seq. ID 


OJ990822_42.0419, 


,C44 




Gene No. 


103917 








Strand 


+ 




w 


Start 


1 








hna 


4901 




ry 


Name 


OJ990822_ 


42.0419.C44 


. Ol . 


ts 


Method 


TBLASTX : Soybean 






Start 


IZO 








End 


O C A 




?=« 


GI 


none 








Score 


107 






Exons 


126. .185, 


127. .186, 


loo . 




no o c a 
1 / o . . Jo4 








Seq. No. 


48765 








Seq. ID 


OJ990822_42.0419. 


,C44 




Gene No. 


103917 








St rand 


+ 




f i 


Start 


1 








End 


4901 






Name 


OJ990822_ 


42.0419.C44 


.ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


127 








End 


OCT 

351 






GI 


none 








Score 


91 . 






Exons 


127. .186, 


129. .185, 


168. 


.314, 


178. .351 








Seq. No. 


48766 








Seq. ID 


OJ990822_42.0419, 


,C45 




Gene No. 


103918 








Strand 








Start 


373 








End 


2957 






Name 


OJ990822 


42.0419.C45 


.ol. 


gs 


Method 


GENSCAN 






Start 


373 








End 


2957 






GI 


none 








Score 


.42 






Exons 


373. .500, 


2820. .2957 














Seq. No. 


.48767 








Seq. ID 


OJ990822_42.0419. 


C4 6 




Gene No. 


103919 








Strand 


+ 






Start 


1 








End 


3452 






Name 


OJ990822 


42.0419.C46 


. ol . 


np 


Method 


AAT/NAP 





50586 



Start 1 End 3427 

GI 4567304 Score 1271 

Exons 1..32, 925. .1364, 1454. .1563, 1609. .1749, 1923. .2129, 

2231. .2404, 2580. .2768, 2871. .2984, 3107. .3339, 3376. .3427 
GI Descrip. (AC005956) unknown protein [Arabidopsis thaliana] 





Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 




Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 




Name ' 


OJ990822 42.0419.C46.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


583 




End 


849 




GI 


none 




Score 


87 




Exons 


583. .660, 605. .664, 641 


. .682, 


652. .696, 


718. .849, 719. .835, 






736. .846 










Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 




Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 




Name' 


OJ990822_4 2 .0419.C46.ol 


.gs 


Method 


GENS CAN 




Start 


585 




End 


3418 




GI 


none 




Score 


.72 




Exons 


585. .1364, 1454. .1560, 


1565. . 


1749, .1923.. 2129, 2231.. 2404, 






2580. .2768, 3098. .3418 










Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 


%J 


Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 


? i H 
I \£ 


Name 


OJ990822 42.0419.C4 6.ol 


-gp 


Method 


AAT/GAP 




Start 


770 




End 


1151 


y 


GI 


none 




Score 


733 




Exons 


770. .1151 








FiJ 


Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 


= 


Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 


% 4 


Name 


OJ990822 42 . 0419 .C46.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1111 




End ' 


1586 




GI 


none 




Score 


292 


i Jj 


Exons 


1111. .1365, 1188. .1364, 


1442. 


.1516, 1452. .1586 


f 1 


Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 




Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 




Name 


OJ990822 42.0419.C46.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1122 




End 


1505 




GI 


none 




Score 


327 




Exons 


1122. .1364, 1123. .1365, 


1124. 


.1366, 1442. .1504, 1452. .1505 




Seq. No. 


48767 




Seq. ID 


OJ990822_42.0419.C46 




Gene No. 


103919 




Strand 


+ 




Start 


1 




End 


3452 




Name 


OJ990822 42.0419.C46.o2 


.gp 


Method 


AAT/GAP 




Start 


1313 




End 


2433 




GI 


17332 1.R1084 




Score 


1284 




Exons 


1313. .1364, 1454. .1749, 


1923. 


.2129, 2231. .2433 




GI Descrip. 


'4567304/gb|AAD23715.1 |AC005956_4 5 . Oe- 


■40 (AC005956) unknown 



protein [Arabidopsis thaliana] ' 



50587 




f ?=3 



Seq. No. 


48767 








Seq. ID 


OJ990822 


_42.0419.C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1481 








End 


2338 




GI 


none . 








Score 


100 




Exons 


1481. .1519, 


1482. 


.1625, 


1579. 


.1629, 1645. .1749, 


1656. .1748, 




1946. .2131, 


1947. 


.2132, 


2230. 


.2295, 2231. .2302, 


2246. .2338 


Seq. No. 


48767 








Seq. ID 


OJ990822 


42.0419.C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1550 








End 


1749 




GI 


none 








Score 


62 




Exons 


1550. .1621, 


1550. 


.1621, 


1620. 


.1748, 1621. .1749, 


1621. .1749 


Seq. No. 


48767 








Seq. ID 


OJ990822 


_42.0419.C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1647 








End 


2738 




GI 


none 








Score 


137 




Exons 


1647. .1751, 


1648'. 


.1752, 


1920. 


.1976, 1949. .2059, 


1953. .2066,. 




1976. .2077, 


2067. 


.2132, 


2069. 


.2131, 2227.. 2385, 


2230. .2421, 




2231. .2407, 


2580. 


.2636, 


2661. 


.2738 






Seq. No. 


48767 








Seq. ID 


OJ990822 


_42.0419.C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2045 








End 


3190 




GI 


none 








Score 


149 




Exons 


2045. .2131, 


2046. 


.2132, 


2229. 


.2402, 2230. .2421, 


2231. .2407, 




2568. .2771, 


2568. 


.2774, 


2584. 


.2775, 287,2.. 2982, 


2873. .2980, 




2873. .2983, 


2880. 


.2990, 


2883. 


.2993, 3082.. 3189, 


3095. .3190 


Seq. No. 


48767 








Seq. ID 


OJ990822 


_42.0419.C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2341 








End 


3424 




GI 


none 








Score 


109 




Exons 


2341. .2421, 


2342. 


.2407, 


2580. 


.2645, 2582.. 2620, 


2631. .2771, 




2637. .2774, 


2876. 


.2983, 


2880. 


.2990, 3095.. 3271, 


3133. .3324, 


- 


3371. .3424 














Seq. No. 


48767 








Seq. ID 


OJ990822 


_42. 0419. C46 


Gene No. 


103919 








Strand 


+ 




Start 


1 








End 


3452 




Name 


OJ990822 42 


.0419. 


C46.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start • 


3265 








End 


3452 




GI 


none 








Score 


141 




Exons 


3265. .3441, 


3267. 


.3425, 


3267. 


.3452, 3292. .3441 




Seq. No. 


48768 








Seq. ID 


OJ990822 


_42.0419.C47 



50588 




Gene No. 


103920 








Strand 


+ 


Start 


61 








End 


940 


Name 


OJ9908.22 42 


0419. 


C47.ol 


. gs 


Method 


GENSCAN 


Start 


61 








End 


940 


GI 


none 








Score 


.56 


Exons 


61. .78, 459 


.529, 


856. . 


940 






Seq. No. 


48769 








Seq. ID 


OJ990822 


Gene No. 


103921 








Strand 


+ 


Start 


4240 








End 


6043 


Name 


OJ990822 42. 


0419. 


C48.o2 


.gs 


Method 


GENSCAN 


Start 


4240 








End 


6043 


GI 


none 








Score 


.71 


Exons 


4240. .4590, 


4728. 


.4773, 


5749. 


.5876, 5900.. 6043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48769 Seq. ID 

103922 Strand 

1193 End 

OJ990822_42 . 0419 . 048 . ol . gp Method 

1193 End 

720JL.R1084 Score 
1193. .1595, 2462. .2591 

1 1173027/sp| P4 6290|RL31_NICGU 9.0e-43 

>gi_915313 (U23784) ribosomal protein 

48769 

103922 Strand 

1193 End 

OJ990822_42 . 0419 . C48 . ol .np Method 

1319 End 

7229709 Score 
1319.. 1595, 2462.. 2547 

(AF237624) 80S ribosomal protein L31 [Perilla frutescens] 



OJ990822_42.0419.C48 
2591 

. AAT/GAP 
2591 
1042 

60S RIBOSOMAL PROTEIN L31 
L31 [Nicotiana glutinosa] ' 



Seq. ID OJ990822_42.0419.C48 



2591 
AAT/NAP 
2547 
499 



48769 

103923 

7140 

OJ990822_42.0419.C48.ol.tw 
1195 
none 
1195. 
1335. 
7205. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_42.0419.C48 
7933 

TBLASTX: Wheat 

7284 

43 



1314, 1205. .1243, 1303. .1548, 1310. .1594, 1313. 



,1595, 1485. .1595, 2462. 
.7255, 7205... 7252, 7207. 



.2518, 2462.. 2497, 2467, 
.7284, 7207. .7254 - 



,1591, 
,2523, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48769 

103923 

7140 

OJ990822_42 . 0419 . C4 8 . ol . tm 

1264 

none 



Seq. ID OJ990822_42.0419.C48 
Strand 

End 7933 

Method TBLASTX : Maize 

End 7255 

Score 367 



1264.. 1323, 1307.. 1594, 1310. .1594, 1314.. 1595, 1485.. 1595, 
2462.. 2524, 2462.. 2497, 2467. .2523, 7205.. 7255, 7205.. 7252, 
7207.. 7254 



Seq. No. 
Gene No. 
Start 



48769 

103923 

7140 



Seq. ID 

Strand 

End 



OJ990822 42.0419.C48 



7933 



50589 





Name 


OJ990822 42.0419.C48.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1298 




End 


7255 




GI 


none 




Score 


189 




Exons 


1298. .1426, 1325. .1591, 


1393. 


.1437, 1472. .1594, 1479. .1595, 






1488. .1595, 2462. .2524, 


2464 . 


.2523, 7205.. 7255, 7210.. 7254 




Seq. No. 


48769 




Seq. ID 


OJ990822_42.0419.C48 




Gene No. 


103923 




Strand 






Start 


7140 




End 


7933 




Name 


OJ990822 42.0419.C48.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1306 




End 


7255 




GI 


none 




Score 


230 




Exons 


1306. .1461, 1316. .1594, 


1319. 


.1594, 1383. .1595, 1485. .1595, 






2462..2S24, 2467.. 2523, 


7205. 


.7255, 7207. .7254 




Seq. No. 


48769 




Seq. ID 


OJ99082Z 42.0419.C48 




Gene No. 


103923 




Strand 






Start 


7140 




End 


7933 




Name 


OJ990822 42.0419.C48.o3 


. gs 


Method 


GENSCAN 




Start 


7140 




End 


7933 




GI 


none 




Score 


. 48 




Exons 


7140. .7161, 7199. .7364, 


7534. 


.7933 






Seq. No. 


48770 




Seq. ID 


OJ990822_4 2. 0419.C4 9 


, =5; 


Gene No. 


103924 




Strand 




^ 


Start 


288 




End 


486 




Name 


OJ990822 42.0419.C49.o3 


. tm 


Method 


TBLASTX: Maize 


pi | 


Start 


288 




End 


486 




GI 


none 




Score 


75 




Exons 


288. .452, 288. .455, 289 


. .486 








Seq. No. 


48770 




Seq. ID 


OJ990822 42.0419.C49 




Gene No. 


103925 




Strand 






Start 


544 




End 


1687 




Name 


OJ990822 42.0419.C49.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


544 




End 


759 


- " s 


GI 


none 




Score 


ZD/ 




Exons 


544. .759, 556.'. 750 








M 


Seq. No. 


48770 




Seq.- ID 


OJ990822_42.0419.C49 


U 


Gene No. 


103925 




Strand 






.Start 


544 




End 


1687 




Name • 


OJ990822 42.0419. C49.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


553 




End 


990 




GI 


none 




Score 


113 




Exons 


553. .735, 751. .990 










Seq. No. 


48770 




Seq. ID 


OJ990822_42.0419.C49 




Gene No. 


103925 




Strand 






Start 


544 




End 


1687 




Name 


OJ990822 42.0419.C49.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


766 




End 


1663 




GI 


none 




Score 


115 




Exons 


766. .963, 945. .1061, 1046 .. 1102,. 1217 . 


.1306, 1352. .1474, 






1511.. 1663 










Seq. No. 


48770 




Seq. ID 


OJ990822_42.0419.C49 



50590 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



103925 Strand 

544 End 

OJ990822_42 . 04 1 9 . C4 9 . ol . ts Method 

1217 End 

none Score 



1687 

TBLASTX : Soybean 

1687 

111 



1217. .1462, 1505. .1687, 1505. .1663, 1549. .1668 



Seq. No. 48771 Seq. ID 

Gene No. 103926 Strand 

Start 6431 End 

Name OJ990822_4 2.0419. C54 . o3 . gs Method 

Start 6431 End 

GI none Score 
Exons 



6431. .6449, 6464. .6610, 6822. .6901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990822_42.0419.C54 
+ 

6901 
GENS CAN 
6901 
.73 



42.0419.C54 



48771 Seq. ID OJ990822_ 

103927 Strand + 

8417 End 10560 

OJ990822_4 2 . 04 1 9 . C54 . o2 . np Method - AAT/NAP 
,8417 End 10560 

544134 Score 544 

8417. .8560, 8661. .9643, 10496. .10560 

DNA- DAMAGE - RE PAI R/TOLERAT I ON PROTEIN DRT100 PRECURSOR 
gi|99720|pir||S22863 hypothetical protein - Arabidopsis thaliana 
gi|421844 |pir| IA46260 DRT100 protein precursor - Arabidopsis 
thaliana (fragment), gi I 5701788 | emb I CAA47 109 . 2 | (X66482)" orf 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48771 

103928 

1 

OJ990822_42.0419.C54.ol.np 
1 

6729524 



Seq. ID OJ99082'2_42.0419.C54 



Strand 
End 

Method 

End 

Score 



3766 
AAT/NAP 
3766 
321 



1..82, 556. .654, 758. .798, 886.-968, 1115. .1160, 3745.-3766 
(AL132977) putative protein [Arabidopsis thaliana] 



Seq. No. 48771 

Gene No. 103928 

Start 1 

Name OJ990822_42 . 04 19 .C54 . ol . gs 

Start 715. 

GI none. - 

Exons 715.. 798, 886.. 1007, 1115., 
3109.. 3122 



Seq. ID 

Strand 

End 

Method 

End 

■Score 



OJ990822_42 . 0419. C54 

3766 
GENSCAN 
3122 - 
.65 



1437., 2273. .2512, 2919.. 3020, 



Seq. No. 48771 Seq. ID OJ990822_42 . 04 1 9 . C54 

Gene No. 103929 Strand 

Start 3987 End 5579 

Name OJ990822_42 . 0419.C54 . o2 .gs Method GENSCAN 

Start 3987 End 5579 

GI none Score . 65 

Exons 3987.. 4022, 4410.. 4504, 4633.. 4686, 4716.. 4863, 5541.. 5579 



Seq. No. 
Gene No. 
Start 



48771 

103930 

8843 



Seq. ID OJ990822_42.0419.C54 
Strand 

End 9619 



50591 



Name 

Start 

GI 

Exons 



OJ990822_42 . 0419 . C54 . ol . tm Method TBLASTX : Maize 
1 End 1633 

none Score 117 

1..90, 5. .82, 5. .91, 555. .653, 559. .654, 562.-663, 748. .798, 
749. .799, 756. .800, 875. .1009, 883. .1008, 884. .1009, 1111. .1182, 
1113. .1166, 1113. .1202, 1114. .1197, 1165. .1305, 1194. .1304, 
1311. .1571, 1312. .1470, 1319. .1558, 1320. .1559, 1556. .1633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48771 Seq. ID 

103930 Strand 

8843 End 

OJ990822_42 . 0419 .C54 . o2 . tc Method 

1 End 

none Score 



OJ990822_42.0419.C54 
9619 

TBLASTX: Cress 

1151 

66 



1..90, 17. .82, 548. .643, 555. .653, 559. .654, 560. .655, 748. .798, 
749. .799, 875. .1009, 883. .1011, 1113. .1151 



Seq. No. 48771 Seq. ID 

Gene No. 103930 Strand 

Start 8843 End 

Name OJ990822_42.0419.C54 .ol.tw Method 

Start 1 End 

GI none Score 
Exons 



OJ990822_42.0419.C54 
9619 

TBLASTX: Wheat 

1017 

76 



1..81, 558. .653, 559.-654, 743. .799, 748.-798, 875. .1006, 
883. . 1017 ..• , 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48771 Seq. ID 

103930 Strand 

8843 End 

OJ990822_42.0419.C54.o2.ts Method 

567 End 

none Score 



OJ990822_42.0419.C54 
9619 

TBLASTX: Soybean 

994 

119 



567. .653, 568. .654, 573. .656, 574. .663, 748. .798, 749. .799, 
87S..994, 883. .993, 908. .994 



Seq. No. 48771 

Gene No. 103930 

Start 8843 

Name OJ990822_42.0419.C54 .o3. tm 

Start 8580 

GI none 
Exons 



Seq. ID OJ990822_42.0419.C54 



Strand 
End 

Method 

End 

Score 



9619 

TBLASTX: Maize 

8908 

68 



8580.. 8630, 8630.. 8677, 8662.. 8901, 8663.. 8908 



Seq. No. 48771 
Gene No. 103930 
Start 8843 

Name OJ990822_42 . 04 19 . C54 . ol . ts 

Start 8596 
GI none 

Exons 8596.-8622, 8630.. 8779, 8638. 

8887.. 9186, 8888.. 9619, 8938. 
8971.. 9183, 9095.. 9187, 9116. 
9367.. 9600 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 42.0419.C54 



9619 

TBLASTX: Soybean 
9619 
43 

8778, 8785. .8904, 8786. .8896, 
9177, 8945. .9541, 8950. .9105, 
9538, 9247.. 9606, 9284.-9373, 



Seq. No, 
Gene No, 
Start 



48771 

103930 

8843 



Seq. ID OJ990822_42.0419.C54 
Strand 

End 9619 



50592 



Name 

Start 

GI 

Exons 



OJ990822 42.0419.C54.ol.tc 



Method TBLASTX : Cress 



8630 End 9619 

none Score 182 

8630. .8779, 8638. .8778, 8786.-8896, 8788. .8892, 8888. .8953, 

8888. .9187, 8915. .9277, 8924. .9106, 8926. .9033, 8945. .9355, 

8950. .9108, 8971. .9183, 8996. .9178, 9017. .9100, 9017. .9415, 

9055.. 9183, 9089.. 9487, 9146.. 9322, 9161.. 9226, 9161.. 9538, 

9230.. 9313, 9281.. 9466, 9355.. 9606, 9356.. 9619, 9377.. 9541, 
9413. .9538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48771 • ■ Seq. ID OJ990822_42 . 04 19 . C54 

103930 Strand 

8843 End 9619 

OJ990822_42 . 0419 . C54 . ol . gp Method AAT/GAP 

8843 End 9131 

uC-osflM202123f05bl Score 531 

8843. .9131 

1 1710124 2.0e«13 (U62279) leucine-rich repeat-containing 
extracellurlar-'glycoproteiflf-'-'contains six N-glycosylation sites 
[NX(S/T)] [Sorghum bicolor] ' 



48771 

103930 

8843 

OJ990822_42.0419.C54.o2.tm 

8909 

none 

8909. .9178, 
9286. .9606 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_42.0419.C54 
9619 

TBLASTX: Maize 

9619 

123 



8927.. 9313, 8950. .9105, 9071.. 9394, 9215.. 9619, 



^3 Seq. No. 

17 B Gene No. 

iy Start 

~ Name 

□ Start 

^ GI 

Ljl Exons 



48772 Seq. ID 

103931 Strand 

200 End 
OJ990822_42 .0419. C55 . ol . gs Method 

200 End 

none Score 
200. .476 



OJ990822_42.0419.C55 
476 

GENS CAN 

476 

.52 



IZ Seq. No. 48773 Seq. ID 

^ Gene No. 103932 Strand 

lj Start 251 End 

Name OJ990822_42. 0419 . C56 . ol . gs Method 

Start . 251 End • ; 

GI none Score 

• Exons 251.. 315, 1180.. 1312 

Seq. No. 48773 Seq. ID 

Gene No. 103933 Strand 

Start 4796 End 

Name OJ990822_42 .0419. C56 . o2 . gp Method 

Start 4750 End 

GI none Score 

Exons 4 7 50.. 535 9 



OJ990822_42.0419.C56 
+ 

1312 
GEN SCAN 
1312 ■ 
.88 



OJ990822_42.0419.C56 
+ 

5359 
AAT/GAP 
5359 
1188 



Seq. No. 
Gene No. 
Start 



48773 

103933 

4796 



Seq. ID OJ990822_42.0419.C56 
Strand + 
End 5359 



50593 



Name 

Start 

GI 

Exons 



OJ990822_42 . 0419 . C56 . o3 . gs Method GENSCAN 

4796 End 5011 

none Score .83 
4796. .5011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48773 

103934 

2611 

OJ990822_42.0419.C56.o2.gs 

2611 v; 

none 



Seq. ID OJ990822_42.0419.C56 
Strand 

End 3898 

Method GENSCAN 

End 3898 

Score . 67 



2611. .2902, 3054. .3266, 3474. .3541, 3788. .3898 



Seq. ID OJ990822_42.0419.C56 
Strand 

End 4408 

Method AAT/GAP 

End 4 4 08 

Score 77 



48773 
103935 
4345 

OJ990822_42.0419.C56.ol.gp 
4345 

uC-osflcypl58c04al 
4345. .4408 

M581164/gb|AAD24647.1 |AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] ' * 



- 3 



Seq. No. 


48773 




Seq. ID 


OJ990822 


Gene No. 


103936 




Strand 




Start 


6006 




End 


6976 


Name 


OJ990822 42.0419.C56.o4 


. gs 


Method 


GENSCAN 


Start 


6006 




End 


6976 


GI 


none 




Score 


.68 


Exons 


6006.. 6057, 6126.. 6310, 


6702. 


.6796, 6922. .6976 


Seq. No. 


48774 




Seq. ID 


OJ990822 


Gene No. 


103937 




Strand 


+ 


Start 


1 




End 


914 


Name 


OJ990822 42.0419.C57.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End - 


914 


GI 


6069654 




Score 


348 ' 


Exons 


1. .914 








GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48775 




Seq. ID 


OJ990822 


Gene No. 


103938 




Strand 


+ 


Start 


"126 




End 


1238 


Name 


OJ990822 42.0419.C60.ol 


.gs 


Method 


GENSCAN 


Start 


126 




End 


1238 


GI 


none 




Score 


.45 


Exons 


126. .433, 574. .740, 844 


. .1238 






Seq. No. 


48776 




Seq. ID 


OJ990822 


Gene No. 


103939 




Strand 


+ 


Start 


3713 




End 


5630 


Name 


OJ990822 42.0419.C61.o3 


. gs 


Method 


GENSCAN 


Start 


3713 




End 


5630 


GI 


none 




Score 


.63 


Exons 


3713. .3783, 4495. .4741, 


5424. . 


.5630 




Seq. No. 


48776 




Seq. ID 


OJ990822 



50594 



Gene No. 103940 Strand + 

Start 7715 End 7829 

Name OJ990822_42 . 0419 . C61 . o4 . gs Method GENSCAN 

Start 7715 End 7829 

GI none Score .78 

Exons 7715. .7829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48776 

103941 

1898 

OJ990822_42.0419.C61.o2.gs 

1898 

none 

1898. .2047, 2303. .2437, 2542. 



Seq. ID OJ990822_42.0419.C61 
Strand 

End 2601 ' 

Method GENSCAN 
End — '^*?60r ■ 

Score . 95 
.2601 



48777 
103942 
1 

OJ990822_42.0419.C63.ol.np 
1 

6006375 
1. .752 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



Seq. ID OJ990822_42.0419.C63 

Strand + 

End 7 52 

Method AAT/NAP 

End 752 

Score 1199 



48777 

103942 

1 

OJ990822_42.0419.C63.ol.gs 
86 

none 
86. .660 



Seq. ID OJ990822_42.0419.C63 

Strand + 

End 752 

Method GENSCAN 

End 660 

Score . 4 



Seq. No. 48778 
Gene No. 103943 
Start 1 

Name OJ990822_42 . 04 19 . C64 . ol . gp 

Start 1 

GI LIB3477-003-P1-K1-E9 
Exons 1..59, 170.. 221 

GI Descrip. 1 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990822_42.0419.C64 

Strand- + 

End 221 

Method AAT/GAP 

End 221 

Score 158 



Seq. No. 48778 

Gene No. 103944 

Start 217 

Name OJ990822_42 . 04 19 . C64 . o2 . gp 

Start 217 

GI 21466_1.R1084 

Exons 217.. 743 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 f 



Seq. ID OJ990822_42.0419.C64 
Strand 

End 1371 

Method AAT/GAP 

End 743 

Score 944 



Seq. No. 
Gene No. 
Start 



48778 

103944 

217 



Seq. ID OJ990822_42.0419.C64 
Strand 

End 1371 



50595 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990822_42 . 0419 . C64 . ol . gs Method 

511 End 

none Score 
511. .645, 1281. .1371 

48779 
103945 
'70 

OJ990822_42.0419.C65.ol.gs 

70 . 
none 

70. .149, 1439. .1543, 1679. .1750 



GENSCAN 

1371 

.48 



Seq. ID OJ990822_42.0419.C65 

Strand + 

End 1750 

Method GENSCAN 

End 1750 

Score .48 



48779 

103946 

2925 

OJ990822_42.0419.C65.o2.gs 

2925 

none 

2925. .3041 



Seq. ID OJ990822_42.0419.C65 
Strand 

End 3041 

Method GENSCAN 

End 3041 

Score . 92 



Ss3 



~ ~~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48780 

103947 

28 

OJ990822_42.0419.C67.ol.gs 
28 

none 

28. .465, 2215. .2871 



48780 
103947 
28 

OJ990822_42.0419.C67.ol.np 
43 

7488431 



Seq. ID OJ990822_42.0419.C67 
Strand 

End 3008 

Method GENSCAN 

End 2871 

Score . 67 



Seq. ID OJ990822_42.0419.C67 
Strand 

3008 
AAT/NAP 
3008 
885 



End 

Method 
End 
Score 

43. .492, 2215. .2518, 2651. .2817, 2967. .3008 

zinc finger protein F15B8.140 - Arabidopsis thaliana 

gi I 4678280 I emb ICAB41188.il (AL049660) zinc finger-like protein 

[Arabidopsis thaliana] 



12 Seq. No. 


48780 




Seq. ID 


OJ990822_42.0419. 


■ C67 


Gene No. 


103947 




Strand 






Start 


28 




End 


3008 




Name 


OJ990822 


42.0419.C67.ol. 


ts Method 


TBLASTX : Soybean 




Start 


136 




End 


2313 




GI 


none 




Score 


287 




Exons 


136. .495, 


143. .472, 2197 


..2313, 2237.. 


,2308 . 




Seq. No. 


48780 




Seq. ID 


OJ990822_42.0419. 


X67 


Gene No. 


103947 




Strand 






Start 


28 




End 


3008 




Name 


OJ990822 


42.0419.C67.ol. 


tm Method 


TBLASTX: Maize 




Start 


346 




End 


2335 




GI 


none 




Score 


204 




Exons 


346. .498, 


347. .472, 2197 


..2334, 2237.. 


.2335 




Seq. No. 


48781 




Seq. ID 


OJ990822_42.0419. 


,C68 



50596 



in 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



103948 Strand 

1 End 1376 

OJ990822_42 . 04 19 . C68 . ol . np Method AAT/NAP 

1 End 137 6 

4680186 Score 191 
1..53, 218. .398, 1340. .1376 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



48781 
103948 
1 

OJ990822_42.0419.C68.ol.gs 
207 
none 

207. .405, 1207. .1291 

48782 
103949 
978 

OJ990822_42.0419.C69.ol.gs 
978 
none 

978.. 1014, 1679.. 1785, 1983. .2235 



Seq. ID OJ990822_42.0419.C68 
Strand 

1376 
GENS CAN 
1291 
.92 



Seq. ID OJ990822_42.0419.C69 
Strand + 

2235 
GENSCAN 
2235 
.72 



End 

Method 
End 
Score 



48783 
103950 
1 

OJ990822_42.0419.C71.ol.np 
1 

4680203 

1..21, 790. .2458, 2612. .2818 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990822_42.0419.C71 
Strand + 

2818 
AAT/NAP 
2818 
2161 



End 

Method 

End 

Score 



Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method AAT/GAP . 

End 928 

Score 288 



48783 
103950 
1 

OJ990822_42.0419.C71.ol.gp 
337 

2310235 
337. .374, 790. .928 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48783 

103950 

1 

OJ990822_42.0419.C71.ol.gs 

790 

none 



Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method GENSCAN 

End 2806 

Score .57 



790. .878, 1645. .2168, 2229. .2806 



48783 
103950 

1 - : 

OJ990822_42.0419.C71.o2.gp 

794 

342 1.R1084 



Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method AAT/GAP 

End 2818 

Score 3304 



50597 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
f =b Start 
*Z Name, 
w Start 
Cfl GI 
fU Exons 
p 

Seq. No. 
~~ Gene No. 
'lf g Start 
\ U Name 
s Start 

C.s Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



794. .2818 

•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



48783 

103950 

1 

OJ990822_42. 

1129 

none 

1129. .1230, 
1235. .1414, 

48783 

103950 

1 

OJ990822_42. 

1417 

none 

1417. .1473, 

48783 

103950 

1 

OJ990822_42. 

1570 

none 

1570. .1722, 

48783 

103950 

1 

OJ990822_42. 

1706 

none 

1706. .1759, 
1873. .1965, 

48783 

103950 

1 

OJ990822_42. 

1751 

none 

1751. .2005, 

48783 

103950 

1 

OJ990822_42. 

2045 

none 

2045.V2281, 

48783 

103950 

1 



0419.C71.o3.tw 



1137. .1244, 
1238. .1420, 



1156. 
1417. 



.ts 



0419.C71.ol. 
1418. .1483, 1541. 



0419.C71.ol. 
1577. .1918, 



tc 



1762, 



0419.C71.ol.tw 



1714. .1758, 
1876. .1968, 



1760, 
1943, 



.tm 



0419.C71.ol. 
1763.. 2005, 2015. 

0419.C71.o2.ts 
2125. .2223 . 



Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Wheat 

End 1471 

Score .101 
.1410, 1227. .1418, 1227. .1409, 
.1470, 1418. .1471 

Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Soybean 

End 1837 

Score 85 
.1837, 1595.. 1819 

Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Cress 

End 1918 

Score 309 
.1899 

Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Wheat 

End 2175 

Score 72 

.1864, 1771. .1860, 1868. .1966, 
.2170, 1969.. 2175, 2071. .2175 

Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Mai ze 

End 2209 

Score 248 
.2209 

Seq. ID OJ990822_42.0419.C71 

Strand + 

End 2818 

Method TBLASTX : Soybean 

End 2281 

Score 195 



Seq. ID OJ990822_42.0419.C71 
Strand + 
End 2818 



50598 




Name 


OJ990822 42.0419.C71.o2 


tw Method 


TBLASTX: Wheat 




Start 


2314 


End 


2769 




GI 


none 


Score 


87 




Exons 


2314. .2364, 2315. .2377, 


2363. .2605, 2383.-2565, 2633. .2740, 




2634. .2711, 2634.-2762, 


2638. .2769, 2639. .2761 




Seq. No. 


48784 


Seq. ID 


OJ990822_42.0419. 


C72 


Gene No. 


103951 


Strand 


+ 




Start 


1 


End 


684 




Name 


OJ990822 42.0419.C72.ol. 


gp Method 


AAT/GAP 




Start 


1 


End 


684 




GI 


342 1.R1084 


Score 


1256 




Exons 


1. .684 








GI Descrip. 


•4574 406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 protein 


[Or; 




sativa] ' 








Seq. No. 


48784 


Seq. ID 


OJ990822_42.0419. 


C72 


Gene No. 


103952 


Strand 






Start 


726 


End 


3675 




Name 


OJ990822 42.0419.C72.ol. 


gs Method 


GENSCAN 




Start 


726 


End 


3675 




GI 


none 


Score 


.41 




Exons 


726. .873, 2191. .2197, 2768. .2983, 3242 


. .3301, 3633. .3675 


Seq. No. 


48785 


Seq. ID 


OJ990822_42.0419. 


C73 


Gene No. 


103953 


Strand 






Start 


383 


End 


5447 




Name 


OJ990822 42.0419.C73.ol. 


np Method 


AAT/NAP 




Start 


223 


End 


3571 




GI 


4388728 


Score 


420 




Exons 


223. .466, 899. .974, 3168. .3571 






GI ■ Descrip. 


(AC006413) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


48785 


Seq. ID 


OJ990822_42.0419. 


C73 


Gene No. 


103953 


Strand 






Start 


383 


End 


5447 




Name 


OJ990822 42.0419.C73.ol. 


gs Method 


GENSCAN 




Start 


383 - 


End 


5447 




GI 


none 


Score 


.83 




Exons 


383..466, 899. .974, 2312 


..2473, 3168.. 


3646, 4064. .5447 




Seq. No. 


48785 


Seq. ID 


OJ990822_42.0419. 


C73 


Gene No. 


103953 


Strand 






Start 


383 


End 


5447 




Name 


OJ990822 42.0419.C73.ol. 


tm Method 


TBLASTX: Maize 




Start 


3382 


End 


3613 




GI 


none 


Score 


135 




Exons 


3382.. 3579, 3388.-3555, 


3399. .3602, 3399. .3602, 3440. .3613 


Seq. No. 


48785 


Seq. ID 


OJ990822_42.0419. 


C73 


Gene No. 


103953 


Strand 






Start 


383 


End 


5447 




Name 


OJ990822 42.0419.C73.o2. 


np Method ' 


AAT/NAP 




Start 


4046 . 


* End* 


4545 




GI 


4388727 


Score 


272 




Exons 


4046. .4545 








GI Descrip. 


(AC0064 13 ) hypothetical 


protein [Arabidopsis thaliana] 





50599 




Seq. No. 


48785 








Seq. ID 


OJ990822 


42.0419.C73 


Gene No. 


. 103953 








Strand 






Start 


383 








End 


5447 




Name 


OJ990822 42 


.0419 


.C73.ol 


• 9P 


Method 


AAT/GAP 




Start 


4488 








End 


4813 




GI 


none 








Score 


604 




Exons 


4488. .4813 














Seq. No. 


48786 








.Seq. ID 


OJ990822 


42.0419. C74 


Gene No. 


103954 








Strand 






Start 


303 








End 


2141 




Name 


OJ990822 42 


.0419 


.C74.ol 


.gs 


Method 


GEN SCAN 




Start 


303 








End 


2141 




GI 


none 








Score 


.5 




Exons 


303. .377, 1151.. 


1212, 1614.. 


1738, 1754 


. .2141 




Seq. No. 


48786 








Seq. ID 


OJ990822 


_42.0419.C74 


Gene No. 


103954 








Strand 






Start 


303 








End 


2141 




Name 


OJ990822 42 


.0419 


.C74.ol 


.np 


Method 


AAT/NAP 




Start 


440 








End 


851 




GI 


7106514 








Score 


56 ' 




Exons 


440. .478, 745. .8 


51 










GI Descrip. 


(AP001278) 


hypothetical 


protein" [Oryza 


sativa] 




Seq. No. 


48786 








Seq. ID 


OJ990822 


42 . 0419. C74 


Gene No. 


103954 








Strand 






Start 


303 








End 


2141 




Name 


OJ990822 42 


.0419 


.C74.ol 


.gp 


Method 


AAT/GAP 




Start 


1575 








End 


2118 




GI 


none 








Score 


1016 




Exons 


1575. .2118 














Seq. No. 


48786 








Seq. ID 


OJ990822 


_42.0419.C74 


Gene No. 


103955 








Strand 






Start 


2151 








End 


2519 




Name 


OJ990822 42 


.0419 


.C74.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1567 








End 


1999 




GI 


none 








Score 


64 




Exons 


1567. .1662, 


1632 


. .1685, 


1637 


..1681, 1642. .1689, 


1687. .1854, 




1694. .1858, 


1695 


. .1862, 


1849 


..1998, 1852. .19-92", 


1865. .1999 


Seq. No. 


48786 








Seq. ID 


OJ990822 


_42.0419.C74 


Gene No. 


103955 








Strand 






Start 


2151 








End 


2519 




Name 


OJ990822 42 


.0419 


.C74.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1648 








End 


2154 




GI 


none 








Score 


166 




Exons 


1648. .1875, 


1652 


. .1819, 


1858 


..1998, 18* 


IS. .1999, 


1993. .2154, 




2000. .2140 














Seq. No. 


48786 








. Seq. ID 


OJ990822 


42.0419.C74 


Gene No. 


103955 








Strand 






Start 


2151 








End 


2519 




Name 


OJ990822 42 


.0419 


.C74.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2002 








End 


2142 





50600 



GI 

Exons 



none Score 
2002. .2142, 2003. .2140, 2005. .2142 



157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48786 
103955 
2151 

OJ990822 42.0419.C74.o2.gp Method AAT/GAP 



Seq. ID OJ990822_42.0419.C74 
Strand 

End 2519 



2151 
none 

2151. .2519 



End 
Score 



2519 
692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
« Start 

k i gi 

W Exons 

Cft GI Descrip. 

ry 

r=| Seq. No. 

Gene No. 

4 ;f Start 

^3 Name 

fU Start 

B GI 

r=i Exons 



48787 
103956 
852 

OJ990822_42 . 04 19 . C77 . ol . gs Method GEN SCAN 



Seq. ID OJ990822_42.0419.C77 
Strand 

End 2085 



852 
none 

852.. 1021, 1956.. 2085 

48788 

103957 

1 



End 
Score 



2085 
.67 



Seq. ID OJ990822_42.0419.C78 
Strand + 
End 994 



OJ990822_42 . 0419 . C78 . ol . np Method AAT/NAP 



End 
Score 



994 
407 



6967112 
1..153, 239. .464, 543. .994 

(AL138652) putative protein [Arabidopsis thaliana] 

48788 Seq. ID OJ990822_42 . 04 1 9 . C78 

103957 Strand + 

1 End 994 

OJ990822_42 . 04 19 . C78 . o2 . ts Method TBLASTX : Soybean 

124 End 438 

none Score 43 

124. .153, 220. .426, 238. .288, 239. .433, 331. .438 



. H Seq. No. 48788 Seq. ID OJ990822_42 . 04 19 . C78 

Gene No. 103957 Strand + 

^3 Start 1 End 994 

f! Name OJ990822_42 . 0419 . C78 . ol . tm Method TBLASTX : Maize 

Vk Start 234 End 774 

a ~ GI none ' Score 70 

.Exons 234. .395, 242. .466, 244. .465, 534. .653, 541. .720, 542. .745, 
553. .774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48788 

103957 

1 



Seq. ID OJ990822_42.0419.C78 
Strand + 
End 994 



OJ990822_42 . 04 19 . C78 . ol . gs Method GENSCAN 



288 
none 

288. .464, 543. .976 



End 
Score 



976 



Seq. No. 
Gene No. 
Start 
Name 



48788. 
103957 
1 



Seq. ID OJ990822_42.0419.C78 
Strand + 
End 994 



OJ990822 42.0419.C78.ol.tw Method TBLASTX : Wheat 



50601 



Start 


305 






End 


745 




GI 


none 






Score 


102 




Exons 


305. . 433, 


334.. 435, 542 


. . 628, 


647 . . 745 






Seq. No. 


48788 






Seq. ID 


OJ990822_42 . 0419 


.C78 


Gene No. 


103957 






Strand 


+ 




Start 


1 






End 


994 




Name 


OJ990822 


42.0419.C78.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


533 






End 


826 




GI 


none 






Score 


114 




Exons 


533. .637, 


538.. 636, 637 


. 825, 


638 . . 826 






Seq. No. 


48789 






Seq. ID 


OJ990822_42 . 0419 


.C79 


Gene No. 


103958 






Strand 






Start 


1 






End 


900 




Name 


OJ990822 


42.0419.C79.ol 


np 


Method 


AAT/NAP 




Start 


1 






End 


900 




GI 


6006374 






Score 


1397 





Exons 1..900 

GI Descrip. (AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 





Seq. No. 


48790 




Seq. ID 


OJ990822_42.0419. 


C80 




Gene No. 


103959 




Strand 


+ 




- — 


Start 


1101 




End 


1576 






Name 


OJ990822 42.0419.C80.ol 


as 


Method 


GENSCAN 




r n 
~ > ~ 


Start 


1101 




End 


1576 




f || 


GI 


none 




Score 


. 4 






Exons 


1101. .1261, 1463. .1576 












Seq. No. 


48790 




Seq. ID 


OJ990822_42.0419. 


C80 


% 


Gene No. 


103960 




Strand 


+ 




= : 5 


Start 


4603 




End 


4932 






Name 


OJ990822 42.0419.C80.ol 


gp 


Method 


AAT/GAP 




5 


Start 


4603 




End 


4932 






GI 


3760116 




Score 


602 




s _ 


Exons 


4603. .4932 












Seq. No. 


48790 




Seq. ID 


OJ990822_42.0419. 


C80 


? 


Gene No. 


103961 




Strand 








Start 


3395 




End 


4512 






Name 


OJ990822 42.0419.C80.o2. 


gs 


Method . 


GENSCAN 






Start 


3395 




End 


4512 






GI 


none 




Score 


.49 






Exons 


3395. .3471, 4359. .4512 












Seq. No. 


48791 




Seq. ID 


OJ990822_42.0419. 


C89 




Gene No. 


103962 




Strand 








Start 


115 




End 


472 






Name 


OJ990822 42.0419.C89.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


115 




End 


472 






GI 


none 




Score 


67 






Exons 


115. .231, 247. .396, 266.. 


.397, 


391. .465, 


395.. 472 






Seq. No. 


48792 




Seq. ID 


OJ990822_42.0419. 


C90 




Gene No. 


103963 




Strand 








Start' 


1367 




End. 


1515 





50602 



Name 


OJ990822 42.0419.C90.ol. 


gs 


Method 


GENSCAN 


Start 


1367 




End 


1515 


GI 


none 




Score 


.9 


Exons 


1367. .1515 








Seq. No. 


48793 




Seq. ID 


OJ990822 


Gene No. 


103964 




Strand 


+ 


Start 


610 




End 




Name 


OJ990822 42.0419.C91.ol. 


np 


Method 


AAT/NAP 


Start 


610 




End 


1303 


GI 


6907088 




Score 


534 


Exons 


610.. 747, 923.. 1303 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48793 




Seq. ID 


OJ990822 


Gene No. 


103965 




Strand 




Start 


84 




End 


546 


Name 


OJ990822 42.0419.C91.ol. 


gs 


Method 


GENSCAN 


Start 


84 




End 


546 


GI 


none 




Score 


.88 


Exons 


84. .157, 537. .546 








Seq. No. 


48794 




Seq. ID 


OJ990822 


Gene No. 


103966 




Strand 


+ 


Start 


55 




End 


1 1 C "7 

115 / 


Name 


OJ990822 42.0419.C92.ol. 


np 


Method 


AAT/NAP 


Start 


55 




End 


1157 


GI 


6907086 




Score 


1089 


Exons 


55. .835, 894. .1066, 1098 




1157 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48795 




Seq. ID 


OJ990822 


Gene No. 


103967 




Strand 


+ 


Start 


1027 




End 


1207 


Name 


OJ990822 42.0419.C94.ol. 


gs 


Method 


GENSCAN 


Start 


1027 




End 


1207 


GI 


none 




Score 


.46 


Exons 


1027. .1207 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

-Name 

Start" 

GI 

Exons 



48796 Seq. ID 

103968 Strand 
1 End 
OJ990822_42.0419.C97.ol.np Method 
1 End 
6006375 Score 
1. .448 

(AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



OJ990822_42.0419.C97 
+ 

451 

AAT/NAP 

448 

62-6 



48796 Seq. ID 

103968 Strand 

1 End 
OJ990822_42 . 0419.C97 .ol .gs Method . 

58 End 

none Score 
58. .451 



OJ990822_42.0419.C97 
+ 

451 

GENSCAN 

451 

.93 



50603 



Seq. No. 


48797 


Seq. ID 


OJ990822 42.0419.C99 


Gene No. 


103969 


Strand 


+ 


Start 


1217 


End 


1688 


Name 


OJ990822 42.0419.C99.ol.gp 


Method 




Start 


1217 


End 


1688 


GI 


42057 1.R1084 


Score 


854 


Exons 


1217. .1688 






GI Descrip. 


, 6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


48797 


Seq. ID 


OJ990822_42.0419.C99 


Gene No. 


103970 


Strand 




Start 


14 DO 


Lna 


1953 


Name 


OJ99082Z 42 . 04 19 . C99 . ol . gs 


Method 


GENSCAN 


Start 


1468 


End 


1908 


GI 


none 


Score 


.81 


Exons 


1468 . . 1908 






Seq. No. 


A O "7 f\1 

48797 


Seq. ID 


OJ990822_42.0419.C99 


Gene No. 


103970 


Strand 




Start 


1468 


End 


lyoo 


Name 


OJ990822 42.0419.C99.ol.tm 


Method 


TBLASTX: Maize 


Start 


1719 


End 


1953 


GI 


none 


Score : 


68 


Exons 


1719. .1790, 1720. .1791, 1720 


. .1791-, . 17 


84. .1951, 1786. .1953, 




1786. .1953 






Seq. No. 


48798 


Seq. ID 


OJ990822_37.0421.C2 


Gene No. 


103971 


Strand 


+ 


otar t 


1 


End 


1 c O "3 


Name 


OJ990822 37.0421.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1523 


GI 


7340868 


Score 


185 


Exons 


1..254, 1290. .1523 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48799 


Seq. ID 


OJ990822_37.0421.C3 


Gene No. 


103972 


Strand 




Start 


488 


End 


o4 4 / 


Name 


OJ990822 37.0421.C3.ol.gs 


Method 


GENSCAN 


Start 


488 


End 


3447 


GI 


none 


Score 


.46 


Exons 


488.. 537, 1986.. 2123, 2161.. 


2304, 2385 


..2652, 2691. .2987, 




3394. .3447 " 






Seq. No. 


48799 


Seq. ID 


OJ990822_37.0421.C3 


Gene No. 


103973 


Strand 


+ 


Start 


5105 


End 


11586 


Name 


OJ990822 37.0421.C3.o2.gs 


Method 


GENSCAN 


Start 


5105 


End 


11586 


GI 


none 


Score 


.47 


Exons 


5105.. 5204, 5366.. 5682, 6300 


..6400, 6477. .6544, 7249. .7367, 




8729. .8806, 9683. .10669, 10958 .. 11143 , 


11269. .11586 


Seq. No. 


48799 


Seq. ID 


OJ990822_37.0421.C3 


Gene No. 


103974 


Strand 


+ 


Start 


21353 


End 


23826 



50604 



Name OJ990822_37 . 0421 . C3 . o2 . np Method AAT/NAP 

Start 21353 End 21887 

GI 91206 Score 183 

Exons 21353. .21887 

GI Descrip. proline-rich protein - mouse (fragment) gi 1 200543 (M19419) 
proline-rich salivary protein [Mus musculus] 



Seq. No. 48799 Seq. ID 

Gene No. 103974 Strand 

Start 21353 End 

Name OJ990822_37 . 0421 . C3 . ol . gp Method 

Start 21523 End 

GI 4880205 Score 

Exons 21523. .21840, 23699.-23826 

GI Descrip. 5295936/dbj I AB026295 . 2 | AB026295 1.0e-16 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10 , complete sequence 



OJ990822_37.0421.C3 
+ 

23826 
AAT/GAP 
23826 
714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



48799 Seq. ID 

103975 Strand 

4866 End 

OJ990822_37.0421.C3.ol.np Method 

4866 End 

6069653 Score 



OJ990822_37.0421.C3 

10330 
AAT/NAP 
10330 
430 



4866.. 5737, 5795.. 6423, 9832.. 10330 

(AP000616) hypothetical protein [Oryza sativa] 



48800 Seq. ID 

103976 Strand 
1943 End 
OJ990822_37 . 0421 . C4 . ol . gs Method 
1943 End 
none Score 
1943. .1947, 2475. .2566, 3057. .3163 

48801 Seq. ID 

103977 Strand 
16 End 
OJ990822_37.0421.C6.ol.gs Method 
16 End 
none Score 
16. .229, 620. .669 

48801 Seq. ID 

103978 Strand 
12128 End 
OJ990822_37.0421.C6.o3.gp Method 
12128 End 
none Score 
12128. .12414 



OJ990822_37.0421.C4 
+ 

3163 
GEN SCAN 
3163 
.6 



OJ990822_37.0421.C6 
+ 

669 

GENSCAN 

669 

.4 



OJ990822_37.0421.C6 
+ 

12414 
AAT/GAP 
12414 
562 



Seq. No. 48801 Seq. ID 

Gene No. 103979 Strand 

Start 20269 End 

Name OJ990822_37 . 0421'. C6 . o4 . gs Method 

Start 20269 End 

GI none Score 

Exons 20269. .20374, 20495.. 20589 



OJ990822_37.0421.C6 
+ 

20589 
GENSCAN' 
20589 
.87 



50605 



Seq. No. 48801 Seq. ID 

Gene No. 103980 Strand 

Start 2400 End 

Name OJ990822_37 . 042 1 . C6 . o2 . gp Method 

Start 2400 End 

GI none Score 

Exons 2400.. 3091 



OJ990822_37.0421.C6 

3091 
AAT/GAP 
3091 
1325 



Seq. No. 48801 
Gene No. 103981 
Start 12339 

Name OJ990822_37 . 0421 . C6 . ol . 

Start 12319 
GI none 
Exons 12319. 

12555. 

14009. 



tm 



12366, 
12650, 
14041, 
14168. .14269, 



12345. 
12565. 
14060. 
14169. 



,12572, 
,12651, 
,14146, 
,14261 



Seq. ID OJ990822_37.0421.C6 
Strand 

End 14484 

Method T BLAST X : Mai ze 

End 14269 

Score 191 
12346. .12576, 12554 .. 1264 9, 
13907. .13987, 13910 .. 13987 , 
14100. .14147, 14132. .14176, 



Seq. ID OJ990822_37.0421.C6 



Seq. No. 48801 

Gene No. 103981 Strand 

Start 12339 ' End 14484 

Name OJ990822_37 . 0421 . C6 . o3 . gs Method GENS CAN 

Start- 12339 .End 14452 

GI none Score . 42 

Exons 12339. .12572, 12578 .. 12647 , 13908.. 14452 



□ Seq. No. 

i~i Gene No. 

v ; Start 

I s * Name 

F LJ start 

~ GI 

[J Exons 

GI Descrip. 



48801 Seq. ID 

103981 Strand 

12339 End 

OJ990822_37 . 04 21 . C6 . ol . np Method 

12342 End 

7407659 Score 
12342. .12647, 13908. .14441 

(AF247162) alpha-expansin OsEXP5 [Oryza sativa] 



OJ990822_37.0421.C6 

14484 
AAT/NAP 
14441 
425 



? " Seq. Np. 48801 

Q Gene No. 103981 

£3 Start 12339 

n Name OJ990822_37 . 0421 . C6 . ol . tc 

"~ Start 12357 

GI none 

Exons 12357. .12572, 12379 .. 12630, 12554 
14009. .14044, 14063. .14158, 14168 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 37. 0421. C6 



14484 

TBLASTX: Cress 
- 14234 
73 

12649, 13907. .13987, 
14233, 14169.. 14234 



Seq. No. 48801 
Gene No. 103981 
Start 12339 

Name OJ990822_37 . 0421 . C6 . ol . ts 

Start 12357 
GI s *none 

Exons 12357. .12521, 12522 .. 12572 , 

14009. .14044, 14051. .14146, 
14169. .14234 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12554. .12649, 
14153. .14176, 



OJ990822 37. 0421. C6 



14484 

TBLASTX : Soybean 
14234 
67 

13907. .13987, 
14168. .14233, 



Seq. No. 



48801 



Seq. ID OJ990822_37.0421.C6 



50606 






Gene No. 


103981 


Strand 








Start 


12339 


End 


14484 






Name 


OJ990822 37.0421.C6.o4.gp 


Method 


AAT/GAP 






Start 


13968 


End 


14484 






GI 


uC-osflm202102h06bl 


Score 


908 






Exons 


13968. .14274, 14302.. 14484 










GI Descrip. 


•1041704 2.0e-19 (U30478) expansin At- 


EXP5 [Arabidopsis 








thaliana] 1 




..... . 






Seq. No. 


48802 


Seq. , ID 


OJ990822_37.0421 


.C7 




Gene No. 


103982 


Strand 


+ 






Start 


4736 


End 


6656 






Name 


OJ990822 37.0421.C7.o2.gs 


Method 


GENSCAN 






Start 


4736 


End 


6656 






GI 


none 


Score 


. 91 






Exons 


4736. .4817, 6421. . 6656 










Seq. No. 


48802 


Seq. ID 


OJ990822_37.0421 


.C7 




Gene No. 


103983 


Strand 








Start 


1099 


End 


3414 






Name 


OJ990822 37.0421.C7.ol.gs 


Method 


GENSCAN 






Start 


1099 


End 


3414 






GI 


none 


Score 


.95 




3 


Exons 


1099. .1301, 3135. .3414 








3 


Seq. No. 


48802 


Seq. ID 


OJ990822_37.0421 


.C7 




Gene No. 


103984 


Strand 






: S 
LS 


Start 


8522 


End 


14035 




J 


Name 


OJ990822 37.0421.C7.o3.gs 


Method 


GENSCAN 






Start 


8522 


End 


14035 




'4 


GI 


none 


Score 


.61 




\ f 


Exons 


8522.. 8697, 9589.. 9755, 12143 


. .12315, 


13684. .13937, 13972. 




Seq. No. 


48802 


Seq. ID 


OJ990822_37.0421 


.C7 


J 


Gene No. 


103985 


Strand 








Start 


15599 


End 


19080 




4 


Name 


OJ990822 37.0421.C7.o4.gs 


Method 


GENSCAN 




« 


Start 


15599 


End 


19080 




1 


GI 


none 


Score 


.74 




2 


Exons 


15599. .15664, 18011 .. 18257 , 18698 .. 1877 6, 18891. .19080 






Seq. No. 


48803 


Seq. ID 


OJ990822_37.0421 


.C8 




Gene No. 


103986 


Strand 


+ 






Start 


1241 


End 


6442 






Name 


OJ990822 37.0421.C8.ol.gs 


Method 


GENSCAN 






Start 


1241 


End 


6442 






GI 


none 


Score 


.61 






Exons 


1241. .1382, 3058. .3176, 5141. 


.5238, 5290.. 5592, 6310.. 6442 




Seq. No. 


48803 


Seq. ID 


OJ990822_37.0421 


,C8 




Gene No. 


103987 


Strand 


+ 






Start 


7530 


End 


12945 






Name 


OJ990822 37.0421.C8.o2.gs 


Method 


GENSCAN 






Start 


7530- 


End 


12945 






GI 


none 


Score 


. 6 






Exons 


7530.. 7550, 10646. . 10714, 11033.. 11096 


, 12770.. 12945 





50607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48803 Seq. ID OJ990822_37 . 0421 . C8 

103988 Strand + 

15460 End 19105 

OJ990822_37 . 0421 . C8 . ol . np Method AAT/NAP 

15460 End 16505 

130582 Score 544 

15460. .16505 

RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ;■ REVERSE t TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi I 2004 5 | emb | CAA32025 | (X13777) ORF [Nicotiana tabacum] 



48803 

103988 

15460 

OJ990822_37 . 0421 .C8 . o4 . gs 

15460 

none 



Seq. ID OJ990822_37.0421.C8 

Strand + 

End 19105 

Method GENSCAN 

End 19105 

Score .47 



15460. .16690, 17174 17315, 19027. .19105 



Seq. No. 48803 

Gene No. 103989 

Start 9069 

Name OJ990822_37 . 0421 . C8 . ol . gp 

Start 9069 

GI uC-osrocyp028d05bl ' 

Exons 9069.. 9155, 14837.. 15257 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 1.0e-16 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. ID OJ990822_37.0421.C8 
Strand 

End 15257 

Method AAT/GAP 

End 15257 

Score 908 





Seq. No. 


48803 


Seq. ID 


OJ990822_37.0421. 


C8 


J 


Gene No. 


103989 


Strand 








Start 


9069 


End 


15257 






Name 


OJ990822 37.0421.C8.o3.gs 


Method 


GENSCAN 






Start 


13365 


End 


15201 






GI 


none 


Score 


.61 






Exons 


13365. .14304, 14322 .. 14 4 67 , 


14486. .14570, 14879. .15201 






Seq. No. 


48804 


Seq. ID 


OJ990822_37.0421. 


C9 




Gene No. 


103990 


Strand 


+ 






Start 


235 


End 


5611 






Name 


OJ990822 37.0421.C9.ol.gs 


Method 


GENSCAN 






Start . 


235 


End 


5611 






GI 


none 


Score 


.44 






Exons 


235.. 353, 1307.. 1362, 1553.. 


1583, 1903 


..1974, 2008. .2188 








2765. .2859, 4630.. 4672, 4737 


..4818, 5495. .5611 ■ 






Seq. No. 


48804 


Seq. ID 


OJ990822_37.0421. 


C9 




Gene No. 


103991 


Strand 








Start 


9020 


End 


9227 






Name 


OJ990822 37.0421.C9.ol.gp 


Method 


AAT/GAP 






Start 


9020 


End 


9227 






GI 


2798075 


Score 


403 






Exons 


9020.. 9227 










Seq. No. 


48805 


Seq. ID 


OJ990822_37.0421. 


Cll 




Gene No. 


103992 


Strand 


+ 





50608 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



652 

GENSCAN 

652 

.82 



85 End 

OJ990822_37. 0421. Cll. ol.gs Method 

85 End 

none Score 
85. .231, 242. .652 

48805 Seq. ID 

103993 Strand 
1775 End 
OJ990822_37 . 0421 . Cll . o2 . gs Method 
1775 End 
none Score 
1775.. 1858, 1951.. 2008, 2044.. 2153 

48805 Seq. ID 

103994 Strand 
4839 End 
OJ990822_37. 0421. Cll. o3.gs Method 
4839 End 
none Score 
4839. .4902, 5689. .5768, 8082. .8267, 10122 .. 10345, 10544 .. 10688, 
11057. .11197, 11553.. 11726 

48805 Seq. ID OJ990822_37 . 0421 . Cll 

103995 Strand + 
11897 End 12358 
OJ990822_37. 0421. Cll. ol.gp Method AAT/GAP 
11897 End 12358 
LIB3432-059-P1-K1-D8 Score 721 
11897. .12358 

'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ990822_37. 0421. Cll 

+ ' 

2153 

GENSCAN 

2153 

.78 



OJ990822_37. 0421. Cll 
+ 

11726 
GENSCAN 
11726 
. 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48806 Seq. ID 

103996 Strand 
286 End 
OJ-990822_37. 0421. C13. ol.gs Method 
286 End 
none Score 
286. .453 

48807 ' Seq. ID 

103997 Strand 
1320 End 
OJ990822_37. 0421. C41. ol.gs Method 
1320 End 
none Score 
1320. .1364 

48807 Seq. ID 

103998 Strand 
199 End 
OJ990822_37.0421.C41.ol.np Method 
199 - End 
728832 Score 
199. .496 

**** ALU SUBFAMILY SB WARNING ENTRY **** 



OJ990822_37.0421.C13 
453 

GENSCAN 
453 
.69 



OJ990822_37.0421.C41 
+ 

1364 
GENSCAN 
1364 
.46 



OJ990822_37.0421.C41 
496 

AAT/NAP 
496 
326 



50609 





OSCJ . 1NO . 


A QQAQ 


oeq. iu 




n a o n 
. U ft z u . 


Uj 




Gene No. 


103.999 


Strand 


+ 








Start 


196 


End 


1049 








Name 


OJ990512 14.0420.C3.ol.gs 


Method 


GENSCAN 








Start 


196 


End 


444 








GI 


none 


Score 


.5 








Exons 


196. .444 












Seq. No. 


48808. 


Seq. ID 


OJ990512_14 


.0420. 


C3 






103999 


Strand 










Start 


196 


End 


1049 








Name 


OJ990512 14.0420.C3.ol.np 


Method 


AAT/NAP 








Start 


196 


End 


1049 








GI 


6539586 


Score 


227 








Exons 


196. .349, 1000. .1049 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48809 


Seq. ID 


OJ990512_14 


.0420. 


C4 






104000 


Strand 










Start 


780 


End 


2150 








Name 


OJ990512 14.0420.C4.o2.np 


Method 


AAT/NAP 








Start 


780 


End 


2150 








GI 


5803259 


Score 


321 








Exons 


780. .826, 1933. .2150 










\J 


GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






hi 


Seq. No. 


48809 


Seq. ID 


OJ990512_14 


.0420'. 


C4 




Gene No. 


104000 


Strand 


+ 










780 


End 


2150 








Name 


OJ990512 14.0420.C4.ol.gp 


Method 


AAT/GAP 








Start 


839 


End 


1222 






r u 


GI 


uC-osflcyp033a04bl 


Score 


669 








Exons 


839. .1222 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone: 


P0711E10' 










Seq. No. 


488.09 


Seq. ID 


OJ990512_14 


0420. 


C4 






104001 


Strand 










Start 


917 


End 


2150 






a 


Name 


OJ990512 14.0420.C4.ol.np 


Method 


AAT/NAP 






:ss5 


Start 


768 


End 


2150 








GI 


4680186 


Score 


226 








Exons 


768. .972, 2123. .2150 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








oeq . jno . 


48809 


Seq. ID 


OJ990512JL4. 


0420. 


C4 




Gene No. 


104001 


Strand 










Start 


917 


End 


2150 








Name 


OJ990512 14.0420.C4 .ol.gs 


Method 


GENSCAN 








Start 


917 


End 


. 2078 








"GI 


none 


Score 


. 94 








Exons 


917. .1124, 2047. .2078 












Seq. No. 


48810 


Seq. ID 


OJ990512_14. 


0420. 


C5 




Gene No. 


104002 


Strand 


+ 








Start 


1 


End 


569 







50610 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



OJ990512_14 .0420.C5.ol.np Method AAT/NAP 

1 End 566 

5803259 Score 820 

1. .566 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990512_14.0420.C5 

Strand + 

End 569 

Method GENSCAN 

End 569 

Score . 65 



48810 
104002 
1 

OJ990512_14.0420.C5.ol.gs 
48 

none 
48. .569 

48811 
104003 
1 

OJ990512_14.0420.C6.ol.np 
1 

7228457 

1..621, 688. .1839, 1962. .2796, 2860. .3031 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. ID OJ990512_14 .0420.C6 
Strand 

End 3031 

Method AAT/NAP 

End 3031 

Score 4418 





Seq. No.' 


48811 




Seq. ID 


OJ990512_14.0420. 


C6 




Gene No. 


104003 




Strand 






: 3 


Start 


1 




End 


3031 






Name 


OJ990512 14. 0420. C6 


. o3. tm 


Method 


TBLASTX: Maize 




: 1 


Start 


7 




End 


201 






GI 


none 




Score 


107 




-i 

:3 


Exons 


7. .201, 20. .172 












Seq. No. 


48811 




Seq. ID 


OJ990512_14.0420. 


C6 




Gene No. 


104003 




Strand 








Start 


1 




End 


3031 






Name 


OJ990512 14. 0420. C6 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


7 




End 


285 






GI 


none 




Score 


86 






Exons 


7. .285, 11. .127, 21 


. .164 










Seq. No. 


48811 




Seq. ID 


OJ990512_14.0420. 


C6 




Gene No. 


104003 




Strand 








Start 


1 




End 


3031 






Name 


OJ990512 14. 0420. C6 


. ol.gs 


Method 


GENSCAN 






Start 


69 




End 


3017 






GI 


none 




Score 


.63 






Exons 


69..272, 333. .2595, 


2614. . 


2796, 2943. . 


3017 






Seq. No. 


48811 




Seq. ID 


OJ990512_14.0420. 


C6 




Gene No. 


.104003 




Strand 








Start 


1 




End 


3031 






Name 


OJ990512 14. 0420. C6 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


709 




■• End 


1271 






GI 


none 




Score 


88 






Exons 


709. .858, 710. .847, 


712. .849, 893. .1078, 919. .1128, 919. 


.1 



1251. .1271 



50611 




Seq. No. 


48811 








Seq. ID 


OJ990512_14 . 0420 


,C6 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1768 








End 


2139 




GI 


none 








Score 


89 




Exons 


1768. .2139, 


1979 


. .2122 










Seq. No. 


48811 








Seq. ID 


OJ990512 14.0420 


. C6 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1798 








End 


2218 




GI 


none 








Score 


310 




Exons 


1798. .2217, 


1805 


. .2218 










Seq. No. 


48811 








Seq. ID 


OJ990512 14.0420 


. Co 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


■C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1891 








End 


2275 




GI 


none 








Score 


226 




Exons 


1891. '.2274, 


1910 


. .2275 










Seq. No. 


48811 








Seq. ID 


OJ990512 14.0420 


. C6 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


■C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2302 








End 


2658 




GI 


none 








Score 


133 




Exons 


2302. .2607, 


2302 


. .2658, 


2312. 


.2623 






Seq. No. 


48811 








Seq. ID 


OJ990512_14.0420 


. C6 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


. C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2326 








End 


2789 ■ 




GI 


none 








Score 


219 




Exons 


2326. .2787, 


2332 


. .2787, 


2333. 


.2788, 2346.. 2789 




Seq. No. 


48811 








Seq. ID 


OJ990512_14.0420 


. C6 


Gene No. 


104003 








Strand 






Start 


1 








End 


3031 




Name 


OJ990512 14 


.0420 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2383 








End 


2748 




GI 


none 








Score 


111 




Exons 


2383. .2517, 


2524 


. .2748 










Seq. No. 


48812 








Seq. ID 


OJ990512_14.0420 


.C7 


Gene No. 


104004 








Strand 






Start 


1 








End 


1144 




Name 


OJ990512 14 


.0420 


.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1144 




GI 


7228457 








Score 


1871 





Exons 1..1144 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



50612 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 48812 

Gene No. 104004 

Start 1 

Name OJ990512_14 . 0420 . C7 . ol . gs 

Start 20 

GI none 

Exons 20.. 1079 



Seq. ID OJ990512_14 .0420.C7 
Strand 

End 1144 

Method GENSCAN 

End 1079 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



48812 
104004 
1 

OJ990512_14.0420.C7.ol.tw 

51 

none 

51. .341, 82. .237 

48812 
104004 
1 

OJ990512_14.0420.C7.o2.tw 
807 

none ••. 

807.-; 992, . 813. .1097, 880. .1050, 883. .1101 



Seq. ID OJ990512_14.0420.C7 
Strand 

1144 

TBLASTX: Wheat 
341 
88 



Seq. ID OJ990512_14.0420.C7 
Strand 

1144 

TBLASTX: Wheat 
1101 
54 



End 

Method 

End 

Score 



Seq. ID OJ990512_14.0420.C8 

Strand + 

End 1128 

Method AAT/GAP 

End 1128 

Score 217 



48813 
104005 
964 

OJ990512_14.0420.C8.ol.gp 
964 

7406_1.R1084 
964. .1128 

f 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. ID OJ990512_14 . 0420.C8 
Strand 

End 525 

Method AAT/NAP 

End 525 

Score 881 



48813 
104006 
1 

OJ990512_14.0420.C8.ol.np 
1 

7228442 
1..525 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



48813 

104006 

1 

OJ990512_14 . 0420.C8 .ol .gs 
48 

none 
48. .243 



Seq. ID OJ990512__14.0420.C8 

Strand 

End 525 

Method - GENSCAN 

End 243 

Score .43 



Seq. No. 



48814 



Seq. ID OJ990512_14.0420.C9 



50613 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104007 Strand + 

1 End 2325 

OJ990512_14 . 0420 . C9 . ol . np Method AAT/NAP 

1 End 2325 

5758858 Score 95 
1..73, 1606. .1742, 2261. .2325 

(AF168890) ATP synthase beta subunit [Calathea loeseneri] 



48814 

104007 

1 

OJ990512_14.0420.C9.ol.gs 

271 

none 

271. .460 



Seq. ID OJ990512_14.0420.C9 

Strand + 

End 2325 

Method GENSCAN 

End 4 60 

Score .85 



Seq. No. 48814 

Gene No. 104008 

Start 777 

Name OJ990512_14 .0420 . C9 . o2 . gs 

Start 777 

GI none 

Exons 777.. 941, 943.. 1133, 1766. 

2489. .2648, 2746. .2913 



Seq. ID OJ990512_14 .0420.C9 
Strand 

End 3147 

Method GENSCAN 

End 2913 

Score .77 
1824, 1946. .2080, 2156. .2375, 



lz Seq. No. 

Gene No. 

fjj Start 

[i Name 

M Start 

v i gi 

lf m Exons 

= GI Descrip. 



48814 
104008 
777 

OJ990512_14.0420.C9.o2.np 
1453 
5732928 



Seq. ID OJ990512_14.0420.C9 
Strand 

3147 
AAT/NAP 
3147 
269 



End 

Method 
End 
Score 

1453. .1641, 1974. .2078, 2157. .2324, 2462. .2648, 2752. .2980, 
3073. .3147 

(AF169801) dihydrof lavonol-4-reductase [Lilium hybrid cultivar 
VII cv. ? Acapulco f ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48814 
104008 
777 

OJ990512_14.0420.C9.ol.gp 
1749 

33857_1.R1084 
1749.. 2080, 2156.. 2397 

, 4508073/gb|AAD21417.1| 5.0e-22 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



Seq. ID OJ990512_14.0420.C9 
Strand 

End . 3147 

Method AAT/.GAP 

End 2397 

Score 901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48814 

104008 

777 

OJ990512_14.0420.C9.ol.ts 

1999 

none 



48814 

104008 

777 



Seq. ID OJ990512_14.0420.C9 
Strand 

End . 3147 

Method TBLASTX : Soybean 

End 2323 

Score 97 



1999. .2064, 2167. .2322, 2171. .2323 



Seq. ID OJ990512_14 .0420.C9 
Strand 

End 3147 



50614 





Name 


OJ990512 14 


.0420 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2203 








End 


2621 




GI 


none 








Score 


75 




Exons 


2203. .2322, 


2204 


. .2311, 


2224. 


.2337, 2234. .2380, 2326. .2379, 






2481. .2621, 


2482 


. .2619 










Seq. No. 


48814 








Seq. ID 


OJ990512_14.0420.C9 




Gene No . 


104008 








Strand 






Start 


111 








End 


3147 




Name 


OJ990512 14 


.0420 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2835 








End 


3146 




GI 


none 








Score 


132 




Exons 


2835. .2957, 


2842 


. .2958, 


2872. 


.2958, 3036.. 3146, 3072.. 3146 




Seq. No. 


48814 








Seq. ID 


OJ990512_14.0420.C9 




Gene No. 


104008 








Strand 






Start 


111 








End 


3147 




Name 


OJ990512 14 


.0420 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2840 








End ; 


3146 




GI 


none 








Score 


108 




Exons 


2840. .2929, 


2842 


. .2958, 


2872. 


.2958, 3072. .3146, 3072. .3146 




Seq. No. 


48815 








Seq. ID 


OJ990512_14. 0420. C10 




Gene No. 


104009 








Strand 


+ . > . , 


L * 
. =% 


Start 


232 








End 


78 9 -:.iC: .' 


%^ 


Name 


OJ990512 14 


0420 


.ClO.ol 


.gs 


Method 


GENSCAN 


fh 


Start 


232 








End 


789 


\ La 


GI 


none 








Score 


.6 




Exons 


232. .332, 338. .414, 608 


. .692, 


785. .789 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990512_14.0420.C10 
Strand 

End 421 

Method AAT/GAP 

End 421 

Score 379 



48815 
104010 
189 

OJ990512_14. 0420. C10. ol.gp 
189 

uC-osflcyp017f04bl 
189. .421 

, 4508073/gb|AAD21417.1| 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



Seq. ID OJ990512_14. 0420. C10 

Strand 

End 4 21 

Method AAT/NAP 

End 312 

Score 94 



48815 
104010 
189 

OJ990512_14. 0420. C10. ol.np 
189 

7488627 
189. .312 

probable, cinnamyl-alcohol dehydrogenase (EC 1.1.1.195) - apple 
tree gi | 2981475 | gb | AAC06319 . 1 1 (AF053084) putative cinnamyl 
alcohol dehydrogenase [Malus domestical 



48815 

104011 

2001 

OJ990512_14. 0420. C10. o2.gs 

2001 

none 



Seq. ID OJ990512_14 .0420. C10 

Strand * - 

End 2508 

Method GENSCAN 

End 2508 

Score .97 



50615 




Exons 


2001. .2154, 


2237 


. .2508 










Seq. No. 


48815 








Seq. ID 


OJ990512_14.0420 


.C10 


Gene No. 


104011 








Strand 






Start 


2001 








End 


ZdUo 




Name 


OJ990512 14 


.0420 


-C10.o2 


.np 


Method 


AAT/NAP 




Start 


2001 








End 


2445 




GI 


4508073 








Score 


140 




Exons 


2001. .2129, 


2218 


. .2445 










GI Descrip. 


(AC005882) 


43220 


[Arabidopsis 


thaliana] 






Seq. No. 


48816 








Seq. ID 


OJ990512_14.0420 


.Cll 


Gene No. 


104012 








Strand 






Start 


180 








End 


274 




Name 


OJ990512 14 


.0420 


.Cll .ol 


.gs 


Method 


GENSCAN 




Start 


180 








End 


274 




GI 


none 








Score 


.4 




Exons 


180. .274 














Seq. No. 


48817 








Seq. ID 


OJ990512JL4.0420 


.C13 


Gene No. 


104013 








Strand 






Start 


364 








End 


2443 




Name 


OJ990512 14 


.0420 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


364 








End 


2416 




GI 


none 








Score 


.4 " 




Exons 


364. .1340, 


1422. 


.1862, 


2023. . 


2416 






Seq. No. 


48817 








Seq. ID 


OJ990512_14.0420 


.C13 


Gene No. 


104013 








Strand 






Start 


364 








End 


2443 




Name 


OJ990512 14 


.0420 


.C13.ol 


. np 


Method 


AAT/NAP 




Start 


367 








End 


2443 




GI 


4680179 








Score 


3397 




Exons 


367. .2443 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


48817 








Seq. ID 


OJ990512_14 .0420 


.C13 


Gene No. 


104013 








Strand 






Start 


364 








End 


2443 




Name 


OJ990512 14 


.0420 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


391 








End 


603 




GI 


none 








Score 


206 




Exons 


391. .603 














Seq. No. 


48817 








Seq. ID 


OJ990512_14 .0420 


.C13 


Gene No. 


104013 








Strand 






Start 


364 








End 


2443 




Name 


OJ990512 14 


.0420 


.C13.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


412 








End 


745 




GI 


none 








Score 


107 




Exons 


412. .744, 413. .745 










Seq. No. 


48817 








Seq. ID 


OJ990512_14.0420 


.C13 


Gene No. 


10,4013 








Strand ■ 






Start 


364 








End 


2443 




Name 


OJ990512 14 


.0420 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


604 








End 


1191 





50616 



GI 

Exons 



none . Score 162 

604. .1032, 605. .865, 935. .1027, 1030. .1191, 1037. .1183, 

1039. .1185 



Seq. No. 48817 Seq. ID 

Gene No. 104013 Strand 

Start 364 End 

Name OJ990512_14 . 0420 . C13 . ol . tw Method 

Start 745 End 

GI none Score 

Exons 745.. 1371, 746.. 1369 



OJ990512_14.0420.C13 
2443 

TBLASTX: Wheat 

1371 

375 



Seq. No. 48817 Seq. ID 

Gene No. 104013 Strand 

Start 364 End 

Name OJ990512_14 . 0420 . C13 . o3 . tm Method 

Start 1240 End 

GI none Score 

Exons 1240.. 1530, 1244.. 1531 



OJ990512_14.0420.C13 
2443 

TBLASTX: Maize 

1531 

249 



Seq. No. 48817 Seq. ID 

Gene No. 104013 Strand 

Start 364 End 

Name OJ990512_14 . 0420 . C13 . ol . ts Method 

Start 1330 End 

GI none Score 

Exons 1330.. 1590, 1340.. 1585 



OJ990512_14.0420.C13 
2443 

TBLASTX .-Soybean 

1590 

151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48817 Seq. ID 

104013 Strand 

364 End 
OJ990512_14 .0420.C13.ol.tc Method 

1354 End 

none Score 

1354. .1497, 1355. .1495, 1498. .1671 



OJ990512_14.0420.C13 
2443 

TBLASTX: Cress 

1671 

93 



Seq. No. 48817 Seq. ID 

Gene No. 104013 Strand 

Start 364 End 

Name OJ990512_14 . 0420 .C13 .o2 . tw Method 

Start 1378 End 

GI none Score 

Exons 1378.. 1908, 1379.. 1633, 1393.. 1824 



OJ990512_14.0420.C13 
2443 

TBLASTX: Wheat 

1908 

255 



Seq. No. 48817 

Gene No. 104013 

Start 364 

Name OJ990512_14 . 0420 . C13 . o2 . tm 

Start 1944 

GI none 

Exons 1944.. 2051, 1951.. 2046, 2048, 



OJ990512_14.0420.C13 
2443 

TBLASTX: Maize 
2296 
78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2296, 2057. .2260, 2061. .2294 



Seq. No. 48817 

Gene No. 104013 

Start 364 

Name OJ990512_14 . 0420 . C13 . o3 . tw 

Start 1944 



Seq. ID OJ990512_14.0420.C13 
Strand 

End 2443 

Method TBLASTX : Wheat 

End 2368 



50617 




GI 


none 








Score 


116 


Exons 


1944. .2051, 


1951. 


.2046, 


2048. 


.2368, 2051.. 2326, 2052.. 2360 


Seq. No. 


48817 




-> 




Seq. ID 


OJ990512 14.0420.C13 


Gene No. 


104013 








Strand 




Start 


364 








End 


2443 


Name 


OJ990512 14 


.0420. 


C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2117 








End 


2362 


GI 


none 








Score 


209 


Exons 


2117. .2362 












Seq. No. 


48818 








Seq. ID 


OJ990512_14.0420.C14 


Gene No. 


104014 








Strand 




Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


1712 


GI 


4680179 








Score 


2324 


Exons 


1. .1712 












GI Descrip. 


(AF111709) ; 


poj&rprotein 


[Oryza 


sativa : 


subsp. indica] 


Seq. No. 


48818 








Seq. ID 


OJ990512 14.0420.C14 


Gene No, 


104014 








Strand 




Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


59 








End 


364 


GI 


none 








Score 


251 


Exons 


59. .364, 60 


. .335, 


71. .361, 28 


6. .363 




Seq. No. 


48818 








Seq. ID 


OJ990512 14.0420.C14 


Gene No. 


104014 








Strand 


- 


Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


62 








End 


340 


GI 


none 








Score 


104 


Exons 


62. .340, 90 


. .275 










Seq. No. 


48818 








Seq. ID 


OJ990512 14.0420.C14 


Gene No. 


104014 








. Strand 




Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.ol 


.gs 


Method 


GENSCAN 


Start 


72 








End 


1642 


GI 


none 








Score 


. 97 


Exons 


72. .1642 












Seq. No. 


48818 








Seq. ID 


OJ990512 14.0420.C14 


Gene No. 


104014 








Strand 




Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


77 








End 


472 


GI 


none 








Score 


171 


Exons 


77. .436, 78 


. .344, 


107. 


424, 289. .429, 


440. .472, 444. .470 


Seq. No. 


48818 








Seq. ID 


OJ990512_14.0420.C14 


Gene No. 


104014 








Strand 




Start 


1 








End 


1712 


Name 


OJ990512 14 


.0420. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


359 








End 


826 



50618 



GI none 

Exons 359.-826, 456.. 755 

Seq. No. 48818 

Gene No. 104014 

Start 1 

Name OJ990512_14 . 0420 . C14 . ol . tw 

Start 413 

GI none 

Exons 413.. 895, 456.. 791 

Seq. No. 48818 

Gene No. 104014 

Start 1 

Name OJ990512_14 . 0420 .C14 . o2 . ts 

Start 545 

GI none 

Exons 545.. 859, 546.. 743 

Seq. No. 48818 

Gene No. 104014 
Start . 1 

Name OJ990512_14 . 0420 .C14 . o3 . tw 

Start 1070 

GI none 

Exons 1070.. 1243, 1101.. 1169, 1151., 

Seq. No. 48818 

Gene No. 104014 

Start 1 

Name OJ990512_14 . 0420 .C14 . o3 . tm 

Start 1157 

GI none 

Exons 1157.. 1432, 1332.. 1433 

Seq. No. 48819 

Gene No. 104015 

Start 1 

Name OJ990512_14 .0420.C15.ol.np 

Start 1 

GI 4680179 

Exons 1 . .606 

GI Descrip. (&F111709) polyprotein [Oryza 

Seq. No. 48819 

Gene No. 104015 

Start 1 

Name OJ990512_14 . 0420 .C15 . ol . tw 

Start 58 

GI none 

Exons 58.-393, 59.-373 

Seq. No. 48819 

Gene No. 104015 

Start 1 

Name OJ990512_14 . 0420 . C15 . ol . gs 

Start 157 



Score 



107 



Seq. ID OJ990512_14.0420.C14 
Strand 

End 1712 

Method TBLASTX : Wheat 

End 895 

Score 271 



Seq. ID OJ990512_14.0420.C14 
Strand 

End 1712 

Method TBLASTX : Soybean 

End 859 

Score 57 



Seq. ID OJ990512_14 .0420.C14 
Strand 

End 1712 

Method TBLASTX : Wheat 

End 1471 

Score 54 

.1210, 1247. .1471, 1305. .1457 

Seq. ID OJ990512_14 .0420.C14 
Strand 

End 1712 

Method TBLASTX : Mai ze 

End 1433 

Score 78 



Seq. ID OJ990512_14 .0420.C15 
Strand 

End 606 - 

Method AAT/NAP 

End 606 

Score 619 

sativa subsp. indica] 

Seq. ID OJ990512_14 .0420.C15 
Strand 

End 606 

Method TBLASTX : Wheat 

End 393 

Score 117 



Seq. ID OJ990512_14.0420.C15 
Strand 

End 606 

Method GENSCAN 

End 606 



50619 






GI 


none 




Score 


.4 




Exons 


157. .606 










Seq. No. 


48820 




Seq. ID 


OJ990512_14.0420.C16 




Gene No. 


104016 




Strand 


+ 




Start 


536 




End 


1218 




Name 


OJ990512 14.0420.C16. 


ol . gs 


Method 


GENSCAN 




Start 


536 




End 


1147 




GI 


none 




Score 


.95 




Exons 


536.-538, 954. .1147 










Seq. No. 


48820 




Seq. ID 


OJ990512_14.0420.C16 




Gene No. 


104016 




Strand 


+ 




Start 


536 




End 


1218 




Name 


OJ990512 14.0420.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


935 




End 


1218' 




GI 


none 




Score 


233 




Exons 


935. .1144, 936. .1157, 


939. .1184, 1157.. 


,1213, 1162.. 1218 




Seq. No. 


48820 




Seq. ID 


OJ990512_14 .0420.C16 




Gene No. 


104016 




Strand 


+ 




Start 


536 




End 


1218 




Name 


OJ990512 14.0420.C16. 


ol . tw 


Method 


TBLASTX: Wheat 


12 


Start 


936 




End 


1213 




GI 


none 




Score 


121 


%1 


Exons 


936.. 1055, 1068. .1157 


, 1068.. 


ll.S7> 1160. .1213 


i y 


Seq. No. 


48821 




Seq. ID 


OJ990512_14.0420.C17 


P 


Gene No. 


104017 




Strand 


+ 




Start 


1391 




End 


3959 


v4 


Name 


OJ990512 14.0420.C17. 


ol . gs 


Method 


GENSCAN 


W 


Start 


1391 




End 


3959 


r y 


GI 


none 




Score 


.56 




Exons 


1391. .1512, 2211. .2318, 3110. 


.3165, 3814. .3959 


f i 

;J 


Seq. No. 


48821 




Seq. ID 


OJ990512_14.0420.C17 




Gene No. 


104018 




Strand 






Start 


3870 




End 


4049 




Name 


OJ990512 14.0420.C17. 


ol .gp 


Method 


AAT/GAP 


o 


Start 


3870 




End 


4049 




GI 


76282 1.R1084 




Score 


333 




Exons 


3870. .4049 










GI Descrip. 


M262149/gb|AAD14449| 


7.0e-17 


(AC005275) putative xyloglucan 






endotransglycosylase 


[Arabidopsis thaliana] ' 




Seq. No. 


48822 




Seq. ID 


OJ990512_14.0420.C18 




Gene No. 


104019 




Strand 






Start 


1 




End 


623 




Name 


OJ990512 14.0420.C18. 


ol.np 


Method 


AAT/NAP 




Start. 


1 




End 


596 




GI 


1498168 




Score 


91 




Exons 


1..48, 131. .306, 425. 


.596 








GI Descrip. 


(D86730) endoxyloglucan transferase related protein [Nicotiai 






tabacum] 










Seq. No. 


48822 




Seq. ID 


OJ990512_14 .0420.C18 




Gene No. 


104019 




Strand 





50620 



Start 


1 




End 


623 






Name 


OJ990512 14.0420.C18.ol 


.gs 


Method 


GENSCAN 






Start 


202 




End 


584 






GI 


none 




Score 


.8 






Exons 


202. .306, 425. .584 












Seq. No. 


48822 




Seq. ID 


OJ990512 


_14 .0420 


.C18 


Gene No. 


104019 




Strand 


- 






Start 


1 




End 


623 






Name 


OJ990512 14 .0420.C18.ol 


.gp 


Method 


AAT/GAP 






Start 


206 




End 


623 






GI 


71813 1.R1084 




Score 


526 






Exons 


206.. 306, 425.. 623 












GI Descrip. 


•6016845/dbj IAP000570.1 


IAP000570 6.0e 


-28 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


48822 




Seq. ID 


OJ990512 


_14 .0420 


.C18 


Gene No. 


104020 




Strand 








Start 


2104 




End 


4691 






Name 


OJ990512 14.0420.C18.o2 


. gs 


Method 


GENSCAN 






Start 


2104 




End 


4691 






GI 


none 




Score 


.69 






Exons 


2104. .2186, 2310. .2340, 


4046. 


.4290, 4619. .4691 






Seq. No. 


48822 




Seq. ID 


OJ990512 


_14.0420 


.C18 


Gene No. 


104021 




Strand 








Start 


5639 




End 


8514 






Name 


OJ990512 14.0420.C18.o3 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


200 




End 


515 






GI 


none 




Score 


78 






Exons 


200.. 310, 207.. 308, 423 


. .515 










Seq. No. 


48822 




Seq. ID 


OJ990512 


_14.0420 


.C18 


Gene No. 


104021 




Strand 








Start 


5639 




End 


8514 






Name 


OJ990512 14.0420.C18.o2 


.np 


Method 


AAT/NAP 






Start 


5639 




End 


8514 






GI 


6598860 




Score 


564 






Exons 


5639. .5980, 6032. .6315, 


6358. 


.6891, 8 


431. .8514 






GI Descrip. 


(AC010556) putative transporter [Arabidopsis thaliana] 




Seq. No. 


48822 




Seq. ID 


OJ990512 


_14.0420 


.C18 


Gene No. 


104021 




Strand 








Start 


5639 




End 


8514 






Name 


OJ990512 14.0420.C18.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5923 




End 


6334 






GI 


none 




Score 


60 






Exons 


5923.. 5970, 6037. .6318, 


6239. 


.6334 








Seq. No. 


48822 




Seq. ID 


OJ990512 


_14.0420 


.C18 


Gene No. 


104021 




Strand 








Start 


5639 




End 


8514 






Name 


OJ990512 14.0420.C18.o3 


.gp 


Method 


AAT/GAP 






Start 


6094 




End 


6415 






GI 


568937 




Score 


637 






Exons 


6094. .6415 













50621 




Seq. No. 


48822 






Seq. ID 


OJ990512 


_14.0420.C18 


Gene No. 


104021 






Strand 






Start 


5639 






End 


8514 




Name 


OJ990512 14.0420 


.C18.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6424 






End 


6871 




GI 


none 






Score 


59 




Exons 


6424.. 6591, 6425 


. .6565, 


6592. 


.6819, 6608.. 6820, 


6825. .6869, 




6827. .6871 












Seq. No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104022 






Strand 


+ 




Start 


15 






End 


349 




Name 


OJ990512 14.0420 


.C19.ol. 


gs 


Method 


GENSCAN 




Start 


15 






End 






GI 


none 






Score 


. 63 




Exons 


15. .95, 233..349 












Seq. No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104023 






Strand 


- 




Start ' 


1 






End 


67 




Name 


OJ990512 14.0420 


.C19.ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


67 




GI 


uOosflM202039g09bl 




Score 


117 




Exons 


1. .67 












GI Descrip. 


, 6016845/dbj |AP000570.1| 


AP000570 6.0e 


-28 Oryza 


sativa genomic 




DNA, chromosome 


1, clone:P0711E10 f 






Seq. No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104024 






Strand 






Start 


1775 






End 


5524 




Name 


OJ990512 14.0420 


.C19.o2. 


gs 


Method 


GENSCAN 




Start 


1775 






End 


5511 




GI 


none 






Score 


.82 




Exons 


1775. .1864, 2146 


. .2269, 


2487. 


.2700, 2798.. 2957, 


3660. .3860, 




4045. .4211, 5391 


. .5511 










Seq. No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104024 






Strand 






Start 


1775 






End 


5524 




Name 


OJ990512 14.0420 


.C19.ol. 


np 


Method 


AAT/NAP 




Start 


2053 




End 


5508 




GI 


1332411 






Score 


455 




Exons 


2053. .2269, 2490 


. .2670, 


2786. 


.2957, 3660.. 3860, 


4045. .4211, 




5391.. 5508 












GI Descrip. 


(D85102) dihydroflavonol 


4-reductase 


[Rosa hybrida] 


Seq. No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104024 






Strand 






Start 


1775 






End 


5524 




Name 


OJ990512 14.0420 


.C19.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3747 






End 


5479 




GI 


none 






Score 


114 




Exons 


3747.. 3863, 3750 


. .3863, 


4036. 


.4212, 4063.. 4212, 


5390. .5461, 




5392.. 5478, 5393 


. .5479 










Seq, No. 


48823 






Seq. ID 


OJ990512 


_14.0420.C19 


Gene No. 


104024 






Strand 







50622 





o Lai L 


1775 






End 


5524 




Name 


OJ990512 14 


.0420.C19.ol 


.tm 


Method 


TBLASTX:: 




Start 


3783 






End 


5524 




GI 


none 






Score 


62 




Exons 


3783. .3884, 


3783. .3887, 


4043. 


.4228, 4044. .4211, 






4045. .4212, 


5392. .5499, 


5393. 


.5524 






Seq. No. 


48824 






Seq. ID 


OJ990512 




(2pnp No 


104025 






Strand 


+ 




Start 


218 






End 


2691 




Name 


OJ990512 14 


.0420.C20.ol 


.gs 


Method 


GENS CAN 




Start 


218 






End 


2691 




GI 


none 






Score 


.45 




Exons 


218. .353, 1089. .1178, 2381. .2442, 2587 


. .2691 




Seq. No. 


48825 






Seq. ID 


OJ990512 




Gene No. 


104026 






Strand 


+ 




Start 


1315 






End 


1712 




Name 


OJ990512 14 


.0420.C21.o2 


.np 


Method 


AAT/NAP 




Start 


1315 






End 


1712 




GI 


7523512 






Score 


106 




Exons 


1315. .1408, 


1535. .1712 










GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 


£ as, 

i. -J 


Seq. No. 


48825 






Seq. ID 


OJ990512 


: % 


Gene No. 


104027 






Strand 


- 




Start 


1 






End 


1262 


f jj 


Name 


OJ990512 14 


.0420.C21.ol 


.np 


Method 


AAT/NAP 


f i 


Start 


1 






End 


1262 




GI 


5042454 






Score 


942 




Exons 


1..595, 652 


..758, 1112. 


.1262 






= • ; 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


48825 






Seq. ID 


OJ990512 






104027 






Strand 


— 


P 


Start 


1 






End 


1262 


"■=1 


Name 


DJ990512 14 


.0420.C21.ol 


.gs 


Method 


GENSCAN 


La 


Start 


16 






End 


1172 


: J 


GI 


none 






Score 


.54 


r ~ 5 


Exons 


16. .595, 652. .756, 1116 


. .1172 








Seq. No. 


48825 






Seq. ID 


OJ990512 




v_j cue in w . 


104028 






Strand 


— 




Start 


2007 






End 


2738 




Name 


OJ990512 14 


.0420.C21.o2 


.gs 


Method 


GENSCAN 




Start 


2007 






End 


2738 




GI 


none 






Score 


.93 




Exons 


2007. .2141, 


2717. .2738 










Seq. No. 


48825 






Seq. ID 


OJ990512 




Gene No. 


104029 






Strand 






Start 


2895 






End 


2978 




Name 


OJ990512 14 


.0420.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


2895 






End 


2978 




GI 


2797550 






Score 


159 




Exons 


2895. .2978 











50623 





Seq. No. 


48826 


Seq. ID 


OJ990512_14.0420. 


C22 




Gene No. 


104030 


Strand 








Start 


1 


End 


936 








OJ990512 14 0420 C22 ol no 


M&t hod 


AAT/NAP 






Start 


1 


End 


936 






GI 


5732928 


Score 


276 






Exons 


1.-274, 403. .606, 783. .936 










GI Descrip. 


(AF169801) dihydroflavonol-4- 


reductase 


[Lilium hybrid culti 1 






VII cv. 'Acapulco'] 










Seq. No. 


48826 


Seq. ID 


OJ990512_14.0420. 


C22 




kjtrllt: LNU . 


±\JH UjU 


OCX ctllU 








Start 


1 


End 


936 






Name 


OJ990512 14.0420.C22.ol.gs 


Method 


GENSCAN 






Start 


115 


End 


893 






GI 


none 


Score 


.82 






Exons 


115. .274, 403. .606, 783. .893 










Seq. No. 


48826 


Seq. ID 


OJ990512_14'.0420. 


C22 




belle INO ■ 




O LIT clilU 








Start 


1 


End 


936 






Name 


OJ990512 14.0420.C22.ol.tm 


Method 


TBLASTX: Maize 






Start 


529 


End 


935 






GI 


none 


Score 


68 






Exons 


529. .609, 530. .604, 782. .931, 


783. .935, 


783. .935 




? ?s 
L : 3 


Seq. No. 


48827 


Seq. ID 


OJ990512_14.0420. 


C23 


f i 1 


Gene No. 


104031 


Strand 








Start 


1 


End 


241 




C3 


IN all LtS 


OJ990512 14.0420.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


241 




i J 


GI 


7431410 


Score 


103 




f ji 


Exons 


1. .241 










GI Descrip. 


cinnamoyl CoA reductase - maize gi | 2239260 | emb | CAA7 4071 . 


11 






(Y13734) cinnamoyl CoA reductase [Zea mays] 






Seq. No. 


48827 


Seq. ID 


OJ990512_14.0420. 


C23 




Carta \To 
belle 1NU . 


104031 


Strand 








Start 


1 


End 


241 




1 Jl 


Name 


OJ990512 14.0420.C23.ol.gs 


Method 


GENSCAN 




f ^ 


Start 


55 


End 


240 






GI 


none 


Score 


.6 






Exons 


55. .240 










Seq. No. 


48828 


Seq. ID 


OJ990512_14.0420. 


C24 




bene ino . 


104032 . 


Strand 


+ 






Start 


57 


End 


252 






Name 


OJ990512 14.0420.C24.ol.gs 


Method 


GENSCAN 






Start 


57 


End 


252 






GI 


none 


Score 


.71 






Exons 


57. .252 










Seq. No. 


48828 


Seq. ID 


OJ990512_14.0420. 


C24 




Gene No. 


104033 


Strand - 








Start 


975 


End 


1540 






Name 


OJ990512 14.0420.C24.ol.np 


Method 


AAT/NAP 






Start 


969 


End 


1540 





50624 



GI 


6689826 


Score 


198 




Exons 


969.. 1122, 1222.. 1469, 1506. 


1540 






GI Descrip. 


(AF092912) DFR-like protein 


'Arabidopsis thaliana] . 




Seq. No. 


48828 


Seq. ID 


OJ990512 14.0420 


.C24 


Gene No . 


104033 


Strand 






Start 


975 


End 


1540 




Name 


OJ990512 14.0420.C24.o2.gs 


Method 


GENSCAN 




Start 


975 


End 


1456 




GI 


none 


Score 


. 9 




Exons 


975. .1122, 1219. .1456 








Seq. No. 


48828 


Seq. ID 


OJ990512 14.0420 


.C24 


Gene No. 


104033 


Strand 






Start 


975 


End 


1540 




Name 


OJ990512 14.0420.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


981 


End 


1266 




GI 


none 


Score 


141 




Exons 


981. .1103, 982. .1104, 987. .1124, 989.. 


1108, 1214. .1249, 






1219. .1266, 1219. .1263, 1221. 


.1265 






Seq. No. 


48828 


Seq. ID 


OJ990512_14.0420 


.C24 


Gene No. 


104033 


Strand 






Start 


975 


End 


1540 




Name 


OJ990512 14.0420.C24.ol.ts' 


Method 


TBLASTX : Soybean 




Start 


1044 


End 


1424 




GI 


none 


Score 


60 




Exons 


1044. .1121, 1221. .1310, 1359. 


.1424, 1360. .1422 




Seq. No. 


48829 


Seq. ID 


OJ990512_14 .0420 


.C25 


Gene No. 


104034 


Strand 






Start 


1 


End 


1729 




Name 


OJ990512 14.0420.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1654 




GI 


4115525 


Score 


304 




Exons 


1..122, 669. .869, 983. .1145, 


1512. . 1654 




GI Descrip. 


(AB011667) dihydroflavonol 4- 


reductase 


[Ipomoea purpurea] 


Seq. No. 


48829 


Seq. ID 


OJ990512_14 .0420 


.C25 


Gene No. 


104034 


Strand 






Start 


1 


End 


1729 




Name 


OJ990512 14.0420.C25.ol.gs 


Method 


GENSCAN 




Start 


36 


End 


1636 




GI 


none 


Score 


.92 




Exons 


36. .122, 669. .869, 983. .1149, 


1516. .1636 




Seq. No. 


48829 


Seq. ID 


OJ990512_14.0420 


.C25 


Gene No . 


104034 


Strand 






Start 


1 


End 


1729 




Name 


OJ990512 14.0420.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


732 


End 


1108 




GI 


none 


Score 


112 




Exons 


732. .872, 751. .870, 983. .1108 


, 983. .1108 




Seq. No. 


48829 


Seq. ID 


OJ990512_14.0420 


.C25 


Gene No. 


104034 


Strand 






Start 


1 


End 


1729 





50625 




Name 


OJ990512 14.0420.C25.ol.tc 


Method 


TBLASTX: Cress 


Start 


741 


End 


1645 


GI 


none 


Score 


84 


Exons 


741. .872, 983. .1138, 1517. .1645 




Seq. No. 


48829 


Seq. ID 


OJ990512_14 .0420.C25 


Gene No. 


104034 


Strand 




Start 


1 


End 


1729 


Name 


OJ990512 14.0420.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


757 


End 


1604 


GI 


none 


Score 


88 


Exons 


757. .852, 757. .840, 759. .872, 975. .1157, 991. .1149, 1001. .1 




1007. .1150, 1512. .1598, 1517 


..1603, 1518. .1604 


Seq. No. 


48829 


Seq. ID 


OJ990512_14 .0420.C25 


Gene No. 


104034 


Strand 




Start 


1 


End 


1729 


Name 


OJ990512 14.0420.C25.ol.gp 


Method 


AAT/GAP 


Start 


768 


End 


1729 


GI 


17023 1.R1084 


Score 


837 


Exons 


768.-869, 983. .1149, 1516. .1729 




GI Descrip. 


, 4508073/gb|AAD21417.1| l.Oe 


-15 (AC005882) 43220 [Arabidops 




thaliana] ' 






Seq. No. 


48830 


Seq. ID 


OJ990512_14.0420.C28 


Gene No. 


- 104035 


Strand 


+ 


Start 


137 


End 


204 


Name 


OJ990512 14.0420.C28.ol.gp 


Method 


AAT/GAP 


Start 


137 


End 


204 


GI 


LIB3431-004-P1-K1-G12 


Score 


99 


Exons 


137. .204 






GI Descrip. 


*4 680203/gb|AAD27566.1|AF114 


171_7 l.Oe 


-39 (AF114171) TNP2-1 




protein [Sorghum bicolor] ' 






Seq. No. 


48830 


Seq. ID 


OJ990512_14.0420.C28 


Gene No. 


104036 


Strand 




Start 


574 


End 


927 


Name 


OJ990512 14.0420.C28.ol.gs 


Method 


GEN SCAN 


Start 


574 


End 


879 


GI 


none 


Score 


.92 


Exons 


574. .627, 718. .879 






Seq. No. 


48830 


Seq. ID 


OJ990512_14.0420.C28 


Gene No. 


104036 


Strand 




Start 


574 


End 


927 


Name 


OJ990512 14.0420.C28.ol.np 


Method 


AAT/NAP 


Start 


702 


End 


927 


GI 


6689826 


Score 


122 


Exons 


702.. 927 






GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


48830 


Seq. ID 


OJ990512_14 .0420.C28 


Gene No . 


104036 


Strand 




Start ■ 


574- 


End 


927 


Name 


OJ990512 14 .0420.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


715 


End 


888 


GI 


none 


Score 


182 



50626 



Exons 



715. .885, 718. .888 



Seq. No. 48830 

Gene No. 104036 

Start 574 

Name OJ990512_14 . 0420 .C28 . ol . tw 

Start 721 

GI none 

Exons 721.. 888, 736.. 885 



Seq. ID OJ990512_14.0420.C28 

Strand 

End 927 

Method TBLASTX : Wheat 

End 888 

Score 12 9 



Seq. No. 48831 
Gene No. 104037 
Start 3537 

Name OJ990512_14 . 0420 . C29 . ol . np 

Start 3537 
GI 7489738 
Exons 3537.. 3697, 3740.. 7706 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 



Seq. ID OJ990512_14.0420.C29 

Strand + 

End 7706 

Method AAT/NAP 

End 7706 

Score 4441 



Seq. No. 48831 

Gene No. 104037 

Start 3537 

Name OJ990512_14 . 0420-. C29 . ol . tm 

Start 3629 

GI none 
Exons 



Seq. ID OJ990512_14.0420.C29 

Strand + 

End 7706 

Method TBLASTX : Mai ze 

End 4640 

Score 586 



3629. .4207, 3630. .4238, 4248. .4379, 4319. .4360, 4484. .4534, 
4575. .4640 



Seq. No. 48831 

Gene No. 104037 

Start 3537 

Name OJ990512_14 . 0420 . C29 . o4 . tw 

Start 4560 

GI none 

Exons 4560.. 4757, 4827.. 4997 



Seq. ID OJ990512_14 .0420.C29 

Strand + 

End 7706 

Method TBLASTX : Wheat 

End 4997 

Score 110 



Seq. No. 48831 

Gene No. 104037 

Start 3537 

Name OJ990512_14 . 0420.C29. o2 . ts 

Start 4854 

GI ... none 

Exons 4854.. 5240, 4865.. 5071 



Seq. ID OJ990512_14.0420.C29 

Strand + 

End 7706 

Method TBLASTX : Soybean 

End 524 0 

Score 344 



Seq. No. 48831 

Gene No. 104037 

Start 3537 

Name OJ990512_14 . 0420 . C29 . o2 . tw 

Start 5016 

GI none 
Exons 



Seq. ID OJ990512_14.0420.C29 

Strand + 

End 7706 

Method TBLASTX : Wheat 

End 5678 

Score 252 



5016. .5255, 5030. .5254, 5295. .5600, 5318. .5578, 5579. .5653, 
5580. .5678 



Seq. No. 
Gene No. 



48831 
104037 



Seq. ID OJ990512_14.0420.C29 
Strand + 



50627 




Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5031 








End . 


5489 


GI 


none 








Score 


128 


Exons 


5031. .5255, 


5304 


. .5489, 


5306. 


.5467 




Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29.02 


.tc 


Method 


TBLASTX: Cress 


Start 


5295 








End 


5675 


GI 


none 








Score 


123 


Exons 


5295. .5495, 


5508 


. .5675 








Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29'.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


5295 








End 


5681 


GI 


none 








Score 


186 


Exons 


5295. .5504, 


5297 


. .5476, 


5508. 


.5681 




Seq. No. 


48831 








Seq. ID 


OJ990512_14 .0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


ODO 1 ■ 








End 


■7 "7 n a 

1 /Ub 


Name 


OJ990512 14 


.0420 


.C29.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6192 








End 


6629 


GI 


5509260 








Score 


365 


Exons 


6192. .6629, 


6281 


. . 6553, 


6596. 


.6628 




GI Descrip. 


- 












Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6279 








End 


6539 


GI 


none 








Score 


249 


Exons 


6279. .6539, 


6281 


. .6517 








Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6320 








End 


7100 


GI 


none 








Score 


359 


Exons 


6320. .6667, 


6321 


. . 6665, 


6321. 


.6674, 6650.. 7096, 6660.. 7100 


Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420.C29 


Gene No. 


104037 








Strand 


+ 


Start 


3537 








End 


7706 


Name 


OJ990512 14 


.0420 


.C29.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


6321 








End 


6764 


GI 


none 








Score 


275 


Exons 


6321. .6629, 


6338 


. .6628, 


6663. 


.6764 





Seq. No. 48831 Seq. ID OJ990512_14 . 0420 . C29 

Gene No. 104037 Strand + 



50628 



Start 


3537 








End 


7706 




Name 


OJ990512 14 


.0420 


.C29.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6765 








End 


7196 




GI 


none 








Score 


81 




Exons 


6765. .6926, 


6900 


. .7196, 


7040. 


.7195 






Seq. No. 


48831 








Seq. ID 


OJ990512_14.0420 


.C29 


Gene No. 


104037 








Strand 


+ 




Start 


3537 








End 


7706 




Name 


OJ990512 14 


.0420 


.C29.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


7086 








End 


7652 




GI 


none 








Score 


131 




Exons 


7086. .7268, 


7277 


. .7378, 


7281. 


.7472, 7461. .7652 




Seq. No. 


48831 








Seq. ID 


OJ990512 14.0420 


.C29 


Gene No. 


104037 








Strand 


+ 




Start 


3537 








End 


7706 




Name 


OJ990512 14 


.0420 


.C29.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


7209 








End 


7667 




GI 


none 








Score 


55 




Exons 


7209. .7268, 


7251 


. .7427, 


7476. 


. 7667 






Seq. No.'-- 


48831 








Seq. ID 


OJ990512 14.0420 


.C29 


Gene No. 


104037 








Strand 


+ 




Start 


3537 








End 


7706 




Name 


OJ990512 14 


.0420 


.C29.o3 


.tw 


Method 


i blaoIa : wneat 




Start 


7256 








End 


7655 




GI 


none 








Score 


282 




Exons 


7256. .7489, 


7260 


. .7655 










Seq. No. 


48832 








Seq. ID 


OJ990512_14 .0420 


.C30 


Gene No. 


104038 








Strand 


+ 




Start 


1815 








End 


2990 




Name 


OJ990512 14 


.0420 


.C30.O2 


. gs 


Method 


GENSCAN 




Start 


1815 








End 


2990 




GI 


none 








Score 


.56 




Exons 


1815. .1987, 


. 2093 


. .2231, 


2925. 


.2990 






Seq. No. 


48832 








Seq. ID 


OJ990512_14.0420 


.C30 


Gene No. 


104039 








Strand 






Start 


1 








End 


1996 




Name 


OJ990512 14 


.0420 


.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1982 




GI 


7488627 








Score 


257 




Exons 


1..65, 168. 


.340, 


644. .822, 1532. .1698, 


1862. .1982 





GI Descrip. probable cinnamyl-alcohol dehydrogenase (EC 1.1.1.195) - apple 
tree gi I 2981475 | gb IAAC06319 . 1 1 (AF053084) putative cinnamyl 
alcohol dehydrogenase [Malus domestica] 



Seq. No. .48832 

Gene No. 104039 

Start 1 

Name OJ990512JL4 . 0420 .C30 . ol . gs 

Start ' 200 

GI • none 

Exons 200.. 369, 613.. 822, 1531.. 1693 



Seq. ID OJ990512_14 .0420.C30 
Strand 

End . 1996 

Method : - GENSCAN 
End 1693 
Score .51 



50629 



Seq. No. 


48832 




Seq. ID 


OJ990512_14 .0420.C30 


Gene No. 


104039 




Strand 




Start 


1 




End 


1996 


Name 


OJ990512 14 . 0420 .C30 . ol . 


gp 


Method 


AAT/GAP 


Start 


1540 




End 


1996 


GI 


17023 1.R1084 




Score 


409 


Exons 


1540. .1698, 1862. .1996 








GI Descrip. 


'4508073/gb IAAD21417.il 


l.Oe- 


15 (AC005882) 43220 [Arabidops 




thaliana] ' 








Seq. No. 


48832 




Seq. ID 


OJ990512_14.0420.C30 


Gene No. 


104040 




Strand 




Start 


2701 




End 


' 4183 


Name 


OJ990512 14.0420.C30.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


708 




End 


1950 


GI 


none 




Score 


106 


Exons 


708. .788, 712. .825, 713. 


.796, 


1512. .1691, 1529.. 1690, 




1553. .1696, 1579. .1695, 


1857. 


.1949, IE 


J58. .1950 


Seq. No. 


48832 




Seq. ID 


OJ990512_14.0420.C30 


Gene No. 


104040 




Strand 




Start 


2701 




End 


4183 


Name 


OJ990512 14.0420.C30.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


745 




End 


2022 


GI 


none 




Score 


73 


Exons 


745. .831, 745. .825, 1535 


..1699, 1556.. 


1696, 1854.. 1964, 




1855. .2022, 1864. .1968 








Seq. No. 


48832 




Seq. ID 


OJ990512_14.0420.C30 


Gene No. 


104040 




Strand 




Start 


2701 




End 


4183 


Name 


OJ990512 14 . 0420 . C3Q . o2 . 


gp 


Method 


AAT/GAP 


Start 


2701 




End 


3163 


GI 


2442924 




Score 


560 


Exons 


2701. .2976, 3123. .3163 








GI Descrip. 


5262763/emb|CAB45911. 1 | 


9.0e- 


09 (AL080283) putative protein 




[Arabidopsis thaliana] 








-Seq. No. 


48832 




Seq. ID 


OJ990512_14 .0420.C30 


Gene No. 


104040 




Strand 




Start 


2701 




End 


4183 


Name 


OJ990512 14.0420.C30.o2. 


np 


Method 


AAT/NAP 


Start 


2830 




End 


4183 


GI 


4850399 




Score 


563 


Exons 


2830.. 2976, 3123.. 3230, 


3329. 


.3388, 3422. .3460, 3557. .3969, 




4039. .4183 








GI Descrip. 


(AC007357) F3F19.18 [Arabidopsis thaliana] 


Seq. No. 


48832 




Seq. ID 


OJ990512_14 .0420.C30 


Gene No. 


104040 




Strand 




Start 


2701 




End 


4183 


Name 


OJ990512 14.0420.C30.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2857 




End 


3598 


GI 


none 




Score 


62 


Exons 


2857. .2976, 2880. .2984, 


2914. 


.2979, 3123.. 3230, 3127.. 3231, 




3323.. 3400, 3557.. 3598 









50630 



Seq. No. 


48832 


Seq. ID 


OJ990512_14.0420.C30 


Gene No. 


104040 


Strand 




Start 


2701 


End 


4183 


Name 


OJ990512 14 . 0420 . C30 . ol . tm 


Method 


TBLASTX: Maize 


Start 


3183 


End 


4183 


GI 


none 


Score 


110 


Exons 


3183.. 3230, 3323.. 3430, 3328 


..3486, 3330. .3437, 3553. .3786, 




3556.. 3786, 3856.. 3924, 3937 


..4041, 3953. .4036, 3963. .4040, 




4031. .4180, 4040. .4183 






Seq. No. 


48832 


Seq. ID' 


OJ990512_14.0420.C30 


Gene No. 


104040 


Strand 


- 


Start 


2701 


End 


4183 


Name 


OJ990512 14.0420.C30.o3.gs 


Method 




Start 


3479 


End 


4137 


GI 


none 


Score 


.4 


Exons 


3479. .4137 






Seq. No. 


48832 


Seq. ID 


OJ990512_14.0420.C30 


Gene No. 


104040 


Strand 


- 


Start 


2701 


End 


4183 


Name 


OJ990512 14.0420.C30.o3.gp 


Method 


AAT/GAP 


Start 


3975 


End 


4183 


GI 


427365 


Score 


401 


Exons 


3975. .4183 






GI Descrip. 


4850399/gb|AAD31069.1|AC007357 18 l.Oe 


-13 (AC007357) F3F19.1 




[Arabidopsis thaliana] 






Seq. No. 


48833 


Seq. ID 


OJ990512_14.0420.C31 


Gene No. 


104041 


Strand 


+ 


Start 


4295 


End 


5731 


Name 


OJ990512 14.0420.C31.o2.gs 


Method 


GENSCAN 


Start 


4295 


End 


5731 


GI 


none 


Score 


.7 


Exons 


4295. .4700, 5613. .5731 






Seq. No. 


48833 


Seq. ID 


OJ990512_14.0420.C31 


Gene No. 


104042 


Strand 


- 


Start 


1 


End 


3282 


Name 


OJ990512 14.0420.C31.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


127 


GI 


427365 


Score 


166 


Exons 


1..127 . 






GI Descrip. 


4850399/gb|AAD31069.1|AC007357 18 l.Oe 


-13 (AC007357) F3F19.1 




[Arabidopsis thaliana] 






Seq. No. 


48833 


Seq. ID 


OJ990512_14.0420.C31 


Gene No. 


104042 


Strand 




Start 


1 


End 


3282 


Name 


OJ990512 14.0420.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3263 


GI 


4850399 


Score 


976 


Exons 


1..139, 633.. 686, 770.. 844, 


940. .999, 


1333. .1437, 1707. .1760 




1850. .1999, 2104. .2236, 2304 


..2428, 2557.. 2733, 2865.-3263 


GI Descrip. 


(AC007357) F3F19.18 [Arabidopsis thaliana] 


Seq. No. 


48833 


Seq. ID 


OJ990512_14.0420.C31 



50631 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



104042 Strand 

1 End 

OJ990512_14 . 0420 . C31 . ol . tm Method 

27 End 

none Score 



3282 

TBLASTX: Maize 

1921 

138 



27. .137, 53. .139, 54. .137, 61. .141, 630. .689, 634. .687, 
767. .865, 769. .840, 770. .844, 937. .1005, 940. .1005, 1333. .1431, 
1334. .1429, 1607. .1657, 1704. .1763, 1705. .1761, 1850. .1921, 
1857. .1919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48833 

104042 

1 

OJ990512_14 .0420.C31.ol.gs 
41 

none 



Seq. ID OJ990512_14 .0420.C31 
Strand 

End 3282 

Method GENSCAN 

End 3275 

Score .91 



41. .139, 1707. .1760, 1850. .1999, 2104. .2236, 2304. .2428, 
2557. .2733, 2865. .3275 



48833 

104042 

1 

OJ990512_14.0420.C31.o2.ts 
53 

none 



Seq. ID OJ990512_14 .0420.C31 
Strand 

End 3282 

Method TBLASTX : Soybean 

End 972 

Score 103 



53. .139, 54. .140, 633. .689, 636. .686, 767. .865, 769. .840, 
770. .844, 937. .972 



Seq. No. 48833 

Gene No. 104042 

Start 1 

Name OJ990512_14 . 0420 . C31 . o2 . tm 

Start 2140 

GI none 
Exons 



Seq. ID OJ990512_14.0420.C31 
Strand 

End 3282 

Method TBLASTX : Mai ze 

End 2431 

Score 101 



2140. .2235, 2148. .2234, 2194. .2238, 2201. .2239, 2273. .2431, 
2277.. 2426, 2303.. 2431 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48833 

104042 

1 

OJ990512_14 .0420.C31.ol.ts 

2294 

none 



Seq. ID OJ990512_14.0420.C31 
Strand 

End 3282 

Method TBLASTX : Soybean 

End 2674 

Score 93 



2294. .2443, 2304. .2426, 2557. .2673, 2573. .2674 



Seq. No. 48833 

Gene No. 104042 

Start 1 

Name OJ990512_14 . 0420 . C31 . ol . tc 

Start 2874 

GI none 

Exons 2874.. 3044, 3075.. 3206 



Seq. ID OJ990512_14.0420.C31 
Strand 

End 3282 

Method TBLASTX: Cress 

End 3206 

Score 112 



Seq. No. 48833 

Gene No. 104042 

Start 1 

Name OJ990512 14 . 0420 . C31 .o3 . tm 



Seq. ID OJ990512_14 .0420.C31 
Strand 

End 3282 

Method TBLASTX : Mai ze 



50632 



Fii 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3117 End 

none Score 

3117.. 3281, 3169.. 3282 

48834 Seq. ID 

104043 Strand 

156 End 
OJ990512_14 . 0420 . C32 . ol . gs Method 

156 End 

none Score 
156. .369 



3282 
93 



OJ990512_14.0420.C32 
+ 

369 

GENSCAN 

369 

.82 



48834 Seq. ID 

104044 Strand 
2255 End 
OJ990512_14 . 0420 . C32 . ol . np Method 
1040 End 
1170619 Score 
1040. .1128, 2537. .2688, 2869.-2978, 
3592. .3797, 3873. .3947, 4030. .4176, 
5028. .5186, 5264. .5466, 5754. .5835, 
KINESIN-LIKE PROTEIN A gi | 479594 | pir | | S34 830 kinesin-related 
protein katA - Arabidopsis thaliana gi | 303502 | dbj I BAA01972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
* thaliana] gi | 2911084 | emb | CAA1754 6 . 1 | (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



OJ990512_14.0420.C32 
+ 

6247 
AAT/NAP 
6247 
1132 

3088.. 3207, 3294.. 3501, 
4315. .4461, 4571. .4675, 
5991. .6247 



48834 

104044 

2255 

OJ990512_14.0420.C32.ol.gp 
1772 

63359_1.R1084 
1772. .2123 

, 5262763/emb|CAB45911.1| 9. 
[Arabidopsis thaliana] 1 



Seq. ID OJ990512_14.0420.C32 

Strand + 

End 6247 

Method AAT/GAP 

End 2123 

Score 626 

Oe-09 (AL080283) putative protein 



48834 
104044 
2255 

OJ990512_l-4 . 0420 . C32 . o2 . gs 
2255 
none 
2255, 
3588. 

5264. .5466, 5754. .5835, 5991. .6095 



OJ990512_14.0420.C32 

+ 



Seq. ID 
Strand 

End 6247 
Method GENSCAN 
End .6095 
Score ".92 

2455, 2544, .2688, 2869. .2978, 3088 .. 3207 ,. 3294 .. 34 97 , 
3797, 3873. .3947, 4030. .4176, 4315. .445*6, 4518. .4675, 



14.0420.C32 



Seq. No. 48834 Seq. ID OJ990512_ 

Gene No. 104044 Strand + 

Start 2255 End 6247 

Name OJ990512_14 . 0420 . C32 . o2 . gp Method AAT/GAP 

Start 2261 End 3126 

GI uC-osflM202097d05bl Score 870 

Exons 2261. .2455, 2544. .2688, 2869:. 2978, 3088. .3126 r. : ' 

GI Descrip. ' 1170620/sp | P46864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04 673_ (D21137) heavy 



50633 



chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48834 

104044 

2255 

OJ990512_14, 

2318 

none 

2318. .2455, 
2868. .2981, 
3288. .3494, 
3593. .3799, 
3872. .3976, 
4132. .4176, 
4570. .4599, 



0420.C32.ol.tm 



2326.-2448, 2541 

2868.. 2963, 3086 

3293..3499, 3294 

3594.. 3851, 3862 

4024. .4131, 4025 

4314. .4373, 4315 

4620. .4637, 4636 



Seq. ID OJ990512_14.0420.C32 

Strand + 

End 6247 

Method TBLASTX: Maize 

End 4 683 

Score 129 

.2687, 2543. .2689, 2543. .2668, 
.3205, 3088. .3216, 3141. .3209, 
.3503, 3550.. 3768, 3567.. 3797, 
.3903, 3868.. 3930, 3872.. 3934, 
.4129, 4029. .4130, 4123. .4179, 
.4458, 4410. .4463, 4556. .4600, 
.4683, 4636. .4683 



Seq. No. 48834 
Gene No. 104044 
Start 2255 

Name OJ990512_14 .04 20. C32 . ol . tc 

Start 2541 
GI none 

Exons 2541.. 2678, 3303.. 3500, 3308, 

4027. .4176, 4032. .4178, 4315, 
4579. .4683, 4589. .4699, 5025, 
5085. .5195, S258..5338, 5260. 
5749. .5835, 5984.. 6091, 5988. 



Seq. ID OJ990512_14.0420.C32 

Strand + 

End 6247 

Method TBLASTX : Cress 

End 6095 

Score 88 * 

.3436, 3594.. 3797, 3872.. 3946, 
.4371, 4360. .4458, 4556.-^693, 
.5084, 5027.. 5083, 5069.'. 5188, 
.5307, 5339.-5467, 5748. .5834, 
.6095 



Seq. No. 48834 

Gene No. 104044 

Start 2255 

Name OJ990512_14 . 0420 . C32 . o2 . ts 

Start 3329 

GI none 

Exons 3329.-3439, 3330.. 3503, 3594. 

Seq. No. 48834 

Gene No. 104044 

Start 2255 

Name OJ990512_14 . 0420 . C32 . ol . ts 

Start 4369 

GI none 

Exons 4369. .4461, 4568. .4693, 4572. 

5025. .5105, 5027.. 5083, 5085. 
5260. .5304, 5348.-5473, 5350. 



Seq. ID OJ990512_14.0420.C32 

Strand + 

End 6247 

Method TBLASTX : Soybean 

End 3710 

Score 120 
.3710, 3599.. 3709 

Seq. ID OJ990512_14.0420.C32 

Strand + 

End 6247 

Method TBLASTX : Soybean 

End 5473 

Score 65 

.4676, 4576.-4683, 4580. .4699, 
.5195, 5102. .5188, 5258. .5311, 
.5469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48834 Seq. ID 

104044 Strand 

2255 End 

OJ990512_14 . 0420 . C32 . o2 . tm Method 

5020 End 

none Score 



OJ990512_14 . 0420. C32 

■ + 

6247 

TBLASTX: Maize 

5334 

220 



5020. .5184, 5025. .5195, 5027. .5185, 5259.-5333, 5259.-5333, 
5260.. 5334 



Seq. No. 



48835 



Seq. ID OJ990512_14.0420.C34 



50634 



Gene No. 104045 Strand 

Start 605 End 1215 

Name OJ990512_14 . 0420 . C34 . ol . gs Method GENSCAN 

Start 605 End 1215 

GI none Score .72 

Exons 605.. 1054, 1089.. 1215 



Seq. No. 48835 Seq. ID OJ990512_14 . 0420 . C34 

Gene No. 104045 Strand 

Start 605 End 1215 

Name OJ990512_14 . 0420 .C34 . ol .np Method AAT/NAP 

Start 605 End 1121 

GI 7487480 Score 154 

Exons 605.. 1121 

GI Descrip. hypothetical protein T27E13.3 - Arabidopsis thaliana 

gi|2347189|gb|AAC16928.1| (AC002338) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


48835 


Seq. ID 


OJ990512_14. 


0420 


.C34 


Gene No. 


104045 


Strand 








Start 


605 


End 


1215 






Name 


OJ990512 14.0420.C34;ol.tm 


Method 


TBLASTX: Maize 




Start 


836 


End 


1042 






GI 


none 


Score 


80 






Exons 


836. .946, 849. .923, 881. .931, 


947. .1042, 948. .1034, 


959 


. .1042 


Seq. No. 


48836 ■ 


Seq. ID 


OJ990512_14. 


0420 


.C35 


Gene No. 


104046 


Strand 








Start 


1003 


End 


2398 






Name 


OJ990512 14.0420.C35.ol.gs 


Method 


GENSCAN 






Start 


1003 


End 


2105 






GI 


none 


Score 


.9 






Exons 


1003.. 1261, 1362.. 1599, 2009. 


.2105 








Seq. No. 


48836 


Seq. ID 


OJ990512_14. 


0420 


.C35 


Gene No. 


104046 


Strand 








Start 


1003 


End 


2398 






Name 


OJ990512 14.0420.C35.ol.np 


Method 


AAT/NAP 






Start 


1100 


End 


2398 






GI 


6689826 


Score 


202 






Exons 


1100. .1261, 1365. .1599, 2009. 


.2165, 2367.. 2398 






GI Descrip. 


(AF092912) DFR-like protein [Arabidopsis thaliana] 







Seq. No. 48837 Seq. ID 

Gene No. 104047 Strand 

Start 354 End 

Name OJ990512_14 . 0420 . C36 . ol . gs Method 

Start 354 End 

GI none Score 

Exons 354.. 476 



OJ990512_14.0420.C36 
476 

GENSCAN 

476 

.96 



Seq. No. 48837 Seq. ID 

Gene No. 104048 Strand 

Start 1709 End 

Name OJ990512_14 . 0420 .C36 . o2 . gs ' Method 

Start 1709 End 

GI none Score 



OJ990512_14.0420.C36 

2742 
GENSCAN 
2742 
.52 



50635 



Exons 


1709. .1926, 1953.. 2319, 


2680. 


.2742 










Seq. No. 


48838 




Seq. ID 


OJ990512_ 


_14 


.0420 


.C37 


Gene No. 


104049 




Strand 


+ 








Start 


415 




End 


943 








Name 


OJ990512 14.0420.C37.ol 


. gs 


Method 


GENSCAN 








Start 


415 




End 


943 








GI 


none 




Score 


.56 








Exons 


415. .802, 924. .943 














Seq. No. 


48838 




Seq. ID 


OJ990512_ 


J- 4 


.0420 


.C37 


Gene No. 


104050 




Strand 


+ 








Start 


-1-300 




End 










Name 


OJ990512 14.0420.C37.o3 


.np 


Method 


AAT/NAP 








Start 


1322 




End 


1449 








GI 


6721543 




Score 


86 








Exons 


1322. .1449 














GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


48838 




Seq. ID 


OJ990512_ 


JL4 


.0420 


.C37 


Gene No. 


104050 




Strand 


+ 








Start 


1322 




End 


1604 








Name 


OJ990512 14.0420.C37.o2 


gp 


Method 


AAT/GAP 








Start 


1336 




End 


1604 








GI 


7406 1.R1084 




Score 


414 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1336. .1604 

' 1122315/emb | CAA63901 1 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



48838 
104051 
1 

OJ990512_14.0420.C37.ol.np 
1 

3894187 

1..78, 426. .584, 1572. .1604 

(AC005662) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990512_14.0420.C37 
Strand 

End 1604 

Method AAT/NAP 

End 1604 

Score 108 



48838 
104051 
1 

OJ990512_14 .0420.C37.ol.gp 
370 

LIB3432-015-P1-K1-B3 
370. .471, 502. .878 

, 5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990512_14.0420.C37 
Strand 

End 1604 

Method AAT/GAP 

End 878 

Score 767 



48838 
104051 
1 

OJ990512_14 .0420.C37.o2.np 
1068 
5777617 

1068. .1199, 1410:.1470, 1549. .1604 
(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990512_14.0420.C37 
Strand 

End 1604 

Method AAT/NAP 

End 1604 

Score 76 



50636 



Seq. No. 


48838 










Seq. ID 


Gene No. 


104051 










Strand 


Start 


1 










End 


Name 


OJ990512 14 


.0420 


.C37. 


o2, 


.gs 


Method 


Start 


1274 










End 


GI 


none 










Score 


Exons 


1274. .1414 












Seq. No. 


48839 










Seq. ID 


Gene No. 


104052 










Strand 


Start 


107 










End 


Name 


OJ990512 14 


.0420 


.C38. 


ol, 


. gs 


Method 


Start 


107 








End 


GI 


none 










Score 


Exons 


107. .243 












Seq. No. 


48839 










Seq. ID 


Gene No. 


104053 










Strand 


Start 


151 










End 


Name 


OJ990512 14 


.0420 


.C38. 


oL 


.np 


Method 


Start 


151 










End 


GI 


7363271 










Score 


Exons 


151. .306 













OJ990512_14 .0420.C37 

1604 
GENSCAN 
1414 
.49 



OJ990512_14 .0420.C38 
243 

GENSCAN 

243 

.83 



OJ990512 14.0420.C38 



306 

AAT/NAP 

306 

133 



GI Descrip. (AP001552) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990512 14.0420.C42 



849 

AAT/GAP 

517 

836 



48840 
104054 
342 

OJ990512_14.0420.C42.ol.gp 
64 

LIB3431-045-P1-N1-A10 
64. .517 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 

48840 Seq. ID OJ990512_14 . 0420 . C42 

104054 Strand 

342 End 849 

OJ990512_14 .0420.C42.ol.np Method AAT/NAP 

318 End 849 

7228442 Score 252 

318. .502, 826. .849 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted' gene. ; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


48840 




Seq. ID 


OJ990512 


Gene No. 


104054' 




Strand 




Start 


342 




. End 


849 


Name 


OJ990512 


14 .0420.C42.ol.gs 


Method 


GENSCAN 


Start 


342 




End 


778 


GI 


none 




Score 


.64 


Exons 


342. .502, 


638. .778 






Seq. No. 


48840 




Seq. ID 


OJ990512 


Gene No. 


104054 




Strand 




Start 


342 




End 


849 



50637 



Name OJ990512_14 . 0420 . C42 . o2 . np Method AAT/NAP 

Start 621 End 849 

GI 5441880 Score 352 
Exons 621.. 849 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48841 

104055 

1 

OJ990512_14.0420.C4 3.ol.np 
1 

7228438 



OJ990512 14.0420.C43 



Seq. ID 
Strand 

End 1496 
Method AAT/NAP 
End 1496 
Score 1738 
1..352, 432. .730, 821. .1231, 1315. .1496 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 


48841 




Seq. ID 


OJ990512 


Gene No. 


104055 




Strand 




Start 


1 




End 


. 1496 


Name 


OJ990512 14.0420.C43.ol. 


gs 


Method 


GENSCAN 


Start 


94 




End 


1349 


GI 


none 




Score 


.76 


Exons 


94. .300, 479. .730,. 821. . 


1231, 


1315. .1349 


Seq. No. 


48841 




Seq. ID 


OJ990512 


Gene No. 


104055 




Strand 




Start 


1 




End 


1496 


Name 


OJ990512 14 .0420.C43.ol. 


gp 


Method 


AAT/GAP 


Start 


102 




End 


604 


GI 


LIB3475-007-P1-K1-G8 




Score 


794 


Exons 


102. .352, 432. .604 








GI Descrip. 


, 5441880/dbj |BAA82378.1| 


5.0e- 


-75 (AP000367) EST 



14.0420.C43 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


48842 








Seq. ID 


OJ990512_ 


_14 


.0420 


.C45 


Gene No. 


104056 








Strand 


+ 








Start 


1137 








End 


2270 








Name 


OJ990512 14 


.0420, 


.C45.ol, 


.gs 


Method 


GENSCAN 








Start 


1137 








End 


2270 








GI 


none 








Score 


. 99 








Exons 


1137. .2270 


















Seq. No. 


48842 








Seq. ID 


OJ990512 


_14 


.0420 


.C45 


Gene No. 


104057 








Strand 


+ 








Start 


3271 








End 


5245 








Name 


OJ990512 14 


.0420, 


.C45.o2, 


.gs 


Method 


GENSCAN 








Start 


3271 








End 


4943 








GI 


none 








Score 


.8 








Exons 


3271. .3394, 


3717, 


. .3853, 


4260. 


.4378, 4862. .4943 








Seq. No. 


48842 








Seq. ID 


OJ990512_ 


_14 


.0420 


.C45 


Gene No. 


104057 








Strand 


+ 








Start 


3271 








End 


5245 









50638 



Name OJ990512_14 . 0420 . C45 . ol . np Method AAT/NAP 

Start 3717 End 5245 

GI 5295955 . Score 209 

Exons 3717. .3785, 4324.. 4437, 5119. .5245 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 





Seq. No. 


48843 






Seq. ID 


OJ990312_15.0419.C1 




Gene No. 


104058 






Strand 


+ 




Start 


125 






End 


725 




Name 


OJ990312 


15 . 0419 . CI 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


108 






End 


725 




GI 


none 






Score 


497 




Exons 


108. .407, 


122. .496, 


125. .520, 


472. .519, 


499. .546, 500. .547, 






642. .725, 


649. .720 










Seq. No. 


48843 






Seq. ID 


OJ990312_15.0419.C1 




Gene No. 


104058 






Strand 


+ 




Start 


125 






End 


725 




Name 


OJ990312 


15. 0419. CI 


.ol .gs 


Method 


GEN SCAN 




Start 


125 






End 


580 




GI 


none 






Score 


.44 




Exons 


125. .580 












Seq. No. 


48843 






Seq. ID 


OJ990312_15.041-9..C1 


J 


Gene No. 


104058 






Strand - 


+ 


n 


Start 


125 






End ' 


725 


~ 


Name 


OJ990312 


15. 0419. CI 


. ol.np 


Method 


AAT/NAP 




Start 


125 






End 


725 




GI 


5080792 






Score 


238 


'?£ 


Exons 


125. .280, 


344. .547, 


643. .725 






=r 

; ■ 

Ljii 


GI Descrip. 


(AC007576) Unknown protein [Arabidopsis 


> thaliana] 




Seq. No. 


48843 






Seq. ID 


OJ990312_15.0419.C1 




Gene No. 


104058 






Strand • 


+ 




Start 


125 






End 


725 




Name 


OJ990312 


15. 0419. CI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


142 






End 


520 


a? 


GI 


none 






Score 


131 




Exons 


142. .219, 


143. .256, 


244. .345, 


245. .328, 


343. .504, 347. .520, 






365. .514 











Seq. No. 48843 

Gene No. 104058 

Start 125 

Name OJ990312_15 . 0419 . CI . ol . tw 

Start 245 

GI none 

Exons 245. .547, 245. .553, 637. .720, 649. .723 



Seq. ID OJ990312 15. 0419. CI 



Strand 
End 

Method 

End 

Score 



+ 

725 

TBLASTX: Wheat 

723 

368 



Seq. No. 48844 Seq. ID OJ990312_ 

Gene No. 104059 Strand + 

Start 562 End 1635 

Name OJ990312_15 . 0419 . C3 . ol . gs Method GEN SCAN 

Start 562 End 1635 

GI none Score . 86 

Exons 562.. 662, 1011.. 1146, 1435.. 1635 



15. 0419. C3 



50639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
~ GI 
^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



= Seq. No. 

3 Gene No. 
3 Start 
Z~ Name 
J Start 
GI 

Exons 



Seq. ID OJ990312__15.0419.C6 
Strand + 

519 

AAT/NAP 
340 
219 



48845 
104060 
1 

OJ990312_15.0419.C6.ol.np 
1 

4056477 
1..173, 278. .340 

(AC005896) putative RNA-binding protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



48845 

104060 

1 

OJ990312_15.0419.C6.ol.tc 
27 

none 



Seq. ID OJ990312_15.0419.C6 

Strand + 

End 519 

Method TBLASTX : Cress 

End 343 

Score 150 



27. .173, 51. .170, 232. .330, 278. .343 



48845 

104060 

1 

OJ990312_15.0419.C6.ol.tm 
48 

none 



Seq. ID OJ990312_15.0419.C6 

Strand + 

End 519 

Method TBLASTX: Maize 

End 361 

Score 202 



48. .173, 54. .173, 88. .177, 96. .152, 265. .348, 278. .349, 
278. .361, 283. .351 



48845 
104060 
1 

OJ990312_15.0419.C6.ol.gp 
80 

43801_1.R1084 
80. .173, 278. .519 

'4056477 1.0e-16 (AC005896) putative .RNA binding protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990312_15.0419.C6 

Strand + 

End 519 

Method AAT/GAP 

End 519 

Score 593 



48845 

104060 

1 

OJ990312__15.0419.C6.ol.gs 

278 

none 

278. .343 



Seq. ID OJ990312_15.0419.C6 

Strand + 

End 519 

Method GENS CAN 

End 343 

Score . 7 



Seq. No. 48846 
Gene No. 104061 
Start 245 

Name OJ990312_15 . 0419 . C7 . ol . tm 

Start 209 
GI none 

Exons 209.. 298, 224.. 283, 225 

435. .470, 462. .542, 475 
550. .579, 551. .580, 574 
656.-727, 657. .731, 658 



Seq. ID OJ990312__15.0419.C7 
Strand + 
End 732 
Method TBLASTX : Mai ze 
End 732 
Score 80 
299, 399. .434, 406. .447, 406. .435, 
543, 490. .552, 492. .551, 547. .576, 
603, 575. .643, 584. .610, 624. .719, 
732 



Seq. No. 



48846 



Seq. ID OJ990312__15.0419.C7 



50640 




Gene No. 


104061 


Strand 


+ 




Start 


245 


End 


732 




Name 


OJ990312 15.0419.C7.ol.gp 


Method 


AAT/GAP 




Start 


245 


End 


732 




GI 


none 


Score 


582 




Exons 


245. .296, 464. .732 








Seq. No. 


48847 


Seq. ID 


OJ990312_15.0419. 


C8 


Gene No. 


104062 


Strand 






Start 


122 


End 


1378 




Name 


OJ990312 15.0419.C8.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


1378 




GI 


none 


Score 


.79 




Exons 


122. .234, 524. .557, 635. .722 


, 784. .903, 


1259. .1378 




Seq. No. 


48848 


Seq. ID 


OJ990312_15.0419. 


C9 


Gene No. 


104063 


Strand 


+ 




Start 


895 


End 


1151 




Name 


OJ990312 15.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


895 . 


End 


1145 




GI 


none 


Score 


.74 




Exons 


895. .1145 








Seq. No. 


48848 


Seq. ID 


OJ990312_15.0419. 


C9 


Gene No. 


104063 


Strand 


+ 




Start 


895 


End 


1151 




Name 


OJ990312 15.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


899 


End 


1151 




GI 


7340661 


Score 


225 




Exons 


899. .1151 








GI Descrip. 


(AL162506) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


48848 


Seq. ID 


OJ990312_15.0419. 


C9 


Gene No. 


104063 


Strand 


+ 




Start 


895 


End 


1151 




Name 


OJ990312 15.0419.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


927 


End 


1142 




GI 


none 


Score 


250 




Exons 


927. .1142, 937. .1134 








Seq. No. 


48848 


Seq. ID 


OJ990312_15.0419. 


C9 


Gene No. 


104063 ' 


Strand 


+ 




Start . . 


895 


End 


1151 




Name 


OJ990312 15.0419.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


927 


End 


1143 




GI 


none 


Score 


255 




Exons 


927. .1136, 937. .1134, 937. .1143 






Seq. No. 


48848 


Seq. ID 


OJ990312_15.0419. 


C9 


Gene No. 


104063 


Strand 


+ 




Start 


895 


End 


1151 




Name 


OJ990312 15.0419.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


985 


End 


1136 




GI 


none 


Score 


181 




Exons 


985. .1134, '"'993. .1136 








Seq. No. 


48849 


Seq. ID 


OJ990312_15.0419. 


C12 



50641 



Gene No. 


104064 




Strand 


+ 


Start 


1815 




End 


2158 


Name 


OJ990312 15.0419.C12.ol. 


gs 


Method 


GENSCAN 


Start 


1815 




End 


2158 


GI 


none 




Score 


.84 


Exons 


1815. .1889, 1991. .2158 








Seq. No. 


48849 




Seq. ID 


OJ990312 


Gene No. 


104065 




Strand 




Start 






End 


O GL O £ 


Name 


OJ990312 15.0419.C12.ol. 


np 


Method 


AAT/NAP 


Start 


2362 




End 


2526 


GI 


7340866 




Score 


120 


Exons 


2362. .2526 








GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48850 




Seq. ID 


OJ990312 


Gene No. 


104066 




Strand 


+ 


Start 


566 




End 


643 


Name 


OJ990312_15.0419.C13.ol. 


np 


Method 


AAT/NAP 


Start 


C f c 

566 




End 


0 4 5 


GI 


6630699 




Score 


89 


Exons 


566. .643 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi| 6721536|dbj IBAA89566. 


11 


(AP001073) 


hypotheti 




[Oryza sativa] 








Seq. No. 


48850 




Seq. ID 


OJ990312 


Gene No. 


104067 




Strand 


■f 


Start 


771 




End 


2. Jol 


Name 


OJ990312 15.0419.C13.o2. 


np 


Method 


AAT/NAP 


Start 


771 




End 


2351 


GI 


6539570 




Score 


217 


Exons 


771. .973, 1120. .1197, 2325. 


.2351 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


48850 




Seq. ID 


OJ990312 


Gene No. 


104068 




Strand 


- 


Start 


560 




End 


986 


Name 


OJ990312 15.0419.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


560 




End 


986 


GI 


LIB3479-006-Q6-K1-B11 




Score 


609 


Exons 


560. .986 








GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


48851 




Seq. ID 


OJ990312 


Gene No. 


104069 




Strand 




Start 


273 




End 


419 


Name 


OJ990312 15.0419.C14 .ol. 


gs 


Method 


GENSCAN 


Start 


273 




End 


419 


GI 


none 




Score 


.92 


Exons 


273. .419 








Seq. No. 


48852 




Seq. ID 


OJ990312 


Gene No. 


104070 




Strand 


+ 


Start 


1 




End 


724 



50642 



Method AAT/NAP 
End 724 
Score 94 
705. .724 

,90 - Arabidopsis thaliana 
(AL021889) putative protein 
[Arabidopsis thaliana] gi | 7268543 | emb | CAB78793 . 1 | (AL161547) 
putative protein [Arabidopsis thaliana] 



Name OJ990312_15. 0419.C15.ol.np 

Start 1 
GI 7487781 

Exons 1..47, 217. .249, 356.. 445, 

GI Descrip. hypothetical protein T6K21, 
gi I 2894 600 | emb | CAA17134.il 



Seq. No. 48853 Seq. ID 

Gene No. 104071 Strand 

Start 216 End 

Name OJ990312_15. 04 19 . C16 . ol . gs Method 

Start 216 End 

GI none Score 

Exons 216.. 357, 405.. 562 



OJ990312_15.0419.C16 
+ 

721 

GENSCAN 
562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48853 Seq. ID 

104071 Strand 

216 End 

OJ990312_15.0419.C16.ol.np Method 

292 End 

7407659 Score 
292. .358, 449. .721 

(AF247162) . alpha-expansin OsEXP5 [Oryza sativa] 



OJ990312_15.0419.C16 
+ 

721 

AAT/NAP 
721 
203 



48854 Seq. ID 

104072 Strand 
1 End 
OJ990312_15.0419.C17.ol.np Method 
1 End 
100294 Score 
1..159, 652. .757, 837. .870 

ribonucleoprotein B, 29K - wood tobacco gi 1 14135 | emb | CAA43428 . 1 1 
(X61114) 29kD B ribonucleoprotein [Nicotiana sylvestris] 



OJ990312_15.0419.C17 
+ 

870 

AAT/NAP 

870 

215 



y Seq. No. 
~£~ Gene No. 
y Start' 
f~ z Name 
It Start 
GI 

Exons 



48854 

104072 

1 

OJ990312_15.0419.C17.ol.gs 
99 

none 

99. .227, 652. .753 



Seq. ID OJ990312_15.0419.C17 

Strand + 

End 870 

Method GENSCAN 

End 753 

Score .76 



Seq. No. 48855 Seq. ID 

Gene No. 104073 Strand 

Start 719 End 

Name OJ990312_15 . 0419 . C18 . ol . gs Method 

Start 719 End 

GI none Score 

Exons 719.. 842 



OJ990312_15.0419.C18 
842 

GENSCAN 

842 

.5 



Seq. No. 48856 Seq. ID 

Gene No. 104074 Strand 

Start 1 End 

Name OJ990312_15 . 0419 . C19 . ol . np Method 

Start 1 End 



OJ990312_15.0419.C19 
+ 

1101 

AAT/NAP 

1101 



50643 



GI 7487781 Score 190 

Exons 1..74, 568.. 656, 906.. 1101 

GI Descrip. hypothetical protein T6K21.90 - Arabidopsis. thaliana 

gi I 2894600 | emb | CAA17134.il (AL021889) putative protein 
[Arabidopsis thaliana] gi | 726854 3 I emb | CAB787 93 . 1 1 (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq, No. 48856 

Gene No. - 104074 

Start 1 

Name OJ990312_15. 0419.C19.ol .gp 

Start 354 

GI 2443118 

Exons 354.. 398, 569.. 656, 906 

GI Descrip. 2894 600/emb | CAA17134 . 1 | 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1032 
1.0e-47 



OJ990312 
+ 

1101 
AAT/GAP 
1032 
375 



15.0419.C19 



AL021889) putative protein 





Seq. No. 


48856 


Seq. ID 


OJ990312_15.0419.C19 




Gene -,N6 . 


104074 


Strand 


+ 




Start 


1 


End 


1101 




Name 


OJ990312 15.0419.C19.ol.gs 


Method 


GENSCAN 




Start 


569 


End 


1032 




GI 


none 


Score 


.63 


XL 


Exons 


569.-656, 906. .1032 








Seq. No. 


48857 


Seq. ID 


OJ990312_15.0419.C21 




Gene No. 


104075 


Strand 


+ 




Start 


1 


End 


2592 




Name 


OJ990312 15.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2592 




GI 


6714473 


Score 


679 




Exons 


1..50, 468. .546, 628. .701, 


799. .894, 


1500. .1554, 1659. .1766, 






1849. .1930, 2245.-2357, 2512. .2592 






GI Descrip. 


(AC008261) putative polypyrimidine tract -binding protein 






[Arabidopsis thaliana] 








Seq. No. 


48857 


Seq. ID 


OJ990312_15.0419.C21 




Gene No. 


104075 


Strand 


+ 




Start 


1 


End 


2592 


=5. 
J 


Name 


OJ990312 15.0419.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


80 


End 


2357 




GI 


none 


Score 


72 




Exons 


80. .151, 85. .150, 141. .179, 


150. .179, 


409. .546, 483. .548, 



483. .545, 622. .711, 624. .704, 800. .895, 802. .894, 1498. .1545, 
1659. .1682, 1846. .1926, 2226. .2294, 2310. .2357 



Seq. No. 48857 
Gene No. 104075 
Start 1 

Name OJ990312_15 . 0419 . C21 . ol . tc 

Start 433 
GI none 
Exons 433 . , 

797. , 

1647. 

1849. 



546, 472. .561, 483. .542, 
895, 797. .901, 827. .895, 
.1769, 1658. .1768, 1848. 



Seq. ID OJ990312_15.0419.C21 

Strand + 

End 2592 

Method TBLASTX : Cress 

End 2586 

Score 64 

625.-729, 625. .702, 796. .894, 
1497. .154.4, 1498. . 1545, 
.1925, 1848. .1934, 1849. 



,1926, 2226.. 2357, 2228.-2353, 2244.-2357, 2254. 
2272. .2358, 2304. .2357, 2476. .2586 



1926, 
2358, 



50644 



Seq. No. 48857 Seq. ID 

Gene No. 104075 Strand 

Start 1 End 

Name OJ990312_15. 0419.C21 .ol. ts Method 

Start 472 End 

GI none Score 
Exons 



OJ990312_15.0419.C21 
+ 

2592 

TBLASTX: Soybean 

1947 

68 



472. .546, 475. .561, 483.-545, 625. .702, 796. .876, 797. .895, 
1497. .1544, 1498. .1545, 1655. .1756, 1658. .1768, 1659. .1769, 
1819. .1929, 1846. .1947, 1848. .1934, 1848. .1934 



Seq. No. 48857 

Gene No. 104075 

Start 1 

Name OJ990312_15 . 0419 .C21 . ol . gs 

Start 484 

GI none 
Exons 



Seq. ID OJ990312_15.0419.C21 

Strand + 

End 2592 

Method GENSCAN 

End 2551 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



484. .546, 628. .701, 799. .894, 1500. .1554, 1662. .1766, 
1849. .1930, 2245. .2357, 2512. .2551' 



48857 

104075 

1 

OJ990312_15.0419.C21.ol.gp 
1896 

77048 1.R1084 



Seq. ID OJ990312_15.0419.C21 

Strand + 

End 2592 

Method AAT/GAP 

End 2592 

Score "402 



1896. .1930, 2245. .2357, 2512. .2592 

'3395938 6.0e-26 (AF076924) polypyrimidine tract-binding protein 
homolog [Arabidopsis thaliana] ' 



48857 

104075 

1 

OJ990312_15.0419.C21.o2.ts 

2226 

none 



Seq. ID OJ990312_15.0419.C21 

Strand + 

End 2592 

Method TBLASTX : Soybean 

End 2358 

Score 194 



2226.. 2357, 2234.. 2356, 2260.. 2358, 2284.. 2358 



Seq. ID OJ990312_15.0419.C22 

Strand + 

End 94 6 

Method AAT/NAP 

End 94 6 

Score 795 



48858 
104076 
1 

OJ990312_15.0419.C22.ol.np 
1 

6466937 
1. .946 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



48858 

104076 

1 

OJ990312_15 . 0419 . C22 . ol . tm 
42 

none 



Seq. ID OJ990312_15.0419.C22 

Strand + 

End 94 6 

Method TBLASTX : Mai ze 

End 573 

Score 268 



42. .299, 43. .309, 307. .573, 309. .554 

48858 Seq. ID OJ990312_15 . 04 19 . C22 



50645 



Gene No. 104076 Strand 

Start 1 End 

Name OJ990312_15 . 0419 .C22 . ol . ts Method 

Start 4 3 End 

GI none Score 

Exons 43.. 312, 57.. 308, 310.. 345 



+ 

946 

TBLASTX : Soybean 

345 

232 



Seq. No. 48858 Seq. ID 

Gene No. 104076 Strand 

Start 1 End 

Name OJ990312_15 .0419. C22 . o2 . tw Method 

Start 196 End 

GI none Score 

Exons 196.. 312, 309.. 443, 310.. 573 



OJ990312_15.0419.C22 
+ 

946 

TBLASTX: Wheat 

573 

89 



Seq. No. 48858 Seq. ID 

Gene No. 104076 Strand 

Start 1 End 

Name OJ990312_15 . 04 19 . C22 . ol . gs Method 

Start 445 End 

GI none Score 

Exons 445.. 865 



OJ990312_15.0419.C22 
+ 

946 

GENSCAN 

865 

.41 



Seq. No. 48858 

Gene No. 104076 

Start 1 

Name OJ990312_15 .0419. C22 . o2 . tm 

Start 657 

GI none 

Exons 657.. 935, 703.. 942 



Seq. ID OJ990312_15.0419.C22 

Strand + 

End 94 6 

Method TBLASTX : Mai ze 

End 942 

Score 271 



Seq. No. 48858 

Gene No. 104076 

Start 1 

Name OJ990312_15 . 0419 .C22 . ol . tw 

Start 663. ;.,/ 

GI none 

Exons 663.. 941, 669.. 932, 703.. 942 



Seq. ID OJ990312_15.0419.C22 

Strand + 

End 94 6 

Method TBLASTX : Wheat 

End 942 

Score 70 



Seq. No. 48859 

Gene No. 104077 

Start 343 

Name OJ990312_15 . 04 19 . C23 . ol . gs 

Start 343 

GI none 

Exons 343.. 525, 590.. 665, 708.. 747, 
1677. .1805, 1885. .2052 ' 



Seq. ID OJ990312_15.0419.C23 

Strand + 

End 2052 

Method GENSCAN 

End 2052 

Score .73 

1025. .1139, 1242. .1445, 



Seq. No. 48859 

Gene'No. 104077 

Start 343 

Name OJ990312_15 . 0419.C23. ol . ts 

Start 1037 

GI none 

Exons 1037.. 1135, 1044.. 1139, 1245. 



Seq. ID OJ990312_15.0419.C23 

Strand + 

End 2052 

Method TBLASTX: Soybean 

End 1439 

Score 94 
.1439 ■ ' " 



Seq. No. 



48860 



Seq. ID OJ990312_15.0419.C24 



50646 



iU 



Gene No. 


104078 




Strand 


+ 


Start 


627 




End 


/"ICO 

6153 


Name 


OJ990312 15.0419.C24.ol. 


gs 


Method 


GENSCAN 


Start 


627 




End 


6153 


GI 


none 




Score 


.61 


Exons 


627. .717, 1473. .1573, 2258.-2347, 4788 


..4899, 5513.. 5613, 




5706. .5818, 5991. .6153 








Seq. No. 


48860 




Seq. ID 


OJ990312_15.0419.C24 


Gene No. 


104078 




Strand 


+ 


Start 


627 




End 


6153 


Name 


ojyyujiz id . U4 iy . Cz4 . oz . 


gp 


Metnoa 


AAT/GAP 


Start 


5695 




End 


6147 


GI 


5667517 




Score 


732 


Exons 


5695. .6147 








Seq. No. 


48860 




Seq. ID 


OJ990312_15.0419.C24 


Gene No. 


104079 




Strand 




Start 


2575 




End 


2630 


Name 


OJ990312 15.0419.C24.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


538 




End 


683 


GI 


none 




Score 


186 


Exons 


538. .681, 543. .683 








Seq. No. 


48860 




Seq. ID 


OJ990312_15.0419.C24 


Gene No. 


104079 




Strand 




Start 


2575 




End 


2630 


Name 


OJ990312 15.0419.C24.ol. 


gp 


Method 


AAT/GAP 


Start 


2575 




End 


2630 


GI 


15361 2.R1084 




Score 


80 


Exons 


2575. .2630 








GI Descrip. 


4 51034 6 /go | AAD214 35 . 1 1 


5 . 0e- 


12 (AC006921) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


48860 




Seq. ID 


OJ990312_15.0419.C24 


Gene No. 


104080 




Strand 




Start 


3838 




End 


5832 


Name 


OJ990312 15.0419.C24.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3838 




End 


5832 


GI 


none 




Score 


77 


Exons 


3838.. 3927, 4110.. 4250, 


4117. 


.4251, 4142. .4249, 4789. .4845, 




4790. .4837, 4835. .4900, 


4842. 


.4901, 5512. .5613, 5513. .5608, 




5704. .5832, 5704. .5808 








Seq. No. 


48861 




Seq. ID 


OJ990312_15.0419.C25 


Gene No. 


104081 




Strand 


+ 


Start 


1218 




End 


1896 


Name 


OJ990312 15.0419.C25.o2. 


gp 


Method 


AAT/GAP 


Start 


1218 




End 


1896 


GI 


LIB3432-040-P1-K1-G9 




Score 


804 


Exons 


1218.. 1334, 1485. .1695, 


1773. 


.1896 




GI Descrip. 


'5441877/dbj | BAA82375.il 


3.0e 


-18 (AP000367) Similar to 




glycogenin glucosyltransf erase (EC 2.4 


. L.186). (Z97341) [Oryza 




sativa] 1 








Seq. No. 


48861 




Seq. ID 


OJ990312_15.0419.C25 


Gene No. 


104082 




Strand 





50647 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990312__15.0419.C25.ol.np 
1 

5080796 
1. .264 



48861 
104082 
1 

OJ990312_15.0419.C25.ol.gs 
45 

none 
45. .443 

48861 
104083 
969 

OJ990312_15.0419.C25.ol.gp 
969 
none 

969. .1202 

48861 
104084 
1174 

OJ990312JL5 . 0419 . C25 . o2 . gs 
1174 
none 

1174. .1345, 1453. .1650, 1754. .1953 

48861 
104084 
1174 

OJ990312_15.0419.C25.o2.np 
1183 
5441877 
1183. .1345, 
(AP000367) 
2.4.1.186) . 



End 


443 


Method 


AAT/NAP 


End 


264 


Score 


52 


rabidopsis thalian 


oeq . x u 


n TQ Qfl 1 1 0 
UJ jjUjIZ 


Strand 




bna 


A A *3 
H *t J 


Method 


GEN SCAN 


tiUU 


AA^ 
H 4 O 


Score 


1 P 






Strand 




End 


1202 


Method 


AAT/GAP 


Einu. 




Score 


yi no 


oeq. iJJ 


r\ TQQn o 


otrana 




T7 _3 

hna 


one yi 


Method 


GENSCAN 


End 


1953 


Score 


.98 


1953 




Seq. ID 


OJ990312 


Strand 




End 


2054 


Method 


AAT/NAP 


End 


2054 


Score 


339 


2054 





15.0419. C25 



15.0419.C25 



1453. .1650, 1754. 
Similar to glycogenin glucosyltransf erase (EC 
(Z97341) [Oryza sativa] 



Seq. No. 48861 Seq. ID 

Gene No. 104084 Strand 

Start 1174 End 

Name OJ990312_15 . 0419.C25 .ol . ts Method 

Start 1195 End 

GI none Score 

Exons 1195. .1314, 1261. .1347, 1518. .1652, 
1748. .1954 



OJ990312_15.0419.C25 
2054 

TBLASTX: Soybean 
1974 
77 

1522. .1626, 1747. .1974, 



Seq. No. 48861 Seq. ID 

Gene No. 104084 Strand 

Start 1174 . End 

Name OJ990312_15 . 04 1 9 . C25 . ol . tm Method 

Start 1196 End 

GI none Score 
Exons 



OJ990312_15.0419.C25 
2054 

TBLASTX: Maize 

1968 

136 



1196%. 1348, 1201. .1353, 1201. .1347, 1202. .1348, 1443. .1505, 



50648 



1445. .1507, 1506. .1658, 1507. .1650, 1747. .1968, 1757. .1948 



Seq. No. 


48861 




Seq. ID 


OJ990312_15.0419.C25 


Gene No. 


104084 




Strand 




Start 


1174 




End 


2054 


Name 


OJ990312 15.0419.C25.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1198 




End 


1899 


GI 


none 




Score 


81 


Exons 


1198. .1278, 1518. .1652, 


1522. 


.1626, 1747. .1899 


Seq. No. 


48861 




Seq. ID 


OJ990312_15.0419.C25 


Gene No. 


104084 




Strand 




Start 


1174 




End 


2054 


Name 


OJ990312 15.0419.C25.ol 


.tw 


Method 


TBLASTX -.Wheat 


Start 


1515 




End 


1968 


GI 


none 




Score 


139 


Exons 


1515.. 1658, 1516.. 1650, 


1747. 


.1968, 1755. .1919, 1756. .1965 


Seq. No. 


48862 




Seq. ID 


OJ990312_15.0419.C26 


Gene No. 


104085 




Strand 




Start 


1 




End 


1661 


Name 


OJ990312 15.0419.C26.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1661 


GI 


3461821 




Score 


258 


Exons 


1..22, 231. .476, 1043.. 


1150, 


1418. .1545, 1634. .1661 


GI Descrip. 


(AC004138) putative nucleoside triphosphatase [Arabidopsis 




thaliana] 








Seq. No. 


48862 




Seq. ID 


OJ990312_15.0419.C26 


Gene No. 


104085 




Strand 




Start 


1 




End 


1661 


Name 


OJ990312 15.0419.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


207 




End 


1534 


GI 


none 




Score 


85 


Exons 


207. .338, 239. .340, 241 


. .351, 


242. .337, 


360. .413, 365. .418, 




367. .414, 892. .945, 893 


. . 943, 


899. . 949, 


900. .962, 1024. .114 




1043.. 1153, 1043.. 1153, 


1044. 


.1154, 1048. .1155, 1410. .1487, 




1415. .1531, 1418. .1534 








Seq. No. 


48862 




Seq. ID 


OJ990312_15.0419.C26 


Gene No. 


. 104085 




Strand 




Start 


1 




End 


1661 


Name 


OJ990312 15.0419.C26.ol 


.gs 


Method 


GENSCAN 


Start 


237 




End 


1530 


GI 


none 




Score 


.8 


Exons 


237. .419, 900. .942, 1043. .1150, 1418. .1530 


Seq. No. 


48862 




Seq. ID 


OJ990312_15.0419.C26 


Gene No. 


104085 




Strand 




Start 


1 




End 


1661 


Name 


OJ990312 15.0419.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


423 




End 


946 


GI 


none 




Score 


999 


Exons 


423. .946 








Seq. No. 


48862 




Seq. ID 


OJ990312_15.0419.C2 6 


Gene No. 


104085 




Strand 





50649 



Start 


1 




End 


1661 




Name 


OJ990312 15.0419.C26.ol. 


ts 


Method 


TBLASTX-: Soybean 




Start 


1046 




End 


1544 




GI 


none 




Score 


86 




Exons 


1046. .1153, 1410. .1487, 


1411. 


.1536, 1415. .1543, 1416. .1544 


Seq. No. 


48863 




Seq. ID 


OJ 9 9uolZ_lo . U4 ly 




Gene No. 


104086 




Strand 






Start 


103 




End 


112o 




Name 


OJ990312 15.0419.C27.ol. 


gs 


Method 


rTXTCPTN XT 

GENSCAN 




Start 


103 




End 


1128 




GI 


none 




Score 


.59 




Exons 


103. .255, 297. .350, 652. 


.1128 








Seq. No. 


48864 




Seq. ID 


OJ990312JL5.0419 


. C28 


Gene No. 


104087 




Strand 






Start 


441 




End 


642 




Name 


OJ990312 15.0419.C28.ol. 


np 


Method 


AAT/NAP 




Start 


441 




End 


630 




GI 


3395938 




Score 


224 




Exons 


441. .630 










GI Descrip. 


(AF076924) polypyrimidine tract-binding protein homolog 






[Arabidopsis thaliana] 










Seq. No. 


48864 




Seq. ID 


OJ990312 15.0419 


. C28 


Gene No. 


104087 




Strand 






Start 


441 




End 


642 




Name 


OJ990312 15.0419.C28.ol. 


gs 


Method 


GENSCAN 




Start 


448 




End 


642 




GI 


none 




Score 


.97 




Exons 


448. .642 










Seq. No. 


48864 




Seq. ID 


OJ990312_15.0419 


. C28 


Gene No. 


104087 




Strand 






Start 


441 




End 


642 




Name 


OJ990312 15.0419.C28.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


448 




End 


609 




GI 


none 




Score 


123 




Exons 


448. .609, 449. .607, 523. 


.609 








Seq. No. 


48864 




Seq. ID 


OJ990312_15.0419 


. C28 


Gene No. 


104087 




Strand 






Start 


441 




End 


642 




Name 


OJ990312 15.0419.C28.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


448 




End 


639 




GI 


none 




Score 


134 




Exons 


448. .609, 449. .607, 523. 


.639 








Seq. No. 


48864 




Seq. ID 


OJ990312_15.0419 


.C28 


Gene No. 


104087 




Strand 






Start 


441 




End 


642 




Name 


OJ990312 15.0419.C28.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


448 




End 


618 




GI 


none 




Score 


189 




Exons 


448. .609, 449. .607, 523. 


.618 








Seq. No. 


48864 




Seq. ID 


OJ990312_15.0419 


.C28 



50650 



Gene No. 


104087 


Strand 








Start 


441 


End 


642 






Name 


OJ990312 15.0419.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


448 


End 


609 






GI 


none 


Score 


193 






Exons 


448. .609, 449. .607, 523. .609 










Seq. No. 


48865 


Seq. ID 


OJ990312_15 


.0419 


.C29 


Gene No. 


104088 


Strand 


+ 






Start 


222 


End 


1570 






Name 


OJ990312 15.0419.C29.oi.gs 


Method 


GENSCAN 






Start 


222 


End 


1570 






GI 


none 


Score 


.74 






Exons 


222.-247, 295. .465, 1468. .1570 








Seq. No. 


48866 


Seq. ID 




. u 4 1 y 


.C31 


Gene No. 


104089 


Strand 


+ — 






Start 


102 


End 


2738 






Name 


OJ990312 15.0419.C31.ol.np 


Method 


AAT/NAP 






Start 


102 


End 


2738 






GI 


7339707 


Score 


90 






Exons 


102. .198, 647. .795, 1244. .1319, 1617.. 


1809, 1879.. 


1927, 






2634. .2738 










GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48866 


Seq. ID 




.0419 


.C31 


Gene No. 


104089 


Strand 


+ 






Start 


102 


End 


2738 






Name 


OJ990312 15.0419.C31.ol.gp 


Method 


AAT/GAP 






Start 


624 


End 


1097 






GI 


48882 1.R1084 


Score 


903 






Exons 


624. .1097 










GI Descrip. 


, 5091597/gb IAC007858.il 10A19I 


7.0e-31 


Oryza sativa 


chromosome 




BAC 10A19I, complete sequence 










Seq. No. 


48866 


Seq. ID 


OJ990312_15 


.0419 


.C31 


Gene No. 


104090 


Strand 


- 






Start 


596 


End 


1087 






Name 


OJ990312 15.0419.C31.ol.gs 


Method 


GENSCAN - 






Start 


596 


End 


1087 






GI 


none 


Score 


.69 






Exons 


596. .645, 749. .896, 1001. .1087 








Seq. No. 


48866 


'Seq. ID 


OJ990312_15 


.0419 


.C31 


Gene No. 


104091 


Strand 


- 






Start 


1194 


End 


1667 






Name 


OJ990312 15.0419.C31.o2.gs 


Method 


GENSCAN 






Start 


1194 


End 


1667 






GI 


none 


Score 


.89 






Exons 


1194.. 1267, 1613.. 1667 










Seq. No. 


48867 


Seq. ID 


OJ990312_15 


.0419 


.C32 


Gene No. 


104092 


Strand 


+ 






Start 


1342 


End 


1846 






Name 


OJ990312 15.0419.C32.ol.gs 


Method 


GEftSCAN 






Start 


1342 


End 


1846 






GI 


none 


Score 


.72 







50651 



Exons 



1342.. 1494, 1502.. 1846 



Seq. No. . 48867 

Gene No. 104093 

Start 2966 

Name OJ990312_15 . 0419 . C32 . o2 . gs 

Start 2966 

GI none 

Exons 2966.. 3121 



Seq. ID OJ990312_15.0419.C32 
Strand 

End 3121 

Method GENSCAN 

End 3121 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48868 
104094 
1 

OJ990312_15. 0419.C33.ol.np 

1 

1223972 
1..210 

(U40814) unknown [Oryza sativa] 



Seq. ID OJ990312_15.0419.C33 
Strand + 
End ' 210 

Method AAT/NAP 
End 210 
Score 282 



48868 

104095 

306 

OJ990312_15.0419.C33.ol.gs 

306 

none 

306. .4 61 



Seq. ID OJ990312_15.0419.C33 

Strand + 

End 4 61 

Method GENSCAN 

End '4 61 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48869 

104096 

226 

OJ990312_15.0419.C34 .ol.gs 

226 

none 

226. .307, 421. .544, 550. .658 



Seq. ID OJ990312_15. 0419.C34 
Strand 

End 658 

Method GENSCAN 

End 658 

Score .78 



48870 
104097 
1 

OJ990312_15.0419.C35.ol.np 
1 

3461821 

1..351, 873.. 986, 1075.. 1135 

(AC004138) putative nucleoside triphosphatase [Arabidopsis 
thaliana] 



Seq. ID OJ990312_15.0419.C35 

Strand + 

End 1135 

Method AAT/NAP 

End 1135 

Score 240 



Seq. No. 48870 

Gene No. 104097 

Start 1 

Name OJ990312_15 .0419. C35 . ol . tm 

Start 25 

GI none 

Exons 25.. Ill, 38.. 202, 45.. 203 

Seq. No'. 48870 

Gene No. 104097 

Start 1 

Name OJ990312 15 . 0419 . C35 . ol . tc 



Seq. ID OJ990312_15.0419.C35 

Strand + 

End 1135 

Method TBLASTX : Maize 

End 203 

Score 91 



Seq. ID OJ990312_15.0419.C35 

Strand + 

End 1135 

Method TBLASTX : Cress 



50652 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



90 * End 925 

none Score 82 

90. .200, 116. .199, 209. .361, 216. .356, 860. .925, 871. .921 



Seq. ID OJ990312_15.0419.C35 

Strand + 

End 1135 

Method AAT/GAP 

End 986 

Score 512 



48870 
104097 
1 

OJ990312_15.0419.C35.ol.gp 
173 

49573_1.R1084 
173. .351, 873. .986 

'3461821 2.0e-49 (AC004138) putative nucleoside triphosphatase 
[Arabidopsis thaliana] 1 



Seq. No. 


48870 






Seq. ID 


OJ990312_15.0419 


.C35 


Gene No. 


104097 






Strand 


+ 




Start 


1 






End 


1135 




Name 


OJ990312 


15.0419.C35.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


209 






End 


979 




GI 


none 






Score 


135 




Exons 


209. .361, 


211. .342, 213 


. .356, 


869. . 976 


, 872. .979 




Seq. No. 


48871 






Seq. ID 


OJ990312_15.0419 


.C36 


Gene No . 


104098 






Strand 


+ 




Start 


256 






End 


1317 




Name 


OJ990312 


15.0419.C36.ol 


.gs 


Method 


GEN SCAN 




Start 


256 






End 


677 




GI 


none 






Score 


1 




Exons 


256. .423, 


573. .677 










Seq. No. 


48871 






Seq. ID 


OJ990312 15.0419 


.C36 


Gene No . 


104098 






Strand 


+ 




Start 


256 






End 


1317 




Name 


OJ990312 


15.0419.C36.ol 


gp 


Method 


AAT/GAP 




Start 


349 






End 


1317 




GI 


3763712 






Score 


477 




Exons 


349. .423, 


1099. .1317 










Seq. No. 


48871 






Seq. ID 


OJ990312_15.0419 


C36 


Gene No. 


104099 






Strand 


+ 




Start 


3378 






End 


3468 




Name 


OJ990312 


15.0419.C36.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


331 






End 


1259 




GI 


none 






Score 


75 




Exons 


331. .414, 


1113.. 1259, 1114.. 1257 






Seq. No. 


48871 






Seq. ID 


OJ990312_15.0419 


C36 


Gene No. 


104099 






Strand 


+ 




Start 


3378 






End 


3468 




Name 


OJ990312 


15.0419.C36.o2 




Method 


AAT/GAP 




Start 


3378 






End 


3468 




GI 


none 






Score 


152 




Exons 


3378.-3468 










Seq. No. 


48872 






Seq. ID 


OJ9^0312_15.0419 


C37 


Gene No. 


104100 






Strand 


+ 




Start 


1 






End 


1364 





50653 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990312_15 . 0419. C37 . ol . gp Method AAT/GAP 
1 End 882 

none Score 561 

1..48, 169. .248, 335. .363, 469. .592, 785.-882 



48872 

104100 

1 

OJ990312_15.0419.C37.ol.gs 

162 

none 



Seq. ID OJ990312_15.0419.C37 

Strand + 

End 1364 

Method GEN SCAN 

End 1364 

Score .84 



162. .248, 335. .363, 469. .592, 1126. .1226, 1307. .1364 



48873 

104101 

310 



Seq. ID OJ990312_15.0419.C39 
Strand 

End 773 



OJ990312 15. 0419.C39.o2.tm Method TBLASTX : Maize 



208 
none 



End 
Score 



427 
185 



208. .237, 212. .424, 218. .247, 255. .290, 256. .294, 273. .422, 
275. .427 



Seq. No. 48873 

Gene No. 104101 

Start 310 

Name OJ990312_15 . 0419 . C39 . ol . np 

Start 310 

GI 3461821 

Exons 310.. 562, 662.-773 

GI Descrip. (AC004138) putative nucleoside triphosphatase [Arabidopsis 
thaliana] 



Seq. ID OJ990312_15.0419.C39 
Strand 

End 773 

Method AAT/NAP 

End 773 

Score 215 



r 1 3 


Seq. No. 


48873 








Seq. ID 


OJ990312_15.0419.C39 




Gene No. 


104101 








Strand 






Start 


310 








End 


773 




Name 


OJ990312 


15.0419.C39 


.ol, 


.tm 


Method 


TBLASTX: Maize 


~ 


Start 


428 








End 


772 




GI 


none 








Score 


112 




Exons 


428. .565, 


431. .565, 


436, 


. .567, 


502. .582, 


652. .771, 653.-772 


r i 
[ 1 


Seq. No. 


48873 








Seq. ID 


OJ990312_15.0419.C39 




Gene No; 


104101 








Strand 






Start 


310 








End 


773 




Name 


OJ990312 


15.0419.C39 


.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


460 








End 


762 




GI 


none 








Score 


90 




Exons 


460. .564, 


652. .762, 


653, 


. .751 








Seq. No. 


48874 








Seq. ID 


OJ990312_15.0419.C40 




Gene No. 


104102 








Strand 






Start 


466 








End 


652 




Name 


. OJ990312 


15.0419.C40 


.ol. 


.gs 


Method 


GENSCAN 




Start 


466 








End 


652 




GI 


none 








Score 


.51 




Exons 


466.. 652 














Seq. No. 


48875 








Seq. ID 


OJ990312_15.0419.C41 



50654 



Gene No. 104103 Strand + 

Start 837 End 1464 

Name OJ990312_15. 0419.C41.ol.np Method AAT/NAP 

Start 837 End 1183 

GI 7490717 Score 71 

Exons 837.. 876, 1026.. 1183 

GI Descrip. hypothetical integral membrane protein - fission yeast 
(Schizosaccharomyces pombe) gi | 6138901 1 emb | CAB59690 . 1 1 
(AL132675) hypothetical integral membrane protein 
[Schizosaccharomyces pombe] 



Seq. No. 48875 Seq. ID 

Gene No. 104103 Strand 

Start 837 End 

Name OJ990312_15 . 0419 . C4 1 . ol . gp Method 

Start 1021 End 

GI none Score 

Exons 1021.. 1464 



OJ990312_15.0419.C41 
+ 

1464 
AAT/GAP 
1464 
827 





Seq. No. 


48875 


Seq. ID 


OJ990312_15.0419.C41 




Gene No. 


104104 


Strand 






Start 


2442 


End 


3005 




Name 


OJ990312 15.0419.C41.ol.tm 


Method 


TBLASTX: Maize 


n 


Start 


161 


End 


1244 




GI 


none 


Score 


89 


3 


Exons 


161.. 229, 175.. 222, 789/. 890, 


790. .915, 


791. .889, 808. .894, 


f| 

\\ 




1031.. 1192, 1033.. 1200, 1036.. 


1191, 1037.. 1192, 1107.. 1244 


Jl 


Seq. No. 


48875 


Seq. ID 


OJ990312_15.0419.C41 


: 1 


Gene No. 


104104 


Strand 






Start 


2442 


End 


3005 




Name 


OJ990312 15.0419.C41.ol.gs 


Method 


GENSCAN 




Start 


2442 


End 


3005 




GI 


none 


Score 


.75 


s% 
s? 


Exons 


2442. .2881, 2904. .3005 








Seq. No. 


48876 


Seq. ID 


OJ990312_15.0419.C42 




Gene No. 


104105 


Strand 


+ 


3 


Start 


1 


End 


1075 




Name 


OJ990312 15.0419.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1075 




GI 


7339707 


Score 


59 




Exons 


1..201, 1042. .1075 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48877 


Seq. ID 


OJ990312_15.0419.C43 




Gene No. 


104106 


Strand 


+ 




Start 


145 


End 


271 




Name 


OJ990312 15.0419.C43.ol.gp 


Method 


AAT/GAP 




Start 


145 


End 


271 




GI 


44258 1.R1084 


Score 


223 




Exons 


145.. 271 








GI Descrip. 


1 5080792/gb|AAD39302.1 | AC007576 25 5.0e-23 (AC007576) Unknown 






protein [Arabidopsis thaliana] 


T 






Seq. No. 


48878 


Seq. ID 


OJ990312_15.0419.C45 




Gene No. 


104107 


Strand 


+ 



50655 




Start 


9065 


End 


12274 






Name 


OJ990312 15.0419.C45.ol.gp 


Method 


AAT/GAP 






Start 


9065 


End 


12207 






GI 


none 


Score 


1408 






Exons 


9065. .9572, 11978. .12207 










Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15.0419. 


C45 


Gene No. 


104107 


Strand 


+ 






Start 


9065 


End 


12274 






Name 


OJ990312 15.0419.C45.o4 .gs 


Method 


GEN SCAN 






Start 


11972 


End 


12274 






GI 


none 


Score 


. 84 






Exons 


11972. . 12274 










Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15.0419. 


C45 


Gene No . 


104108 


Strand 


+ 






Start 


12774 


End 


13562 






Name 


OJ990312 15.0419.C45.o5.gs 


Method 


GENSCAN 






Start 


12774 


End 


13562 






GI 


none 


Score 


.85 






Exons 


12774 . . 128 67, 13366. . 13562 










Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15.0419. 


C45 


Gene No. 


104109 


Strand 


+ 






Start 


14046 


End 


16246 






Name 


OJ990312 15.0419.C45.o6.gs 


Method 


GENSCAN 






Start 


14046 


End 


16246 






GI 


none 


Score 


.49 






Exons 


14046. .14131, 14212. .14426, 


14501. .14959, 15311. 


. 15922, 






16071. .16246 










Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15. 0419. 


C45 


Gene No. 


104110 


Strand 








Start 


1 


End 


4086 






Name 


OJ990312 15.0419.C45.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2403 






GI 


1091678 


Score 


1252 






Exons 


1..22, 523. .2403 










GI Descrip. 


activator-like transposable 


element [ Pennisetum 


glaucum] 




Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15.0419. 


C45 


Gene No . 


104110 


Strand 








Start 


1 


End 


4086 






Name 


OJ990312 15.0419.C45.ol.gs 


Method 


GENSCAN 






Start 


360 


End 


4086 






GI 


none 


Score 


.58 






Exons 


360. .434, 994. .1223, 3942.. 


4086 








Seq. No. 


48878 


Seq. ID 


OJ990312_ 


15. 0419. 


C45 


Gene No. 


104111 


Strand 








Start 


6681 


End 


7694 






Name 


OJ990312 15.0419.C45.o2.gs 


Method 


GENSCAN 






Start 


6681 


End 


7694 






GI 


none 


Score 


.85 






Exons 


6681. .7058, 7335. .7694 











Seq. No. 48878 Seq. ID OJ990312_15 . 04 19 . C45 



50656 



Gene No . 


104112 




Strand 




Start 


10468 




End 


11520 


Name 


OJ990312_15.0419.C45.ol 


.tm 


Method 


TBLASTX : 


Start 


512 




End 


1960 


GI 


none 




Score 


154 


Exons 


512. .589, 602. .670, 683 


. .745, 


733. .786, 


1006. .1 




1008. .1232, 1242. .1388, 


1385. 


.1519, 1393.. 1599, 




1604. .1645, 1652. .1795, 


1698. 


.1796, 1786. .1899, 




1901. .1960 








Seq. No. 


48878 




Seq. ID 


OJ990312 


Gene No. 


104112 




Strand 




Start 


10468 




End 


11520 


Name 


OJ990312 15.0419.C45.o2 


.tm 


Method 


TBLASTX: 


Start 


1961 




End 


2166 


GI 


none 




Score 


141 


Exons 


1961. .2137, 1966. .2166, 


1969. 


.2148 




Seq. No. 


48878 




Seq. ID 


OJ990312 


Gene No. 


104112 




Strand 




Start 


10468 




End 


11520 


Name 


OJ990312 15.0419.C45.o3 


.gs 


Method 


GENSCAN 


Start 


10468 




End 


11520 


GI 


none 




Score 


.75 


Exons 


10468. .10997, 11229. .11520 






Seq. No. 


48879 




Seq. ID 


OJ990312 


Gene No. 


104113 




Strand 


+ 


Start 


174 




End 


819 


Name 


OJ990312 15.0419.C46.ol 


.gs 


Method 


GENSCAN 


Start 


174 




End 


819 


GI 


none 




Score 


.5 


Exons 


174. .357, 367. .509, 549 


. .819 






Seq. No. 


48880 




Seq. ID 


OJ990312 


Gene No. 


104114 




Strand 


+ 


Start 


1 




End 


4791 


Name 


OJ990312 15.0419.C47.ol 


• np 


Method 


AAT/NAP 


Start 


1 




End 


796 


GI 


6907087 




Score 


292 


Exons 


1..154, 695. .796 








GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) c 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



)07. .1231, 

.1600, 

,1899, 



15.0419.C47 



region of 
sativa] 



the predicted gene.; hypothetical protein 



pond to 
[Oryza 



48880 

104114 

1 

OJ990312_15.0419.C47.o3.np 
1 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990312_ 
+ 

4791 
AAT/NAP 
4791 
251 



15.0419.C47 



7248394 

1.-45, 3444. .3816, 4190. .4461, 4708. .4791 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



50657 



Seq. No. 48880 

Gene No. 104114 

Start 1 

Name OJ990312_15 . 0419.C47 .ol .gp 

Start 1256 

GI uC-osflcyp033a04bl 

Exons 1256.. 1635 

GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990312_15.0419.C47 

Strand + 

End 4 7 91 

Method AAT/GAP 

End 1635 

Score 62 9 



Seq. No. 48880 

Gene No. 104115 

Start 5225 

Name OJ990312_15 . 04 19 . C4 7 , o2 . gp 

Start 5225 

GI 31877_1.R1084 

Exons 5225.. 5300, 5435.. 5503 

GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ990312_15.0419.C47 

Strand + 

End 5503 

Method AAT/GAP 

End 5503 

Score 215 



Seq. No. 48880 

Gene No. 104116 

Start 6766 

Name OJ990312_15 . 04 1 9 . C4 7 . o3 . gs 

Start 6766 

GI none 
Exons 



Seq. ID OJ990312_15.0419.C47 

Strand + 

End 7843 

Method GENS CAN 

End 7843 

Score .51 



6766. .6905, 6957.. 7278, 7679.. 7843 



Seq. No. 48880 

Gene No. 104117 

Start 38 

Name OJ990312_15 . 04 19 . C47 . ol . gs 

Start 38 

GI none 

Exons 38.. 4 14, 423.-4 65 



Seq. ID OJ990312_15.0419.C47 
Strand 

End 4 65 

Method GENSCAN 

End 4 65 

Score .91 



Seq. No. 48880 

Gene No. 104118 

Start 1189 

Name OJ990312_15 . 0419 . C47 . o2 . np 

Start 1189 

GI 4680186 

Exons 1189.. 1389, 3087.. 3133 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990312_15. 0419.C47 
Strand 

End 3133 

Method AAT/NAP 

End 3133 

Score 309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48880 

104119 

4523 

OJ990312_15.0419.C47.o5.np 

4523 

6539570 



Seq. ID OJ990312_15.0419.C47 
Strand 

End 6512 

Method AAT/NAP 

End 6512 

Score 181 



4523.. 4548, 6043.. 6106, 6309.. 6512 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



48880 
104120 



Seq. ID OJ990312_15.0419.C47 
Strand 



50658 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6641 End 6719' 

OJ990312_15.0419.C47.o6.np Method AAT/NAP 

6641 End 6719 

6630699 Score 75 
6641. .6719 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



48881 Seq. ID 

104121 Strand 

4 50 End 

OJ990312_15 . 04 1 9 . C4 8 . ol . gs Method 

450 End 

none Score 



OJ990312_15.0419.C48 
+ 

1381 
GENSCAN 
1381 
.53 



450. .580, 634. .652, 1038. .1246, 1267. .1381 



OJ990312_15.0419.C48 
+ 

4114 
AAT/NAP 
4114 
119 



48881 Seq. ID 

104122 Strand 
3847 End 
OJ990312_15 . 04 19 . C48 . o2 . np Method 
3847 End 
7488228 Score 
3847. .4114 

proline-rich protein APG homolog F16A16.110 - Arabidopsis 
thaliana gi I 4218120 I emb I CAA22974 . 1 1 (AL035353) Proline-rich 
APG-like protein [Arabidopsis thaliana] 

gi|7269733|emb|CAB81466.1| (AL161573) Proline-rich APG-like 
protein [Arabidopsis thaliana] 



48881 Seq. ID 

104123 Strand 

6124 End 
OJ990312_15 . 0419 . C48 . o3 . gs Method 

6124 . End 

none Score 
6124. .6432 



OJ990312_15.0419.C48 
+ 

8246 
GENSCAN 
6432 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48881 Seq. ID OJ990312_15 . 04 19 . C48 

104123 Strand + 

6124 End 8246 

0 J990 312_1 5 . 04 1 9 . C4 8 . o3 . np Method AAT/NAP 

6133 End - 8246 

7488228 Score 119 

6133.. 6386, 8220. .8246 

proline-rich protein APG homolog F16A16.110 - Arabidopsis 
thaliana gi | 4218120 | emb | CAA22974 . 1 | (AL035353) Proline-rich 
APG-like protein [Arabidopsis thaliana] 

gi|7269733|emb|CAB81466.1| (AL161573) Proline-rich APG-like 
protein [Arabidopsis thaliana] 



48881 Seq. ID 

104124 Strand 

918. . End 

OJ990312_15 . 04 1 9 . C4 8 . ol . np Method 

918 End 

6539570 Score 



OJ990312_15.0419.C48 

1390 
AAT/NAP 
1390 
175 



50659 




Exons 


918. .972, 1175. .1390 














GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


48881 






Seq. ID 


OJ990312 


_15. 


0419. 


C48 


Gene No. 


104125 






Strand 










Start 


3928 






End 


6393 








Name 


OJ990312 15 


.0419.C48.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3928 






End 


6389 








GI 


none 






Score 


191 








Exons 


3928. .4101, 


. 6214 . .6387, 


6231. 


.6389 










Seq. No. 


48881 






Seq. ID 


OJ990312 


_15. 


0419. 


C48 


Gene No. 


104125 






Strand 










Start 


3928 ... 






End. 


6393 








Name 


OJ990312 15 


.0419.C48.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3937 






End 


6393 








GI 


none 






Score 


189 








Exons 


3937. .4107, 


6219. .6383, 


6220. 


.6393 










Seq. No. 


48882 






Seq. ID 


OJ990312 


_15. 


0419. 


C49 


Gene No. 


104126 






Strand 


+ 








Start 


470 






End 


2542 








Name 


OJ990312 15 


.0419.C49.ol 


. gs 


Method 


GENSCAN 








Start 


470 ' 






End 


2542 








GI 


none 






Score 


.53 








Exons 


470. .559, 2484. .2542 














Seq. No. 


48882 






Seq. ID 


OJ990312 


_15. 


0419. 


C49 


Gene No. 


104127 






Strand 










Start 


1068 






End 


6237 








Name 


OJ990312 15 


.0419.C49.ol 


. np 


Method 


AAT/NAP 








Start 


1068 






End 


6237 








GI 


7340881 






Score 


582 








Exons 


1068. .1109, 


3681. .3712, 


3818. 


.3938, 5325.. 5610, 


568 


6. .57 


86, 




5879. .6002, 


6149. .6237 














GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


48882 






Seq. ID 


OJ990312 


_15. 


0419. 


C49 


Gene No. 


104127 






Strand 










Start 


1068 






End 


6237 








Name 


OJ990312 15 


.0419.C49.o2 


. gs 


Method 


GENSCAN 








Start 


5367 




End 


6069 








GI 


none 






Score 


.72 








Exons 


5367. .5650, 


5695. .5786, 


5879. 


.6069 










Seq. No. 


48883 






Seq. ID 


OJ990312 


_15. 


0419. 


C50 


Gene No. 


104128 






Strand 


+ 








Start 


1365 






End 


1770 








Name 


OJ990312 15 


.0419.C50.ol 


.gs 


Method 


GENSCAN 








Start 


1365 






End 


1770 








GI 


none 






Score 


.85 








Exons 


1365. .1436, 


1756. .1770 














Seq. No. 


48883 






Seq. ID 


OJ990312 


_15. 


0419. 


C50 


Gene No. 


104129 






Strand 


+ 








Start 


3802 






End 


11309 








Name 


OJ990312 15 


.0419.C50.o2 


.gs 


Method 


GENSCAN 









50660 



Start 


3802 


End 


7042 




GI 


none 


Score 


.76 




Exons 


3802. .3949, 6455. .6568, 


6661.. 6752, 6794.. 7042 




Seq. No. 


48883 


Seq. ID 


OJ990312_15.0419 


.C50 


Gene No. 


104129 


Strand 


+ 




Start 


3802 


End 


11309 




Name 


OJ990312 15.0419.C50.ol. 


np Method 


AAT/NAP 




Start 


6213 


End 


11309 




GI 


7340881 


Score 


656 




Exons 


6213. .6298, 6445. .6568, 


6661. .6759, 6814. .7098, 8484. .8 


611, 




8717. .8782, 11198. .11309 






GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48883 


Seq. ID 


OJ990312_15.0419 


.C50 


Gene No. 


104130 


Strand 






Start 


9234 


End 


13374 




Name 


OJ990312 15.0419.C50.o3. 


gs Method 


GENSCAN 




Start 


9234 


End 


13374 




GI 


none 


Score 


.61 




Exons 


9234. .9691, 9794. .10536, 


11092. .11372, 


12327. .12545, 






12607. .13374 








Seq. No. 


48883 


Seq. ID 


OJ990312_15.0419 


.C50 


Gene No. 


104130 


Strand 






Start 


9234 


End 


13374 




Name 


OJ990312 15.0419.C50.o2. 


np Method 


AAT/NAP 




Start 


9243 


End 


12933 




GI 


6979320 


Score 


1541 




Exons 


9243. .9691, 9794. .10208, 


10341. .10652, 


10769. . 11372, 






12234. .12545, 12607.. 12933 






GI Descrip. 


(AF172282) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48883 


Seq. ID 


OJ990312_15.0419 


.C50 


Gene No. 


104130 


Strand 






Start 


9234 


End 


13374 




Name 


OJ990312 15.0419.C50.ol. 


ts Method 


TBLASTX : Soybean 




Start 


9618 


End 


10031 




GI 


none 


Score 


150 




Exons 


9618. .9692, 9783. .10031 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48884 Seq. ID OJ990312JL5 . 04 19 . C51 

104131 Strand - 

1 End 6033 

OJ990312_15.0419.C51.ol.np Method AAT/NAP 

1 End 6024 

7488228 Score 171 

1..48, 263. .437, 1982. .2170, 2724. .2880, 5762. .6024 

proline-rich protein APG homolog F16A16.110 - Arabidopsis 

thaliana gi | 4218120 | emb | CAA22974 . 1 1 (AL035353) Proline-rich 

APG-like protein [Arabidopsis thaliana] 

gi|7269733|emb|CAB81466.1| (AL161573) Proline-rich APG-like 
protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



48884 

104131 

1 



Seq. ID 

Strand 

End 



OJ990312 15.0419.C51 



6033 



50661 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990312_15 . 04 19 . C51 . ol . gs Method 

188 End 

nqne Score 
188. .437, 1978. .2231, 5733. .6033 

48884 Seq. ID 

104131 Strand 

1 End 

OJ990312_15 . 04 19 . C51 . ol . ts Method 

5764 . End 

none Score 
5764. .5937, 5774. .5938 



GENSCAN 
6033 
. 64 



OJ990312_15.0419.C51 
6033 

TBLASTX: Soybean 

5938 

14.8 



OJ990312 15.0419.C52 



48885 Seq. ID 

104132 Strand 
1 End 4 99 

OJ990312_15 .0419. C52 . ol . np Method AAT/NAP 
1 End 4 99 

5922620 Score 187 

1..175, 289. .499 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj | BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


48885 








Seq. ID 


OJ990312 




Gene No. 


104132 








Strand 




L -J 


Start 


1 








End 


499 




Name 


OJ990312 15 


0419. 


C52.ol. 


gs 


Method 


GENSCAN 




Start 


68 








End 


175 




GI 


none 








Score 


.89 


r ; e 


Exons 


68. .175 














Seq. No. 


48886 








Seq. ID 


OJ990312 




Gene No. 


104133 








Strand 


+ 




Start 


2978 








End 


4788 


La 


Name 


OJ990312 15 


0419. 


C53.o2. 


gs. ■ 


Method 


GENSCAN 




Start 


2978 








End 


4788 


S3 


GI 


none 








Score 


.7 




Exons 


2978. .3084, 


3149. 


.3276, 


4586. 


.4788 






Seq. No. 


48886 








Seq. ID 


OJ990312 




Gene No. 


104134 








Strand 






Start 


1 








End 


728 




Name 


OJ990312 15 


0419. 


C53.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


698 




GI 


7485206 








Score 


134 




Exons 


1..166, 442 


.698 











15.0419.C53 



GI Descrip. 



hypothetical protein - Arabidopsis thaliana 
gi|2244981 1 emb | CAB10402 . 1 1 (Z97340) proline-rich, APG like 
protein [Arabidopsis thaliana] gi I 7268372 | emb | CAB7 8665 . 1 1 
(AL161543) proline-rich, APG like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



48886 

104134 

1 



Seq. ID 

Strand 

End 



OJ990312 15.0419.C53 



728 



50662 



Name 
Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990312_15.0419.C53.ol.gs 

324 

none 

324. .728 

48886 

104135 

5868 

OJ990312_15.0419.C53.o3.gs 

58,68 

none 

5868. .6002- 

48887 

104136 

109 

OJ990312_15.0419.C54.ol.gs 

109 

none 

109. .381, 473. .607 



Method GENS CAN 
End 728 
Score .87 



Seq. ID OJ990312_15.0419.C53 
Strand 

End . 6002 

Method GENSCAN 

End 6002 

Score .78 



Seq. ID OJ990312_15.0419.C54 
Strand 

End 607 

Method GENSCAN 

End 607 

Score .94 



48888 

104137 

1029 

OJ990312_15.0419.C55.ol.np 

1029 

4914384 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1029. .1104, 1714. .1917, 2180. .2220 

(AC007167) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



OJ990312_15.0419.C55 
+ 

2220 
AAT/NAP 
2220 
147 



Seq. No. 48888 

Gene No. 104137 

Start 1029 

Name OJ990312_15 . 0419 . C55 . ol . gp 

Start 1527 

GI 13677_1.R1084 

Exons 1527.. 1953 

GI Descrip. 1 4 914384 /gb | AAD32919 . 1 1 AC007167_1 5 
APG protein [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990312_15.0419.C55 
+ 

2220 
AAT/GAP 
1953 
718 



Oe-15 (AC007167) putative 



Seq. No. 


48888 






Seq. ID 


OJ990312 


Gene No . 


104137 






Strand 


+ 


Start 


1029 






End 


2220 


Name 


OJ990312 15 


0419. 


C55 . ol . gs 


Method 


GENSCAN 


Start 


1531 






End 


1917 


GI 


none 






Score 


.81 


Exons 


1531. .1643, 


1660. 


.1917' 






Seq. No. 


48889 






Seq. ID 


OJ990312 


Gene No. 


104138 






Strand 


+ 


Start 


20 






End 


1711 


Name 


OJ990312 15 


0419. 


C57.ol.gs 


Method 


GENSCAN 


Start 


20 






End 


1711 


GI 


none 






Score 


.86 


Exons 


20. .59, 425 


.549, 


796. .1032, 


1133.. 1573, 1604.. 



50663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. ID OJ990312_15.0419.C57 

Strand + 

End 1711 

Method AAT/NAP 

End 1632 

Score 272 



48889 
104138 
20 

OJ990312_15.0419.C57.ol.np 
417 

6539248 

417. .569, 810. .1034, 1135. .1632 

(AC011765) putative lipase/acylhydrolase [Arabidopsis thaliana] 



48889 
104138 
20 

OJ990312_15.0419.C57.ol.gp 
425 

13677_1.R1084 
425. .477 

*4914384/gb|AAD32919.1|AC007167_l 5.0e-15 (AC007167) putative 
APG protein [Arabidopsis thaliana] 1 



Seq. ID OJ990312_15.0419.C57 

Strand + 

End 1711 

Method AAT/GAP 

End 477 

Score 89 



Seq. ID OJ990312_15.0419.C57 

Strand + 

End 1711 

Method AAT/GAP 

End 1236 

Score 319 



48889 
104138 
20 

OJ990312_15 . 04 19 . C57 . o2 . gp 
914 

LIB3434-045-P1-K1-H11 
914. .1032, 1133. .1236 

'2062705/gb|U90552|HSU90552 3.0e-10 Human butyrophilin (BTF5) 
mRNA, complete cds 1 



48889 
104138 
20 

OJ990312_15.0419.C57.o2.np 
1125 
728867 
1125.. 1573 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 | pir | | S21961 proline-rich protein APG - Arabidopsis 

thaliana gi | 22599 | emb | CAA42925 | (X60377) APG [Arabidopsis 

thaliana] 



Seq. ID OJ990312_15.0419.C57 

Strand + 

End 1711 

Method AAT/NAP 

End 1573 

Score 181 



Seq. No. . 


48889 








Seq. ID 


OJ990312_15.0419 


Gene No. 


104139 








Strand 




Start 


4288 








End 


6442 


Name 


OJ990312 15 


0419. 


C57.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1127 








End 


1596 


GI 


none 








Score 


76 


Exons 


1127. .1231, 


1313. 


.1594, 


1327. 


.1596 




Seq. No. 


48889 








Seq. ID 


OJ990312JL5.0419 


Gene No. 


104139 








Strand 




Start 


4288 








End 


6442 


Name 


OJ990312 15 


0419. 


C57.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1127 








End 


1531 


GI 


none 








Score 


92 


Exons 


1127. .1216, 


1135. 


.1200, 


1223. 


.1531 





50664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48889 

104139 

4288 

OJ990312_15.0419.C57.o3.np 

4288 

6721518 

4288. .4357, 5892. .6137, 6168.. 
(AP001072) Similar to NBS-LRR- 
[Oryza sativa] 

48890 
104140 
383 

OJ990602_14 .0421.C5.ol.gs 

383 
none 

383. .922, 1026. .1154 



Seq. ID 
Strand 

End 6442 

Method AAT/NAP 

End 6442 

Score 187 
6442 

like protein cD7 . 



OJ990312 15.0419.C57 



(AF098970) 



Seq. ID OJ990602_14.0421.C5 

Strand + 

End 1154 

Method GENSCAN 

End 1154 

Score .4 



Seq. No. 48890 

Gene No. 104140 

Start 383 

Name OJ990602_14 . 0421 . C5 . ol . gp 

Start 583 

GI 80079_1.R1084 

Exons 583.. 922, 1026.. 1092 

GI Descrip. » 4734007/gb | AAD28684 
hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_ 
+ 

1154 
AAT/GAP 
1092 
762 



14. 0421. C5 



1|AC007178_4 
[Arabidopsis 



2.0e-18 (AC007178) 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48890 Seq. ID 

104141 Strand 

8 924 End 

OJ990602_14 . 0421.C5.o2.np Method 

8924 End 

7228457 Score 

.12184, 



OJ990602_ 
+ 

15123 
AAT/NAP 
15123 
9185 

12307. .12645, 



14. 0421. C5 



8924. .9290, 9352. .11286, 11350. 
12694. .13506, 13573. .15123 

(AP001366) Similar to. Sorghum bicolor Gypsy-Ty3 'type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48890 Seq. ID 

104142 Strand 

15751 End 

OJ990602_14 .0421.C5.o4 .tm Method 

658 End 

none Score 

658. .921, 695. .922, 1026. .1154 



OJ990602_14 .0421.C5 
20279 

TBLASTX: Maize 

1154 

226 



48890 

104142 Strand 

15751 End 

OJ990602JL4 .0421.C5.ol.tc Method 

664 End 

none Score 

664. .912, 695.-922, 1025. .1132, 1026. .1112 



Seq. ID OJ990602_14.0421.C5 



20279 

TBLASTX: Cress 
1132 
214 



Seq. No. 



48890 



Seq. ID OJ990602_14.0421.C5 



50665 




Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


,o3.ts 


Method 


TBLASTX : Soybean 




Start 


769 




End 


1103 




GI 


none 




Score 


140 




Exons 


769. .900, 776. .907, 


1026. .1103 






Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


9581 




End 


9970 




GI 


none 




Score 


54 




Exons 


9581.. 9625, 9632.. 9730, 9649 


'..9729, 9697. .9936, 9713. .9970 


Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


9584 




End 


9868 




GI 


none 




Score 


196 




Exons 


9584.. 9856, 9620.. 9868, 9622 


. .9867 






Seq. No. 


48890 




Seq. ID 


OJ990602_14 .0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


10707 




End 


11193 




GI 


none 




Score 


407 




Exons 


10707. .10880, 10708. 


.11193, 


10902. .11162 




Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11357 




End 


11820 




GI 


none 




Score 


211 




Exons 


11357. .11800, 11358. 


.11813, 


11359. .11820, 11359. .11820 




Seq. No. 


48890 




Seq. ID 


OJ990602_14 .0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11398 




End 


11763 




GI 


none 




Score 


117 




Exons 


11398. .11622, 11629. 


.11763 








Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421. 


C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11488 




End 


11844 




GI 


none 




Score 


385 




Exons 


11488. .11844, 11523. 


.11834, 


11728. .11844 




Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421. 


C5 


Gene No. 


104142 




Strand 







50666 




Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11871 




End 


12255 




GI 


none 




Score 


361 




Exons 


11871. .12236, 11872. 


.12255 








Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421 


.C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o2. tw 


Method 


TBLASTX : Wheat 




Start 


11928 




End 


12348 




GI 


none 




Score 


474 




Exons 


11928. .12323, 11929. 


.12348 








Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421 


.C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


12007 




End 


12378 




GI 


none 




Score 


264 




Exons 


12007. . 12378, 12024. 


.12167 








Seq. No. 


48890 




Seq. ID 


OJ990602JL4 .0421 


.C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14.0421.C5. 


o5 . tw 


Method 


TBLASTX -.Wheat 




Start 


13027 




End 


13485 




GI 


none 




Score 


236 




Exons 


13027. .13275, 13051. 


.13302, 


13116. .13292, 13336. .13485, 






13347 . . 13484 










Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421 


.C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13174 




End 


13740 




GI 


5666795 




Score 


68 




Exons 


13174. .13272, 13348. 


.13485, 


13540.. 13740 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421 


,C5 


Gene No. 


104142 




Strand 






Start 


15751 




End 


20279 




Name 


OJ990602 14. 0421. C5. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


13488 




End 


13800 




GI 


none 




Score 


194 




Exons 


13488. .13664, 13540. 


.13800 








Seq. No. 


48890 




Seq. ID 


OJ990602JL4.0421 


.C5 


Gene No. 


104142 




Strand 






Start 


15751 




End . 


20279 




Name 


OJ990602 14. 0421. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13993 




End 


14336 




GI 


none 




Score 


362 




Exons 


13993. .14316, 14022. 


.14303, 


14187. .14336 




Seq. No. 


48890 




Seq. ID 


OJ990602_14.0421 


.C5 



50667 



Gene No. 


104142 




Strand 




Start 


15751 




End 


20279 


Name 


OJ990602 14. 0421. C5 . 


o4 . tw 


Method 


TBLASTX 


Start 


14130 




End 


14511 


GI 


none 




Score 


375 


Exons 


14130. .14480, 14131. 


.14511 






Seq. No. 


48890 




Seq. ID 


OJ990602 


Gene No. 


104142 




Strand 




Start 


15751 




End 


20279 


Name 


OJ990602 14. 0421. C5. 


06. tw 


Method 


TBLASTX: 1 


Start 


14512 




End 


15111 


GI 


none 




Score 


265 


Exons 


14512. .14796, 14517. 


.14795, 


14884. .14958, 14988 




14989. .15111 








Seq. No. 


48890 




Seq. ID 


OJ990602 


Gene No. 


104142 




Strand 




Start 


15751 




End 


20279 


Name 


OJ990602 14. 0421. C5. 


o4 .gs 


Method 


GENSCAN 


Start 


15751 




End 


20237 


GI 


none 




Score 


.56 


Exons 


15751. .15944, 15994. 


.17612, 


17710. .18990, 19291 




19939. .20237 








Seq. No. 


48890 




Seq. ID 


OJ990602 


Gene No. 


104142 




Strand 




Start 


15751 




End 


20279 


Name 


OJ990602 14. 0421. C5. 


o3. np 


Method 


AAT/NAP 


Start 


15754 




End 


18971 


GI 


6907089 




Score 


4378 


Exons 


15754. .17612, 17710. 


.18971 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48890 




Seq. ID 


OJ990602 


Gene No. 


104142 




Strand 




Start 


15751 




End 


20279 


Name 


OJ990602 14. 0421. C5. 


o5. np 


Method 


AAT/NAP 


Start 


18373 




End 


20279 


GI 


5922623 




Score 


70 


Exons 


18373. .18396, 19789. 


.19861, 


20045. .20279 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 



15110, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



gi I 6016856 | dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 

48890 Seq. ID OJ990602_14 . 0421 . C5 

104142 Strand 

15751 End 20279 

OJ990602JL4 . 0421 . C5 . o4 . np Method AAT/NAP 

19613 End 20279 

7523512 Score 186 

19613. .19739, 20259. .20279 

(AP001633) hypothetical protein [Oryza sativa] 



48891 

104143 

1657 



Seq. ID OJ990602_14.0421.C6 
Strand + 
End 15566 



50668 



Name 


OJ990602 14.0421 


C6 . ol .gs 


Method 


GENSCAN 




Start 


1657 




End 


15566 






none 




Score 


.53 




Exons 


1657.. 1705, 1956 


.2093, 2806 


..2957, 3324. .3394, 


3426. .3498, 




5321.. 5776, 6012 


.6137, 6396 


..6465, 7392. .7519, 


7929. .8044, 




8486.. 8546, 8719 


.8827, 8905 


..8982, 9150... 9298, 


9482. .9656, 




10377. .10544, 11128 .. 114 56, 


11688. .11804, 12338 


. .12456, 




15383. .15566 










Seq. No. 


48891 




Seq. ID 


OJ990602_ 


_14.0421.C6 


Gene No. 


104143 




Strand 


+ 




Start 


1657 




End 


15566 




Name 


OJ990602 14.0421 


C6 . ol . np 


Method 


AAT/NAP 




Start 


2915 




End 


3377 




GI 


5042454 




Score 


75 




Exons 


2915.. 2951, 3317. 


.3377 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


48891 




Seq. ID 


OJ990602_ 


_14.0421.C6 


Gene No. 


104143 




Strand 


+ 




Start 


1657 




End 


15566 




Name 


OJ990602 14.0421, 


C6.ol.gp 


Method 


AAT/GAP 




Start 


5718 




End 


9618 




GI 


17521 1.R1084 




Score 


1480 




Exons 


5718.. 5776, 6396. 


.6465, 7392 


..7519, 7929. .8044, 


8486. .8546, 




8764. .8827, 8905. 


.8982, 9150 


. .9307, 9398. .9457, 


9563. .9618 



GI Descrip. 1 4454482 /gb | AAD20929 I 2.0e-71 (AC006234) hypothetical protein 
[Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 Seq. ID 

104143 Strand 

1657 End 

OJ990602_14 .04 21.C6.o2.np Method 

6384 End 

5701786 Score 



OJ990602_14 .0421.C6 
+ 

15566 
AAT/NAP 
12048 
1060 



6384. .6465, 6635. .6713, 7356. .7519, 8764. .8839, 8914. .8982, 
9150. .9298, 9413. .9457, 10358 .. 1054 4 , 11128 .. 11360 , 





11421. .11456, 11688 


.11875, 


11918. .12048 






GI Descrip. 


(AL021749) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


48891 




Seq. ID 


OJ990602_14 


.0421 


.C6 


Gene No. 


104143 




Strand 


+ 






Start 


1657 




End 


15566 






Name 


OJ990602 14. 0421. C6 


o3.np 


Method 


AAT/NAP 






Start 


11892 




End 


13384 






GI 


6523065 




Score 


33 






Exons 


11892. .11983, 13354 


.13384 










GI Descrip. 


(AL133314) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


48891 




Seq. ID 


OJ990602_14 


.0421 


.C6 


Gene No. 


104143 




Strand 


+ 






Start 


1657 




End 


15566 






Name 


OJ990602 14. 0421. C6 


o2.gp 


Method 


AAT/GAP 






Start 


11943 




End 


12296 






GI 


none 




Score 


447 






Exons 


11943. .12043, 12137. 


.12296 











50669 



Seq. No. 


48891 




Seq. iD 


OJ990602_ 


14 . 0421 


.C6 


Gene No. 


104144 




Strand 


+ 






Start 


16486 




. End 


21461 






Name 


OJ990602_14 . 0421 .C6 . 


o3 .gp 


Method 


AAT/GAP 






Start 


16421 


End 


17532 






GI 


700584 




Score 


685 






Exons 


16421. . 16585, 17326. 


. 17532 










Seq. No. 


48891 




Seq. ID 


OJ990602_ 


14 . 0421 


.C6 


Gene No. 


104144 




Strand 


+ 






Start 


16486 




End 


21461 






Name 


OJ990602_14.0421.C6. 


o2 .gs 


Method 


GENSCAN 






Start 


16486 




End 


21461 






GI 


none 




Score 


.97 






Exons 


16486. . 16585, 17326. 


. 18384, 


18730. .18877, 20014. 


. 20085, 






20635. .20706, 21047. 


. 21231, 


21331. .21461 






Seq. No. 


48891 




Seq. ID 


OJ990602_ 


14 . 0421 


.C6 


Gene No. 


104144 




Strand 


+ 






Start 


16486 




End 


21461 






Name 


OJ990602 14. 0421. C6. 


o5.np 


Method 


AAT/NAP 






Start 


16559 




End 


21424 






GI 


6560758 




Score 


1812 






Exons 


16559. .16610, 17305. 


.18384, 


18730. .18877, 19581. 


. 19652, 






20014. .20085, 20635. 


.20706, 


20793. .20870, 21047. 


.21228, 






21331. .21424 












GI Descrip. 


(AC010155) F3M18.23 


[Arabidopsis thaliana] 






Seq. No. 


48891 




Seq. ID 


OJ990602_ 


14 . 0421 


.C6 


Gene No. 


104145 




Strand 








Start 


12768 




End 


14260 






Name 


OJ990602 14. 0421. C6. 


o4 . np 


Method 


AAT/NAP 






Start 


12768 




End 


14260 






GI 


5852093 




Score 


48 






Exons 


12768. .12901, 14231. 


.14260 











GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 


48891 








Seq. ID 


OJ990602_14.0421.C6 


[ Gene No. 


104146 








Strand 




\t Start 


21372 








End 


21794 


\z Name 


OJ990602 14. 


0421. 


C6.o4 . 


gp 


Method 


AAT/GAP 


C3 Start 


21372 








End 


21794 


GI 


3760400 








Score 


807 


Exons 


21372. .21794 












Seq. No. 


48891 








Seq. ID 


OJ990602_14.0421.C6 


Gene No. 


104147 








Strand 




Start 


22204 








End 


24883 


Name 


OJ990602 14. 


0421. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7979 








End 


9586 


GI 


none 








Score 


110 


Exons 


7979. .8044, 


7980. 


.8042, 


7981. 


.8058, 8475. .8552, 8475.-8543, 




8759. .8806, 


8764. 


.8826, 


8764. 


.8826, 8901. .8981, 8906. .8980, 




8913. .8990, 


8917. 


.8991, 


9148. 


.9315, 9149. .9331, 9388. .9456, 




9398. .9457, 


9399. 


.9461, 


9562. 


.9585, 9563.. 9586 


Seq. No. 


48891 








Seq. ID 


OJ990602_14 .0421.C6 



50670 



Gene No. 104147 Strand 

Start 22204 End 

Name OJ990602_14 . 0421 . C6 . o5 . ts Method 

Start 8496 End 

GI none Score 

Exons 8496. .8549, 8764. .8838, 8904. .8981, 9148. .9315, 9149. .9331, 
9186.. 9320 



24883 

TBLASTX: Soybean 

9331 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 

104147 

22204 

OJ990602_14.0421.C6.o2.tc 

9238 

none 



Seq. ID OJ990602_14-.0421.C6 



Strand 
End 

Method 

End 

Score 



24883 

TBLASTX: Cress 

11988 

131 



9238. .9315, 9239. .9331, 9243. .9341, 9398. .9457, 9400. .9456, 
9562. .9654, 9563. .9673, 10376. . 10471, 1037 9 .. 104 68 , 
11886. .11984, 11887. .11988, 11896. .11988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 Seq. ID 

104147 Strand 

22204 End 

OJ990602_14.0421.C6.ol.ts Method 

9395 End 

none Score 



OJ990602_14.0421.C6 
24883 

TBLASTX : Soybean 

11438 

86 



9395.. 9457, 9397.. 9456, 9541.. 9642, 9562.. 9654, 9563.. 9673, 
10375. .10542, 10376 .. 10543, 10395 .. 10550, 10399 .. 10545, 
10446. .10553, 11123 11437 , 11129 .. 11437 , 11130. .11438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 

104147 

22204 

OJ990602_14 . 042 1 . C6 . o2 . tm 

9586 

none 



Seq. ID OJ990602_14.0421.C6 
Strand 

End 24883 

Method TBLASTX : Mai ze 

End 12047 

Score 118 



9586. .9666, 9587. .9673, 10376 .. 10543, 10378 .. 10545 , 
10382. .10543, 104 58 .. 10571 , 11128 .. 11457, 11128 .. 11454 , 



11129. .11455, 11130. 
11885. .11992, 11886. 



11462, 11685. .11807, 11685 .. 11807 , 
11993, 11887. .11991, 12018.. 12047 



Seq. No. 48891 
Gene No. 104147 
Start 22204 

Name OJ990602_14 . 0421 . C6 . ol . tc 

Start ' 10472 

GI none 
Exons 10472. 

11119. 

11681. 



,10525, 10496. 
11457, 11129. 
11779, 11685. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_14.0421.C6 
24883 

TBLASTX: Cress 

11780 

69 



,10543, 11108. .11449, 11110 .. 1144 8 , 
,11449, 11130. .11462, 11554 .. 1 1592 , 
,11780 



Seq. No. 48891 

Gene No. 104147 

Start 22204 

Name OJ990602_14 . 0421 . C6 . o3 . ts 

Start 11683 

GI none 

Exons 11683. .11766, 11685 
11886. .11963, 11886 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11807, 11690. .11809, 11885 
11984, 11887.. 11988 



OJ990602 14. 0421. C6 



24883 

TBLASTX : Soybean 
11988 
138 

11962, 



50671 




Seq. No. 48891 
Gene No. 104147 
Start 22204 

Name OJ990602_14 . 0421 . C6 . ol . 

Start 17316 
GI none 

Exons 17316. .18158, 17323.. 18 

17328. .18158, 18156. .18 
18162. .18311 




Seq. ID OJ990602_14.0421.C6 
Strand 

End 24883 
tm Method TBLASTX : Maize 

End 18313 

Score 1354 
159, 17323. .18153, 17324 .. 18154, 
311, 18157. .18258, 18158 .. 18313, 



Seq. No. 48891 

Gene No. 104147 

Start 22204 

Name OJ990602_14 . 0421 . C6 . o2 . ts 

Start 17582 

GI none 

Exons 17582. .17953, 17604. 
17960.. 18016 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_14.0421.C6 
24883 

TBLASTX: Soybean 

18026 

379 



,17954, 17604. .17957, 17955 .. 18026, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 

104147 

22204 

OJ990602_14.0421.C6.o6.tm 

18810 

none 

18810. .18872, 18813. .18878, 
19581. .19652, 19581 .. 19655, 
20010. .20063, 20047. .20085, 
20636. .20707, 20782 .. 20868 , 
20793. .20879, 20798 .. 20884 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990602 14. 0421. C6 



24883 

TBLASTX: Maize 
21149 
113 

18815. .18877, 19580. .19651, 
19582. .19653, 20003. .20101, 
20635. .20706, 20636 .. 20707, 
20792. .20872, 207 93 .. 20873, 
21044. .2114 5, 2104 5. .2114 9 



Seq. No. 48891 Seq. ID 

Gene No. 104147 Strand 

Start 22204 End 

Name OJ990602_14 . 0421 . C6 . o4 . ts Method 

Start 19524 End 

GI none Score 
Exons 



OJ990602_14 .0421.C6 
24883 

TBLASTX: Soybean 

21398 

88 



19524. .19655, 19582 .. 19647 , 20015 .. 20101 , 20635 .. 20706, 
20636. .20707, 20636 .. 20707, 207 93 .. 20867 , 20793 .. 20879, 



20794 . .20868, 21044, 
21327. .21398 



.21214, 21045. .21230, 21323 .. 21397, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



48891 Seq. ID 

104147 Strand 
22204 End 
OJ990602_14.0421.C6.ol.tw Method 
20811 End 
none Score 

20811. .20867, 20812 .. 20868 , 20813 .. 20872, 20814 

21044 . .21247, 21045 .. 21239, 21321 .. 21440, 21324 

21326. .21412, 21411. .21449 



OJ990602 14. 0421. C6 



24883 

TBLASTX: Wheat 
21449 
62 

20879, 
21407, 



48891 Seq. ID 

104147 Strand 

22204 End 

OJ990602 14.0421.C6.o5.tm Method 



OJ990602_14.0421.C6 
24883 

TBLASTX: Maize 



50672 



Start 
GI 

Exons 



21149 End 21576 

none Score 84 

21149. .21235, 21152 .. 21229, 21180 .. 21239, 21321 21452, 

21324. .21452, 21325 .. 2 1453, 21379 .. 21456, 21534 .. 21560, 

21535. .21576 



Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48891 

104147 

22204 

OJ990602 

22204 

1808694 



14 : ,0421.C6.o6.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_14.0421.C6 

24883 
AAT/NAP 
24860 
414 



22204. .22491, 23296 23391 , 24729.. 24860 

(Y10787) hypothetical protein [Sporobolus stapfianus] 



48891 

104147 

22204 

OJ990602_14 .0421.C6.o4 .tm 

22250 

none 

22250. .22339, 22250 22339, 
22352. .22489, 23296.-23394, 
23312. .23401, 24729 2484 5, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_14.0421.C6 

24883 

TBLASTX: Maize 

24846 

132 



22252. .22341, 2234 8 .. 22488 , 
23296. .23394, 23297 .. 23395 , 
24736.. 24846 



Seq. No. 48891 

Gene No. 104147 

Start 22204 

Name OJ990602_14 . 0421 .C6 . o5 . gp 

Start 22343 

GI uC-osflcypl69g02bl 

Exons 22343. .22491, 23296 .. 23391, 

GI Descrip. ' 38791 19/emb | CAA94 368 . 1 | 2. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
24729. .24883 
Oe-17 (Z70310) 



OJ990602 14. 0421. C6 



24883 
AAT/GAP 
24883 
744 



similar to Glutathione 



Lj T Seq. No. 
r ~ Gene No. 
\3 start 
[3 Name 
U Start 
GI 

Exons 



S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] ' 



48892 Seq. ID 

104148 Strand 

934 End 

OJ990602_14 . 0421 . C7 . ol . gs Method 

934 End 

none Score 

934. .990, 1714.. 1889, 2521. .2637 



OJ990602_14.0421.C7 
+ 

2637 
GENSCAN 
2637 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



48892 Seq. ID OJ990602 

104149 Strand + 

3321 End 6894 

OJ990602_14 . 0421 . C7 . ol . np Method AAT/NAP 

3321 End 6894 

5734781 Score 105 
3321.. 3610, 6873.. 6894 

(AC007980) 89719 [Arabidopsis thaliana] 



14 .0421. C7 



48892 Seq. ID 

104149 Strand 

3321 End 

OJ990602_1 4 . 04 21 . C7 . o2 . gs Method 



OJ990602JL4 .0421.C7 
+ 

6894 
GENSCAN 



50673 




Start 


3321 








End 


4699 




GI 


none 








Score 


.68 




Exons 


3321. .3586, 


3774. 


.3783, 


4562. 


.4699 






Seq. No. 


48892 








Seq. ID 


OJ990602 


_14.0421.C7 


Gene No. 


104150 








Strand 






Start 


5£3 b 








End 


9730 




Name 


OJ990602 14 


.0421. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


3296 








End 


8246 




GI 


3980411 








Score 


82 




Exons 


3296. .3611, 


5907. 


.6235, 


8199. 


.8246 






GI Descrip. 


(AC004561) 


putative proline-rich protein [Arabidopsis thaliana] 


Seq. No. 


48892 








Seq. ID 


OJ990602 


_14 . 0421 .C7 


Gene No. 


104150 








Strand 






Start 


3296 








End 


9730 




Name 


OJ990602 14 


.0421. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4350 








End 


5055 




GI 


none 








Score 


97 




Exons 


4350. . 4499, 


4364. 


.4558, 


4382. 


.4549, 4385. .4546, 


4490. .4543, 




4553. .4639, 


4568. 


.4729, 


4574. 


.4726, 4577. .4726, 


4586. .4741, 




4601. .4759, 


4613. 


.4741, 


4620. 


.4742, 4657. .4731, 


4762. .4896, 




4767. .4895, 


4773. 


.4874, 


4775. 


.4873, 4776. .4874, 


4781. .4861, 




4782. .4859, 


4782. 


.4877, 


4784. 


.4909, 47J 


35. .4877, 


4881. .5003, 




4899. .4997, 


4928. 


.5044, 


4930. 


.5055 






Seq. No. 


48892 








Seq. ID 


OJ990602 


_14.0421.C7 


Gene No. 


104150 








Strand 






Start 


3296 








End 


9730 




Name 


OJ990602 14 


.0421. 


C7.o3. 


gs 


Method 


GENSCAN 




Start 


5451 








End 


9730 




GI 


none 








Score 


.8 




Exons 


5451. .5879, 


5903. 


.6187, 


7202. 


.7234, 7617. .7778, 


8672. .8724, 




9379. .9449, 


9705. 


.9730 











Seq. No. 


48892 


Seq. ID 


OJ990602_14. 


0421. C7 


Gene No. 


104150" 


Strand 






Start 


3296 


End 


9730 




Name 


OJ990602 14.0421.C7.o3.np 


Method 


AAT/NAP 




Start 


7558 


End 


7663 




GI 


7523502 


Score 


70 




Exons 


7558. .7663 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48893 


Seq. ID 


OJ990602_14. 


0421. C8 


Gene No. 


104151 


Strand 


+ 




Start 


684 


End 


3670 




Name 


OJ990602 14.0421.C8.ol.gs 


Method 


GENSCAN 




Start 


684 


End 


3670 




GI 


none 


Score 


.68 




Exons 


684. .694, 1444. .2488, 2546. 


.2795, 2889^ 


.3206, 3426. 


.3670 


Seq. No. 


48893 


Seq. ID 


OJ990602_14. 


0421. C8 


Gene No. 


104151 


Strand 


+ 




Start 


684 


End 


3670 




Name 


OJ990602 14.0421.C8.o2.np 


Method 


AAT/NAP 




Start 


1577 


End 


2071 





50674 



GI 7489506 Score 768 

Exons 1577.. 2071 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792232|gb|AAB96991.1| (AF032694) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 


48893 




Seq. ID 


OJ990602 


Gene No. 


104152 




Strand 


- 


Start 


1049 




End 


2231 


Name 


OJ990602 14 


.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1049 




End 


2231 


GI 


6815099 




Score 


78 


Exons 


1049. .1265, 


2143. .2231 






GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


48893 




Seq. ID 


OJ990602 


Gene No. 


104153 




Strand 




Start 


4903 




End 


6249 


Name 


OJ990602 14 


.0421.C8.o2.gs 


Method 


GENS CAN 


Start 


4903 




End 


6249 


GI 


none 




Score 


1 


Exons 


4903. .6249 











Seq. No. 


48893 






Seq. ID 


OJ990602_14.0421. 


C8 




Gene No. 


104153 






Strand 








Start 


4903 






End 


6249 




: c 


Name 


OJ990602 14 


.0421.C8.o4. 


np 


Method 


AAT/NAP 






Start 


5227 






End 


6213 






GI 


6523100 






Score 


435 






Exons 


5227. .6064, 


6104. .6213 












GI Descrip. 


(AL133315) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


48893 






Seq. ID 


OJ990602JL4.0421. 


C8 




Gene No. 


104154 






Strand 








Start 


7136 






End 


7397 






Name 


OJ990602 14 


.0421.C8.o4. 


tm 


Method 


TBLASTX: Maize 






Start . 


2114 






End 


2563 






GI 


none 






Score 


214 






■ Exons 


2114. .2149, 


2150. .2425, 


2185 


..2397, 2399. .2563, 2413. .24 


87, 






2527. .2562 














Seq. No. 


48893 






Seq. ID 


OJ990602_14.0421. 


C8 




Gene No. 


104154 






Strand 








Start 


7136 






End 


7397 






Name 


OJ990602 14 


.0421.C8.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2711 






End 


3127 






GI 


none 






Score 


376 






Exons 


2711. .3127, 


2719. .3030, 


2831 


. .3127 







Seq. No. 48893 

Gene No. 104154 

Start 7136 

Name OJ990602JL4 . 0421 . C8 . o2 . tc 

Start 5239 

GI none 
Exons 



Seq. ID OJ990602_14.0421.C8 



Strand 
End 

Method 

End 

Score 



7397 

TBLASTX: Cress 

6237 

59 



5239. .5343, 5347. .5451, 5668.-5799, 5690. .5746, 5782. .5811, 
5821. .5955, 5825. .5953, 6046. .6237 



50675 




Seq. No. 


48893 








Seq. ID 


OJ990602_14 .0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5296 








End 


6201 


GI 


none 








Score 


72 


Exons 


5296. .5334, 


5347. 


.5448, 


5461. 


.5529, 5605.. 5799, 5606.. 5731 




5773. .5955, 


5819. 


.5950, 


5979. 


.5999, 6046.. 6201 


Seq. No. 


48893 








Seq. ID 


OJ990602_14 .0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5689 








End 


5955 


GI 


none 








Score 


55 


Exons 


5689. .5775, 


5690. 


.5764, 


5773. 


.5955, 5819. .5950 


Seq. No. 


48893 








Seq. ID 


OJ990602_14 .0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7107 








End 


7383 


GI 


none 








Score 


49 


Exons 


7107. .7136, 


7110. 


.7169, 


7164. 


.7226, 7165. .7227, 7227. .7376 




7227. .7364, 


7228. 


.7383, 


7228. 


.7365 




Seq. No. 


48893 








Seq. ID 


OJ990602_14.0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7107 








End 


7376 


GI 


none 








Score 


49 


Exons 


7107. .7136, 


7110. 


.7169, 


7164. 


.7226, 7165. .7227, 7226. .7285 




7227. .7376, 


7227. 


.7364, 


7228. 


.7368 




Seq. No. 


:; 48893 








Seq. ID 


OJ990602_14.0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7107 








End 


7376 


GI 


none 








Score 


49 


Exons 


7107. .7136, 


7110. 


.7169, 


7164. 


.7226, 7165. .7227, 7226. .7285 




7227. .7376, 


7227. 


.7364 








Seq. No. 


48893 








Seq. ID 


OJ990602_14.0421.C8 


Gene No. 


104154 








Strand 




Start 


7136 








End 


7397 


Name 


OJ990602 14 


.0421. 


C8.o5. 


np 


Method 


AAT/NAP 


Start 


7136 








End 


7397 


GI 


669088 








Score 


206 


Exons 


7136. .7397 












GI Descrip. 


(X15901) ribosomal protein S12 [Oryza 


sativa] 


Seq. No. 


48894 








Seq. ID 


OJ990602_14.0421.C9 


Gene No. 


104155 








Strand 


+ 


Start 


357 








End 


6806 



50676 



Name 

Start 

GI 

Exons 



OJ990602_14.0421.C9.ol.gs 
357 



Method GENSCAN 
End 6806 
none Score . 41 

357. .567, 3279. .3318, 3954. .4133, 5739.-5987, 6126. .6276, 
6330.. 6518, 6645.. 6806 



Seq. No. 48894 Seq. ID 

Gene No. 104156 Strand 

Start 16184 End 

Name OJ990602_14 . 0421 . C9 . o4 . gs Method 

Start 16184 End 

GI none Score 

Exons 16184. .16406, 16818.. 17812 



OJ990602_14.0421.C9 
+ 

17815 
GENSCAN 
17812 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14. 0421. C9 



48894 Seq. ID 

104156 Strand 
16184 End 
OJ990602_14 . 0421 . C9 . o2 . np Method 
16220 End 
1345809 Score 
16220. .16406, 168 18 . .178 15 

CHALCONE SYNTHASE (NAREGENIN-CHALCONE SYNTHASE) 
gi I 2117713 | pir M S58190 naringenin-chalcone synthase (EC 
2.3.1.74) - rice gi | 9274 91 | emb I CAA61955 | (X89859) 
naringenin-chalcone synthase [Oryza sativa] 



OJ990602_ 
+ 

17815 
AAT/NAP 
17815 
1009 



48894 Seq. ID 

104157 Strand 
24714 End 
OJ990602_14 . 0421 . C9 . ol . gp Method 
24714 End 
LIB34 77-003-P1-K1-E9 Score 
24714. .24787 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990602_14.0421-C9 
+ 

24787 
AAT/GAP 
24787 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48894 Seq. ID 

104158 Strand 

25753 End 

OJ990602_14 . 0421 . C9 . o3 . np Method 

25753 End 

6721512 ■:■ Score 



OJ990602_14.0421-C9 
+ 

28225 
AAT/NAP 
28225 
160 



25753. .25871, 258 99 .. 26030, 26073 .. 26178 , 27819 27895, 
28151. .28225 

(AP001072) hypothetical protein [Oryza sativa] 



48894 Seq. ID 

104159 Strand 
33946 End 
OJ990602_14 . 0421 . C9 . o7 . gs Method 

33946 . End 
none Score 



OJ990602_14.0421.C9 
+ 

34858 
GENSCAN 
34858 
.79 



33946. .33975, 34350 34448 , 34544.. 34858 



48894 
104160 



Seq. ID. OJ990602_14 .0421.C9 
Strand + 



50677 




Start 


35513 




End 


38519 


Name 


OJ990602 14. 0421. C9. 


08 .gs 


Method 


GENSCAN 


Start 


35513 




End 


38519 


GI 


none 




Score 


.87 


Exons 


35513. .35726, 38473. 


.38519 






Seq. No. 


48894 




Seq. ID 


OJ990602_ 


Gene No. 


104160 




Strand 


+ 


Start 


35513 




End 


38519 


Name 


OJ990602 14. 0421. C9. 


oS.np 


Method 


AAT/NAP 


Start 


35537 




End 


37739 


GI 


5305913 




Score 


179 


Exons 


35537. .35730, 37670. 


.37739 






GI Descrip. 


(AF152551) chalcone 


synthase 


4 [Sorghum bicolor] 



Seq. No. 48894 Seq. ID 

Gene No. 104161 Strand 

Start 3215 End 

Name OJ990602_14 . 0421.C9.ol.np Method 

Start 3215 End 

GI 7339719 Score 

Exons 3215.. 3361 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ990602_14.0421.C9 

3361 
AAT/NAP 
3361 
78 



Seq. No. 48894 Seq. ID 

Gene No. 104162 Strand 

Start 684 6 End 

Name OJ990602_14 . 0421.C9.o2 .gs Method 

Start 6846 End 

GI none Score 

Exons 6846.. 8804 



OJ990602_14.0421.C9 

8804 
GENSCAN 
8804 
.45 



Seq. No. 

Gene No. 

Start 

Name 
, Start 
*GI 

Exons 



48894 

104163 

26822 

OJ990602_14, 

2119 

none 

2119. .2163, 
2198. .2317, 
2213. .2320, 
24.04 . .2499, 
2537. .2605, 
2736. .2816, 
2745. .2849, 
2753. .2851, 
2859. .3008 



0421.C9.o3.tm 



2125.. 2157, 2126. 

2198.. 2311, 2205. 

2213.. 2317, 2403. 

2404. .2505, 2409. 

2564..2689, 2600. 

2738.. 2851, 2738. 

2745. .2873, 2750. 

2755. .2844, 2844. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2221, 218 
.2318, 220 
.2504, 240 
.2507, 244 
.2689, 261 
.2848, 273 
.2869, 275 
.2978, 285 



OJ990602 14. 0421. C9 



35764 
TBLASTX: 
3014 
39 

JO. .2305, 
)8. .2318, 
.2513, 
.2630, 
.2704, 
.2843, 
.2873, 
.3014, 



Maize 



2180. 
2210. 
2404 . 
2509. 
2619. 
2744 . 
2752. 
2857. 



.2305, 
.2311, 
.2472, 
.2628, 
.2690, 
.2857, 
.2859, 
.2919, 



Seq. No. 48894 Seq. ID 

Gene No. 104163 Strand 

Start 26822 End 

Name OJ990602_14 . 0421.C9.o2. tw Method 

Start 7455 End 

GI none Score 

Exons 7455.. 7613, 7653.. 7859 



OJ990602_14 .0421.C9 
35764 

TBLASTX: Wheat 

7859 

170 



Seq. No. 



48894 



Seq. ID OJ990602_14.0421.C9 



50678 




Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990602 14. 0421. C9. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


8253 




End 


8603 






GI 


none 




Score 


215 






Exons 


8253. .8555, 8254. .8559, 8556. .8603 








Seq. No. 


48894 




Seq. ID 


OJ990602 


_14.0421 


.C9 


Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990.602 14. 0421. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


8292 




End 


8664 






GI 


none 




Score 


144 






Exons 


8292. .8663, 8311. .8664 










Seq. No. 


48894 




Seq. ID 


OJ990602 


JL4.0421 


.C9 


Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990602 14. 0421. C9. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


8319 




End 


8738 






GI 


none 




Score 


68 






Exons 


8319. .8537, 8535.-8738, 8539 


. .8643 








Seq. No. 


48894 




Seq. ID 


OJ990602 


_14.0421 


.C9 


Gene No . 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990602 14. 0421. C9. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


16235 




End 


35728 






GI 


none 




Score 


202 






Exons 


16235. .16408, 16241. 


.16420, 


16820. .17323, 16822 


. .17052, 






17125. .17334, 17335. 


.17511, 


17336. .17518, 17525 


. .17713, 






17533. .17571, 17612. 


.17686, 


17702. .17782, 35563 


. .35715, 






35564. .35728 












Seq. No. 


48894 




Seq. ID 


OJ990602 


_14.0421 


.C9 


Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990602 14. 0421. C9. 


ol.ts 


' Method 


TBLASTX : 


Soybean 




Start 


16235 




End 


35764 






GI 


none 




Score 


194 






Exons 


16235. .16411, 16243. 


.16398, 


16823. .17518, 16825 


. .17052, 






17125. .17511, 17525. 


.17713, 


17555. .17683, 17717 


. .17782, 






17726. .17782, 35563. 


.35715, 


35564 . .35764 






Seq. No. 


48894 




Seq. ID 


OJ990602 


_14.0421 


.C9 


Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 






Name 


OJ990602 14. 0421. C9. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16235 




End 


35764 






GI 


none 




Score 


206 






Exons 


16235. .16408, 16255. 


.16404, 


16820. .17518, 16822 


. .17052, 






17150. .17401, 17176. 


.17511, 


17525. .17713, 17567 


. .17692, 






17705. .17782, 35546. 


.35680, 


35564. .357,64, 35575 


. .35724 




Seq. No. 


48894 




Seq. ID 


OJ990602 


_14.0421 


.C9 


Gene No. 


104163 




Strand 








Start 


26822 




End 


35764 







50679 



Name OJ990602_14 . 0421 . C9 . o4 . np Method AAT/NAP 

Start 26822 End 35723 

GI 5295955 Score 485 

Exons 26822. .27414, 27454 27768 , 27818 .. 27959, 28622 28735, 

29276. .29345, 29663.-29747, 35512.. 35723 
GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 

[Oryza sativa] 



Seq. No. 48894 

Gene No. 104163 

Start 26822 

Name OJ990602_14 . 04 2 1 . C9 . 06 . gs 

Start 28151 

GI none 

Exons 28151. .28235, 28681 28799, 
30370. .30433, 31159. . 31257, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_14.0421.C9 

35764 
GENSCAN 
32942 
.66 



29208. .29345, 29824 .. 30022 , 
32055. .32199, 32892.. 32942 



Seq. No. 48895 Seq. ID OJ990602_14 . 0421 . C12 

Gene No. 104164 . Strand 

Start 1 End 1308 

Name OJ990602_14 . 0421 . C12 . ol .np Method AAT/NAP 

Start 1 End 1308 

GI 5922623 Score 73 

Exons 1..129, 313.. 436, 1264.. 1308 

GI Descrip. (AP0004 92) hypothetical- protein [Oryza sativa] 

gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 48896 Seq. ID 

Gene No. 104165 Strand 

Start 863 End 

Name OJ990602_13 . 04 20 . C3 . ol . gs Method 

Start 863 End 

GI none Score 

Exons 863..924 



OJ990602_13.0420.C3 
+ 

924 

GENSCAN 

924 

.85 



= 7 Seq. No. 
? Z Gene No. 
%J Start 
p Name 
fg Start 
GI 

Exons 

GI Descrip. 



48896 Seq. ID 

104166 Strand 

1 End 

OJ990602_13.0420.C3.ol.np Method 

1 End 

4680179 Score 
1. .233 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990602_13.0420.C3 
233 

AAT/NAP 
233 
174 



Seq. No. 


48897 








Seq. ID 


OJ990602 


Gene No. 


104167 








Strand 


+ 


Start 


1548 








End 


2227 


Name 


OJ990602 13. 


0420 


,C4 .o2. 


gs 


Method 


GENSCAN 


Start 


1548 








End 


2227 


GI 


none 








Score 


.51 


Exons 


1548. .1602, 


2070 


. .2227 








Seq. No. 


48897 








Seq. ID 


OJ990602 


Gene No. 


104168 








Strand 




Start 


312 








End 


382 


Name 


OJ990602 13. 


0420 


.C4.ol. 


gs 


Method 


GENSCAN 



50680 





Start 


312 




End 


382 




GI 


none 




Score 


.55 




Exons 


312. .382 










Seq. No. 


48897 




Seq. ID 


OJ990602 




Gene No. 


104169 




Strand 






Start 


2213 




End 


2348 




Name 


OJ990602 13.0420.C4.ol.tw 




Method 


TBLASTX: 1 




Start 


2213 




End 


2348 




GI 


none 




Score 


98 




Exons 


2213. .2323, 2214. .2336, 2214. 


.2348 






Seq. No. 


48898 




Seq. ID 


OJ990602 




Gene No. 


104170 




Strand 


+ 




Start 


251 




End 


350 




Name 


OJ990602_13. 0420 .C7 .ol . gs 




Method 


GENSCAN 




Start 


251 




End 


350 




GI 


none 




Score 


.61 




Exons 


251. .350 










Seq. No. 


48899 




Seq. ID 


OJ990602 




Gene No. 


104171 




Strand 






Start 


3080 




End 


3583 




Name 


OJ990602_13. 0420 .C13.o2 .gs 




Method 


GENSCAN 




Start 


3080 




End 


3583 




GI 


none 




Score 


. 92 


P 


Exons 


3080.. 3583 










Seq. No. 


48900 




Seq. ID 


OJ990602 




Gene No. 


104172 




Strand 






Start 


459 




End 


2008 




Name 


OJ990602 13.0420.C17.ol.gs 




Method 


GENSCAN 




Start 


459 




End 


2008 




GI 


none 




Score 


.56 


— 


Exons 


459. .530, 886. .1009, 1272.. 


.1533, 1646. 


.2008 




Seq. No. 


48901 




Seq. ID 


OJ990602 




Gene No. 


104173 




Strand 


+ 




Start 


1 




End 


1423 




Name 


OJ990602 13.0420.C19.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


1423 




GI 


7486726 




Score 


564 




Exons 


1..225, 323. .1235, 1263. .1423 








GI Descrip. 


hypothetical protein F9D12. 


2 


- Arabidopsis thai 



13.0420.C13 



13.0420.C19 



gi I 3319345 | gb | AAC26234.il (AF077407) contains similarity to 
maize transposon MuDR (GB:M76978) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48901 Seq. ID 

104173 Strand 

1 End 

OJ990602_13.0420.C19.ol.tm Method 

356 End 

none Score 



OJ990602__13.0420.C19 
+ 

1423 

TBLASTX: Maize 

951 

49 



356. .430, 431. .559, 576. .698, 586. .771, 847. .951 



Seq. No, 
Gene No. 



48901 
104173 



Seq. ID OJ990602JL3. 0420. C19 
Strand + 



50681 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48901 

104173 

1 

OJ990602_13.0420.C19.ol.gs 

1037 

none 

1037. .1423 



End 

Method 
End 
Score 



OJ990602_13.0420.C19.ol.ts 
604 
none 

604. .999 

48901 
104173 
1 

OJ990602_13.0420.C19.o2.tm 
1000 
none 

1000. .1101, 1001. .1204, 1079. .1129 



1423 

TBLASTX: Soybean 

999 

206 



Seq. ID OJ990602_13.0420.C19 
Strand + 

1423 

TBLASTX: Maize 
1204 
189 



End 

Method 
End 
Score 



Seq. ID OJ990602_13.0420.C19 

Strand + 

End 1423 

Method GEN SCAN 

End 1423 

Score .75 



Seq. No. 
Gene No. 
Start 
W Name 
EH Start 
GI 

Exons 



C3 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



End 

Method 

End 

Score 



48902 
104174 
178 

OJ990602_13.0420.C20.ol.gs 
178 
none 

178. .432 

48903 
104175 
209 

OJ990602_13.0420.C21.ol.gs 
209 
none 

209. .303, 685. .766, 850. .900, 1207. .1248 



Seq. ID OJ990602_13.0420.C20 
Strand + 

432 

GEN SCAN 
432 
.96 



Seq. ID OJ990602_13.0420.C21 
Strand 

End 1251 

Method GENSCAN 

End 1248 

Score .77 



%2 Seq. No. 
f g Gene No. 
^ Start 
~~ Name 

Start 

GI 

Exons 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48903 

104175 

209 

OJ990602_13.0420.C21.ol.ts 

218 

none 



Seq. ID OJ990602_13.0420.C21 
Strand 

End 1251 
Method TBLASTX : Soybean 
End 1251 
Score 89 

218. .304, 222. .305, 680. .769, 684. .758, 847. .900, 978. .1070, 
986. .1072, 998. .1117, 1000. .1089, 1199. .1243, 1207. .1251 



Seq. ID OJ990602_13.0420.C22 

Strand + 

End 720 

Method AAT/GAP 

End 403 

Score 157 



48904 
104176 
475 

OJ990602_13.0420.C22.ol.gp 
300 

2311840 
300. .403 

3879119/emb|CAA94368.1| 2.0e-17 (Z70310) similar to Glutathione 
S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 



50682 



Seq. No. 


48904 




Seq. ID 


OJ990602 13.0420.C22 


Gene No. 


104176 




Strand 


+ 


Start 


475 




End 


720 


Name 


OJ990602 13.0420.C22.ol 


. gs 


Method 


GENSCAN 


Start 


475 




End 


720 


GI 


none 




Score 


. 61 


Exons 


475. .543, 676. .720 








Seq. No. 


48904 




Seq. ID 


OJ990602_13. 0420.C22 


Gene No. 


104177 




Strand 




Start 


1 




End 


1305 


Name 


OJ990602 13.0420.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1305 


GI 


6065841 




Score 


52 


Exons 


1..65, 303. .401, 1282.. 


1305 






GI Descrip. 


(AJ250306) hypothetical 


protein [Drosophila melanogaster ] 


Seq. No. 


48904 




Seq. ID 


OJ990602_13.0420.C22 


Gene No. 


104177 




Strand 




Start 


1 




End 


1305 


Name 


OJ990602 13.0420.C22.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


300 




End 


409 


GI 


none 




Score 


158 


Exons 


300. .404, 300. .401, 302 


. .409, 


302. .409 




Seq. No. 


48905 




Seq. ID 


OJ990602_13.0420.C23 


Gene No. 


104178 




Strand 




Start 


67 




End 


326 


Name 


OJ990602 13.0420.C23.ol 


• gp 


Method 


AAT/GAP 


Start 


67 




End 


326 


GI 


2311840 




Score 


208 



Exons 67.. 135, 267.. 326 

GI Descrip. 3879119/emb | CAA94368 . 1 | 2.0e-17 (Z70310) similar to Glutathione 
S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 



& Seq. No. 48905 

Gene No. 104179 

2 Start 267 

t Name OJ990602_13 . 0420 . C23 . ol . tm 

Start 68 

GI none 

Exons 68.. 136, 69.. 137, 250.. 408, 267.. 404 



Seq. ID OJ990602_13. 0420.C23 
Strand 

End 408 

Method TBLASTX: Maize 

End 408 

Score 152 



Seq. No. 48905 

Gene No. 104179 

Start 267 

Name OJ990602_13 . 0420 . C23 . ol . ts 

Start 259 

GI none 

Exons 259.. 408, 267. .356, 269.. 403 



Seq. ID OJ990602_13.0420.C23 
Strand 

End 4 08 

Method TBLASTX : Soybean 

End 408 

Score 59 



Seq. No. 48905 

Gene No. 104179 

Start 267 

Name OJ990602_13 . 0420 . C23 . ol . gs 



Seq. ID OJ990602_13.0420.C23 
Strand 

End 408 

Method GENSCAN 



50683 



p 



? : r 



Start 
GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2 67 End 

none Score 
267. .401 

48906 Seq. ID 

104180 Strand 
994 :; . End 
OJ990602_13.0420.C25.ol.gs Method 
994 " End 
none Score 
994. .1119, 1735. .1910 ' ' 

48906 Seq. ID 

104181 Strand 
2574 End 
OJ990602_13 . 0420 . C25 . o2 . gs Method 
2574 End 
none Score 
2574.. 2898, 3303.. 3382 

48907 Seq. ID 

104182 Strand 
1 End 
OJ990602_13.0420.C29.ol.np Method 
1 End 
5852175 Score 
1..105, 672. .855 

(AL117265) zhb0005.1 [Oryza sativa] 

48907 Seq. ID 

104183 Strand 
605 End 
OJ990602_13.0420.C29.ol.gs Method 
605 End 
none Score 
605. .853 



401 
.6 



OJ990602_13.0420.C25 
+ 

1910 
GENSCAN 
1910 
.64 



OJ990602_13.0420.C25 
+ 

3382 
GENSCAN 
3382 
.81 



OJ990602_13.0420.C29 
+ 

855 

AAT/NAP 

855 

166 



OJ990602_13.0420.C29 
853 

GENSCAN 

853 

.86 



OJ990602 13.0420.C35 



48908 Seq. ID 

104184 Strand 
1 End 2965 

OJ990602_13 . 0420 . C35 . ol . np Method AAT/NAP 
1 End 2965 

4680179 Score 3677 

1. .2965 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



48908 

104184 

1 

OJ990602_13.0420.C35.o3.tw 
2 

none 

2. .316, 5. .247, 9. .317 

48908 

104184 

1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990602_13.0420.C35 
2965 

TBLASTX: Wheat 

317 

140 



OJ990602_13.0420 
2965 



.C35 



50684 



Name 

Start 

GI 

Exons 



OJ990602_13 . 0420 . C35 . ol . gs Method GENS CAN 

9 End 2855 

none Score .55 

9. .208, 514. .1028, 1043. .1393, 1673. .1815, 1912. .2122, 

2663. .2855 



Seq. No. 48908 

Gene No. 104184 

Start 1 

Name OJ990602_13 . 0420 . C35 . ol . tm 

Start 38 

GI none 

Exons 38. .343, 41. .358, 45. .347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



El 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2 965 

Method TBLASTX : Maize 

End 358 

Score 176 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

Method TBLASTX : Soybean 

End 531 

Score 92 



48908 
104184 
1 

OJ990602_13.0420.C35.o2.ts 
275 
none 

275.-376, 276. .371, 374. .412, 376. .462, 376. .435, 424. .531, 
425.-526, 439.-528 



Seq. No. 48908 

£3 Gene No. 104184 

%1 Start 1 

fF= Name OJ990602__13 . 0420 .C35 . o4 . tw 

flj Start 323 

GI none 
Exons 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 " 

Method TBLASTX : Wheat 

End 727 

Score 55 



323. .376, 327. .392, 374. .424, 376. .426, 424. .726, 428. .727 



*3 Seq. No. 48908 

fy Gene No. 104184 

Start 1 

* a Name OJ990602_13 . 0420 . C35 . ol . tw 

^ Start 787 

~"4 GI none 

U Exons 787.. 1026, 875.. 1027, 886.. 1032, 1009.. 1266, 1025.. 1135, 

,i 1029. .1298 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

Method TBLASTX : Wheat 

End 1298 

Score 116 



'IZ Seq. No. 48908 

^ Gene No. 104184 

Start 1 

Name OJ990602_13 . 0420 .C35 . o2 . tm 

Start 868 

GI none 
Exons 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 - 

Method TBLASTX: Maize 

End 1226 

Score - 74 



868. .1026, 875. .1021, 1035. .1226, 1042. .1122, 1141. .1224 



Seq. No. 48908 

Gene No. 104184 

Start 1 

Name OJ990602_13 . 0420 .C35 . o4 .tm 

Start 1233 

GI none 

Exons 1233.. 1505, 1237.. 1485 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

Method TBLASTX : Mai ze 

End 1505 

Score 92 



Seq. No. 



48908 



Seq. ID OJ990602_13.0420.C35 



50685 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104184 
1 

OJ990602_13. 

1299 

none 

1299. .1505, 

48908 

104184 

1 

OJ990602_13, 

1314 

none 

1314. .1505, 
1684. .1713 

48908 

104184 

1 

OJ990602_13. 

1665 

none 

1665. .2138, 

48908 

104184 

1 

OJ990602_13. 

1839 

none 

1839. . 1994, 

48908 

104184 

1 

OJ990602_13. 

2310 

none 

2310. .2663, 

48909 

104185 

906 

OJ990602_13. 

906 

none 

906. .1037 

48910 

104186 

412 

OJ990602_13. 

412 

none 

412. .507 



0420.C35.o5.tw 



1306. .1506, 1540. 



0420.C35.ol.ts 



Strand 

End 2965 

Method TBLASTX : Wheat 

End 1608 

Score 150 
.1608, 1541. .1597 

Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

Method TBLASTX : Soybean 

End 1715 

Score 99 

1315. .1506, 1540. .1683, 1540. .1644, 1683. .1715, 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

0420.C35.o2.tw Method TBLASTX: Wheat 

End 2138 

Score 220 

1699.. 2124 

0420.C35.o3.tm 
1839.. 2120, 1840. 

0420.C35.o6. tw 
2524. .2664 

0420.C39.ol.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2028, 2056.. 2121 



OJ990602_13.0420.C35 
2965 

TBLASTX: Maize 
2121 
98 



0420.C42 .ol.gs 



Seq. ID OJ990602_13.0420.C35 
Strand 

End 2965 

Method TBLASTX : Wheat 

End 2664 

Score 92 



Seq. ID OJ990602_13.0420.C39 

Strand + 

End 1037 

Method GENSCAN 

End 1037 

Score .87 



Seq. ID OJ990602_13.0420.C42 

Strand + 

End 507 

Method GENSCAN 

End 507 

Score . 62 ','y- 



Seq. No. 



48911 



Seq. ID OJ990602_13.0420.C43 



50686 



Gene No. 104187 Strand + 

Start 1 End 3759 

Name OJ990602_13 . 0420 . C43 . o2 . np Method AAT/NAP 

Start 1 End 14 98 

GI 7452410 Score 59 

Exons 1..24, 1266.. 1498 

GI Descrip. hypothetical protein dl3180w - Arabidopsis thaliana 

gi|2244784|emb|CAB10207.1| (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268133 | emb | CAB78470 . 1 | (AL161538) 
hypothetical protein [Arabidopsis thaliana] 



"-5 



Seq. No. 


48911 




Seq. ID 


OJ990602_13.0420 


.C43 


Gene No. 


104187 




Strand 


+ 




Start 


1 




End 


3759 




Name 


OJ990602 13.0420.C43.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


456 




End 


938 




GI 


none 




Score 


41 




Exons 


456.-539, 531. .563, 535 


.564, 


609. .938, 


637. .822 




Seq. No. 


48911 




Seq. ID 


OJ990602_13.0420 


.C43 


Gene No. 


104187 




Strand 


+ 




Start 


1 




End 


3759 




Name 


OJ990602 13.0420.C43.ol 


tm 


Method 


TBLASTX: Maize 




Start 


553 




End 


870 




GI 


none 




Score 


240 




Exons 


553. .870, 558. .866 










Seq. No. 


48911 




Seq. ID 


OJ990602 13.0420 


.C43 


Gene No. 


104187 




Strand 


+ 




Start 


1 




End 


3759 




Name 


OJ990602 13.0420.C43.ol. 


gs 


Method 


GENSCAN 




Start 


1179 




End 


3759 




GI 


none 




Score 


.64 




Exons 


1179. .1260, 1272. .1525, 


2025. 


.2094, 2415. .2531, 2908. .2976, 




3676. . 3759 










Seq. No. 


48911 




Seq. ID 


OJ990602_13.0420 


.C43 


Gene No. 


104187 




Strand 


+ 




Start 


1 




End 


3759 




Name 


OJ990602 13.0420.C43.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1266 




End 


1460 




GI 


none 




Score 


182 




Exons 


1266. .1460, 1283. .1459 










Seq. No. 


48912 




Seq. ID 


OJ990602_13.0420 


.C44 


Gene No. 


104188 




Strand 


+ 




Start 


497 




End 


597 




Name 


OJ990602 13.0420.C44.ol. 


gs 


Method 


GENSCAN 




Start 


497 


End 


597 




GI 


none 




Score 


.5 




Exons 


497. .597 










Seq. No. 


48913 




Seq. ID 


OJ990602 13.0420 


.C4 6 


Gene No. 


104189 




Strand 


+ 




Start 


495 




End 


725 - 




Name 


OJ990602 13.0420.C46.ol. 


gs 


Method 


GENSCAN 




Start 


495 




End 


725 





50687 



GI 

Exons 



none 

495. .725 



Score 



.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
C3 Start 
%J GI 
f H Exons 

til 

l~ c Seq. No. 

^ i Gene No. 

W Start 

%1 Name 

fy Start 

1" GI 

Exons 
^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



48914 

104190 

3548 

OJ990602_13.0420.C47.o2.gs 

3548 

none 

3548. .3753, 3850. .4078 

48914 

104191 

4411 

OJ990602_13 . 0420 . C4 7 . o3 . gs 

4411 

none 

4411. .4555, 4919. .5067 

48915 
104192 
2118 

OJ990602_13.0420.C51.ol.gs 
2118 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_13.0420.C47 

4078 
GENS CAN 
4078 
.48 



OJ990602_13.0420.C47 

5067 
GENSCAN 
5067 
.66 



Seq. ID OJ990602_13.0420.C51 

Strand + 

End 3306 

Method GENSCAN 

End 3306 

Score . 63 

2118. .2234, 2645. .2758, 2851.'. 2932, 2974. .3161, 3286. .3306 



48915 Seq. ID 

104193 Strand 

7488 End 

OJ990602_13.0420.C51.ol.gp Method 

7364 End 

10994 1.R1084 Score 



OJ990602_13.0420.C51 
+ 

8232 
AAT/GAP 
8133 
888 



7364. .7568, 7725. .7800, 7922. .8133 

' 44 67145/emb | CAB37514 | 7.0e-29 (AL035540) farnesylated protein 
(ATFP6) [Arabidopsis thaliana] 1 



48915 Seq. ID 

104193 Strand 

7488 End 

OJ990602_13.0420.C51.o3.gs Method 

7488 End 

none Score 
7488.-7568, 7725. .7800, 7922. ,8232 



OJ990602_13.0420.C51 
+ 

8232 
GENSCAN 
8232 
.99 



48915 

104193 

7488 

OJ990602_13.0420.C51.o2.np 

7539 

4097573 

7539.-7568, 7725.. 7800, 7922, 
(U64917) GMFP7 [Glycine max] 

48915 

104194 

14173 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8229 



Seq. ID 

Strand 

End 



13.0420.C51 



OJ990602 
+ 

8232 
AAT/NAP 
8229 
448 



OJ990602_13.0420.C51 
+ 

15107 



50688 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
L g GI Descrip. 



OJ990602_13 . 0420 . C51 . 06 . gs Method GENSCAN 

14173 End 15107 

none Score .84 

14173. .14176, 14375. .14493, 14758 .. 14 901 , 14919. .15107 



Seq. ID OJ990602_13.0420.C51 

Strand + 

End 17653 

Method AAT/GAP 

End 17653 

Score 830 



48915 
104195 
17210 

OJ990602_13.0420.C51.o5.gp 
17210 

uC-osroM202031al2bl 
17210. .17653 

'3879119/enib I CAA94368.il 2.0e-17 (Z70310) similar to Glutathione 
S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 1 



48915 

104196 

2096 

OJ990602_13.0420.C51.ol.np 

2096 

5295955 



Seq. ID OJ990602_13.0420.C51 
Strand 

End 8580 

Method AAT/NAP 

End 8381 

Score 1153 



2096. .2669, 2709. .2775, 2855. .3236, 3997. .4024, 4706. .4820, 
5363. .5432, 5726. .5859, 8056. .8381 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 





Seq. No. 


48915 


Seq. ID 


OJ990602 


_13.0420.C51 




Gene No. 


104196 


Strand 






^ t7 


Start 


2096 


End 


8580 






Name 


OJ990602 13.0420.C51.o2.gs 


Method 


GENSCAN 






Start 


3496 


End 


5833 






GI 


none 


Score 


.51 






Exons 


3496.. 3584, 3668.. 3877, 4697. 


.4820, 5295.-5452, 


5773. .5833 


^ zr 


Seq. No. 


48915 


Seq. ID 


OJ990602 


_13.0420.C51 


1 „H» 


Gene No. 


104196 


Strand 








Start 


2096 


End 


8580 




\J 


Name 


OJ990602 13.0420.C51.o2.gp 


Method 


AAT/GAP 






Start 


8207 


End 


8580 




r ^ 


GI 


uC-osroM202016al2al 


Score 


596 






Exons 


8207.. 8333, 8365.. 8580 










GI Descrip. 


, 6069643/dbj | AP000616 . 1 1 AP000616 l.Oe- 


152 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


48915 


Seq. ID 


OJ990602_ 


_13.0420.C51 




Gene No. 


104197 


Strand 








Start 


12385 


End 


14101 






Name 


OJ990602 13.0420.C51.o5.gs 


Method 


GENSCAN 






Start 


12385 


End 


12949 






GI 


none 


Score 


.91 






Exons 


12385. .12861, 12866.. 12949 










Seq. No. 


48915 


Seq. ID 


OJ990602_ 


_13.0420.C51 




Gene No.. 


104197 


Strand 








Start 


12385 


End 


14101 






Name 


OJ990602 13.0420.C51.o3.np 


Method 


AAT/NAP 





50689 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12610 End 
5852180 Score 
12610. .12982, 14011.. 14101 
(AL117265) zhbOOOlO.l [Oryza sativa] 



48915 

104198 

14370 

OJ990602_13.0420.C51.ol, 

7473 

none 

7473. .7574, 7488. .7568, 
7920. .8231, 7921. .8232, 



tm 



7514, 
8194, 



14101 
373 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7576, 7718 
.8232 



OJ990602 13.0420.C51 



14675 

TBLASTX : Maize 
8232 
141 

7801, 7719. .7802, 



Seq. No. 48915 

Gene No. 104198 

Start 14370 

Name OJ990602_13 . 0420 . C51 . ol . tc 

Start 7718 

GI none 

Exons 7718.. 7801, 7722.. 7802, 7920. 
8169. .8231 



OJ990602_13.0420.C51 
14675 

TBLASTX: Cress 

8232 

111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8129, 7921.. 8127, 8128.. 8232, 



ea Seq. No. 48915 

*f Gene No. 104198 

'U Start 14370 

U\ Name OJ990602_13 . 04 20 . C51 . ol . ts 

fy Start 7718 

r=3 GI none 
Exons 



Seq. ID OJ990602_13.0420.C51 



Strand 
End 

Method 

End 

Score 



14675 

TBLASTX : Soybean 

8241 

119 



7718. .7801, 7719. .7802, 7920. .8234, 7921. .8241 



Seq. No. 48915 Seq. ID OJ990602_13 . 0420 . C51 

Gene No. 104198 Strand 

Start 14370 End 14675 

Name OJ990602_13 . 0420 . C51 . o4 . gp Method AAT/GAP 

Start 14370 End 14675 

GI 61605_3.R1084 Score 439 

Exons 14370. .14675 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 48915 Seq. ID 

Gene No. 104199 Strand 

Start 15879 End 

Name OJ990602_13 . 04 20 . C5 1 . o2 . tm Method 

Start 15879 End 

GI none Score 
Exons 



OJ990602_13.0420.C51 
16221 

TBLASTX: Maize 

16221 

62 



15879. .15986, 15988 .. 1604 1 , 16054 .. 16152, 16073 .. 1618 6, 
16168. .16221 



Seq. No. 48916 Seq. ID 

Gene No. 104200 Strand 

Start 93 End 

Name OJ990602_13 . 0420 . C52 . ol . gp - Method 

Start 93 End 

GI uC-osroM202031al2bl Score 

Exons 93.. 536 



OJ990602_13.0420.C52 
+ 

536 

AAT/GAP 

536 

830 



50690 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 3879119/emb|CAA94368. t| 2.0e-17 (270310) similar to Glutathione 
S-transf erases. ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] ' . 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48916 Seq. ID 

104201 Strand 
10083 End 
OJ990602_13 . 0420 . C52 . o3 .gp Method 
10083 End 
2311840 Score 
10083. .10108, 10191.. 10361 

3879119/emb|CAA94368.1| 2.0e-17 (Z70310) similar to Glutathione 
S-transferases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 



OJ990602_13.0420.C52 
+ 

10361 
AAT/GAP 
10361 
294 



Seq. No. 


48916 


Gene No. 


104202 


Start 


414 


Name 


OJ990602 13.0420.C52.ol 


Start 


414 


GI 


6560732 


Exons 


414. .479, 560. .619, 137< 




3243. .3389, 6398. .6464, 


GI Descrip. 


(AF209069) hypothetical 


Seq. No. 


48916 


Gene No. 


104202 


Start 


414 


Name 


OJ990602 13.0420.C52.ol 


Start 


2171 


GI 


none 


Exons 


2171. .2243, 2487. .2566, 


Seq. No. 


48916 


Gene No. 


104202 


Start 


414 


Name 


OJ990602 13.0420.C52.o2 


Start 


5470 


GI 


none 


Exons 


5470. .5723, 6398. .6464, 


Seq. No. 


48916 


Gene No. 


104202 


Start 


414 


Name 


OJ990602 13.0420.C52.o2 


Start 


6586 


GI 


26088 1.R1084 


Exons 


6586. .6752, 6820. .7172 


GI Descrip. 


, 387 9119/emb|CAA94368.1 



Seq. ID 
Strand 
End 

np Method 
End 
Score 
J..1457, 2487. 

6552. .6752, 



OJ990602_13.0420.C52 

7172 
AAT/NAP 
7156 
422 

..2566, 2643. .2761, 
6820. .7156 



Seq. ID OJ990602_13.0420.C52 
Strand 

End 7172 

Method GENSCAN 

End 3625 

Score .71 



,gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_13.0420.C52 

7172 
GENSCAN 
7086 
.49 



OJ990602__13.0420.C52 

7172 
AAT/GAP 
7172 
1020 



2.0e-17 (Z70310) similar to Glutathione 
S-transferases.; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] ' 



48916 

104203 

8305 

OJ990602 
418 



13.0420.C52.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990602_13.0420.C52 
10368 

TBLASTX: Wheat 
2736 



50691 



GI 


none 








Score 


67 


Exons 


418. .468, 426. .497, 427. 


.501, 


428. .499 


, 435. .506, 552. .644, 




558. .632, 560. .643, 1388 


..1459, 1389.. 


1502, 1391. .1462, 




2459. .2566, 


2483. 


.2551, 


2487. 


.2567, 2494.-2568, 2636. .2734, 




2641. .2736, 


2643 . 


. 2735 








Seq. No. 


48916 








Seq. ID 


OJ990602_13.0420.C52 


Gene No. 


104203 








Strand 




Start 


8305 








End 


10368 


Name 


OJ990602 13. 


0420. 


C52.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6394 








End 


6638 


GI 


none 








Score 


93 


Exons 


6394. .6465, 


6396. 


.6464, 


6552. 


.6638, 6553. .6582 


Seq. No. 


48916 








Seq. ID 


OJ990602_13.0420.C52 


Gene No. 


104203 








Strand 




Start 


8305 








End 


10368 


Name 


OJ990602 13. 


0420. 


C52.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6552 








End 


6898 


GI 


none 








Score 


122 


Exons 


6552. .6662, 


6552. 


.6671, 


6553. 


.6666, 6663.-6752, 6669.. 6752, 




6814 . . 6891, 


6821 . 


. 6898 








Seq. No. 


48916 








Seq. ID 


OJ990602_13.0420.C52 


Gene No. 


104203 








Strand 




Start 


8305 








End 


10368 


Name 


OJ990602 13. 


0420. 


C52.o3. 


gs 


Method 


GENSCAN 


Start 


8305 








End 


10360 


GI 


none 








Score 


.7 


Exons 


8305. .8373, 


8577. 


.8712, 


9389. 


.9511, 9971. .10079, 10193. .103 


Seq. No. 


48916 








Seq. ID 


OJ990602_13.0420.C52 


Gene No. 


104203 








Strand 




Start 


8305 








End 


10368 


Name 


OJ990602 13. 


0420. 


C52.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9898 








End 


10081 


GI 


none 








Score 


157 


Exons 


9898. .10080, 


9899 


. .10081 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48916 Seq. ID 

104203 Strand 

8305 End 

OJ990602_13. 0420.C52.o2.np Method 

9900 End 

7506618 Score 
9900.. 10079, 10193.. 10360 
hypothetical protein R11A8 
gi I 3879119 | emb | CAA94368.il 



OJ990602_13.0420.C52 

10368 
AAT/NAP 
10360 
135 



5 - Caenorhabditis elegans 
(Z70310) similar to Glutathione 
S-transf erases. ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 



48916 Seq. ID 

104203 Strand ■ 

8305 End 

OJ990602_13 . 0420 .C52 . ol . tm Method 

9922 End 

none Score 



OJ990602_13.0420.C52 
10368>- 

TBLASTX: Maize • 

10362 

193 



50692 



Exons 



9922. .10080, 9922. .10080, 9923. .10081, 10187 .. 10303, 
10191. .10358, 10191. .10361, 10192. .10362 





Seq. No. 


48916 


Seq. ID 


OJ990602_13.0420.C52 




Gene No. 


104203 


Strand 


_ 




Start 


8305 


End 


10368 




Name 


OJ990602 13.0420.C52.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9955 


End 


10343 




GI 


none 


Score 


148 




Exons 


9955. .10080, 9956. .10081, 10191 1034 3, 


10192 . . 10338 




Seq. No. 


48916 


Seq. ID 


OJ990602_13.0420.C52 




Gene No. 


104203 


Strand 


_ 




Start 


8305 


End 


10368 




Name 


OJ990602 13.0420.C52.o2.tc 


Method 


TBLASTX: Cress 




Start 


10218 


End 


10368 




GI 


none 


Score 


162 




Exons 


10218. .10361, 10219.. 10368 








Seq. No. 


48917 


Seq. ID 


OJ990602_13.0420.C53 




Gene No. 


104204. 


Strand 


+ 




Start 


92 


End 


170 




Name 


OJ990602 13.0420.C53.ol.gp 


Method 


AAT/GAP 


ASS. ' 


Start 


92 


End 


170 




GI 


2311840 


Score 


91 


w 


Exons 


92. .170 






1. 1 H 


GI Descrip. 


3879119/emb|CAA94368.1| 2.0e- 


17 (Z70310) similar to Glutath 



w 

ri j 



5 

' -2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] 



48918 Seq. ID 

104205 Strand 

772 End 
OJ990602_13.0420.C55.ol.gs Method 

772 End 

none Score 
772. .914 



OJ990602_13.0420.C55 
914 

GENSCAN 

914 

.54 



Seq. No. 48919 Seq. ID 

Gene No. 104206 Strand 

Start 717 End 

Name OJ990602_13 . 0420 . C56 . ol . gs Method 

Start 717 End 

GI none Score 

Exons 717.. 813 



OJ990602_13.0420.C56 
813 

GENSCAN 

813 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID OJ990602_13.0420.C57 



48920 

104207 Strand + 

1 End 3508 

OJ990602_13 . 0420 . C57 . ol . np Method AAT/NAP 

1 End 3508 

6691191 Score 879 
1..31, 2707. .3508 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



48920 
104207 



Seq. ID OJ990602_13.0420.C57 
Strand + 



50693 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ990602J.3.0420. 

1116 

none 

1116. .1235, 1918. 

48920 

104207 

1 

OJ990602_13.0420. 

2849 

none 

2849.. 2896, 2850. 

48920 

104207 

1 

OJ990602_13.0420. 

2850 

none 

2850.. 3272, 2963. 

48920 

104207 

1 

OJ990602_13.0420. 

3078 

none 

3078.. 3361, 3392. 

48920 

104207 

1 

OJ990602_13.0420. 

3135 

none 

3135. .3497 

48920 

104207 

1 

OJ990602_13.0420. 

3348 

none 

3348.. 3506, 3350. 

48921 

104208 

1 

OJ990602_13.0420. 
1 

6691191 
1..921 

(AC007534) F7F22. 

48921 
104208 



C57.ol.gs 
.2034, 2075. 

C57.ol.tw 
.3251, 2963. 

C57.ol.ts 
.3265, 3139. 

C57.o2.gs 
.3465 

C57.ol. tm 



C57.o2.tw 



End 

Method 
End 
Score 
,3400, 3369. .3494 



End 3508 

Method GENSCAN 

End 2829 

Score .7 
.2829 

Seq. ID OJ990602_13.0420.C57 

Strand + 

End 3508 

Method TBLASTX : Wheat 

End 3251 

Score 452 
.3142, 3197.. 3250 

Seq. ID OJ990602_13.0420.C57 

Strand + 

End 3508 

Method TBLASTX : Soybean 

End . 3273 

Score 420 
.3273 

Seq. ID OJ990602_13.0420.C57 

Strand + 

End 3508 

Method GENSCAN 

End 34 65 

Score . 66 



Seq. ID OJ990602_13.0420.C57 

Strand + 

End 3508 

Method TBLASTX: Maize 

End 3497 

Score 217 



Seq. ID OJ990602_13.0420.C57 
Strand + 

3508 

TBLASTX: Wheat 
3506 
191 



C58 .ol .np 



Seq. ID OJ990602_13.0420.C58 

Strand + 

End 97 9 

Method AAT/NAP 

End 921 

Score 752 



15 [Arabidopsis thaliana] 



Seq. ID OJ990602_13.0420.C58 
Strand + 



50694 



u 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990602_13 . 0420 . C58 . o2 . ts Method 
22 End 
none Score 
22. .63, 24. .62, 60. .146, 61. .135, 128. 



Seq. No. 48921 Seq. ID 

Gene No. 104208 Strand 

Start 1 End 

Name OJ990602_13 . 0420 . C58 . o2 . tw Method 

Start 27 End 

GI none Score 
Exons 



27. .134, 28. .135, 156. .326, 158. .232 



Seq. No. 48921 Seq. ID 

Gene No. 104208 Strand 

Start 1 End 

Name OJ990602_13 . 0420 . C58 . ol . ts Method 

Start 336 - End 

GI none Score 
Exons 



979 

TBLASTX : Soybean 

335 

67 

.334, 132. .335 

OJ990602_13.0420.C58 
+ 

979 

TBLASTX: Wheat 

326 

96 



OJ990602_13.0420.C58 
+ 

979 

TBLASTX : Soybean 

8 63 

368 



336. .725, 3S9..577, 738. .824, 810. .863 



Seq. No. 48921 Seq. ID 

Gene No. 104208 Strand 

Start 1 End 

Name OJ990602_13 . 0420 . C58 . ol . tw Method 

Start 342 End 

GI none Score 

Exons 342. .698, 343. .489, 348. .728 



Seq. No. 48921 Seq. ID 

%3 Gene No. 104208 Strand 

[LI Start 1 End 

s Name OJ990602_13 . 0420 .C58 . ol . gs Method 

fg Start 616 End 

:~ GI none Score 

^ Exons 616.. 683, 737.. 833, 917.. 979 

Q Seq. No. 48922 Seq. ID 

fi Gene No. 104209 Strand 

?5 Start 237 End 

Name OJ990602_13 . 0420 . C59 . ol . gs Method 

Start 237 End 

GI none Score 

Exons 237.. 351 



OJ990602_13.0420.C58 
+ 

979 

TBLASTX: Wheat 

728 

59 



OJ990602_13.0420.C58 
+ 

979 

GENSCAN 

979 

.82 



OJ990602_13.0420.C59 
+ 

351 

GENSCAN 

351 

.51 



Seq. No. 48923 Seq. ID 

Gene No. 104210 Strand 

Start 185 End 

Name OJ990602_12 . 04 21 . CI . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185.. 205, 677.. 802 



Seq. No. 
Gene No. 
Start 



48923 

104211 

1 



Seq. ID 

Strand 

End 



OJ990602_12.0421.C1 
+ 

802 

GENSCAN 

802 

.67 



OJ990602_12.0421.C1 
926 



50695 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990602_12 . 0421 . CI . ol . np Method AAT/NAP 

1 End 926 

6063554 Score 140 

1..109, 745.-773, 853. .926 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



48924 Seq. ID 

104212 . Strand 

292 End 

OJ990602_12 . 0421 . C3 . ol . gs Method 

292 End 

none Score 
292. .462 



OJ990602_12.0421.C3 
708 

GEN SCAN 

462 

.9 



Seq. No. 48924 Seq. ID 

Gene No. 104212 Strand 

Start 292 End 

Name OJ990602_12 . 04 2 1 . C3 . ol . tm Method 

Start 310 End 

GI none Score 

Exons 310.. 600, 



OJ990602_12.0421.C3 
708 

TBLASTX: Maize 

601 

96 



400. .600, 494. .601 



Seq. No. 48924 Seq. ID 

Gene No. 104212 Strand 

Start 292 End 

Name OJ990602_12 . 0421 . C3 . ol . tw Method 

Start 4 90 End 

GI none Score 

Exons 490.. 708, 491.. 706 



OJ990602_12. 04-21. C3 
708 

TBLASTX: Wheat 

708 

102 



Seq. No. 48925 

Gene No. 104213 

Start 4429 

Name OJ990602_12 . 0421 ..C4 . o2 . gs 

Start 4429 

GI none 

Exons 4429.. 4509, 4630.. 4763, 5347, 
8202. .8464, • 8484. .8609, 9104. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5518, 7904 
.9218 



OJ990602_12.0421.C4 
+ 

9218 
GENSCAN 
9218 
. 6 

7952, 8050.. 8156, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48925- Seq. ID OJ990602_12 . 0421 . C4 

104214' Strand 

1 End 8416 

OJ990602_12.0421.C4 .ol.np Method AAT/NAP 

1 End 1586 

3746069 Score 536 

1..1586 

(AC005311) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



48925 

104214 

1 

OJ990602_12 . 042 1 . C4 . o2 . tw 
1 

none 



Seq. ID OJ990602_12.0421.C4 
Strand 

End 8416 

Method TBLASTX : Wheat 

End 285 

Score 92 



50696 



Exons 



1..285, 2. .169, 124. .282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48925 

104214 

1 

OJ990602_12 . 0421 . C4 . o2 . np 
1 

7476128 



Seq. ID OJ990602_12.0421.C4 
Strand 

End 8416 

Method AAT/NAP 

End 8416 

Score 36 



1..27, 3570. .3696, 8008. .8416 

hypothetical glycine-rich protein Rv0977 - Mycobacterium 
tuberculosis (strain H37RV) gi | 2916938 | emb | CAA17576 . 1 1 
(AL021999) PE_PGRS [Mycobacterium tuberculosis] 



48925 

104214 

1 

OJ990602_12 . 0421 . C4 . o2 . tm 
13 

none 



Seq. ID OJ990602_12.0421.C4 
Strand 

End 8416 

Method TBLASTX : Mai ze 

End 484 

Score 55 



13. .105, 14. .100, 112. .483, 122. .241, 124. .459, 296. .484 



48925 

104214 

1 

OJ990602_12.0421.C4 .oL.ts 

553 

none 



Seq. ID OJ990602_12.0421.C4 
Strand 

End 8416 

Method TBLASTX : Soybean 

End 935 

Score 39 



553. .672, 555. .695, 726. .935, 754. .933 



48925 

104214 

1 

OJ990602_12.0421.C4.o3.tw 

567 

none 

567. .689, 708. .929 

48925 

104214 

1 

OJ990602_12 . 0421 . C4 . ol . tm 

669 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_12.0421.C4 
8416 

TBLASTX: Wheat 

929 

166 



OJ990602_12.0421.C4 
8416 

TBLASTX: Maize 

1632 

65 



669. .935, 730. .933, 937. .987, 1002. .1166, 1020. .1616, 1144. .1632 

48925 Seq. ID OJ990602_12 . 0421 . C4 

104214 Strand 

1 End 8416 

OJ990602_12 . 0421 . C4 . ol . gs Method GENSCAN 

820 End 3720 

none Score . 61 

820. .931, 1031. .1240, 1280. .1549, 2768.-2935, 3304. .3335, 

3557.. 3720 



Seq. No. 
Gene No. 
Start 



48925 

104214 

1 



Seq. ID 

Strand 

End 



OJ990602_12.0421.C4 
8416 



50697 



Name 


OJ990602 12.0421.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1287 


End 


1595 




GI 


none 


Score 


179 




Exons 


1287.. 1595, 1321. .1563 








Seq. No. 


48926 


Seq. ID 


OJ990602JL2.0421. 


C5 


Gene No. 


104215 


Strand 


+ 




Start 


122 


End 


394 




Name 


OJ990602 12.0421.C5.ol.gp 


Method 


AAT/GAP 




Start 


122 


End 


394 




GI 


61605 1.R1084 


Score 


466 




Exons 


122. .394 








GI Descrip. 


' 5852170/emb | AL117265 . 1 1 OST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :t 17804 


i 


Seq. No. 


48926 


Seq. ID 


OJ990602_12.0421. 


C5 


Gene No. 


104216 


Strand 


+ 




Start 


949 


End 


2064 




Name 


OJ990602 12.0421.C5.ol.gs 


Method 


GENS CAN 




Start 


949 


End 


2064 




GI 


none 


Score 


.77 




Exons 


949. .2064 








Seq. No. 


48926 


Seq. ID 


OJ990602_12.0421. 


C5 


Gene No. 


104216 


Strand 


+ 




Start 


949 


End 


2064 




Name 


OJ990602 12.0421.C5.ol.np 


Method 


AAT/NAP 




Start 


949 


End 


1992 




GI 


6983860 


Score 


973 




Exons 


949. .1992 








GI Descrip. 


(AP001168) Similar to 22 


kDa kafirin cluster; Ty3-Gypsy. 


tyi 




(AF061282) [Oryza sativa] 








Seq. No. 


48926 


Seq. ID 


OJ990602_12.0421. 


C5 


Gene No. 


104217 


Strand 


+ 




Start 


4378 


End 


4808 




Name 


OJ990602 12.0421.C5.o3.gp 


Method 


AAT/GAP 




Start 


4378 


End 


4808 




GI 


2428185 


Score 


768 




Exons 


4378. .4808 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza" sativa 






indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 




Seq. No. 


48926 


Seq. ID 


OJ990602_12.0421. 


C5 


Gene No. 


104218 


Strand 


+ 




Start 


7337 


End 


7761 




Name 


OJ990602 12.0421.C5.o6.gp 


Method 


AAT/GAP 




Start 


7337 


End 


7761 




GI 


2428069 


Score 


655 




Exons 


7337. .7761 








Seq. No. 


48926 


Seq. ID 


OJ990602_12.0421. 


C5 


Gene No. 


104219 


Strand 






Start 


1043 


End 


1530 




Name 


OJ990602 12.0421.C5.o2.gp 


Method 


AAT/GAP 




Start 


1043 


End 


1530 




GI 


uC-osflcypl62a07al 


Score 


662 





50698 



Exons 

GI Descrip, 



1043. .1270, 1370.. 1530 

, 4680179/gb|AAD27547.1|AF111709_l 2.0e-40 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48926 

104220 

2902 

OJ990602_12.0421.C5.ol.tw 

1111 

none 

1111. .1467, 1119. .1466 ■ 



Seq. ID OJ990602_12.0421.C5 
Strand 

End 7 518 

Method TBLASTX : Wheat 

End 14 67 

Score 294 



Seq. No. 48926 Seq. ID 

Gene No. 104220 Strand 

Start 2902 End 

Name OJ990602_12 . 0421 .C5.ol.tm Method 

Start 1348 End 

GI none Score 

Exons 1348. .1611, 1374. .1535, 1576. .1644 



OJ990602_12.0421.C5 
7518 

TBLASTX: Maize 

1644 

210 



Seq. No. 48926 

Gene No. 104220 

Start 2902 

i Name OJ990602_12 . 0421 . C5 . o2 . gs 

5 Start 2902 

f GI none 

n Exons 2902.. 3144, 3175.. 3416, 3491. 

y 5540. .5975, 7386. .7518 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3757, 



OJ990602 12. 0421. C5 



7518 
GEN SCAN 
7518 
.5 

4700. .4802, 



5316. .5334, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48926 Seq. ID 

104220 Strand 
2902 End 
OJ990602_12 . 0421 . C5 . o2 .np Method 
3185 End 
5852179 Score 
3185. .3413, 3488. .3712, 4700. .4720 

(AL117265) zhb0009.1 [Oryza sativa] 



48926 

104220 

2902 

OJ990602_12.0421.C5.o5.gp 
5338 

61605_3.R1084 
5338.. 5619, 5668.. 5690 
'1402 920/emb|CAA66965| 
thaliana] ? 

48927 

104221 

711 

OJ990602_12.0421.C6.ol.gs 

711 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_12.0421.C5 

7518 
AAT/NAP 
4720 
400 



OJ990602JL2.0421.C5 

7518 
AAT/GAP 
5690 
321 



2.0e-20 (X98321) peroxidase [Arabidopsis 



Seq. ID OJ990602_12.0421.C6 

Strand + 

End 5694 

Method GENS CAN 

End 5694 

Score .72 



711.. 738, 1569.. 1806, 1905.. 2022, 2097.. 2495, 2642.. 2764, 
2846.-2947, 3026. .3286, 3943. .4114, 4235. .4635, 5278. .5694 



50699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48927 
104221 
711 

OJ990602_12.0421.C6.ol.np 
1595 
2388574 

1595.. 2022, 2097.. 2564, 2616 
323S..3286, 3943. .4118, 4191 



OJ990602_12.0421.C6 
+ 



Seq. ID 
Strand 

End 5694 
Method AAT/NAP 
End 4861 
Score 353 

2764, 2846. .2947, 3038. .3186, 
4506, 4555. .4647, 4805. .4861 
(AC000098) Strong similarity to Phalaenopsis homeobox protein 
(gb|U34743). [Arabidopsis thaliana] 



48927 
104221 
711 

OJ990602_12.0421.C6.o2.np 
2163 
7446279 

2163.. 2589, 2622 
3943. .4131, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2764, 2846. .2947, 



OJ990602_12.0421.C6 
+ 

5694 
AAT/NAP 
5685 
397 
3038. .3161, 



3204. .3286, 



4252. .4566, 5263.-5465, 5500. .5685 
hypothetical protein F6N23.10 - Arabidopsis thaliana 
gi| 3047106 | gb | AAC13617 . 1| (AF058919) Arabidopsis thaliana 
homeodomain protein AHDP (SP:P93041) gi | 72674 12 | emb | CAB80882 . 
(AL161472) homeodomain protein AHDP [Arabidopsis thaliana] 

12. 0421. C6 



J 


Seq. No. 


48927 




Seq. ID 


OJ990602 


J 


Gene No. 


104221 




Strand 


+ 


fs 
• 3 


Start 


711 




End 


5694 


y 


Name 


OJ990602 12.0421. 


C6.o2.gp 


Method 


AAT/GAP 




Start 


3066 




End 


4140 




GI 


27862 1.R1084 




Score 


742 




Exons 


3066.. 3286, 3943. 


.4140 






j 


GI Descrip. 


'3925363 3.0e-20 


(AF067961) 


homeodomain protein 






domestical 1 










Seq. No. 


48927 




Seq. ID 


OJ990602 


A 


Gene No. 


104222 




Strand 


+ 




Start 


8466 




End 


9295 




Name 


OJ990602 12.0421. 


C6.o3.np 


Method 


AAT/NAP 




Start 


8466 




End 


9295 




GI 


7523486 




Score 


181 




Exons 


8466. .8563, 8610. 


.8847, 9257 


. .9295 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48927 




Seq. ID 


OJ990602 




Gene No. 


104223 




Strand 






Start 


1541 




End 


1645 




Name 


OJ990602 12.0421. 


C6.ol.gp 


Method 


AAT/GAP 




Start 


1541 




End 


1645 




GI 


2428069 




Score 


112 




Exons 


1541. .1645 










Seq. No. 


48927 




Seq. ID 


OJ990602 




Gene No. 


104224 




Strand 






Start 


7793 




End 


12800 




Name 


OJ990602 12.0421. 


C6.o2.gs 


Method 


GENS CAN 




Start 


7793 




End 


12504 




GI 


none 




Score 


.55 



50700 



Exons 


7793. .7878, 


7933. .8052, 


9366. 


.9506, 11988.. 12504 


Seq. No. 


48927 






Seq. ID 


OJ990602_12.0421.C6 


Gene No. 


104224 






Strand 




btart 


7793 






End 




Name 


OJ990602 12. 


0421.C6.o4. 


np 


Method 


7\ A T / M Zi D 


Start 


12019 






End 


IZoUU 


GI 


7248392 






Score 


0 0 £ 


Exons 


12019. .1244 5, 12592. .12800 






GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


48927 






Seq. ID 


OJ990602_12.0421.C6 


Gene No. 


104225 






Strand 




Start 


13605 






End 


13714 


Name 


OJ990602_12 . 


0421 . C6 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1903 






End 


5400 


GI 


none 






Score 


109 


Exons 


1903 . . 2022, 


a n A /I o A r A 

2804 . . 2950, 


284 6 . 


.2974, 3037.. 3153, 3038.. 3160, 




3230 . . 3289, 


3238 . . 3288, 


3940 . 


.4077, 4384. .4449, 4444. .4503, 




5263. .5400, 


5281. .5397 








Seq. No. 


48927 






Seq. ID 


OJ990602_12.0421.C6 


Gene No. 


104225 






Strand 




Start 


13605 






End 


13714 


Name 


OJ990602 12. 


0421.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2798 






End 


4077 


GI 


none 






Score 


83 


Exons 


2798. .2950, 


2863. .2913, 


3037. 


.3165, 3038.. 3166, 3038.. 3169, 




3233. .3292, 


3241. .3288, 


3940. 


.4077 




Seq. No. 


48927 






Seq. ID 


OJ990602_12.0421.C6 


Gene No. 


104225 






Strand 




Start 


13605 






End 


13714 


Name 


OJ990602 12. 


0421.C6.o3. 


gp 


Method 


AAT/GAP 


Start 


13605 






End 


13714 


GI 


uC-osflcyp088bl2bl 




Score 


150 


Exons 


13605. .13714 











: ^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990602_12.0421.C17 

Strand + 

End 4232 

Method AAT/GAP 

End 4232 

Score 430 



48928 
104226 
3976 

OJ990602_12.0421.C17.ol.gp 
3976 

61605_3.R1084 
3976. .4232 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



48928 
104227 
4147 

OJ990602_12.0421.C17.o2.gs 
4147 
none 

4147. .4251, 4690. .4867, 5510. .6177 



Seq. ID OJ990602_12.0421.C17 

Strand + 

End 6177 

Method GENSCAN 

End 6177 

Score .91 



50701 



Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


2496 








End 


7934 


GI 


6630685 








Score 


3159 


Exons 


2496. .3971, 


6870. 


.7090, 


7238 


. .7934 




GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716 




[Oryza sativa] 










Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2499 








End 


3170 


GI 


none 








Score 


55 


Exoris 


2499. . 3170, 


2525. 


.2605, 


2560 


..2943, 2714. .3163 


Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2511 








End 


3152 


GI 


none 








Score 


117 


Exons 


2511. .2744, 


2754 . 


.3152, 


2764 


. .306.9 




Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2514 








End 


2972 


GI 


none 








Score 


61 


Exons 


2514 . .2726, 


2566. 


.2733, 


2745 


..2879, 2i 


383. .2972 


Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17 ,o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


2559 








End 


3014 


GI 


none 








Score 


56 


Exons 


2559. .2735, 


2560. 


.2676, 


2562 


..2729, 2757. .3014, 2758. .2859 


Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


3153 








End 


3390 


GI 


none 








Score 


91 


Exons 


3153. .3377, 


3223. 


.3390 








Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


3171 








End 


3374 


GI 


none 








Score 


168 



50702 




Exons 


3171. . 3374, 


3172 


. . 3354 








Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421 


.C17 ,o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3395 ~ 








End 


3862 


GI 


none 








Score 


483 


Exons 


3395. . 3862, 


3396 


. . 3860 








Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No . 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421 


C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3522 








End 


7028 


GI 


5509260 








Score 


254 


Exons 


3522. .3902, 


3522 


. 3755, 


3524 . 


.3901, 3795.. 3905, 3899.. 3985, 




3911. . 3973, 


6869 


.7027, 


6869. 


.7027, 6870.. 7028 


GI Descrip. 














Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421 


C17 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3536 ~~ 








End 


3973 


GI 


none 








Score 


228 


Exons 


3536. . 3883, 


3549 


. 3881, 


3550. 


.3885, 3914. .3973 


Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


. 0421 


C17.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3641 ~ 








End 


3922 


GI 


none 








Score 


83 


Exons 


3641. .3922, 


3660 


. 3917 








Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421, 


C17 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3863 _ 








End 


7061 


GI 


none 








Score 


116 


Exons 


3863 3973 


3864 . 


. 3980, 


3866. 


.3985, 6859. .7032, 6869.. 7054, 




6870 7031. 


6873 . 


. 7061 








Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


. 0421 . 


C17 . o3 


crs 


Method 


GEN SCAN 


Start 


6996 ~ 






End 


7745 


GI 


none 








Score 


.51 


Exons 


6996. .7745 












Seq. No. 


48928 








Seq. ID 


OJ990602_12.0421.C17 


Gene No. 


104228 








Strand 




Start 


2496 








End 


7934 


Name 


OJ990602 12 


.0421. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 



50703 



Start 


7368 


GI 


none 


Exons 


7368. .7916, 


Seq. No. 


48928 


Gene No. 


104228 


Start 


2496 


Name 


OJ990602 12 


Start 


7398 


GI 


none 


Exons 


7398. .7547, 


Seq. No. 


48928 


Gene No. 


104228 


Start 


2496 


Name 


OJ990602 12 


Start 


7419 


GI 


none 


Exons 


7419. .7880, 


Seq. No. 


48928 


Gene No. 


104228 


Start 


2496 


Name 


OJ990602 12 


Start 


7422 


GI 


none 


Exons 


7422. .7844 


Seq. No. 


48928 


Gene No. 


104228 


Start 


2496 


Name 


OJ990602 12 


Start 


7656 


GI 


none 


Exons 


7656. .7799, 


Seq. No. 


48929 


Gene No. 


104229 


Start 


1 


Name 


OJ990602 12 


Start 


1 


GI 


6063554 


Exons 


1. .299 


GI Descrip. 


(AP000615) 



End 
Score 



7934 
332 



Seq. ID OJ990602_12.0421.C17 
Strand 

End 7934 

21.C17.o3.tw Method TBLASTX : Wheat 

End 7637 

Score 8 6 

7398. .7547, 7398. .7553, 7411. .7560, 7548. .7637 



Seq. ID OJ990602_12.0421.C17 
Strand 

7934 

TBLASTX : Soybean 
7880 
40 



End 

Method 
End 
Score 
.7860 



Seq. ID OJ990602_12.0421.C17 
Strand 

End 7934 

Method TBLASTX : Cress 

End 7844 

Score 225 



Seq. ID OJ990602_12.0421.C17 
Strand 

End 7934 

Method TBLASTX : Wheat 

End 7821 

Score 83 



Seq. ID OJ990602_12.0421.C19 

Strand + 

End 299 

Method AAT/NAP 

End 299 

Score 240 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48929 
104230 
671 

OJ990602_12.0421.C19.o3.gp 
671 

61605_1.R1084 
671. .943 

, 5852170/emb|AL117265.1 IOST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ990602_12.0421.C19 

Strand + 

End 943 

Method AAT/GAP 

End 943 

Score 459 



50704 



Seq. No. 48929 Seq. ID 

Gene No. 104231 Strand 

Start 1500 End 

Name OJ990602_12 . 04 21 . CI 9 . ol . gs Method 

Start 1500 End 

GI none Score 

Exons 1500.. 1833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990602_12.0421.C19 
+ 

1852 
GEN SCAN 
1833 
.53 



48929 Seq. ID 

104231 Strand 
1500 End 
OJ990602_12.04 21.C19.o2.np Method 
1500 End 
6983860 Score 
1500. .1852 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

(AF061282) [Oryza sativa] 



OJ990602_12.0421.C19 
+ 

1852 
AAT/NAP 
1852 
456 



48930 Seq. ID 

104232 , Strand 

1009 End 
OJ990602_12 . 0421 . C22 . ol . gs Method 

1009 End 

none Score 

1009. .1072, 1303. .1514, 1897. .2013 



OJ990602_12.0421.C22 
+ 

2562 
GEN SCAN 
2013 
.56 



48930 Seq. ID OJ990602_12 . 0421 . C22 

104232 Strand + 

1009 End 2562 

OJ990602_12 . 0421 . C22 . ol . np Method AAT/NAP 
1144 End 2562 

7387726 Score 84 

1144. .1524, 2496. .2562 

HISTONE H2B gi | 7439759 | pir | | T09722 histone H2B1 - 
gi|2558962 | gb | AAB97163 . 1 | (AF025667) histone H2B1 
hirsutum] 



upland cotton 
[Gossypium 



48930 Seq. ID 

104233 Strand 

3048 End 
OJ990602_12 . 0421 . C22 . o2 . gs Method 

3048 End 

none Score 
3048.. 3248 



OJ990602_12.0421.C22 

3248 
GENSCAN 
3248 
.74 



Seq. No. 48931 Seq. ID 

Gene No. 104234 Strand 

Start 1 End. 

Name OJ990602_12 . 0421 . C24 . ol . np Method 

Start 1 End 

GI 7486624 Score 

Exons 1..40, 755.. 1291, 1455.. 1562 

GI Descrip. hypothetical protein F7N22.3 - Arabidopsis thaliana 

gi|3047064|gb|AAC13578.1| (AF058825) contains similarity to 
peptidyl-prolyl cis-trans isomerase (Pfam: pro_isomerase . hmm, 
score: 23.86 and 28.41 [Arabidopsis thaliana] 



OJ990602_12.0421.C24 

2451 
AAT/NAP 
1562 
488 



.50705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48931 

104234 

1 

OJ990602_12 . 0421 .C24 . ol . tm 

775 

none 



Seq. ID OJ990602_12.0421.C24 
Strand 

End 2451 

Method TBLASTX : Mai ze 

End 1097 

Score 296 



775. .1077, 776. .1078, 784. .1083, 786. .1097 



48931 

104234 

1 

OJ990602_12 . 0421 . C24 . ol . tc 

837 

none 



Seq. ID OJ990602_12.0421.C24 
Strand 

End 2451 

Method TBLASTX : Cress 

End 1287 

Score 82 



837. .929, 1020. .1139, 1092. .1193, 1099. .1188, 1221. .1286, 
1222. .1287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

£3 Exons 

^3 GI Descrip. 

in 



U Seq. No. 

[j Gene No. 

^5 Start 

=r= Name 

§yi Start 

C3 Exo'ns 

liL Seq. No. 
' Gene No . 
)t Start 
^ Name 
Q Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990602_12.0421.C24 
Strand 

End 2451 

Method AAT/GAP 

End 2451 

Score 1752 



48931 
104234 
1 

OJ990602_12.0421.C24 .ol.gp 
857 

8013_1.R1084 
857. .1620, 2310. .2451 

'3047064 3.0e-39 (AF058825) contains similarity to 

peptidyl -prolyl cis-trans isomerase (Pfam: pro_isomerase . hmm, 

score: 23.86 and 28.41 [Arabidopsis thaliana] 1 



48931 

104234 

1 

OJ990602_12.0421.C24 .o2.tm 

1197 

none 



Seq. ID OJ990602_12.0421.C24 
Strand 

End 2451 

Method TBLASTX : Maize 

End 1455 

Score 157 



1197. .1310, 1199. .1447, 1201. .1455, 1256. .1330, 1309. .1446 



48932 
104235 
1 

OJ990602_12.0421.C2 6.ol.np 
1 

7489737 
1..277, 347. .711 

gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. ID OJ990602_12.0421.C26 

Strand 

End 711 

Method AAT/NAP 

End 711 

Score 148 



48932 

104235 

1 

OJ990602_12.0421.C26.ol.gs 

35 

none 
35. .700 



Seq. ID OJ990602_12.0421.C26 

Strand 

End 711 

Method GENSCAN 

End 700 

Score . 5 



Seq. No. 
Gene No. 



48933 
104236 



Seq. ID OJ990602_12.0421.C27 
Strand + 



50706 




Start 


252 End 


4012 


Name 


OJ990602 12.0421.C27.ol.gs Method 


GENSCAN 


Start 


252 End 


4012 


GI 


none Score 


.73 


Exons 


252. .493, 795. .903, 3212. .3350, 3975.. 


4012 


Seq. No. 


48933 Seq. ID 


OJ990602_12.0421.C27 


Gene No. 


104237 Strand 


+ 


Start 


7482 End 


9198 


Name 


OJ990602 12.0421.C27.o2.np Method 


AAT/NAP 


Start 


7482 End 


9198 


GI 


6063554 Score 


328 


Exons 


7482. .7701, 8361. .8389, 9025. .9198 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 




Seq. No. 


48933 Seq. ID 


OJ990602_12.0421.C27 


Gene No. 


104238 Strand 




Start 


1 End 


515 


Name 


OJ990602 12.0421.C27.ol.np Method 


AAT/NAP 


Start 


1 End 


515 


GI 


7489737 Score 


327 


Exons 


1. .515 





GI Descrip. gag protein homolog - maize retrotransposon Opie-2 

gi| 3645898 | gb | AAC49501 . 1 | (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. No. 48933 Seq. ID 

Gene No. 104239 Strand 

Start 4480 End 

Name OJ990602_12 . 0421 . C27 . ol . tm Method 

Start 57 End 

GI none Score 

Exons 57.. 248, 57.. 299 

Seq. No. 48933 ^ Seq. ID 

Gene No. 104239 Strand 

Start 4480 End 

Name OJ990602_12 . 0421 . C27 . o2 . gs Method 

Start 4480 End 

GI none Score 

Exons 4480.. 5266, 5478.. 6058 



OJ990602_12 . 0421 .C27 
6058 

TBLASTX: Maize 

299 

79 



OJ990602_12.0421.C27 

6058 
GENSCAN 
6058 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48934 

104240 

1 

OJ990602 
1 

5042454 
1. .128 



12.0421.C28.ol.np 



Seq. ID OJ990602_12.0421.C28 

Strand + 

End 128 

Method AAT/NAP 

End 128 

Score 71 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 48934 Seq. ID 

Gene No. 104241 Strand 

Start 178 End 

Name OJ990602_12 . 0421 . C28 . ol . gs Method 



OJ990602_12.0421.C28 
+ 

584 

GENSCAN 



50707 



Start 


178 


End 


584 




GI 


none 


Score 


.55 




Exons 


178. .282, 356. .399, 467. .584 








Seq. No. 


48934 


Seq. ID 


OJ990602 


12 . 0421 .C28 


Gene No. 


104242 


Strand 


+ 




Start 


4886 


End 


9416 




Name 


OJ990602 12.0421.C28.o3.gs 


Method 


GENSCAN 




Start 


4886 


End 


9416 




GI 


none 


Score 


.43 




Exons 


4886. .5082, 5466.-5538, 5680 


..5727, 6226. .6294, 


8065. .8107, 




8321. .8346, 8677. .8990, 9287 


. .9416 






Seq. No. 


48934 


Seq. ID 


OJ990602 


_12.0421'.C28 


Gene No. 


104243 


Strand 


+ 




Start 


10452 


End 


11913 




Name 


OJ990602 12 . 0421 .C28 .o4 .gs 


Method 


GENSCAN 




Start 


10452 


End 


11913 




GI 


none 


Score 


.86 




Exons 


10452. .1058 9, 11881. .11913 








Sea. No. 


48934 


Seq. ID 


OJ990602 


12 . 0421 .C28 


Gene No. 


104244 


Strand 


+ 




Start 


14181 


End 


16856 




Name 


OJ990602 12.0421.C28.o3.np 


Method 


AAT/NAP 




Start 


14181 


End 


16856 




GI 


5295955 


Score 


1000 




Exons 


14181. .14250, 14793. .14907, 


15588. .15717, 15806 


. .16103, 




16183. .16233, 16273.. 16856 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 



£3 



l * Seq. No. 

5 Gene No. 

£3 Start 

\! Name 

La Start 

:l gi 

lz Exons 

GI Descrip. 



[Oryza sativa] 



48934 
104245 
18716 

OJ990602_12.0421.C28.o3.gp 
18716 
4879016 
18716. .18789 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_12.0421.C28 
+ 

18789 
AAT/GAP 
18789 
144 



Seq. No. 


48934 








Seq. ID 


OJ990602 


Gene No. 


104246 








Strand 




Start 


1205 








End 


4496 


Name 


OJ990602 12 


.0421 


.C28.o2 


.gs 


Method 


GENSCAN 


Start 


1205 








End 


4496 


GI 


none 








Score 


.59 


Exons 


1205. .2305, 


2357 


. .3059, 


3235. 


.4496 




Seq. No. 


48934 








Seq. ID 


OJ990602 


Gene No. 


104246 








Strand 




Start 


1205 








End 


4496 


Name 


OJ990602 12 


.0421 


.C28.o2 


.np 


Method 


AAT/NAP 


Start 


1208 








End 


4496 


GI 


6907089 








Score 


• 4851 



50708 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1208. .3140, 3235.-4496 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 12.0421.C28 



48934 
104247 
11343 

OJ990602_12.0421.C28.o2.gp 
11343 

25275_2.R1084 

11343. .11473, "11835. .11941, 
13455. .13494 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



18026 
AAT/GAP 
13494 
958 



12793. .12885, 13167 13346, 





Seq. No. 


48934 


Seq. ID 


OJ990602_ 


12.0421 


.C28 




Gene No. 


104247 


Strand 










Start 


11343 


End 


18026 








Name 


O.TQQnfin9 1 9 0491 P9P rta 
ujy^UDU^ iz . U4^i . t^o . oj ,gs 


Method 


GENS CAN 








Start 


12972 


' End 


18026 








GI 


none 


Score 


.67 








Exons 


12972. .13135, 13405 .. 13506, 


15716. .15807, 16021. 


.16104, 








16265. .16355, 16653 .. 16687 , 


17258. .17385, 18024. 


.18026 




C3 


Seq. No. 


48935 


Seq.' ID 


OJ990602_ 


12.0421 


.C29 




Gene No. 


104248 


Strand 


+ 






tn 


Start 


639 


End 


902 








Name 


OJ990602 12.0421.C29.ol.gs 


Method 


GENSCAN 








Start 


639 


End 


902 








GI 


none 


Score 


.7 






iy 
•. 


Exons 


639. .902 










i ■=? 


Seq. No. 


48935 


Seq. ID 


OJ990602_ 


12.0421 


.C29 




Gene No. 


104249 


Strand 


+ 






f 


Start 


4857 


End 


7189 








Name 


OJ990602 12.0421.C29.o2.gs 


Method 


GENSCAN 








Start 


4857 


End 


7189 








GI 


none 


Score 


.46 








Exons 


4857.. 4995, 5028.. 5237, 6969 


. .7189 










Seq. No. 


48935 


Seq. ID 


OJ990602 


12.0421 


.C29 




Gene No. 


104249 


Strand 


+ 








Start 


4857 


End 


7189 








Name 


OJ990602 12.0421.C29.ol.np 


Method 


AAT/NAP 








Start 


5593 


End 


5993 








GI 


7489553 


Score 


342 








Exons 


5593. .5993 












GI Descrip. 


probable reverse transcriptase - rice 


(fragment) 







gi (2462640 | emb | CAA73800.il (Y13370) reverse transcriptase [Oryza 
sativa] 



Seq. No. 48935 Seq. ID 

Gene No. 104250 Strand 

Start 8633 End 

Name OJ990602_12 . 04 21 . C2 9 . o4 . np Method 

Start 8633 . End 

GI 5902448 Score 



OJ990602_12.0421.C29 
+ 

8915 
AAT/NAP 
8915 
442 



50709 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8633. .8915 . 

(AB030283) orf3 [Oryza sativa] 



48935 
104251 
4637 

OJ990602_12.0421.C29.o2.gp 
4637 

LIB3432-04 9-P1-K1-G12 
4637.. 5073 

, 5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 f 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 5073 

Method AAT/GAP 

End 5073 

Score 823 



48935 

104252 

8387 

OJ990602_12.0421.C29.o2.tm 

5712 

none 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 8475 

Method TBLASTX : Mai ze 

End 6401 

Score 90 



5712. .5879, 5786. .5887, 5928. .6047, 5963. .6046, 6090. .6131, 
6165. .6401 



\4 



\3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48935* 
104252 
8387 

OJ990602_12.0421.C29.ol.tm 

6495 

none 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 8475 

Method TBLASTX : Maize 

End 6886 

Score 112 



6495. .6596, 6590. .6709, 6607. .6699, 6701. .6775, 6718. .6774, 
6775. .6855, 6776. .6886 



48935 

104252 

8387 

OJ990602_12.0421.C29.ol.tw 

6589 

none 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 8475 

Method TBLASTX : Wheat 

End 6829 

Score 236 



6589.. 6816, 6590.. 6829, 6617.. 6763 



□ Seq. No. 48935 

h Gene No. 104252 

ferf Start 8387 

Name OJ990602_12 . 0421 . C29 . o3 . tm 

Start 7049 

GI none 

Exons 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 8475 

Method TBLASTX: Maize 

End 7446 

Score 59 



7049. .7120, 7118. .7177, 7177. .7446 



Seq. No. 48935 

Gene No. 104252 

Start 8387 

Name OJ990602_12 . 04 21 . C29 . o3 . gs 

Start 8387 

GI none 

Exons 8387.. 8475 



Seq. ID OJ990602_12.0421.C29 
Strand 

End 8475 

Method GENSCAN 

End 8475 

Score .45 



Seq. No. 
Gene No. 



48936 
104253 



Seq. ID OJ990602_12.0421.C30 
Strand + 



50710 



Start 
Name 
Start 
GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 



OJ990602_12.0421.C30.ol.np 
1 

6691716 

1..619, 809. .1004, 1087 
(AP000492) hypothetical 
gi | 6691717 | dbj | BAA89397 
[Oryza sativa] 



End 1613 
Method AAT/NAP 
End . 1.613 
Score 1268 
.1187, 1260. .1445, 1523. .1613 
protein [Oryza sativa] 
11 (AP000570) hypothetical protein 



48936 Seq. ID 

104253 Strand 

1 End 
OJ990602_12.0421.C30.ol.gs Method 

294 End 

none Score 

294. .568, 784. .1004, 1087. .1445 



OJ990602_ 
+ 

1613 
GENSCAN 
1445 
.84 



12.0421.C30 



OJ990602_12.0421.C31 
+ 



48937 Seq. ID 

104254 Strand 
1 End 1145 

OJ990602_12 . 0421 . C31 . ol . np Method AAT/NAP 
1 End 1145 

6691716 Score 922 

1..170, 259. .354, 502. .622, 697. .1145 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



48937 
104254 
1 

OJ990602_12.0421.C31.ol.gs 
74 

none 

74. .121, 499. .622, 697. .1085 

48937 
104255 
1478 

OJ990602_12. 0421.C31.o2.np 
1478 
5902445 
1478. .3402 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990602_12.0421.C31 

Strand + 

End 1145 

Method GENSCAN 

End 1085 

Score .57 



Seq. ID OJ990602_12.0421.C31 



Strand 
End 

Method 

End 

Score 



3402 
AAT/NAP 
3402 
2818 



48937 Seq. ID 

104255 Strand 
1478 End 

OJ990602_12.0421.C31.o2.tw < Method 
1505 End 
none Score 
1505. .1588, 1641. .2099, 1816. .1944 

48937 Seq. ID 

104255 Strand 
1478 End 
OJ990602 12.0421.C31.o2.tm Method 



OJ990602_12 .0421.C31 
3402 

TBLASTX: Wheat 

2099 

88 



OJ990602_12 .0421.C31 
3402 

TBLASTX: Maize 



50711 



ry 



u 



Start 


1638 




End 


1871 




GI 


none 




Score 


189 




Exons 


1638.. 1871 










Seq. No. 


48937 




Seq. ID 


OJ990602_12.0421 


.C31 


Gene No. 


104255 




Strand 






Start 


1478 




End 


3402 




Name 


OJ990602 12.0421.C31.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2211 




End 


2600 




GI 


none 




Score 


56 




Exons 


2211.. 2258, 2213.. 2599, 


2222. 


.2398, '2289. .2600 




Seq. No. 


48937 




Seq. ID 


OJ990602 12.0421 


.C31 


Gene No. 


104255 




Strand 






Start 


1478 




End 


3402 




Name 


OJ990602 12.0421.C31.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2243 




End 


2606 




GI 


none 




Score 


255 




Exons 


2243.. 2290, 2282.. 2605, 


2295. 


.2606 






Seq. No. 


48937 




Seq. ID 


OJ990602_12 . 0421 


.C31 


Gene No. 


104255 




Strand 






Start 


1478 




End 


3402 




Name 


OJ990602 12.0421.C31.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2837 




End 


3244 




GI 


none 




Score 


158 




Exons 


2837.. 3244, 2982.. 3200 










Seq. No. 


48937 




Seq. ID 


OJ990602_12 . 0421 


.C31 


Gene No. 


104255 




Strand 






Start 


1478 




End 


3402 




Name 


OJ990602 12.0421.C31.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2961 




End 


3263 




GI 


none 




Score 


108 




Exons 


2961.. 3263, 2963.. 3205 










Seq. No. 


48938 




Seq. ID 


OJ990602_12 . 0421 


.C32 


Gene No. 


104256 




Strand 


+ 




Start 


341 




End 


734 




Name 


OJ990602 12.0421.C32.ol 


. gs 


Method 


C TT NT C P Zi NI 




Start 


341 




End 


692 




GI 


none 




Score 


.42 




Exons 


341. .393, 549. .692 










Seq. No. 


48938 




Seq. ID 


OJ990602_12.0421 


.C32 


Gene No. 


104256 




Strand 


+ 




Start 


341 




End 


734 




Name 


OJ990602 12.0421.C32.ol 


.np 


Method 


AAT/NAP 




Start 


476 




End 


734 




GI 


7523486 




Score 


157 




Exons 


476. .573, 620. .734 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48939 




Seq. ID 


OJ990922_13.0421 


.CI 


Gene No. 


104257 




Strand 


+ 




Start 


103 




End 


514 




Name 


OJ990922 13.0421.Cl.ol.< 


gs 


Method 


GENSCAN 





50712 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
fl Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



as? 



103 End 

none Score 
103. .119, 422. .514 

48940 Seq. ID 

104258 Strand 

30 End 

OJ990922_13 . 04 21 . C3 . ol . gs Method 

30 End 

none Score 
30. .686 

48940 Seq. ID 

104258 Strand 

30 End 

OJ990922_13 . 0421 . C3 . ol . tm Method 

30 End 

none Score 

30. .731, 37. .732, 728. .787, 729. .797 

48940 Seq. ID 

104258 Strand 

30 ■ End 

OJ990922_13.0421.C3.ol.np ■ Method 

33 End 

6409176 Score 
33. .904 

(AF140606) nitrate transporter [Oryza 

48940 Seq. ID 

104258 Strand 

30 End 

OJ990922_13 . 042 1 . C3 . ol . tc Method 

33 End 

none Score 

33. .731, 34. .732, 702. .794, 728. .793 

48940 * Seq. ID 

104258 J Strand 

30 End 

OJ990922_13 . 0421 . C3 . ol . ts Method 

66 End 

none Score 
66. .689, 67. .495, 728. .793 

48940 Seq. ID 

104258 Strand 
30 End 
OJ990922_13 . 0421 . C3 . ol . tw Method 
69 End 
none Score 
69. .371, 100. .363, 258. .368 

48941 Seq. ID 

104259 Strand 
573 End 
OJ990922_13.0421.C4.ol.gs Method 



514 
.55 



OJ990922_13.0421.C3 
904 

GENSCAN 
68 6 
.57 



OJ990922_13.0421.C3 
904 

TBLASTX: Maize 

797 

451 



OJ990922_13.0421.C3 
904 

AAT/NAP 

904 

733 

sativa] 

OJ990922_13.0421.C3 

904 

TBLASTX: Cress 

794 

375 

OJ990922_13.0421.C3 
904 

TBLASTX: Soybean 

793 

82 

OJ990922_13.0421.C3 
904 

TBLASTX: Wheat 

371 

186 

OJ990922_13.0421.C4 
642 

GENSCAN 



50713 






Start 


573 








End 


642 








GI 


none 








Score 


.84 








Exons 


. 573. .642 


















Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


.C5 




Gene No. 


104260 








Strand 


+ 








Start 


1959 








End 


5139 








Name 


OJ990922 13 


.0421. 


CS.ol. 


gs 


Method 


GENSCAN 








Start 


1959 






End 


4676 








GI 


none 








Score 


.53 








Exons 


1959. .2064, 


2576. 


.2683, 


3133. 


.3306, 3392.. 3924, 


4604. .4676 




Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


.C5 




Gene No. 


104260 








Strand 


+ 








Start 


1959 








End 


5139 








Name 


OJ990922 13 


.0421. 


C5.o2. 


np 


Method 


AAT/NAP 








Start 


2833 








End 


5139 








GI 


4102839 








Score 


678 








Exons 


2833. .2981, 


3089. 


.3306, 


3392. 


.3924, 5102. .5139 








GI Descrip. 


(AF016713) 


LeOPTl 


[Lycopersicon esculentum] 








Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


.C5 




Gene No. 


104261 








Strand 










Start 


750 








End 


1615 








Name 


OJ990922 13 


.0421. 


CS.ol. 


np 


Method 


AAT/NAP 






i j 


Start 


750 








End 


1615 






ff! 


GI 


7160202 








Score 


142 






f[l 


Exons 


750. .1111, 


1323. . 


1615 












a » 


GI Descrip. 


(AJ272528) 


hypothetical 


protein [Scenedesmus obliquus] 




i , a 


Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


,C5 




Gene No. 


104262 








Strand 








: 


Start 


2870 








End 


3871 








Name 


OJ990922 13 


.0421. 


CS.ol. 


tc 


Method 


TBLASTX: 


Cress 






Start 


2870 








End 


3871 








GI 


none 








Score 


103 






""4 


Exons 


2870. .2983, 


3085. 


.3306, 


3132. 


.3263, 3466.. 3531', 


3488. .3580, 


r *■" 

. ^ 




3520. .3720, 


3524. 


.3871, 


3659. 


.3868 








f 1 


Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


,C5 




Gene No. 


104262 








Strand 










Start 


2870 








End 


3871 








Name 


OJ990922 13 


.0421. 


CS.ol. 


tw 


Method 


TBLASTX: 


Wheat 






Start 


2878 








End 


3231 








GI 


none 








Score 


110 








Exons 


2878. .2991, 


2879. 


.2983, 


3085. 


.3231, 3087. .3227 








Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


C5 




Gene No. 


104262 








Strand 










Start 


2870 








End 


3871 








Name 


OJ990922 13 


.0421. 


CS.ol. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


2894 








End 


3718 








GI 


none 








Score 


92 








Exons 


2894. .2983, 


3079. 


.3306, 


3132. 


.3278, 3181. .3315, 


3392. .3463, 






3472. .3510, 


3520. 


.3717, 


3524. 


.3718 










Seq. No. 


48942 








Seq. ID 


OJ990922 


_13.0421 


C5 



50714 




Gene No. 


104262 


Strand 






Start 


2870 


End 


3871 




Name 


OJ990922 13.0421.C5.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


3085 


End 


3697 




GI 


none 


Score 


251 




Exons 


3085.. 3321, 3096.. 3317, 3392 


..3697, 3459. .3671, 


3520. .3693 


Seq. No. 


48943 


Seq. ID 


OJ990922 


_13.0421.C7 


Gene No. 


104263 


Strand 


+ 




Start 


3774 


End 


3887 




Name 


OJ990922 13.0421.C7.ol.np 


Method 


AAT/NAP 




Start 


3774 


End 


3887 




GI 


6721547 


Score 


93 




Exons 


3774. .3887 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 





Seq. No. 


48944 


Seq. ID 


OJ990922_ 


_13. 


0421 


.C8 




Gene No. 


104264 


Strand 


+ 










Start 


121 


End 


667 










Name 


OJ990922 13.0421.C8.ol.gs 


Method 


GEN SCAN 










Start 


121 


End 


667 










GI 


none 


Score 


.53 










Exons 


121. .194, 303. .425, 574. .667 












. ^ 


Seq. No. 


48944 


Seq. ID 


OJ990922_ 


J.3. 


0421 


.C8 




Gene No. 


104265 


Strand 










p sr. 


Start 


890 


End 


1352 








f y 


Name 


OJ990922 13.0421.C8.o2.gs 


Method 


GENSCAN 










Start 


890 


End 


1352 










GI 


none 


Score 


.61 










Exons 


890. .967, 1182. .1352 














Seq. No. 


48944 


Seq. ID 


OJ990922 


_13. 


0421 


.C8 




Gene No. 


104266 


Strand 










r ^ 


Start 


1299 


End 


1600 










Name 


OJ990922 13.0421.C8.ol.np 


Method 


AAT/NAP 










Start 


1299 


End 


1600 








53. 


GI 


5042454 


Score 


71 










Exons 


1299. .1352, 1554. .1600 














GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



48945 Seq. ID 

104267 *' Strand 
1 End 
OJ990922_13. 0421 . C9 . ol .np Method 
1 End 
7228457 Score 
1..29, 548. .1394 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetrbSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ990922_13.0421.C9 
+ 

1394 
AAT/NAP 
1394 
1002 



48945 Seq. ID 

104267 Strand 

1 End 

OJ990 922_13 . 0421 . C9 . ol . gs Method 

585 End 



OJ990922_13.0421.C9 
+ 

1394 

GENSCAN 

1381 



50715 



GI 


none 


Score 


.78 




Exons 


585. .1381 








Seq. No. 


48945 


Seq. ID 


OJ990922_13. 


0421. C9 


Gene No. 


104268 


Strand 






Start 


1554 


End 


1677 




Name 


OJ990922 13.0421.C9.o2.np 


Method 


AAT/NAP 




Start 


1554 


End 


1677 




GI 


7523512 . 


Score 


147 




Exons 


1554. .1677 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48945 


Seq. ID 


OJ990922_13. 


0421. C9 


Gene No. 


104269 


Strand 






Start 


1730 


End 


1998 




Name 


OJ990922 13.0421.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


973 


End 


1240 




GI 


none 


Score 


260 




Exons 


973. .1236, 974. .1240 








Seq. No. 


48945 


Seq. ID 


OJ990922_13. 


0421. C9 


Gene No. 


104269 


Strand 






Start 


1730 


End 


1998 




Name 


OJ990922 13.0421.C9.o3.np 


Method 


AAT/NAP 




Start 


1730 


End 


1998 




GI 


5922623 


Score 


57 




Exons 


1730.. 1805, 1973.. 1998 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj |BAA85199.1| 


(AP000570) : 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


48946 


Seq. ID 


OJ990922_13. 


0421. C10 


Gene No. 


104270 


Strand 


+ 




Start 


1 


End 


156 




Name 


OJ990922 13.0421.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


156 




GI 


5042454 


Score 


65 




Exons 


1..26, 103. .156 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


48946 


Seq. ID 


OJ990922_13. 


0421. C10 


Gene No. 


104271 


Strand 


+ 




Start 


209 


End 


592 




Name 


OJ990922 13.0421.C10.ol.gs 


Method 


GENSCAN 




Start 


209 


End 


592 




GI 


none 


Score 


.74 




Exons 


209. .592 








Seq. No. 


48946 


Seq. ID 


OJ990922_13. 


0421. C10 


Gene No. 


104272 


Strand 


+ 




Start 


874 


End 


3843 




Name 


OJ990922 13.0421.C10.o2.np 


Method 


AAT/NAP 




Start 


874 


End 


3843 




GI 


6721547 


Score 


85 




Exons 


874. .965, 3810. .3843 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 



50716 



Seq. No. 48946 Seq. ID OJ990922_13 . 0421 . CIO 

Gene No. 104272 Strand + 

Start 874 End 3843 

Name OJ990922JL3 . 0421 . CIO . o3 . np Method AAT/NAP 

Start 910 End 2786 

GI 2160144 Score 165 

Exons 910.. 953, 2154.. 2259, 2311.. 2786 

GI Descrip. (AC000375) Strong similarity to Arabidopsis oligopeptide 
transporter (gb 1X77503). [Arabidopsis thaliana] 





Seq. No. 


48946 




Seq. ID 


OJ990922 




Gene No. 


104272 




Strand 


+ 




Start 


874 




End 


3843 




Name 


OJ990922 13. 0421. C10. o4 


.np 


Method 


AAT/NAP 




Start 


1963 




End 


2786 




GI 


6822060 




Score 


141 




Exons 


1963. .2786 










GI Descrip. 


(AL132957) peptide transport- 


like protein [Arab 




Seq. No. 


48946 




Seq. ID 


OJ990922 




Gene No. 


104273 




Strand 


— 




Start 


2574 




End 


3245 




Name 


OJ990922 13. 0421. C10. o2 


.gs 


Method 


GEN SCAN 


— 


Start 


2574 




End 


3245 


ST 


GI 


none 




Score 


.42 


J 

n 


Exons 


2574. .2734, 3053. .3245 








: f 


Seq. No. 


48947 




Seq. ID 


OJ990922 




Gene No. 


104274 




Strand 


+ 




Start 


1106 




End 


1414 


^ 


Name 


OJ990922 13.0421.Cll.ol 


.np 


Method 


AAT/NAP 


■j 


Start 


1106 




End 


1414 


LJ 


GI 


7523517 




Score 


302 




Exons 


1106. .1414 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48947 




Seq. ID 


OJ990922 


- 


Gene No. 


104275 




Strand 




3 


Start 


1145 




End 


1261 


3 


Name 


OJ990922 13.0421.Cll.ol 


.gs 


Method 


GEN SCAN 




Start 


1145 




End 


1261 




GI 


none 




Score 


.8 




Exons 


1145. .1261 










Seq. No. 


48948 




Seq. ID 


OJ990922 




Gene No. 


104276 




Strand 


+ 




Start 


61 




End 


1058 




Name 


OJ990922 13.0421.C12.ol 


.gs 


Method 


GENSCAN 




Start 


61 




End 


1058 




GI 


none 




Score 


.69 




Exons 


61. .386, 489. .1058 










Seq. No. 


48949 




Seq. ID 


OJ990922 




Gene No. 


104277 




Strand 


+ 




Start 


1 




End 


1930 




Name 


OJ990922 13.0421.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1930 



50717 



GI 7228457 Score 1331 

Exons 1..158, 301.. 988, 1043.. 1930 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 48949 Seq. ID 

Gene No. 104277 Strand 

Start 1 End 

Name OJ990922_13 . 0421 . C13 . o2 . tw Method 

Start 487 End 

GI none Score 
Exons 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Wheat 

942 

135 



487. .669, 49S..668, 706. .942, 708. .932 



Seq. No. 48949 Seq. ID 

Gene No. 104277 Strand 

Start 1 End 

Name OJ990922JL3 . 0421 . C13 . ol . tw Method 

Start 1134 End 

GI none Score 

Exons 1134.. 1589, 1135.. 1590 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Wheat 

1590 

530 



Seq. No. 48949 

Gene No. 104277 

Start 1 

Name OJ990922_13 . 0421 . C13 . o2 . ts 

Start 1174 

GI none 

Exons 1174.. 1389, 1405.. 1539 

Seq. No. 48949 

Gene No. 104277 

Start 1 

Name OJ990922_13 . 0421 . C13 . ol . tm 

Start 1270 

GI none 

Exons 1270.. 1620, 1299.. 1619 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Soybean 

1539 

92 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Maize 

1620 

396 



Seq. No. 48949 Seq. ID 

Gene No. 104277 Strand 

Start 1 End 

Name OJ990922_13 . 0421 . C13 . o3 . tw Method 

Start 1590 End 

GI none Score 

Exons 1590.. 1649, 1591.. 1908, 1758.. 1907 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Wheat 

1908 

335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48949 Seq. ID 

104277 Strand 

1 End 
OJ990922_13 . 0421 . C13 . o2 . tm Method 

1624 End 

none Score 

1624... 1929, 1690.. 1917, 1746.. 1928 



OJ990922_13.0421.C13 
+ 

1930 

TBLASTX: Maize 

1929 

256 



Seq. No. 
Gene No. 
Start 



48949 

104277 

1 



Seq. ID OJ990922_13.0421.C13 
Strand + 
End 1930 



50718 



Name 

Start 

GI 

Exons 



OJ990922_13 . 0421 . C13 . ol . ts Method 

1681 End 

none Score 
1681. .1917, 1818. .1916 



TBLASTX : Soybean 

1917 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48950 
104278 
1 

OJ990922_13.04 21.C14.ol.np 
1 

5902445 
1..571, 611. .1854 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990922_13.0421.C14 



Strand 
End 

Method 

End 

Score 



+ 

1854 
AAT/NAP 
1854 
1492 



48950 

104278 

1 

OJ990922_13.04 21.C14.ol.gs 
66 

none 



Seq. ID OJ990922_13.0421.C14 



Strand 
End 

Method 

End 

Score 



+ 

1854 
GENSCAN 
1692 
.92 



66. .150, 266. .422, 469. .925, 1051. .1692 





Seq. No. 


48950 


Seq. ID 


OJ990922_13.0421 


.C14 




Gene No. 


104279 


Strand 








Start 


2428 


End 


4551 






Name 


OJ990922 13.0421.C14.ol.tm 


Method 


TBLASTX: Maize 




r? 


Start 


731 


End 


1035 




y 


GI 


none 


Score 


96 




j 


Exons 


731. .832, 822. .1034, 823. .1035 






x£ 


Seq. No. 


48950 


Seq. ID 


OJ990922_13.0421 


.C14 


=3 
_3 


Gene No. 


104279 


Strand 






; a 


Start 


2428 


End 


4551 






Name 


OJ990922 13.0421.C14.o2.tw 


Method 


TBLASTX: Wheat 




3 


Start 


861 


End 


1215 




. H 


GI 


none 


Score 


341 






Exons 


861. .917, 862. .1215, 972. .1205 








Seq. No. 


48950 


Seq. ID 


OJ990922_13.0421 


.C14 




Gene No. 


104279 


Strand 








Start 


2428 


End 


4551 






Name 


OJ990922 13.0421.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1237 


End 


1845 






GI 


none 


Score 


353 






Exons 


1237. .1689, 1386. .1493, 1714.. 


1845, 1719. .1844 





Seq. No. 48950 Seq. ID 

Gene No. 104279 Strand 

Start 2428 End 

Name OJ990922_13 . 0421 . C14 . o2 . tm Method 

Start 1459 End 

GI none Score 

Exons 1459.. 1722 



OJ990922_13.0421.C14 
4551 

TBLASTX: Maize 

1722 

181 



Seq. No. 
Gene No. 
Start 



48950 

104279 

2428 



Seq. ID 

Strand 

End 



OJ990922 13.0421.C14 



4551 



50719 



Name 

Start 

GI 

Exons 



OJ990922_13 . 0421 . C14 . o2 . gs Method GENS CAN 
2428 End 4484 

none Score . 67 

2428.-2963, 3023. .3168, 3311. .3747, 3766. .4075, 4158. .4216, 
4287. .4484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48950 

104279 

2428 

OJ990922_13 . 0421 . C14 . o2 . np 

3310 

6721561 



OJ990922 13.0421.C14 



Seq. ID 
Strand 

End 4551 
Method AAT/NAP 
End 4551 
Score 1138 
3310. .4075, 4158. .4216, 4287. .4551 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | clbj | BAA90372 . 1 1 (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


48951 




Seq. ID 


OJ990922_13, 


.0421. 


.CIS 


Gene No. 


104280 




Strand 


+ 






Start 


683 




End 


1179 






Name 


OJ990922 13.0421.C15.o2 


. np 


Method 


AAT/NAP 






Start 


683 




End 


1179 






GI 


7523517 




Score 


257 






Exons 


683. .991, 1142. .1179 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


48951 




Seq. ID 


OJ990922_13, 


.0421. 


.CIS 


Gene No. 


104281 




Strand 


+ 






Start 


2728 




End 


3453 






Name 


OJ990922 13.0421.C15.o3 


.np 


Method 


AAT/NAP 






Start 


2728 




End 


3453 






GI 


4105794 




Score 


182 






Exons 


2728.. 2791, 2959.. 3030, 


3158. .3453 








GI Descrip. 


(AF049928) PGP224 [Petunia 


x hybrida] 








Seq. No. 


48951 




Seq. ID 


OJ990922_13. 


.0421. 


C15 


Gene No. 


104282 




Strand 








Start 


1 




End 


237 






Name 


OJ990922 13.0421.C15.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


237 






GI 


6721558 




Score 


128 






Exons 


1. .237 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








gil 6815083 Idbj IBAA90369 


.11 


(AP001081) ] 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


48951 - 




Seq. ID 


OJ990922_13. 


,0421. 


C15 


Gene No. 


104283 




Strand 








Start 


138 




End 


496 






Name 


OJ990922 13.0421.C15.ol 


.gs 


Method 


GENS CAN 






Start 


138 




End 


496 






GI 


none 




Score 


.84 






Exons 


138. .496 












Seq. No. 


48952 




Seq. ID 


OJ990922_13. 


,0421. 


C16 



50720 



Gene No. 104284 

Start 1579 

Name OJ990922_13 . 0421 .C16 . ol . gs 

Start 1579 

GI none 

Exons 1579.. 2741, 3459.-3642 

Seq. No. 48952 

Gene No. 104284 

Start 1579 

Name OJ990922_13 . 0421 . C16 . ol . tc 

Start 1780 

GI none 
Exons 



Strand 
End 

Method 

End 

Score 



3642 
;G EN SCAN 
3642 
.98 



Seq. ID OJ990922_13.0421.C16 
Strand 

End 3642 

Method TBLASTX : Cress 

End 2568 

Score 81 



1780. .1890, 1972. .2112, 1994. .2110, 2105. .2269, 2107. .2292, 
2317. .2568, 2327. .2461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48952 

104284 

1579 

OJ990922_13.0421.C16.ol.tm 

1786 

none 



Seq. ID OJ990922_13.0421.C16 
Strand 

End 3642 

Method TBLASTX : Mai ze 

End 2664 

Score 66 



1786. .1887, 1987. .2109, 1994. .2113, 2110. .2289, 2126. .2200, 
2311. .2574, 2333. .2503, 2632. .2664 



ffh Seq. No. 

:]l Gene No. 

^ Start 

S3 Name 

LlS Start 

^3 GI 

Exons 



48952 

104284 

1579 

OJ990922_13.0421.C16.ol.ts 

1972 

none 



Seq. ID OJ990922_13.0421.C16 
Strand 

End 3642 

Method TBLASTX : Soybean 

End 2 67 9 

Score 77 



1972. .2103, 1994. .2131, 2113. .2298, 2129. .2269, 2299. .2460, 
2321. .2461, 2497. .2574, 2629.-2679 



[3 Seq. No. 

Gene No. 

il Start 

[ a Name 

li Start 

U GI 

ij Exons 



48952 

104284 

1579 

.OJ990922_13.0421.C16.ol.tw 
1972 
none 



Seq. ID OJ990922_13.0421.C16 
Strand 

End 3642 

Method TBLASTX : Wheat 

End 2368 

Score 75 



1972. .2097, 1973. .2101, 2125. .2280, 2132. .2269, 2272. .2367, 
2306. .2368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990922_13.0421.C16 
Strand 

End 3642 

Method AAT/NAP 

End 2544 

Score 730 



48952 
104284 
1579 

OJ990922_13.0421.C16.ol.np 
2008 
7243648 
2008. .2544 

(AF230502) serine/threonine protein kinase [Oryza sativa subsp. 
japonica] 



Seq. No. 
Gene No. 
Start 
Name 



48953 

104285 

170 

OJ990922_13.0421.C17.ol.gs 



Seq. ID OJ990922_13.0421.C17 

Strand + 

End 1113 

Method GENSCAN 



50721 



Start 
GI 

Exons 



170 End 1113 

none Score .43 

170. .261, 508. .655, 1037. .1113 



Seq. No. 48954 

Gene No. 104286 

Start 34 

Name OJ990922_13. 0421 . C18 . ol . gs 

Start 34 

GI none 

Exons 34 . . 713 



Seq. ID OJ990922_13.0421.C18 
Strand 

End 713 

Method GENSCAN 

End 713 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
% t Start 
U GI 
£i1 Exons 

Seq. No. 
f.l Gene No. 
Start 
Name 
Start 
GI 

Exons 



u 

v if 



r ~j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48955 

104287 

420 

OJ990922_13.0421.C19.ol.gs 

420 

none 



Seq. ID OJ990922_13.0421.C19 
Strand 

End 1829 

Method GENSCAN 

End 1829 

Score .56 



420. .561, 685. .889, 914. .982, 1341. .1424, 1739. .1829 



48956 

104288 

960 

OJ990922_13.0421.C21.ol.tw 

942 

none 



Seq. ID OJ990922_13.0421.C21 
Strand 

End 1393 

Method TBLASTX : Wheat 

End 1307 

Score 58 



942. .1091, 1009. .1092, 1116. .1307, 1117. .1299, 1194. .1304 



48956 

104288 

960 

OJ990922_13.0421.C21.ol.gs 

960 

none 

960. .1335 



Seq. ID OJ990922_13.0421.C21 
Strand 

End 1393 

Method GENSCAN 

End 1335 

Score .73 



48956 
104288 
960 

OJ990922_13 . 0421 . C21 . ol . np 
966 

6409176 
966. .1393 

(AF140606) nitrate transporter [Oryza sativa] 



Seq. ID OJ990922_13.0421.C21 
Strand 

End 1393 

Method AAT/NAP 

End 1393 

Score 321 



Seq. No. 


48956 










Seq. ID 


Gene No. 


104288 










Strand 


Start 


960 










End 


Name 


OJ990922 13 


.0421 


.C21. 


ol 


.ts 


Method 


Start 


975 










End 


GI 


none 










Score 


Exons 


975. .1313, 


1161. 


.1304 








Seq. No. 


48956 










Seq. ID 


Gene No. 


104288 










Strand 


Start 


960 










End 


Name 


OJ990922 13 


.0421 


.C21. 


ol 


.tc 


Method 



1393 

TBLASTX : Soybean 

1313 

58 



1393 

TBLASTX: Cress 



50722 




Start 


981 








End 


1316 


GI 


none 








Score 


67 


Exons 


981. .1091, 1116... 


1316, 


1198 


. .1311 




Seq. No. 


48957 








Seq. ID 


OJ990922_13.0421.C22 


Gene No. 


104289 








Strand 




Start 


1 








End 


2151 


Name 


OJ990922 13 


.0421. 


C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1130 


GI 


4102839 








Score 


722 


Exons 


1..587, 691 


. .884, 


986. . 


1130 






GI Descrip. 


(AF016713) LeOPTl 


[Lycopersicon esculentum] 


Seq. No. 


48957 








Seq. ID 


OJ990922 13.0421.C22 


Gene No. 


104289 








Strand 




Start 


1 








End 


2151 


Name 


OJ990922 13 


.0421. 


C22 .ol 


,gs 


Method 


GENS CAN 


Start 


28 








End 


2151 


GI 


none 








Score 


.46 


Exons 


28. .563, 667. .916 


, 2099 


. .2151 




Seq. No. 


48957 








Seq. ID 


OJ990922 13.042i.C2z 


Gene No. 


104290 








Strand 




Start 


4078 








End 


518 6 


Name 


OJ990922 13 


. 0421 . 


C22 .o2 


.gs 


Method 


GEN SCAN 


Start 


4078 








End 


5186 


GI 


none 








Score 


.57 


Exons 


4078 . . 4105, 


4 67 3 . 


.4719, 


511 


B . . 518 6 




Seq. No. 


48957 








Seq. ID 


OJ990922 13.0421.C22 


Gene No. 










Oil Cll L\Ji 




Start 


5160 








End 


6713 


Name 


OJ990922 13 


0421. 


C22 . ol 


.tc 


Method 


TBLASTX : Cress 


Start 


25 








End 


1091 


GI 


none 








Score 


277 


Exons 


25. .507, 36 


.506, 


677 . . 


886, 


694. .888, 


984. .1091, 985. .1089 


Seq. No. 


48957 








Seq. ID 


TA AA AAA 1*5 A /I A 1 /"t A A 

OJ990922 13.0421.C22 


Gene No. 


104291 








Strand 




Start 


5160 








End 


6713 


Name 


OJ990922 13 


0421. 


C22.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


25 








End 


483 


GI 


none 








Score 


168 


Exons 


25. .303, 27 


.305, 


267. . 


380, 


360. .476, 


361. .480, 427. .483 


Seq. No. 


48957 








Seq. ID 


OJ990922_13.0421.C22 


Gene No. 


104291 








Strand 




Start 


5160 








End 


6713 


Name 


OJ990922 13 


0421. 


C22.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


27 








End 


194 


GI 


none 








Score 


103 


Exons 


27. .194, 28 


.189 










Seq. No. 


48957 








Seq. ID 


OJ990922_13.0421.C22 


Gene No. 


104291 








Strand 




Start 


5160 








End 


6713 


Name 


OJ990922 13. 


0421. 


C22.ol 


.ts 


Method 


TBLASTX : Soybean 



50723 



Start 


249 


End 


1091 






GI 


none 


Score 


159 






Exons 


249. ..506, 250. .489, 528 


..587, 688. .888 


, 984. .1091 






Seq. No. 


48957 


Seq. ID 


OJ990922_13. 


0421 


.C22 


Gene No . 


104291 


Strand 








Start 


5160 


End 


6713 






Name 


OJ990922 13.0421.C22.o2 


.tm Method 


TBLASTX: Maize 




Start 


646 


End 


1074 






GI 


none 


Score 


101 






Exons 


646. .897, 662. .886, 984 


..1073, 985. .1074 






Seq. No. 


48957 


Seq. ID 


OJ990922_13. 


0421 


.C22 


Gene No . 


104291 


Strand 








Start 


5160 


End 


6713 






Name 


OJ990922 13.0421.C22.ol 


. tw Method 


TBLASTX: Wheat 




Start 


749 


End 


1073 






GI 


none 


Score 


78 






Exons 


749. .886, 751. .888, 984 


. .1073 








Seq. No. 


48957 


Seq. ID 


OJ990922_13. 


0421 


.C22 


Gene No . 


104291 


Strand 


— 






Start 


5160 


End 


6713 






Name 


OJ990922 13.0421.C22.o2 


,np Method 


AAT/NAP 






Start 


5160 


End 


6713 






GI 


6539588 


Score 


107 






Exons 


5160.. 5313, 6529.. 6713 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


48958 


Seq. ID 


OJ990922_13. 


0421 


.C23 


Gene No . 


104292 


Strand 








Start 


61 


End 


2838 






Name 


OJ990922 13.0421.C23.ol 


. gs Method 


GENSCAN 






Start 


61 


End 


2838 






GI 


none 


Score 


.57 






Exons 


61. .1958, 2286. .2414, 2745. .2838 








Seq. No. 


48958 


Seq. ID 


OJ990922_13. 


0421 


.C23 


Gene No. 


104292 


Strand 








Start 


61 


End 


2838 






Name 


OJ990922 13.0421.C23.ol 


. np Method 


AAT/NAP 






Start 


870 


End 


2838 






GI 


7523502 


Score 


148 






Exons 


870. .927, 2322. .2432, 2745. .2838 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


48959 


Seq. ID 


OJ990922_13. 


0421 


.C24 


Gene No . 


104293 


Strand 


+ 






Start 


123 


End 


184 






Name 


OJ990922 13.0421.C24.ol 


. gs Method 


GENSCAN 






Start 


123 


End 


184 






GI 


none 


Score 


.9 






Exons 


123. .184 










Seq. No. 


48959 


Seq. ID 


OJ990922_13. 


0421 


.C24 


Gene No. 


104294 


Strand 








Start 


1489 


End 


3766 







50724 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990922_13.0421.C24.ol.np 

1489 

5042463 

1489. .1707, 2372. .2503, 2555. 



Method AAT/NAP 
End 3766 
Score 180 
.2636, 3729.-3766 



(AC007789) unknown protein [Oryza sativa] 



Seq. No. 


48959 




Seq. ID 


OJ990922_13.0421 


.C24 


Gene No. 


104295 




Strand 






Start 


1148 




End 


2572 




Name 


OJ990922 13.0421.C24 . o2 


.gs 


Method 


GEN SCAN 




Start 


1148 




End 


2572 




GI 


none 




Score 


.79 




Exons 


1148. . 1370, 1814 . . 1830, 


2492 


. .2572 






Seq. No. 


48960 




Seq. ID 


OJ990922_13.0421 


..C25 


Gene No. 


104296 




Strand 


+ 




Start 


9 




End 


1960 




Name 


OJ990922 13.0421.C25.ol 


.gs 


Method 


GENSCAN 




Start 


9 




End 


1728 




GI 


none 




Score 


.45 




Exons 


9. .76, 1323. . 1728 










Seq. No. 


48960 




Seq. ID 


OJ990922JL3.0421 


.C25 


Gene No. 


104296 




Strand 


+ 




Start 


9 




End 


1960 




Name 


OJ990922 13.0421.C25.ol 


.np 


Method 


AAT/NAP 




Start 


1361 




End 


1960 




GI 


7228463 




Score 


370 




Exons 


1361. .1407, 1518. .1707, 


1840 


. .1960 






GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 






gi| 7242900 |dbj IBAA924 98 


11 (AP001383) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


48961 




Seq. ID 


OJ990922_13.0421 


.C26 


Gene No. 


104297 




Strand 


+ 




Start 


958 




End 


1056 




Name 


OJ990922 13.0421.C26.ol 


gs 


Method 


GENSCAN 




Start 


958 




End 


1056 




GI 


none 




Score 


.8 




Exons 


958. .1056 










Seq. No. 


48962 




Seq. ID 


OJ990922JL3.0421 


.C28 


Gene No. 


104298 




Strand 






Start 


1 




End 


2724 




Name 


OJ990922 13.0421.C28.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


1069 




GI 


7444442 




Score 


428 




Exons 


1..41, 205. .1069 










GI Descrip. 


gag/pol polyprotein - maize 


retrotransposon Hopscotch 





gi I 5313891 gb|AAA57005. 1| (U12626) 
Hopscotch polyprotein [Zea mays] 



copia-like retrotransposon 



Seq. No. 48962 Seq. ID 

Gene No. 104298 Strand 

Start 1 End 

Name OJ990922_13 . 0421 . C28 . ol . gs Method 

Start 439 End 



OJ990922_13.0421.C28 

2724 

GENSCAN 

2724 



50725 




GI 


none 




Score 


.7 




Exons 


439. .767, 784. .1019, 1631. .1675, 2661. 


.2724 




Seq. No. 


48962 




Seq. ID 


OJ990922_13.0421. 


C28 


Gene No. 


104298 




Strand 






Start 


1 




End 


2724 




Name 


OJ990922 13.0421.C28.o2 


. np 


Method 


AAT/NAP 




Start 


1132 




End 


1297 




GI 


7340868 




Score 


153 




Exons 


1132. .1297 










GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48962 




Seq. ID 


OJ990922_13.0421. 


C28 


Gene No. 


104299 




Strand 






Start 


3370 




End 


4478 




Name 


OJ990922 13.0421.C28.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


438 




End 


743 




GI 


none 




Score 


191 




Exons 


438. .743 










Seq. No. 


48962 




Seq. ID 


OJ990922_13.0421. 


C28 


Gene No. 


104299 




Strand 






Start 


3370 




End 


4478 




Name 


OJ990922 13.0421.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


558 




End 


862 




GI 


none 




Score 


143 




Exons 


558. .848, 577. .840, 593 


. .862, 


714. .848 






Seq. No. 


48962 




Seq. ID 


OJ990922_13.0421. 


C28 


Gene No. 


104299 




Strand 






Start 


3370 




End 


4478 




Name 


OJ990922 13.0421.C28.o2 


. gs 


Method 


GENSCAN 




Start 


3370 




End 


4478 




GI 


none 




Score 


.85 




Exons 


3370. .3491, 3546. .3678, 


3951. 


.4092, 4222. .4478 




Seq. No. 


48963 ' 




Seq. ID 


OJ990922_13.0421. 


C29 


Gene No. 


104300 




Strand 






Start 


1 




End 


1908 




Name 


OJ990922 13.0421.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1908 




GI 


2160144 




Score 


151 




Exons 


1..35, 1258. .1650, 1711 


. .1908 








GI Descrip. 


(AC000375) Strong similarity to Arabidopsis oligopeptide 




transporter (gb | X77503 ) 


. [Arabidopsis 


thaliana] 




Seq. No. 


48964 




Seq. ID 


OJ990922_13.0421. 


C31 


Gene No. 


104301 




Strand 


+ 




Start 


55 




End 


1922 




Name 


OJ990922 13.0421.C31.ol 


.np 


Method 


AAT/NAP 




Start 


55 




End 


1922 




GI 


2160144 




Score 


434 




Exons 


55. .199, 298. .542, 592. 


.1083, 


1903. .1922 




GI Descrip. 


(AC000375) Strong similarity 


to Arabidopsis oligopeptide 




transporter (gb 1X77503) 


. [Arabidopsis 


thaliana] 




Seq. No. 


48964 




Seq. ID 


OJ990922_13.0421. 


C31 



50726 




Gene No. 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13.0421.C31.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


88 






End 


954 


GI 


none 






Score 


93 


Exons 


88. .201, 


291. .485, 333. 


.515, 


341. .517, 


341. .520, 682. .834, 




683. . 829, 


865. . 954 








Seq. No. 


48964 






Seq. ID 


OJ990922_13.0421.C31 


Gene No. 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13.0421.C31.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


94 






End 


496 


GI 


none 






Score 


112 


Exons 


94. .198, 


97. .201, 291. . 


485, 


296. .487, 


323. .496 


Seq. No. 


48964 






Seq. ID 


OJ990922_13.0421.C31 


Gene No. 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13.0421.C31.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


96 






End 


440 


GI 


none 






Score 


105 


Exons 


96. .209, 


97. .204, 291. . 


440, 


335. .436 




Seq. No. 


48964 






Seq. ID 


OJ990922_13.0421.C31 


Gene No.' 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13. 0421.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


303 






End 


834 


GI 


none 






Score 


228 


Exons 


303. . 542, 


305..526, 662 


. .829 


, 663. .827 


, 665. .829, 676. .834 


Seq. No. 


48964 






Seq. ID 


OJ990922_13.0421.C31 


Gene No. 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13.0421.C31.ol 


. as 


Method 


GENS CAN 


Start 


351 






End 


892 


GI 


none 






Score 


.88 


Exons 


351. .515, 


608. .892 








Seq. No. 


48964 






Seq. ID' 


OJ990922_13.0421.C31 


Gene No. 


104301 






Strand 


+ 


Start 


55 






End 


1922 


Name 


OJ990922 


13.0421.C31.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


682 






End ' 


924 


GI 


none 






Score 


179 . 


Exons 


682 . .861, 


683. . 829, 712 


..861, 865., 924 




Seq. No. 


48965 






Seq. ID 


OJ990922 13.0421.C32 


Gene No. 


104302 






Strand 


+ ~~ 


Start 


1 






End 


415 


Name 


OJ990922 


13.0421.C32.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


403 


GI 


4102839 






Score 


323 


Exons 


1. .403 











GI Descrip. (AF016713) LeOPTl [Lycopersicon esculentum] 



50727 



Seq. No. 48965 Seq. ID 

Gene No. 104302 Strand 

Start 1 End 

Name OJ990922_13 . 0421 . C32 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5 . .415 



OJ990922_13.0421.C32 
+ 

415 

GEN SCAN 

415 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
2 If Gene No. 
C ! "l Start 
fyj Name 
fi Start 

hi GI 

Exons 

FLl Seq. No. 
s Gene No. 
n Start 
-~ 1 Name 
Start 

%J Exons 

£. -J 

£3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



48965 Seq. ID 

104302 Strand 

1 End 
OJ990922_13.0421.C32.ol.ts Method 

10 End 

none Score 

10. .225, 50. .388, 280. .387 

48965 Seq. ID 

104302 Strand 

1 End 
OJ990922_13.0421.C32.ol.tc Method 

16' End 

none Score 

16. .225, 47. .388, 277. .387 

48965 Seq. ID 

104302 Strand 

1 End 
OJ990922_13 . 0421 . C32 . ol . tm Method 

16 End 

none Score 

16. .222, 50. .391, 280. .393 

48965 Seq. ID 

104302 Strand 

1 End 
OJ990922_13 . 0421 . C32 . ol . tw Method 

65 End 

none Score 
65. .367, 73. .405 



OJ990922_13.0421.C32 
+ 

415 

TBLASTX: Soybean 

388 

298 



OJ990922_13.0421.C32 
+ 

415 

TBLASTX: Cress 

388 

303 



OJ990922_13.0421.C32 
+ 

415 

TBLASTX: Maize 

393 

301 



OJ990922_13.0421.C32 
+ 

415 

TBLASTX: Wheat 

405 

253 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_ 
+ 

1923 
AAT/NAP 
1923 
569 



13.0421.C33 



48966 
104303 
1177 

OJ990922_13.0421.C33.ol.np 
1177 
6069646 

1177. .1440, 1723. .1923 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



(AC005315) 
Similar to 



48966 Seq. ID 

104304 Strand 

1156 End 

OJ990922_13 . 04 21 . C33 . ol . gs Method 



OJ990922_13.0421.C33 

1920 
GENS CAN 



50728 



C3 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1156 End 
none Score 
1156. .1473, 1524. .1646, 1747. .1920 

48966 Seq. ID 

104304 Strand 

1156 End 
OJ990922_13 . 0421 . C33 . ol . tm Method 

1173 End 

none Score 

1173. .1661, 1177. .1659 

48966 Seq. ID 

104304 Strand 
1156 End 
OJ990922_13 . 0421 . C33 . ol . tw Method 
1300 End 
none Score 
1300. .1602, 1606. .1740 

48967 Seq. ID 

104305 Strand 
1 End 
OJ990922_13 . 0421 . C34 . ol . np Method 
1 End 
6069646 Score 
1. .526 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



1920 
.78 



OJ990922_13.0421.C33 
1920 

TBLASTX: Maize 

1661 

395 



OJ990922_13.0421.C33 
1920 

TBLASTX: Wheat 

1740 

159 



OJ990922_ 
+ 

1307 
AAT/NAP 
526 
713 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase. 



13.0421.C34 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



'"4 



Seq. No. 


48967 


Seq. ID 


OJ990922 


_13. 


0421 


.C34 


Gene No. 


104305 


Strand 


+ 








Start 


1 


End 


1307 








Name 


OJ990922 13.0421.C34.ol.gs 


Method 


GENSCAN 








Start 


113 


End 


1307 








GI 


none 


Score 


.81 








Exons 


113. .293, 1276. .1307 












Seq. No. 


48967 


Seq. ID 


OJ990922 


_13. 


0421 


.C34 


Gene No. 


104306 


Strand 


+ 








Start 


2416 


End 


3330 








Name 


OJ990922 13.0421.C34.o2.np 


Method 


AAT/NAP 








Start 


2416 


End 


3330 








GI 


4102839 


Score 


247 








Exons 


2416. .2473, 2722. .2808, 3113 


. .3330 










GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 








Seq. No. 


48967 


Seq. ID 


OJ990922 


_13. 


0421 


.C34 


Gene No. 


104307 


Strand 










Start 


3109 


End 


3335 








Name 


OJ990922 13.0421.C34.ol.tm 


Method 


TBLASTX: 


Maize " 




Start 


15 


End 


517 








GI 


none 


Score 


219 








Exons 


15. .185, 32. .268, 172. .294, 


302. .517, 


310. .420 









50729 



Seq. No. 48967 

Gene No. 104307 

Start 3109 

Name OJ990922_13.0421.C34 ,ol. tw 

Start 47 

GI none 

Exons 47. .244, 365.. 400 



Seq. ID OJ990922_13.0421.C34 
Strand 

End 3335 

Method TBLASTX : Wheat 

End 400 

Score 203 



Seq. No. 48967 

Gene No. 104307 

Start 3109 

Name OJ990922_13 . 0421 . C34 . ol . tc 

Start 2697 

GI none 
Exons 



Seq. ID OJ990922_13.0421.C34 
Strand 

End 3335 

Method TBLASTX : Cress 

End 3335 

Score 100 



2697. .2810, 2729. .2812, 3111. .3335, 3112. .3303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48967 

104307 

3109 

OJ990922_13.0421.C34 .o2.tm 

2712 

none 



Seq. ID OJ990922_13.0421.C34 
Strand 

End 3335 

Method TBLASTX : Mai ze 

End 3335 

Score 118 



2712. .2810, 2723. .2812, 3111. .3335, 3112. .3303 



w Seq. No. 

C'i* Gene No. 

fLJ Start 

fj Name 

h Start 

^ Exons 



48967 

104307 

3109 

OJ990922_13.0421.C34.ol.ts 

2718 

none 



Seq. ID OJ990922_13.0421.C34 
Strand 

End 3335 

Method TBLASTX : Soybean 

End 3314 

Score 103 



2718. .2810, 2723. .2812, 3111. .3314, 3112. .3303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



48967 

104307 

3109 

OJ990922_13 . 0421 . C34 . o2 . gs 

3109 

none 

3109. .3320 



Seq. ID OJ990922_13.0421.C34 
Strand 

End 3335 

Method GENSCAN 

End 3320 

Score .79 



Seq. ID OJ990922_13.0421.C35 
Strand + 

250 

AAT/NAP 
250 
229 



48968 
104308 
1 

OJ990922_13.0421.C35.ol.np 
1 

1172704 
1. .250 

PEPTIDE TRANSPORTER PTR2-B (HISTIDINE TRANSPORTING PROTEIN) 

gi 1 633940 (L39082) transport protein [Arabidopsis thaliana] 

gi I 4406786 | gb |AAD20096.1| (AC006532) histidine transport protein 

(PTR2-B) [Arabidopsis thaliana] 



End 

Method 

End 

Score 



48968 

104309 

62 

OJ990922 13.0421.C35.ol.tc 



Seq. ID OJ990922_13.0421.C35 
Strand 

End 596 

Method TBLASTX : Cress 



50730 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1 

none 

1. .231, 2. .238 

48968 

104309 

62 

OJ990922_13.0421.C35.ol.tm 
1 

none 

1. .237, 2.. 238 

48968 

104309 

62 

OJ990922_13.0421.C35.ol.ts 
1 

none 

1.-231, 2. .244 

48968 

104309 

62 

OJ990922_13 . 0421 . C35 . ol . tw 
1 

none 

1.-177, 2. .253 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



48968 
104309 
62 

OJ990922_13.0421.C35.ol.gs 
62 

none 

62. .213, 518. .596 

48969 
104310 
276 

OJ990922_13.0421.C37.ol.gs 
276 . 
none 

276. .452, 788. .816, 1747. .1796 

48969 
104311 
1904 

OJ990922_13.0421.C37.ol.gp 
1904 

LIB3431-027-P1-K1-D5 
1904. .1981, 2052. .2097 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq.' ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



238 
189 



OJ990922_13.0421.C35 
596 

TBLASTX: Maize 

238 

206 



OJ990922_13.0421.C35 
596 

TBLASTX: Soybean 

244 

209 



OJ990922_13.0421.C35 
596 

TBLASTX: Wheat 

253 

176 



OJ990922_13.0421.C35 
596 

GEN SCAN 

596 

.72 



OJ990922_13.0421.C37 
+ 

1796 
GENSCAN 
1796 
.82 



OJ990922_13.0421.C37 

2097 
AAT/GAP 
2097 
205 



'2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb Z27084) . [Arabidopsis thaliana] 1 



48970 

104312 

1 



Seq. ID 

Strand 

End 



OJ990922_ 
+ 

939 



13.0421.C41 



50731 



Name OJ990922_13 . 0421 . C41 . o2 . np Method AAT/NAP 

Start 1 End 939 

GI 7228457 Score 291 

Exons 1..72, 237. .509, 746. .939 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 

Seq. No. 48970 Seq. ID OJ990922_13 . 0421 . C4 1 

Gene No. 104313 Strand 

Start 1 End 939 

Name OJ990922_13 . 0421 .C41 .ol .np Method AAT/NAP 

Start 1 End 939 

GI 6721562 Score 1123 

Exons 1..716, 867.. 939 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


48970 


Seq. ID 


OJ990922_13.0421.C41 


Gene No. 


104313 


Strand 




Start 


1 


End 


939 


Name 


OJ990922 13.0421.C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


82 


End 


634 


GI 


none 


Score 


92 


Exons 


82. .339, 116. .355, 322. .420, 


323. .415, 


427. .474, 599.-634 


Seq. No. 


48970 


Seq. ID 


OJ990922_13.0421.C41 


Gene No. 


104313 


Strand 




Start 


1 


End 


939 


Name 


OJ990922 13.0421.C41.ol.tm 


Method 


TBLASTX: Maize 


Start 


184 


End 


469 


GI 


none 


Score 


93 


Exons 


184. .432, 185. .469 






Seq. No. 


48971 


Seq. ID 


OJ990922_13.0421.C42 


Gene No. 


104314 


Strand 


+ 


Start 


755 


End 


1779 


Name 


OJ990922 13.0421.C42.ol.gs 


Method 


GENSCAN 


Start 


755 


End 


1779 


GI 


none 


Score 


.9 


Exons 


755. .1029, 1150. .1233, 1324. 


.1392, 1430. .1539, 1622. .1709, 




1755. .1779 






Seq. No. 


48971 


Seq. ID 


OJ990922_13.0421.C42 


Gene No. 


104315 


Strand 




Start 


561 


End 


1976 


Name 


OJ990922 13.0421.C42.ol.np 


Method 


AAT/NAP 


Start 


561 


End 


1976 


GI 


6539570 


Score 


179 


Exons 


561. .631, 815. .976, 1937. .1976 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48971 


Seq. ID 


OJ990922_13.0421.C42 


Gene No. 


104315 


Strand 





50732 



s.3 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1976 
AAT/NAP 
1227 
70 



OJ990922_13.0421.C42.o2.np 
1144 
6630699 
1144. .1227 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



48972 

104316 

1 

OJ990922_13.0421.C43.ol.np 
1 

5922620 

1..63, 335. .555, 659. .830, 



867 



Seq. ID 

Strand 

End 

Method 
End 
Score 
954, 



OJ990922 
+ 

1227 
AAT/NAP 
1227 
443 
1175. . 1227 



13.0421.C43 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



48973 Seq. ID 

104317 Strand 

551 End 
OJ990922_13 . 0421 . C45 . ol . gs Method 

551 End 

none Score 
551. .660 



OJ990922_13.0421.C45 
+ 

660 

GENSCAN 

660 

.64 



M GI 

*8 



Seq. No. 48973 

Gene No. * 104318 

Start 854 

Name OJ990922_13 . 0421 . C45 . ol . 

Start 854 

6815099 

Exons 854.. 890, 2029.. 2159 

GI Descrip. (AP001081) hypothetical 



np 



Seq. ID OJ990922__13.0421.C45 

Strand + 

End 2159 

Method AAT/NAP 

End 2159 

Score 82 



protein [Oryza sativa] 



C3 Seq. No. 


48973 








Seq. ID 


OJ990922 


tj Gene No. 


104319 








Strand 




Start 


1495 








End 


1885 


Name 


OJ990922 13. 


0421 


.C45.o2 


.gs 


Method 


GENSCAN 


Start 


1495 








End 


1885 


GI 


none 








Score 


.86 


Exons 


1495. .1563, 


1751 


. .1885 








Seq. No. 


48973 








Seq. ID 


OJ990922 


Gene No. 


104320 








Strand 




Start 


3122 








End 


4449 


Name 


OJ990922 13. 


0421 


.C45.o3 


.gs 


Method 


GENSCAN 


Start 


3122 








End 


4449 


GI 


none 








Score 


.82 


Exons 


3122. .3369, 


4399 


. . 4449 








Seq. No. 


48974 








Seq. ID 


OJ990922 


Gene No. 


104321 








Strand 





13.0421.C45 



50733 




Start 


670 




End 


883 




Name 


OJ990922 13.0421.C46.ol. 


gs 


Method 


GENSCAN 




Start 


670 




End 


883 




GI 


none 




Score 


.56 




Exons 


670. .883 










Seq. No. 


48975 




Seq. ID 


OJ990922_13.0421 


.C47 


Gene No . 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13.0421.C47.ol. 


gs 


Method 


GENSCAN 




Start 


12 : 




End 


2400 




GI 


none 




Score 


.98 




Exons 


12. .65, 102. .264, 1975.. 


2400 








Seq. No. 


48975 




Seq. ID 


OJ990922_13.0421 


.C47 


npnp No 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13.0421.C47.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


100 




End 


2307 




GI 


none 




Score 


154 




Exons 


100. .192, 196. .270, 1975 


..2307, 1982.. 


2224 




Seq. No, 


48975 




Seq. ID 


OJ990922JL3.0421 


.C47 


rjpnp No 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13.0421.C47.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


100 




End 


2308 




GI 


none 




Score 


203 




Exons 


100.. 192, 193.. 258, 1984 


..2307, 1985.. 


2308 




Seq. No. 


48975 




Seq. ID 


OJ990922_13.0421 


.C47 


Gene No. 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13.0421.C47.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


100 




End 


2308 




GI 


none 




Score 


140 




Exons 


100. .264, 101. .265, 1975 


..2121, 1976.. 


2119, 2125.. 2259, 






2125.. 2307, 2129. .2308 










Seq. No. 


48975 




Seq. ID 


OJ990922_13.0421 


.C47 


Gene No. 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13 0421 C47 ol 


gp 


Method 


AAT/GAP 




Start 


102 




End 


291 




GI 


65408 1.R1084 




Score 


378 




Exons 


102. .291 










GI Descrip. 


'217995/dbj IBAA02840I 1. 


0e-35 


(D13683) 


peroxidase [ Populus 




kitakamiensis] 1 










Seq. No. 


48975 




Seq. ID 


OJ990922_13.0421 


.C47 


Gene No. 


104322 




Strand 






Start 


12 




End 


2451 




Name 


OJ990922 13.0421.C47.ol. 


np 


Method 


AAT/NAP 




Start 


102 




End 


2397 




GI 


1491617 




Score 


432 




Exons 


102.. 264, 1975.. 2397 











GI Descrip. (X99952) peroxidase [Arabidopsis thaliana] 



50734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48975 . ,;, 

104322 * r 

12 

OJ990922_13.0421.C47.ol.tw 

1981 

none 



Seq. ID OJ990922_13.0421.C47 
Strand 
End 

Method 
End 
Score 



2451 

TBLASTX: Wheat 

2292 

57 



1981. .2097, 1994. .2035, 2098. .2292, 2144. .2278 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922 13.0421.C47 



-48975 
104322 
12 

OJ990922_13.0421.C47.o2.gp 
2000 

26353_1.R1084 
2000. .2451 

1 127 9654 /emb | CAA66037 | 5.0e-25 (X97351) peroxidase [Populus 
balsamifera subsp. trichocarpa] 1 



2451 
AAT/GAP 
2451 
832 



48976 



Seq. ID OJ990922_13.0421.C48 



104323 Strand + 

1 End 587 

OJ990922_13 . 04 21 . C4 8 . ol . gp Method AAT/GAP 

1 End 587 

87304_1.R1084 Score 1109 

1..587 

'167527 2.0e-15 (M91375) This sequence shows homology with 
Cucumber peroxidase.; peroxidase; putative [Cucumis sativus] 1 



Seq. No. 48976 Seq. ID 

Gene No. 104323 Strand 

Start 1 End 

Name OJ990922_13 . 0421 . C48 . ol . np Method 

Start 1 End 

GI 7433059 Score 

Exons 1..208, 386.. 439 

GI Descrip. probable peroxidase (EC 1.11.1.-), acidic - cucumber /(fragment) 
gi 1 167527 | gb IAAA33126.il (M91375) This sequence shows homology 
with Cucumber peroxidase.; peroxidase; putative [Cucumis 
sativus] 



OJ990922_13.0421.C48 
+ 

587 

AAT/NAP 

439 

131 



Seq. No. 48976 

Gene No. 104324 

Start 1035 

Name OJ990922_13 . 0421 . C48 . ol . tm 

Start 2 

GI none 

Exons 2. .205, 4. .204, 71. .208 

Seq. No. 48976 

Gene No. 104324 

Start 1035 

Name OJ990922_13 . 0421 . C48 . ol . tw 

Start 2 

GI none 

Exons 2. .184, 4. .183, 82. .186 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_13.0421.C48 
1192 

TBLASTX: Maize 

208 

256 



OJ990922_13.0421.C48 
1192 

TBLASTX: Wheat 

186 

240 



50735 



Seq. No. 48976 

Gene No. 104324 

Start 1035 

Name OJ990922_13. 0421 .C48 .o2 .gs 

Start 1035 

GI none 

Exons 1035.. 1192 



Seq. ID OJ990922_13.0421.C48 
Strand 

End 1192 

Method GENSCAN 

End 1192 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48977 

104325 

387 

OJ990922_13 . 0421 . C4 9 . ol . gs 

387 

none 



Seq. ID OJ990922_13.0421.C49 
Strand 

End 3503 

Method GENSCAN 

End 34 97 

Score .79 



387. .491, 677. .722, 1234. .2569, 3141. .3497 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48977 
104325 
387 

OJ990922_13.0421.C4 9.ol.np 
1257 
4102839 
1257. .2569, 3141. .3503 

(AF016713) LeOPTl [Lycopersicon esculentum] 



Seq. ID OJ990922_13.0421.C49 
Strand 

End 3503 

Method AAT/NAP 

End 3503 

Score 1113 



48977 

104325 

387 

OJ990922_13.0421.C4 9.ol.tw 

1288 

none 

1288. .1401, 1300. .1380, 1334. 
1497. .1595 



Seq. ID OJ990922_13.0421.C49 

Strand ' - 

End 3503 

Method TBLASTX : Wheat 

End 1603 

Score 53 

.1399, 1442. .1558, 1442. .1603, 



'•'4 



Seq. No. 48977 Seq. ID 

Gene No. 104325 Strand 

Start 387 End 
Name OJ990922_13 . 04 21 . C4 9 . ol . tm Method 

Start 1291 End 

GI none Score 

Exons 1291.. 1401, 1307.. 1399, 1442.. 1606, 1488, 

1770. .1985, 2030. .2071, 2076. .2198, 2078. 

2318. .2374, 2420. .2446 



OJ990922_13.0421.C49 
3503 

TBLASTX: Maize 
2446 
70 



.1607, 1679. 
.2206, 2273. 



.1984, 
.2323, 



Seq. No. 48977 
Gene No. 104325 
Start 387 

Name OJ990922_13 . 0421 . C4 9 . ol . tc 

Start 1297 
GI none 

Exons 1297.. 1401, 1303.. 1380, 1310. 

1488. .1598, 1679. .1984, 1770. 
2097. .2198, 2273. .2374, 2420. 



Seq. ID OJ990922_13.0421.C49 
Strand 

End 3503 
Method TBLASTX : Cress 
End 3383 
Score 54 

.1396, 1442. .1558, 1442. .1606, 
.1985, 2030. .2071, 2081. .2206, 
.2446, 3147. .3383 



Seq. No. 
Gene No. 
Start 



48977 

104325 

387 



Seq. ID 

Strand 

End 



OJ990922 13.0421.C49 



3503 



50736 




Name 


OJ990922 13. 


0421. 


C49.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1297 








End 


2374 




GI 


none 








Score 


101 




Exons 


1297. .1392, 


1442. 


.1606, 


1494 . 


.1610, 1679. .1822, 1829. .1984, 




2030. .2059, 


2120. 


.2188, 


2276. 


.2374 






Seq. No. 


48977 








Seq. ID 


OJ990922_13.0421. 


C49 


Gene No. 


1 A A O O C 








Strand 


- 




Start 


387, 








End 


3503 




Name 


OJ990922 13. 


0421. 


C49.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3138 








End 


3383 




GI 


none 








Score 


A Q 
4 D 




Exons 


3138. .3383, 


3196. 


.3240, 


3298. 


.3381 






Seq. No. 


48977 








Seq. ID 


OJ990922JL3.0421. 


C49 


Gene No. 


1U4 o2D 








Strand 


- 




Start 


387 








End 


3503 




Name 


OJ990922 13. 


0421. 


C49.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3159 








End 


3383 




GI 


none 








Score 


A O 

4 Z 




Exons 


3159. .3383, 


3196. 


.3240, 


3295. 


.3381 






Seq. No. 


48977 








Seq. ID 


OJ990922JL3.0421. 


C49 


Gene No. 


T ft/I OOC 

104.325 








Strand 


- 




Start 


387 








End 


3503 




Name 


OJ990922 13. 


0421. 


C49.o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3216 








End 


3383 




GI 


none 








Score 


92 




Exons 


3216. .3383, 


3252. 


.3383 










Seq. No. 


48978 








Seq. ID 


OJ990922_13.0421. 


C52 


Gene No . 


1 n a o o a 
1U4 52 D 








Strand 


+ 




Start 


175 








End 


228 




Name 


OJ990922 13. 


0421. 


C52.ol. 


.gs 


Method 


GENSCAN 




Start 


175 








End 


228 




GI 


none 








Score 


.79 




Exons 


175. .228 














Seq. No. 


48979 








Seq. ID 


OJ990922_13.0421. 


C56 


Gene No. 


104327 








Strand 


+ 




Of a vf 

otart 


1 








End 


887 




Name 


OJ990922 13. 


0421. 


C56.ol. 


.np 


Method 


AAT/NAP 




Start 


• 1 








End 


881 




GI 


4102839 








Score 


675 




Exons 


1..116, 144. 


.881 












GI Descrip. 


(AF016713) LeOPTl 


[Lycopersicon esculentum] 




Seq. No. 


48979 








Seq. ID 


OJ990922_13.0421. 


C56 


Gene No . 


104327 








Strand 


+ 




Start 


1 








End 


887 




Name 


OJ990922 13. 


0421. 


C56.ol, 


,gs 


Method 


GENSCAN 




Start 


48 








End 


887 




GI 


none 








Score 


. 97 




Exons 


48. .887 














Seq. No. 


48979 








Seq. ID 


OJ990922_13.0421. 


C56 


Gene No. 


104327 








Strand 


+ 





50737 




Start 


1 




End 


887 


Name 


OJ990922 13.0421.C56.ol. 




Method 


AAT/GAP 


Start 


173 




End 


584 


GI 


LIB3431-008-P1-K1-H4 




Score 


746 


Exons 


173. .584 








GI Descrip. 


, 4322327/gb|AAD16016| 1. 


Oe-23 


(AF080545) peptide transporter 




[Nepenthes alata] 1 








Seq. No. 


48979 




Seq. ID 


OJ990922_13.0421.C56 


Gene No. 


104328 




Strand 




Start 


635 




End 


1110 


Name 


OJ990922 13.0421.C56.o2. 


gp 


Method 


AAT/GAP 


Start 


635 




End 


1110 


GI 


5280 1.R1084 




Score 


851 


Exons 


635. .1110 








GI Descrip. 


'4102839 8.0e-15 (AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


48979 




Seq. ID 


OJ990922_13.0421.C56 


Gene No . 


104329 




Strand 




Start 


1312 




End 


1548 


Name 




9 b 




o lj ln j ^ni» 


Start 






FnH 


154 8 


GI 


none 




Score 


. 62 


Exons 


1^1? 1 S48 








Seq. No. 


48979 




Seq. ID 


OJ990922_13.0421.C56 


Gpnp No 


104330 




Strand 




Start 


2118 




End 


2573 


Name 


O.TQQDQ?? IS D491 PSfi r»1 


tm 

L.UI 


Mq "t~ h<^H 


TRLA9TX • Ma i 7P 

X DLlfiO J. /V ■ Lid J. <L C 


Start 


1 ?8 — 

X £. O 




FnH 

Xj11v_1 


881 

O O X 


GI 


none 






329 


Exons 


1 ?8 4 SI 147 47 Q SSQ 


781 
. /ox, 


S4D 881 




Seq. No. 


48979 




Sea ID 


OJ990922 13 0421 C56 


Ganp No 


104330 




Strand 




Start 


2118 




End 


2573 


Name 


OJ990922 13.0421.C56.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


140 




End 


887 


GI 


none 




Score 


336 


Exons 


140. .451, 147. .479, 540. 


.887, 


545. .781, 


787. .816 


Seq. No. 


48979 




Seq. ID 


OJ990922_13.0421.C56 




104330 




Strand 




Start 


2118 




End 


2573 


Name 


OJ990922 13.0421.C56.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


140 




End 


800 


GI 


none 




Score 


259 


Exons 


140. .211, 141. .476, 263. 


.451, 


540. .800 




Seq. No. 


48979 




Seq. ID 


OJ990922_13.0421.C5 6 


Gene No. 


104330 




Strand 




Start 


2118 




End 


2573 


Name 


OJ990922 13.0421.C56.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


54 3 




End 


890 


GI 


none 




Score 


282 


Exons 


543. .890, 546. .665, 551. 


.784 







50738 



Seq. No. 


48979 




Gene No . 


104330 




Start 


2118 




Name 


OJ990922 13.0421.C56.o4 


.gp 


Start 


2118 




GI 


3107126 




Exons 


2118.. 2372, 2496. .2573 




Seq. No. 


.48980 




Gene No . 


1043 31 




Start 


1699 




Name 


OJ990922 13.0421.C57.ol 


. gs 


Start 


1699 




GI 


none 




Exons 


1699.. 1758, 1853. .1952, 


2048. . 


Seq. No. 


48980 




Gene No. 


104331 




Start 


1699 




Name 


OJ990922 13.0421.C57.ol 


.np 


Start 


1792 




GI 


6635838 




Exons 


1792.. 1964, 2060.. 2226 




GI Descrip. 


(AF213936) amino acid/peptide 


Seq. No. 


48981 




Gene No. 


104332 




Start 


75 




Name 


OJ990922 13.0421.C58.ol 


. gs 


Start 


75 




GI 


none 




Exons 


75.. 212, 503.. 573, 2133 


. .2252 


Seq. No. 


48981 




Gene No. 


104333 




btart 


1 




Name 


OJ990922 13.0421.C58.ol 


.np 


Start 


1 




GI 


7340909 




Exons 


1..110, 242. .437 




GI Descrip. 


(AP001550) hypothetical 


protei 


Seq. No. 


48982 




Gene No. 


104334 




Start 


137 




Name 


OJ990922 13.0421.C60.ol 


.np 


Start 


137 




GI 


7510076 




Exons 


137. .449, 476. .515 




GI Descrip. 


hypothetical protein Y50E8A.i 


Seq. No. 


48983 




Gene No. 


104335 




Start 


1966 




Name 


OJ990922 13.0421.C61.ol 


. np 


Start 


1966 




GI 


6002331 





Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End Xv " 
Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922_13.0421.C56 

2573 
AAT/GAP 
2573 
501 



OJ990922_13.0421.C57 
+ 

2323 
GENSCAN 
2323 
.72 



OJ990922_13.0421.C57 
+ 

2323 
AAT/NAP 
2226 
77 



13.0421.C58 



OJ990922_ 
+ 

2252 
GENSCAN 
2252 
.56 



OJ990922 13.0421.C58 



437 

AAT/NAP 

437 

168 



OJ990922 13.0421.C60 



515 

AAT/NAP 

515 

102 



Seq. ID OJ990922_13.0421.C61 
Strand 

End 3106 

Method AAT/NAP 

End 3106 

Score 70 



50739 




Exons 


1966.. 2140, 3052.. 3106 














GI Descrip. 


(X62009) fibrillin 5 [Homo sapiens] 










Seq. No. 


A Q QQ *3 




beq. lu 


OJ990922 


_13. 


0421 


.C61 


Gene No. 


104o3o 




Strand 










Start 


lyoo 




End 


3106 








Name 


ojyyuyzz ij.u4zi.loi.oi, 


.gs 


Method 


GENSCAN 








Start 






bno 


3063 








GI 


none 




Score 


.85 








Exons 


2034. .2176, 2469. .3063 














Seq. No. 


A Q QQ A 




oeq. iu 


OJ990922_ 


JL3. 


0421 


.C62 


Gene No. 


1U4 J Jo 




Strand 


+ 








Start 


oU4o 




_ _j 


3307 








Name 


ojyyuyzz io.u4zi.coz.oz, 


.gs 


Method 


GENSCAN 








Start 


JU4 5 




T-> _ _3 

End 


3307 








GI 


none 




Score 


.49 








Exons 


3U43..JloU, olob. . jjU / 














Seq. No. 


48984 




Seq. ID 


OJ990922 


_13. 


0421 


.C62 


Gene No. 


104337 




Strand 










btart 


1 




End 


1161 








Name 


OJ990922 13.0421.C62.ol, 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1161 








GI 


6665543 




Score 


80 








Exons 


1..281, 1131. .1161 














GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


48984 




Seq. ID 


OJ990922_ 


_13. 


0421 


.C62 


Gene No. 


104337 




Strand 










Start 


1 




End 


1161 








Name 


OJ990922 13.0421.C62.ol, 


.gs 


Method 


GENSCAN 








Start 


79 




End 


309 








GI 


none 




Score 


.49 








Exons 


79. .309 














Seq. No. 


48984 




Seq. ID 


OJ990922_ 


_13. 


0421 


.C62 


Gene No. 


104338 




Strand 










Start 


5910 




End 


6501 








Name 


OJ990922 13.0421.C62.o3, 


.gs 


Method 


GENSCAN 








Start 


5910 




End 


6501 








GI 


none 




Score 


.4 








Exons 


5910. .5971, 6159. .6285, 


6302 


. .6501 










Seq. No. 


48985 




Seq. ID 


OJ990922_ 


_13. 


0421 


.C63 


Gene No. 


104339 




Strand 


+ 








Start 


800 




End 


951 








Name 


OJ990922 13.0421.C63.ol, 


.gs 


Method 


GENSCAN 








Start 


800 




End 


951 








GI . 


none 




Score 


.7 








Exons 


800. .951 














Seq. No. 


48985 




Seq. ID 


OJ990922_ 


JL3. 


0421 


.C63 


Gene No. 


104340 




Strand 










Start 


1 




End 


1150 








Name 


OJ990922 13.0421.C63.ol. 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1150 









50740 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2160144 Score 607 

1..22, 179. .714, 798. .1015, 1109. .1150 

(AC000375) Strong similarity to Arabidopsis oligopeptide 
transporter (gb|X77503) . [Arabidopsis thaliana] 



48985 

104340 

1 

OJ990922_13.0421.C63.o2.tm 

166 

none 

166. .411, 173. .412, 178. .411 



Seq. ID OJ990922_13.0421.C63 
Strand 

End 1150 

Method TBLASTX : Mai ze 

End 412 

Score 70 



48985 
104340 
1 

OJ990922_13.0421.C63.ol.tc 
169 
none 



Seq. ID OJ990922_13.0421.C63 
Strand 

1150 

TBLASTX: Cress 
1143 
183 



End 

Method 
End 
Score 

169. .591, 242. .592, 799. .1011, 801. .1016, 804. .1022, 817. .1017, 
1105. .1143, 1107. .1142 



48985 

104340 

1 

OJ990922_13.0421.C63.ol.ts 

169 

none 



Seq. ID OJ990922_13.0421.C63 
Strand 

End 1150 

Method TBLASTX: Soybean 

End 1010 

Score 122 



169. .591, 245. .592, 673. .714, 804. .1010 



Seq. ID OJ990922_13.0421.C63 
Strand 

End 1150 

Method TBLASTX: Maize 

End 1014 

Score 136 

418. .666, 419. .592, 427. .663, 649. .714, 790. .1014, 797. .958, 
801. .1013 



48985 

104340 

1 

OJ990922_13.0421.C63.ol.tm 

418 

none 



Seq. No. 48986 

Gene No. 104341 

Start 480 

Name OJ990922_13 . 0421 . C67 . ol . gs 

Start 480 

GI none 

Exons 480.. 688 



Seq. ID OJ990922_13.0421.C67 

Strand + 

End 688 

Method GENSCAN 

End 688 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



48986 

104342 

1620 

OJ990922_13.0421.C67.ol.np 

1620 

6635838 

1620. .1670, 1714. .1819, 1938, 



Seq. ID OJ990922_13.0421.C67 
Strand + 

2262 
AAT/NAP 
2262 
318 



End 

Method 
End 
Score 
.2262 



(AF213936) amino acid/peptide transporter [Prunus dulcis] 
48986 Seq. ID OJ990922_13 . 042 1 . C67 



50741 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



104343 Strand 

868 End 2169 

OJ990922_13 . 0421 . C67 . o2 . gs Method. GENSCAN 

868 End 2152 

none Score .47 

868. .946, 1595. .1707, 1967. .2152 



Seq. No. 48986 Seq. ID 

Gene No. 104343 Strand 

Start 868 End 

Name OJ990922_13 . 0421 . C67 . ol . tm Method 

Start 1716 End 

GI none Score 
Exons 



OJ990922_13.0421.C67 
2169 

TBLASTX: Maize 

2169 

123 



1716. .1823, 1726. .1827, 1936. .2169, 1937. .2167 



Seq. No. 48986 

Gene No. 104343 

Start 868 

Name OJ990922_13 . 0421 . C67 . ol . ts 

Start 1717 

GI none 

Exons 1717.. 1827, 1734.. 1823, 1936, 

^ Seq. No. 48986 

. ^ Gene No. 104343 

U Start 868 

if! Name OJ990922_13 . 0421 . C67 . ol . tw 

fjj Start 1726 

?i GI none 

:% Exons 1726.. 1827, 1734.. 1820, 1936. 



Seq. ID OJ990922_13.0421.C67 
Strand 

End 2169 

Method TBLASTX : Soybean 

End 2137 

Score 119 
.2136, 1937.. 2137 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2070, 1937.. 2071 



OJ990922_13.0421.C67 
2169 

TBLASTX: Wheat 
2071 
126 



* J 
~ 3 



Seq. ID OJ990922_13.0421.C67 
Strand 

End 2169 

Method TBLASTX : Cress 

End 2155 

Score 105 

1728. .1823, 1732. .1827, 1936. .2148, 1937. .2155, 1937. .2152 



Seq. No. 48986 

Gene No. 104343 

Start 868 

Name OJ990922_13 . 0421 . C67 . ol . tc 

Start 1728 

GI none 
Exons 



Seq. No. 48987 Seq. ID 

Gene No. 104344 Strand 

Start 72 End 

Name OJ990602_02 . 0421 . C15 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72.. 185, 624.. 659 



OJ990602_02.0421.C15 
+ 

659 

GENSCAN 

659 

.58 



Seq. No. 48987 

Gene No. 104345 

Start 1718 

Name OJ990602_02 . 0421 . C15 . o2 . gs 

Start 1718 

GI none 

Exons 1718.. 1862, 2590.. 2648 



Seq. ID OJ990602_02.0421.C15 
Strand 

End 2648 

Method GENSCAN 

End 2648 

Score .86 



Seq. No. 
Gene No. 



48988 
104346 



Seq. ID OJ990602_02.0421.C16 
Strand + 



50742 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
fi Gene No. 
^ Start 
*!? Name 
? n Start 

r Li gi 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1302 

OJ990602_02.0421.C16.ol.gs 

1302 

none 

1302. .1410 

48988 

104347 

3135 

OJ990602_02.0421.C16-o2.gs 

3135 
none 

3135. .3201, 4360. .4742 

48988 

104347 

3135 

OJ990602_02.0421.C16.ol.gp 

4030 

3759852 

4030. .4321 



End 

Method 

End 

Score 



1410 
GEN SCAN 
1410 
.93 



Seq. ID OJ990602_02.0421.C16 
Strand 

End 4877 

Method GENSCAN . . 

End 4742 

Score .59 



Seq. ID OJ990602_02.0421.C16 
Strand 

End 4877 

Method AAT/GAP 

End 4 321 

Score 522 



48988 
104347 
3135 

OJ990602_02.0421.C16.ol.np 
4359 
4929803 
4359. .4730, 4846. .4877 

(AF152555) putative zinc finger protein SHI [Arabidopsis 
thaliana] 



Seq. ID OJ990602_02.0421.C16 
Strand 

4877 

AAT/NAP ' 
4877 
163 



End 

Method 

End 

Score 



48989 
104348 
1236 

OJ990602_02.0421.C17.ol.gs 
1236 
none 

1236. .1323, 1384. .1451, 1570. 

48990 
104349 
537 

OJ990602_02 . 0421 .C18 .ol . gs 
537 
none 

537. .683, 894. .1018, 1425. .1561 



Seq. ID OJ990602_02.0421.C17 
Strand + 

1858 
GENSCAN 
1858 
.77 



End 

Method 
End 
Score 
.1858 



Seq. ID OJ990602_02.0421.C18 

Strand + 

End 1561 

Method GENSCAN 

End 1561 

Score .55 



48990 

104350 

3955 

OJ990602_02 . 0421 .C18 . o2 . gs 

3955 

none 

3955. .4035 



Seq. ID OJ990602_02.0421.C18 
Strand 

End 4035 

Method GENSCAN 

End 4035 

Score .95 



Seq. No. 



48991 



Seq. ID OJ990602_02.0421.C20 



50743 



Gene No. 104351 Strand + 

Start 1 End 483 

Name OJ99060*2_02 . 0421 . C20 . ol . gp Method AAT/GAP 

Start 1 End 483 

GI 5867_1.R1084 Score 146 

Exons 1..60, 393.. 483 

GI Descrip. » 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2,19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 48991 Seq. ID 

Gene No. 104351 Strand 

Start 1 End 

Name OJ990602_02 . 0421 . C20 . ol . gs Method 

Start 176 End 

GI none Score 

Exons 176.. 306 



OJ990602_02.0421.C20 
+ 

483 

GENSCAN 

306 

.85 



Seq. No. 48992 Seq. ID 

Gene No. 104352 Strand 

Start 4814 End 

Name OJ990602_02 . 0421 . C21 . o2 . gs Method 

Start 4814 End 

GI none Score 

Exons 4814.. 5533, 5539.. 6450 



OJ990602_02.0421.C21 

6481 
GENSCAN 
6450 
.61 



Seq. No. 48992 

Gene No. 104352 

Start 4814 

Name OJ990602_02 . 0421 .C21 .ol .np 

Start 4820 

GI 5281041 

Exons 4820.. 5455, 5539.. 6481 

GI Descrip. (AL080318) flavonoid 3 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_02.0421.C21 

6481 
AAT/NAP 
6481 
1196 



5 1 -hydroxylase-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48992 Seq. ID OJ990602_02 . 0421 . C21 

104352 Strand 

4814 End 6481 

OJ990602_02.0421.C21.ol.gp Method AAT/GAP 

5253 End 5746 

LIB3432-041-P1-K1-G8 Score 785 

5253. .5455, 5539. .5746 

, 2827548/emb|CAA16556| 4.0e-26 (AL021635) cytochrome P450 - like 
protein [Arabidopsis thaliana] 1 



48992 

104353 

12051 

OJ990602_02.0421.C21.o3.tm 
22 

none 



Seq. ID OJ990602_02.0421.C21 



Strand 
End 

Method 

End 

Score 



14481 

TBLASTX: Maize 

351 

106 



22. .114, 24. .116, 150. .221, 169. .234, 219. .350, 220. .351 



50744 




Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


10.4353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


.C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4805 








End 


5449 


GI 


none 








Score 


81 


Exons 


4805. .5065, 


4977 


. .5066, 


5093. 


.5305, 5093. .5449, 5094. .5309 


Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4841 








End 


6285 


GI 


none 








Score 


53 


Exons 


4841. .4921, 


4928 


. .5071, 


5001. 


.5063, 5093. .5479, 5094. .5303, 




5397. .5477, 


5665 


. .5835, 


5833. 


.6099, 6145. .6285 


Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


.C21.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4910 








End 


5156 


GI 


none 








Score 


39 


Exons 


4910. .5086, 


4922 


. . 4966, 


4962. 


.5087, 5093. .5155, 5094. .5156 


Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4922 








End 


5317 


GI 


none 








Score 


159 


Exons 


4922. .5080, 


4950 


. .5081, 


5081. 


.5317, 5082. .5309 


Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


C21.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5156 








End 


5441 


GI 


none 








Score 


100 


Exons 


5156. .5440, 


5157 


.5306, 


5385. 


.5441 




Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


C21.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5384 








End 


5772 


GI 


none 








Score 


103 


Exons 


5384. .5455, 


5387 


.5506, 


5397. 


.5507, 5537.. 5617, 5539.. 5625, 




5539. .5634, 


5653 


.5772, 


5701. 


.5772 




Seq. No. 


48992 








Seq. ID 


OJ990602_02.0421.C21 


Gene No. 


104353 








Strand 




Start 


12051 








End 


14481 


Name 


OJ990602 02. 


0421 


C21.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


5593 








End 


6288 


GI 


none 








Score 


56 



50745 




Exons 5593.. 5640, 5665.. 5856, 5741.. 5857, 5869.-5958, 5870.. 5959, 

5944. .6108, 6031. .6099, 6106. .6288, 6107. .6268 



Seq. No.' 


48992 




Seq. ID 


ujyyubuz uz.U4zi 


. tz 1 


Gene No. 


104353 




Strand 






Start 


12051 




End 


14481 




Name 


OJ990602 02.0421.C21 


. o2 .np 


Method 


AAT/NAP 




Start 


12028 


End 


14475 




GI 


6651292 




Score 


614 




Exons 


12028. .12576, 14213. 


. 14475 








GI Descrip. 


(AF161711) myb-related transcription : 


factor [Pimpinella 






brachycarpa] 










Seq. No. 


48992 




Seq. ID 


OJ990602_02.0421 


.C21 


Gene No. 


104353 




Strand 


- 




Start 


12051 




End 


14 481 




Name 


OJ990602 02.0421.C21 


. o3 . QS 


Method 


GENSCAN 




Start 


12051 




End 


14475 




GI 


none 




Score 


. 99 




Exons 


12051. .12576, 14213. 


. 14475 








Seq. No. 


48992 




Seq. ID 


OJ990602_02.0421 


.C21 


Gene No. 


104353 




Strand 






Start 


12051 




End 


14481 




Name 


OJ990602 02.0421.C21 


.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


12447 




End 


14478 




GI 


none 




Score 


130 




Exons 


12447. .12581, 12466. 


. 12579, 


14173. .14475, 14 188 .. 14 478 , 






14303. . 14476 










Seq. No. 


48992 




Seq. ID 


OJ990602_02.0421 


.C21 


Gene No. 


104353 




Strand 






Start 


12051 




End 


14481 




Name 


OJ990602 02.0421.C21 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12453 




End 


14478 




GI 


none 




Score 


120 




Exons 


12453. .12581, 12457. 


. 12579, 


12462. . 12581, 14 188 .. 14478 , 






14300. .14476 










Seq. No. 


48992 




Seq. ID 


OJ990602_02.0421 


.C21 


Gene No. 


104353 




Strand 






Start 


12051 




End 


14481 




Name 


OJ990602 02.0421.C21 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12457 




End 


14481 




GI 


none 




Score 


178 




Exons 


12457. .12579, 12457. 


. 12576, 


12459. .12581, 14 173 .. 14 48 1, 






14200. .14442 










Seq. No. 


48992 




Seq. ID 


OJ990602_02.0421 


.C21 


Gene No. 


104353 




Strand 






Start 


12051 




End 


14481 




Name 


OJ990602 02.0421.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12462 




End 


14476 




GI 


none 




Score 


120 




Exons 


12462. .12581, 12463. 


.12579, 


12466. .12585, 14188 .. 14475, 






14215. .14475, 14228. 


.14476 
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Seq. No. 


48993 


Seq. ID 


OJ990602_ 


_02. 


0421 


.C22 


Gene no. 


1 r\ A O C A 

1U4oo4 


Strand 










Start 


139 


End 


950 








Name 


OJ990602 02.0421.C22.ol.gs 


Method 


GENSCAN 








Start 


139 


End 


816 








GI 


none 


Score 


.63 








Exons 


139. .309, 556. .645, 745. .816 












Seq. No. 


48993 


Seq. ID 


OJ990602_ 


_02. 


0421 


.C22 


Gene No. 


104354 


Strand 










o car t 


139 


End 


you 








Name 


OJ990602 02.0421.C22.ol.np 


Method 


AAT/NAP 








Start 


256 


End 


950 








GI 


5042454 


Score 


237 








Exons 


256. .309, 556. .950 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


48994 


Seq. ID 


OJ990602_ 


_02. 


0421 


.C25 


Gene No. 


104355 


Strand 


+ 








Start 


5837 


End 


9001 








Name 


OJ990602 02.0421.C25.o2.np 


Method 


AAT/NAP 








Start 


5837 


End 


9001 








GI 


7513472 


Score 


54 








Exons 


5837.. 5885, 8035.. 8382, 8490. 


.8734, 8949.. 9001 








GI Descrip. 


actin-depolymerizing protein N-WASP, brain - bovine 







gi|1644232|dbj IBAA11082.il (D67066) N-WASP [Bostaurus] 



Seq. No. 48994 Seq. ID 

Gene No. 104356 Strand 

Start 10073 End 

Name OJ990602JD2 . 0421 . C25 . o4 . np Method 

Start 10073 End 

GI 6539553 Score 

Exons 10073. .11402 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
• (D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990602_02.0421.C25 
+ 

11402 
AAT/NAP 
11402 
2314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48994 Seq. ID 

104357 Strand 

2747 End 

OJ990602_02 . 0421 . C25 . ol . gp Method 

2383 End 

1044 1.R1084 Score 



OJ990602_02.0421.C25 

5972 
AAT/GAP 
5868 
2082 



2383. .2818, 5104. .5518, 5590. .5868 

'3024432/spl 004861 |PRC6_ORYSA 1.0e-127 PROTEASOME ALPHA SUBUNIT 
(MULT I CATALYTIC ENDOPEPTIDASE COMPLEX ALPHA SUBUNIT) >gi_l 930070 
(U92540) proteasome alpha subunit [Oryza sativa] 1 



Seq. No. 48994 

Gene No. 104357 

Start 2747 

Name OJ990 602_02 . 0421 . C25 . ol . tc 

Start 2657 

GI none 
Exons 



Seq. ID OJ990602_02.0421.C25 



Strand 
End 

Method 

End 

Score 



5972 

TBLASTX: Cress 

5763 

48 



2657. .2725, 2738. .2824, 2757. .2819, 5101. .5523, 5102. .5524, 



50747 



5589.. 5762, 5590.. 5763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



fy Seq. No. 

Gene No. 

Start 

Name 

Start 
H GI 
ij Exons 



48994 

104357 

2747 

OJ990602_02.0421.C25.ol.np 

2660 

3024432 



OJ990602 02.0421.C25 



Seq. ID _ 
Strand 

End 5972 
Method AAT/NAP 
End 5762 
Score 1148 
2660. .2818, 5104.. 5518, 5590.. 5762 

PROTEASOME ALPHA SUBUNIT (MULT I CATALYTIC ENDOPEPTIDASE COMPLEX 
ALPHA SUBUNIT) gi 11930070 (U92540) proteasome alpha subunit 
[Oryza sativa] 



48994 

104357 

2747 

OJ990602_02.0421.C25.ol.ts 

2661 

none 



Seq. ID OJ990602_02.0421.C25 
Strand 

End 5972 

Method TBLASTX : Soybean 

End 57 63 

Score 67 



2661. .2819, 2702. .2824, 2723 .. 2824 , ~5101 .. 5523, 5102. .5524, 
5429. .5560, 5589. .5762, 5590. .5763 



48994 Seq. ID 

104357 Strand 
2747 End 
OJ990602_02 . 0421 . C25 . ol . tm Method 
2669 End 
none Score 

2669.. 2821, 2723.-2824, 2757.. 2846, 5101 

5432. .5560, 5442. .5570, 5495. .5569, 5572 

5589. .5771, 5706. .5777 

48994 Seq. ID 

104357 Strand 
2747 End 
OJ990602_02 . 0421 . C25 . o2 . gs Method 
2747 End 
none Score 

2747. .2818, 5104. .5518, 5590. .5972 



OJ990602 02.0421.C25 



5972 

TBLASTX: Maize 
5777 
141 

5523, 5102.. 5524, 
5622, 5581.. 5769, 



OJ990602_02.0421.C25 

5972 
GEN SCAN 
5972 
.96 



Seq. No. 48994 

Gene No. 104357 

Start 2747 

Name OJ990602_02 . 0421 . C25 . ol . tw 

Start 5327 

GI none 

Exons 5327.. 5524, 5329.. 5523, 5432. 
5589. .5762 



OJ990602_02.0421.C25 
5972 

TBLASTX: Wheat 

5763 

304 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5560, 5572.-5622, 5581. .5763, 



Seq. No. 48994 Seq. ID 

Gene No. 104358 Strand 

Start 10067 End 

Name OJ990602_02 . 0421 . C25 . o2 . tw Method 

Start 10067 End 

GI none Score 

Exons 10067. .10453, 10078.. 10452 



OJ990602_02.0421.C25 
10515 

TBLASTX: Wheat 

10453 

354 



50748 



Seq. No. 


48994 


Seq. ID 


OJ990602_02.0421.C25 


Gene No . 


104358 


Strand 




Start 


10067 


End 


10515 


Name 


OJ990602 02.0421.C25.o3.tm 


Method 


TBLASTX: Maize 


Start 


10202 


End 


10515 


GI 


none 


Score 


366 


Exons 


10202. .10513, 10210. .10515 






Seq. No. 


48994 


Seq. ID 


OJ990602_02.0421.C25 


Gene No. 




Strand 




Start 


11014 


End 


11336 


Name 


OJ990602 02.0421.C25.o2.tm 


Method 


TBLASTX: Maize 


Start 


11014 


End 


11336 


GI 


none 


Score 


268 


Exons 


11014. .11268, 11021. .11335, 


11041. .11334, 11169. .11336 


Seq. No. 


48995 


Seq. ID 


OJ990602_02.0421.C26 


Gene No. 


104360 


Strand 


+ 


Start 


- 1 


End 


2553 


Name 


OJ990602 02.0421.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2553 




6539553 


Score 


4404 


Exons 


1. .2553 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA8 8206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


48995 


Seq. ID 


OJ990602_02.0421.C26 


Gene No. 


104360 


Strand 


+ 


Start 


1 


End 


2553 


Name 


OJ990602 02.0421.C26.o3.tm 


Method 


TBLASTX: Maize 


Start 


112 


End 


546 


GI 


none 


Score 


303 


Exons 


112. .546, 321. .521 






Seq.- No. 


48995 


Seq. ID 


•OJ990602_02.0421.C26 


Gene No. 


104360 


Strand 


+ 


Start 


1 


End 


2553 


Name 


OJ990602 02.0421.C26.o4.tw 


Method 


TBLASTX: Wheat 


Start 


189 


End 


381 


GI 


none 


Score 


131 


Exons 


189. .380, 190. .381, 190. .381 






Seq. No. 


48995 


Seq. ID 


OJ990602_02.0421.C26 


Gene No . 


104360 


Strand 


+ 


Start 


1 


End 


2553 


Name 


OJ990602 02.0421.C26.o3.ts 


Method 


TBLASTX: Soybean 


Start 


334 


End 


732 


GI 


none 


Score 


197 


Exons 


334. .558, 342. .512, 559. .732 


, 567.. 605 




Seq. No. 


48995 


Seq. ID 


OJ990602_02.0421.C26 


Gene No. 


104360 


Strand 


+ 


Start 


1 


End 


2553 


Name 


OJ990602 02.0421.C26.o2.tc 


Method 


TBLASTX: Cress 


Start 


367 


End 


756 



50749 



GI 

Exons 



none 

367. .549, 562.-756 



Score 



112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



48995 

104360 

1 

OJ990602_02.0421.C26.ol.tw 

382 

none 



Seq. ID OJ990602_02.0421.C26 

Strand + 

End 2553 

Method TBLASTX : Wheat 

End 1137 

Score 634 



382. .846, 390. .869, 890. .1120, 898. .1137, 920. .1117, 978. .1136 



48995 

104360 

1 

OJ990602_02.0421.C26.ol.ts 

1057 

5509260 



Seq. ID OJ990602_02.0421.C26 

Strand + 

End . 2553 

Method TBLASTX: Soybean 

End 1521 

Score 383 



1057. .1521, 1158. .1226, 1275. .1370, 1443. .1502 



48995 

104360 

1 

OJ990602_02.0421.C26.ol.tc 

1150 

none 

1150.. 1410, 1152.. 1229 

48995 

104360 

1 

OJ990602_02.0421.C26.ol.tm 

1191 

none 

1191.. 1373, 1192.. 1656, 1327. 

48995 

104360 

1 

OJ990602_02.0421.C26.o3.tw 

1192 

none 

1192.. 1536, 1339.. 1512, 1531. 

48995 

104360 

1 

OJ990602_02.0421.C26.o2.ts 

1590 

none 

1590.. 1790, 1591.. 1935 

48995 
104360 
1 • 

OJ990602_02 . 0421 . C26 . o2 . tm 
1746 



OJ990602_02.0421.C26 
+ 

2553 

TBLASTX: Cress 

1410 

286 



OJ990602_02.0421.C26 
+ 

2553 

TBLASTX: Maize 
1656 
361 

.1509, 1443. .1553 

Seq. ID OJ990602_02.0421.C26 

Strand + 

End 2553 

Method TBLASTX : Wheat 

End 1737 

Score . 319 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,1737, -1605. .1727 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990602_02.0421.C26 
+ 

2553 

TBLASTX : Soybean 

1935 

314' 



OJ990602_02 . 0421.C2 6 
+ 

2553 

TBLASTX: Maize 
2085 



50750 





GI 


none 








Score 


318 






Exons 


1746. .2084, 


1747 


. .2085 












Seq. No. 


48995 








Seq. ID 


OJ990602 


_02.0421.C26 




Gene No. 


104360 








Strand 


+ 






Start 


1 








End 


2553 






Name 


OJ990602 02 


.0421 


.C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1941 








End 


2417 






GI 


none 








Score 


101 






Exons 


1941. .2012, 


1942 


. .2016, 


1943. 


.2014, 2031.. 2417, 


2032. .2379 




Seq. No. 


48995 








Seq. ID 


OJ990602 


_02.0421.C26 




Gene No. 


104360 








Strand 


+ 






Start 


1 








End 


2553 






Name 


OJ990602 02 


.0421 


.C26.o4 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1948 








End 


2289 






GI 


none 








Score 


91 






Exons 


1948. .2061, 


1974 


. .2054, 


2080. 


.2289, 2085. .2210 






Seq. No. 


48996 








Seq. ID 


OJ990602 


_02.0421.C27 




Gene No. 


104361 








Strand 


+ 






Start 


203 








End 


364 






Name 


OJ990602 02 


. 0421 


.C27.ol 


.gs 


Method 


GENSCAN 






Start 


203 








End 


364 




f ~1 


GI 


none 








Score 


.88 




& 


Exons 


203. .364 














r i i 


Seq. No. 


48996 








Seq. ID 


OJ990602 


_02.0421.C27 




Gene No. 


104362 








Strand 


+ 




— =J 


Start 


600 








End 


2046 




LU 


Name 


OJ990602 02 


.0421 


,C27.ol 


.np 


Method 


AAT/NAP 




y 


Start 


600 








End 


2046 




?! = 


GI 


6721512 








Score 


39 




*~ 


Exons 


600.. 721, 2025.. 


2046 












H 


GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




""4 


Seq. No. 


48996 








Seq. ID 


OJ990602 


_02.0421.C27 


M 


Gene No. 


104363 








Strand 








Start 


1338 








End 


6040 






Name 


OJ990602 02 


.0421 


.C27.o2 


.gs 


Method 


GENSCAN 




f 


Start 


1338 








End 


6040 






GI 


none 








Score 


.66 






Exons 


1338. .1396, 


1457 


. .1532, 


1880. 


.1941, 2709. .2919, 


2932. .3001, 






3302. .3983, 


4096 


. .4180, 


4209. 


.4460, 594 


6. .6040 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48996 

104363 

1338 

OJ990602_02.0421.C27.o2.np 



OJ990602 02.0421.C27 



Seq. ID _ 
Strand 

End 6040 
Method AAT/NAP 
2770 End 3984 

7442168 Score 779 

2770.. 3062, 3313.. 3984 

pathogenesis-related protein F20M13.220 - Arabidopsis thaliana 
gi|4467153|emb|CAB37522.1| (AL035540) putative thauma tin- like 
protein [Arabidopsis thaliana] gi I 727084 9 | emb 1 CAB80530 . 1 1 
(AL161593) putative thaumatin-like protein [Arabidopsis 
thaliana] 



50751 




Seq. No. 


48996 








Seq. ID 


OJ990602_02 . 0421 . C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602 02. 


0421 


.C27.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3298 








End 


3520 


GI 


none 








Score 


146 


Exons 


3298. .3345, 


3352 


. .3519, 


3353. 


, .3520 




Seq. No. 


48996 








Seq. ID 


OJ990602 02.0421.C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602 02. 


0421 


.C27.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3301 








End 


3520 


GI 


none 








Score 


137 


Exons 


3301. .3342, 


3352 


. .3519, 


3353. 


, .3520 




Seq. No. 


48996 








Seq. ID 


OJ990602_02.0421.C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602 02. 


0421 


.C27.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


3304 








End 


3964 


GI 


none 








Score 


178 


Exons 


3304. .3540, 


3320 


. .3529, 


3538. 


.3600, 3607. .3960, 3611. .3964 


Seq. No. 


48996 








Seq. ID 


OJ990602_02.0421.C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602 02. 


0421 


.C27.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


3317 








End 


3964 


GI 


none 








Score 


97 


Exons 


3317. .3520, 


3322 


. .3519, 


3529. 


.3603, 3539. .3583, 3610. .3960, 




3611. .3964 












Seq. No. 


48996 








Seq. ID 


OJ990602_02.0421.C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602- 02. 


0421 


.C27.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


3523 








End 


3939 


GI 


none 








Score 


60 


Exons 


3523. .3741, 


3524 


. .3661, 


3683. 


.3745, 3745. .3834, 3880. .3939 


Seq. No. 


48996 








Seq. ID 


OJ990602_02.0421.C27 


Gene No. 


104363 








Strand 




Start 


1338 








End 


6040 


Name 


OJ990602 02. 


0421 


.C27.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


3604 








End 


3913 


GI 


none 








Score 


249 


Exons 


3604. .3780, 


3605 


. .3790, 


3782. 


.3913, 3784. .3912 


Seq. No. 


48997 








Seq. ID 


OJ990602 02.0421.C28 


Gene No. 


104364 








Strand 


+ 


Start 


1170 








End 


2980 


Name 


OJ990602 02. 


0421 


.C28.ol. 


,gs 


Method 


GEN SCAN 


Start 


1170 








End 


2980 


GI 


none 








Score 


.6 


Exons 


1170. .1212, 


1365 


. .1559, 


2223. 


.2326, 2966. .2980 



50752 




Seq. No. 


48997 




Seq. ID 


OJ990602_02.0421 


. Czo 


Gene No. 


104365 




Strand 






Start 


4138 




End 


6116 




Name 


OJ990602 02. 


0421.C28.o2.gs 


Method 


GEN SCAN 




Start 


4138 




End 


6113 




GI 


none 




Score 


.73 




Exons 


4138. .4555, 


4750. .4979, 4985 


..5352, 5354.. 6113 




Seq. No. 


48997 




Seq. ID 


OJ990602_02.0421 


.C28 


Gene No. 


104365 




Strand 






Start 


4138 




End 


6116 




Name 


OJ990602 02. 


0421.C28.ol.np 


Method 


AAT/NAP 




Start 


4141 




End 


6116 




GI 


7486861 




Score 


1658 




Exons 


4141. .5455, 


5490. .6116 








GI Descrip. 


hypothetical 


protein T11I11. 


180 - Arabidopsis thaliana 





gi I 5123711 1 embl CAB45455.il (AL079347) putative protein 
[Arabidopsis thaliana] gi I 7270445 I emb I CAB80211 . 1 1 (AL161586) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


48997 








Seq. ID 


OJ990602_02 .0421.C28 


Gene No. 


104366 








Strand 




Start 


7456 








End 


7716 


Name 


OJ990602_02 


.0421 


.C28.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4138 








End 


4561 


GI 


none 








Score 


129 


Exons 


4138. .4542, 


4140 


. .4316, 


4142. 


.4561, 4403. .4558 


Seq. No. 


48997 








Seq. ID 


OJ990602_02 . 042T. C28 


Gene No. 


104366 








Strand 




Start 


7456 








End 


7716 


Name 


OJ990602 02 


.0421 


.C28.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4144 








End 


4600 


GI 


none 








Score 


320 


Exons 


4144. .4542, 


4148 


. .4564, 


4403. 


.4558, 4562. .4600 


Seq. No. 


48997 








Seq. ID 


OJ990602_02.0421.C28 


Gene No. 


104366 








Strand 




Start 


7456 








End 


7716 


Name 


OJ990602 02 


.0421 


.C28 .ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4228 








End 


5951 


GI 


none 








Score 


131 


Exons 


4228. .4539, 


4547 


. .4699, 


4704. 


.4853, 5478.. 5720, 5760.. 5951 


Seq. No. 


48997 








Seq. ID 


OJ990602_02.0421.C28 


Gene No. 


104366 








Strand 




Start 


7456 








End 


7716 


Name 


OJ990602 02 


.0421 


.C28.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


4595 








End 


4854 


GI 


none 








Score 


64 


Exons 


4595. .4690, 


4696 


. .4755, 


4704. 


.4757, 4743. .4853, 4756. .4854 


Seq. No. 


48997 








Seq. ID 


OJ990602_02.0421.C28 


Gene No. 


104366 








Strand 




Start 


7456 








End 


7716 


Name 


OJ990602 02 


.0421 


.C28.ol 


. tw 


Method 


TBLASTX: Wheat 



50753 



Start 
GI 

Exons 



4716 End 4955 

none Score 14 0 

4716. .4898, 4716, .4919, 4717. .4917, 4887. .4955, 4896. .4940, 
4898. .4954 



Seq. No. 48997 

Gene No. 104366 

Start 7456 

Name OJ990602JD2 . 0421 .C28 . o3 . tm 

Start 5156 

GI none 

Exons 5156.. 5332, 5157.. 5333 



Seq. ID OJ990602_02.0421.C28 
Strand 

End 7716 

Method TBLASTX : Mai ze 

End 5333 

Score 232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
l i Start 
^ Name 
Eil Start 

FLJ GI 

Exons 

: . ii 

Seq. No. 
W Gene No. 
FU Start 
s Name 

Start 
M GI 
^ Exons 

\J Seq. No. 
fi Gene No. 

Start 
~~ Name 

Start 

GI 

Exons 



48997 

104366 

7456 

OJ990602_02 . 0421 . C28 . o2 . ts 

5279 

none 

5279.. 5332, 5283. .5333, 5493. 
5757.. 5951, 6033.. 6110 

48997 

104366 

7456 

OJ990602_02.0421.C28.o2.tm 

5499 

none 

5499.. 5759, 5500.. 5724, 5724. 

48997 

104366 

7456 

OJ990602_02 . 0421 .C28 . o3 . gs 

7456 

none 

7456. .7716 

48998 

104367 

474 

OJ990602_02.0421.C29.ol.gs 

474 

none 

474. .557 



Seq. ID OJ990602_02.0421.C28 
Strand 

End 7716 

Method TBLASTX : Soybean 

End 6110 

Score 61 

.5741, 5596.-5724, 5755. .5850, 



Seq. ID OJ990602_02.0421.C28 
Strand 

End 7716 

Method TBLASTX: Maize 

End 5801 

Score 182 
.5801, S758..5799 

Seq. ID OJ990602_02.0421.C28 
Strand 

End 7716 

Method GENSCAN 

End 7716 

Score .84 



Seq. ID OJ990602_02.0421.C29 

Strand + 

End 557 

Method GENSCAN 

End 557 

Score .64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48998 

104368 

1985 

OJ990602_02.0421.C29.o3.gs 

1985 

none 



Seq. ID OJ990602_02.0421.C29 

Strand + 

End 3334 

Method GENSCAN 

End 3334 

Score . 93 



1985.. 2073, 2125. .2261, 2965. .3014, 3188.. 3334 



Seq. No. 
Gene No. 
Start 



48998 

104369 

3310 



Seq. ID OJ990602_02.0421.C29 
Strand + 
End 7364 



50754 



Name OJ990602_02 . 0421 .C29 . o3 . np Method AAT/NAP 

Start 3310 End 7364 

GI 66305.49 Score 117 

Exons 3310.. 3332, 5840.. 5951, 6090.. 6309, 7345.. 7364 

GI Descrip. (AC011708) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48998 Seq. ID 

104369 Strand 
3310 End 
OJ990602_02.0421.C29.o4 .np Method 
3826 End 
7022528 Score 
3826. .3897, 5852. .5934, 6110. .6210 
(AK001334) unnamed protein product [Homo sapiens] 



OJ990602_02.0421.C29 
+ 

7364 
AAT/NAP 
6210 
40 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 02.0421.C29 



1357 
AAT/GAP 
1357 
1033 



48998 
104370 
843 

OJ990602_02.0421.C29.ol.gp 
818 

7390_1.R1084 
818. .1357 

, 3880441/emb|CAB04890.1| 2.0e-10 (Z82062) similar to Zinc 
finger, C3HC4 type (RING finger); cDNA EST EMBL:D76353 comes 
from this gene; cDNA EST EMBL:D71838 comes from this gene; cDNA 
EST EMBL:D74561 comes from this gene; cDNA EST EMBL:D73319 comes 
from this 1 



Seq. No. 48998 Seq. ID 

Gene No. 104370 Strand 

Start 843 End 

Name OJ990602_02 . 0421 . C29 . o2 . gs Method 

Start 843 End 

GI none Score 

Exons 843.. 1283 



OJ990602_02.0421.C29 

1357 
GENSCAN 
1283 
.99 



Seq. No. 48998 Seq. ID 

Gene No. 104370 Strand 

Start 843 End 

Name OJ990602_02 .0421.C29.ol.np Method 

Start 846 End 

GI 7488763 Score 

Exons 846.. 920, 957.. 1349 

GI Descrip. DnaJ protein homolog - kidney bean 

gi|1684 851|gb|AAB3654 3. 1 | (U77935) 

vulgaris] 



OJ990602_02.0421.C29 

1357 
AAT/NAP 
1349 
200 



( fragment) 
DnaJ-like protein 



[Phaseolus 



Seq. No. 


48998 




Seq. ID 


OJ990602_02 . 0421 . C29 


Gene No. 


104371 




Strand 




Start 


4484 




End 


6705 


Name 


OJ990602 


02.0421.C29.o2, 


, ts Method 


TBLASTX : Soybean 


Start 


843 




End 


1154 


GI 


none 




Score 


42 


Exons 


843. .863, 


844. .876, 969. 


..1052, 994. .1044, 1048. .1146, 1053. .1154 


Seq. No. 


48998 




Seq. ID 


OJ990602__02.0421.C29 



50755 




Gene No. 


104371 


Strand 




Start 


4484 


End 


6705 


Name 


OJ990602 02.0421.C29 


,o2.tw Method 


TBLASTX: Wheat 


Start 


928 


End 


1154 


GI 


none 


Score 


41 


Exons 


928. .951, 984. .1154, 


994. .1146, 1083.. 


1148 


Seq. No. 


48998 


Seq. ID 


OJ990602_02.0421.C29 


Gene No. 


104371 


Strand 




Start 


4484 


End 


6705 


Name 


OJ990602 02.0421.C29 


,o2.tm Method 


TBLASTX: Maize 


Start 


945 


End 


1293 


GI 


none 


Score 


46 


Exons 


945. .1055, 994. .1044 


, 1036. .1155, 1041 


..1154, 1270. .1293 


Seq. No. 


48998 


Seq. ID 


OJ990602_02.0421.C29 


Gene No. 


104371 


Strand 




Start 


4484 


End 


6705 


Name 


OJ990602 02.0421.C29 


.o2.gp Method 


AAT/GAP 


Start 


4187 


End 


4953 


GI 


2311727 


Score 


829 


Exons 


4187. .4506, 4753. .48 


61, 4931.. 4953 




GI Descrip. 


3880441/emb|CAB04890 


.11 2.0e-10 (Z82062) similar to Zinc finger, 



C3HC4 type (RING finger); cDNA EST EMBL:D76353 comes from this 





gene; cDNA 


EST EMBL:D71838 comes from 


this gene; 


cDNA EST 




EMBL: D7 4561 


comes from 


this 


gene; cDNA 


EST EMBL: 


D73319 come 




from this 












Seq. No. 


48998 






Seq. ID 


OJ990602_ 


_02.0421.C29 


Gene No. 


104371 






Strand 






Start 


4484 






End 


6705 




Name 


OJ990602 02 


.0421.C29.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4453 






End 


5022 




GI 


none 






Score 


63 




Exons 


4453. .4509, 


4454 . .4507, 


4748 


..4870, 4748. .4861, 


4750. .4863, 




4922. .5020, 


4924. .5022 










Seq. No. 


48998 






Seq. ID 


OJ990602_ 


02.0421.C29 


Gene No. 


104371 






Strand 






Start 


4484 






End 


6705 




Name 


OJ990602 02 


.0421.C29.o2 


.np 


Method 


AAT/NAP 




Start 


4471 






End 


6334 




GI 


6522599 






Score 


158 




Exons 


4471. .4506, 


4753. .4861, 


4931 


..5052, 5154. .5180, 


6220. . 6334 


GI Descrip. 


(AL133292) 


zinc-f inger- 


like 


protein [Arabidopsis 


thaliana] 


Seq. No. 


48998 






Seq. ID 


OJ990602_ 


02.0421.C29 


Gene No. 


104371 






Strand 






Start 


4484 






End 


6705 




Name 


OJ990602 02 


.0421.C29.o4 


.gs 


Method 


GEN SCAN 




Start 


4484 






End 


6660 




GI 


none 






Score 


.92 




Exons 


4484. .4506, 


4830. .4861, 


4931 


..5052, 5154. .5195, 


5850. . 5950, 




6069. . 6378, 


6481. .6660 










Seq. No. 


48998 






Seq. ID 


OJ990602_ 


02.0421.C29 


Gene No. 


104371 






Strand 







50756 



Start 
Name 
Start 
GI 

Exons 



4484 End 

OJ990602_02 . 0421 . C29 . ol . tm Method 

4748 End 

none Score 
4748. .4870, 4749. .4853, 4750. 
4937.. 5053, 4938.. 5054, 5154. 



6705 

TBLASTX: Maize 
5198 
186 

,4863, 4922. .5053, 4924. .5052, 
.5198, 5154. .5195 



Seq. No. 


48998 








Seq. ID 


OJ990602_02.0421.C29 


Gene No. 


104371 








Strand 




Start 


A A O A 

4484 








End 


6705 


Name 


OJ990602 02 


.0421 


.C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4750 








End 


5017 


GI 


none 








Score 


104 


Exons 


4750. .4860, 


4751 


.4861, 


4922. 


.5017, 4924. .5016 


Seq. No. 


48998 








Seq. ID 


OJ990602_02.0421.C29 


Gene No. 


104371 








Strand 




Start 


4484 








End 


6705 


Name 


OJ990602 02 


.0421 


C29.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4750 








End 


5057 


GI 


none 








Score 


111 


Exons 


4750. .4860, 


4751 


.4861, 


4922. 


.5053, 4924.. 5052, 4974.. 5057 


Seq. No. 


48998 








Seq. ID 


OJ990602_02.0421.C29 


Gene No. 


104371 








Strand 




Start 


4484 








End 


6705 


Name 


OJ990602 02 


.0421 


C29.o3 


gp 


Method 


AAT/GAP 


Start 


6084 








End 


6705 


GI 


none 








Score 


1016 


Exons 


6084. .6378, 


6481 


.6705 









Seq. No. 48999 Seq. ID OJ990602_02 . 042 1 . C30 

Gene No. 104372 Strand 

Start 1 End 4310 

Name OJ990602_02 . 0421 . C30 . ol . np Method AAT/NAP 

Start 1 End 4155 

GI 4803924 Score 945 

Exons 1..30, 826. .926, 1496. .1577, 1662. .1802, 2216. .2415, 3942. .4155 

GI Descrip. (AC006264) putative ER lumen protein retaining receptor 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48999 

104372 

1 

OJ990602_02 . 0421 . C30 . ol . gs 
12 

none 



Seq. ID OJ990602_02.0421.C30 



Strand 
End 

Method 

End 

Score 



4310 
GEN SCAN 
4164 
.84 



12. .181, 830. .954, 1662. .1802, 2216. .2415, 3942. .4164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48999 

104372 

1 

OJ990602_02.0421.C30.ol.gp 
519 

8486 1.R1084 



Seq. ID OJ990602_02.0421.C30 
Strand 
End 

Method 
End 
Score 



519. .755, 830. .955, 1498. .1577, 
3942. .4310 



1662, 



4310 
AAT/GAP 
4310 
1971 

,1802, 2216. .2415, 



50757 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
S3 Start 
%2 Name 
ffS Start 

111 GI 
1~ Exons 



I Seq. No. 
I Gene No. 
i Start 

Name 
L Start 

GI 

""^ Exons 

,3 Seq. No. 
?^ Gene No. 
^ Start 
= ~ s Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



'4803924/gb|AAD29797.1|AC006264_5 1.0e-103 (AC006264) putative 
ER lumen protein retaining receptor [Arabidopsis thaliana] 1 



48999 

104372 

1 

OJ990602_02.0421.C30.ol.tm 

695 

none 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX : Mai ze 

End 1821 

Score 74 



695. .757, 708. .758, 823. .960, 830. .961, 1491. .1.580, 1492. .1578, 
1497. .1580, 1659. .1808, 1662. .1808, 1666. .1821 



48999 

104372 

1 

OJ990 602_02 . 0421 . C30 . ol . ts 

707 

none 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX : Soybean 

End 4147 

Score 73 



707. .757, 711. .758, 823. .960, 830. .961, 1497. .1580, 1497. .1580, 
1659. .1820, 1662. .1796, 1666. .1803, 2211. .2426, 2213. .2419, 
3940. .4143, 3941. .4147 



48999 

104372 

1 

OJ990602_02.0421.C30.o2.tc 

707 

none 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX : Cress 

End 1535 

Score 78 



707. .757, 708. .758, 830. .961, 832. .960, 1497. .1535 



48999 

104372 

1 

OJ990602_02.0421.C30.o3.tc 

1665 

none 

1665. .1814, 1666. .1803 

48999 

104372 

1 

OJ990602_02 . 0421 . C30 . o3 . tm 

2213 

none 

2213.. 2374, 2213.. 2374 

48999 

104372 

1 

OJ990602_02.0421.C30.ol.tc 

2225 

none 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX : Cress 

End 1814 

Score 96 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX : Mai ze 

End 2374 

Score 164 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 

Method TBLASTX: Cress 

End 4147 

Score 118 



2225. .2419, 2274. .2426, 3940. .4143, 3941. .4147 



48999 

104372 

1 



Seq. ID OJ990602_02.0421.C30 
Strand 

End 4310 



50758 



Name 


OJ990602 02.0421.C30.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2234 


End 


4128 


GI 


none 


Score 


172 


Exons 


2234.. 2419, 2236.. 2397, 2271 


..2426, 3940. .4128, 3941. .4123 


Seq. No. 


48999 


Seq. ID 


OJ990602_02.0421.C30 


Gene No. 


104 31 2. 


Strand 




Start 


1 


End 


4310 


Name 


OJ990602 02.0421.C30.o2.tm 


Method 


TBLASTX: Maize 


Start 


2376 


End 


4147 


GI 


none 


Score 


59 


Exons 


2376. .2426, 2378. .2419, 3940 


.3987, 3940. .4143, 3941. .4147 


Seq. No. 


49000 


Seq. ID 


ojyyubu^ uz.U4zi.coi 


Gene No. 


104373 


Strand 


+ 


Start 


1 


End 


ii / 


Name 


OJ990602 02.0421.C31.ol.np 


Method 




Start 


1 


End 


111 

11 / 


GI 


5042454 


Score 


74 


Exons 


1. .117 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat iva ] 


Seq. No. 


49000 


Seq. ID 


r\ Tn n a c c\ o r»o n/ioi roi 

ojyyuouz u^.u4zi.coi 


Gene No . 


104374 


Strand 


+ 


Start 


64 


End 


o c o 
OOO 


Name 


OJ990602 02.0421.C31.ol.gs 


Method 




Start 


64 


End 


o c o 
OOO 


GI 


none 


Score 


.69 


Exons 


64. .234, 310. .386, 490. .858 






Seq. No. 


49001 


Seq. ID 


OJ990602_02.0421.C35 


Gene No. 


104375 


Strand 




Start 


3977 


End 


4926 


Name 


OJ990602 02.0421.C35.o2.gs 


Method 


GENS CAN 


Start 


3977 


End 


4926 


GI 


none 


Score 


.67 


Exons 


3977. .4115, 4682. .4926 - 






Seq. No. 


49001 


Seq. ID 


OJ990602_02.0421.C35 


Gene No. 


104376 


Strand 




Start 


4940 


End 


502.9 


Name 


OJ990602 02.0421.C35.ol.gp 


Method 


AAT/GAP 


Start 


4940 


End 


5029 


GI 


5867 1.R1084 


Score 


135 


Exons 


4940. .5029 






GI Descrip. 


'464 986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S 32 67 4 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 49002 

Gene No. 104377 

Start 206 

Name OJ990512 07 . 0419 . C3 . ol . tc 



Seq. ID OJ990512_07.0419.C3 
Strand 

End 486 

Method TBLASTX : Cress 



50759 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 486 

none Score 4 9 

1..36, 1..45, 11. .46, 84. .221, 130. .222, 139. .222, 140. .226, 
146. .238, 150. .263, 245. .289, 314. .355, 315. .353, 329. .355, 
342. .485, 344. .484, 364. .486 



49002 Seq. ID 

104377 Strand 
206 End 
OJ9905 12_07 . 04 1 9 . C3 . ol . tm Method 

198 t End 
none Score 



OJ990512_07.0419.C3 
486 

TBLASTX: Maize 

458 

122 



198. .221, 200. .226, 210. .287, 214. .288, 218. .313, 258. .458, 
278. .457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49002 Seq. ID OJ990512_07 . 04 19 . C3 

104377 Strand 

206 End 486 

OJ9905 12_07 . 04 1 9 . C3 . ol . gp Method AAT/GAP 

206 End 474 

40596_1.R1084 Score 450 

206. .474 

1 11957/emb 1X15901 | CHOSXX 1.0e-104 Rice complete chloroplast 
genome ' 



49003 

104378 

1 

OJ990222_08.0420.Cl.ol.np 
1 

1076802 



OJ990222 08. 0420. CI 



Seq. ID _ 
Strand 

End 3817 
Method AAT/NAP 
End 3817 
Score 61 
1..52, 128. .663, 2736. .2837, 3781. .3817 

extensin-like protein - maize gi | 600118 I emb I CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990222 08. 0420. CI 



49003 
104378 
1 

OJ990222_08 . 0420 . CI . ol . gp 
1594 

LIB34 77-003-P1-K1-E9 
1594. .1672 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



3817 
AAT/GAP 
1672 
81 



49004 
104379 
1208 

OJ990222 
1208 

329_1.R1084 
1208. .1382, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2004.. 2155, 2239.. 2431, 2581.. 2701 
1 267056/sp | P30298 | SUS1_0RYSA 0.0e+00 SUCROSE SYNTHASE 1 

(SUCROSE-UDP GLUCOSYLTRANSFERASE 1) >gi_100710_pir S25526 

sucrose synthase {EC 2.4.1.13) - rice >gi_20374_emb_CAA787 47_ 



08.0420.C4.ol.gp 



1794. . 1914, 



OJ990222_08.0420.C4 
+ 

2772 
AAT/GAP 
2701 
1285 



50760 



(Z15028) sucrose synthase [Oryza sativa] 1 



Seq. No. 


49004 




Gene No . 


104379 




Start 


1208. 




Name 


OJ990222 08 


.0420 


Start 


1271 




GI 


none 




Exons 


1271. .1384, 


1272 




1792. .1914, 


1792 




2003. .2155 




Seq. No. 


49004 




Gene No. 


104379 




Start 


1 O A O 

1208 




Name 


OJ990222 08 


.0420 


Start 


1280 




GI 


none 




Exons 


1280. .1384, 


1284 




1793. .1933, 


1983 




2242. .2334, 


2242 




2580. .2702 




Seq. No. 


49004 




Gene No. 


104379 




Start 


1208 




Name 


OJ990222 08 


.0420 


Start 


1288 




GI 


283008 




Exons 


1288. .1382, 


1794 


GI Descrip. 


sucrose synthase 




(X64770) sucrose 


Seq. No. 


49004 




Gene No. 


104379 




Start 


1208 




Name 


OJ990222 08 


.0420 


Start 


1288 




GI 


none 




Exons 


1288. .1382, 


1794 


Seq. No-. 


49004 




Gene No. 


104379 




Start 


1208 




Name 


OJ990222 08 


.0420 


Start 


1297 




GI 


none 




Exons 


1297. .1383, 


1786 




2261. .2428, 


2584 


Seq. No. 


49004 




Gene No. 


104379 




Start 


1208 




Name 


OJ990222 08 


.0420 


Start 


1986 




GI 


none 




Exons 


1986. .2153, 


2003 



,1376, 1288. 
,2156, 1984. 



Seq. ID OJ990222_08.0420.C4 

Strand + 

End 2772 

Method TBLASTX : Wheat 

End 2155 

Score 118 

.1383, 1283. .1384, 1785. .1916, 
.1933, 1983.. 2150, 2003.. 2149, 



Seq. ID OJ990222_08.0420.C4 

Strand + 

End 2772 

Method TBLASTX : Maize 

End 2702 

Score 125 

.1383, 1792. .1914, 1792. .1917, 
.2157, 2003. .2158, 2240. .2431, 
.2431, 2566. .2700, 2579. .2701, 



Seq. ID OJ990222_08.0420.C4 

Strand + 

End 2772 

Method AAT/NAP 

End 2772 

Score 1039 



,1914, 2004. .2155, 2239. .2431, 2581. .2772 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990222_08.0420.C4 
+ 

2772 
GENSCAN 
2699 
.98 

39. .2431, 2581. .2699 

OJ990222_08.0420.C4 
+ 

2772 

TBLASTX: Soybean 

2697 

78 



.1851, 2000. 
.2697 



,2182, 2004. .2156, 2239. .2427, 



Seq. ID OJ990222J38. 0420.C4 

Strand + 

End 2772 

Method TBLASTX : Cress 

End 2428 

Score 153 



50761 



2335. .2427 



11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49005 Seq. ID 

104380 Strand 

1 End 

OJ990222_08.0420.C6.ol.gp Method 

1 End 

329 1.R1084 Score 



OJ9.90222_08.0420.C6 
+ 

1959 
AAT/GAP 
1959 
2281 

1449. .1587, 1685 



1..26, 77. .304, 644. .962, 1093. .1337, 1449. .1587, 1685. .1959 
•267056/spl P30298 |SUS1_0RYSA 0.0e+00 SUCROSE SYNTHASE 1 

(SUCROSE-UDP GLUCOSYLTRANSFERASE 1) >gi_1007 10_pir S25526 

sucrose synthase (EC 2.4.1.13) - rice >gi_20374_emb_CAA78747_ 
(Z15028) sucrose synthase [Oryza sativa] 1 



49005 
104380 
1 

OJ990222_08.0420.C6.ol.np 
1 

267056 
1. .304, 



644.. 962, 1093. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1337, 1449 



OJ990222__08.0420.C6 
+ 

1959 
AAT/NAP 
1729 
1579 

1587, 1685. .1729 



SUCROSE SYNTHASE 1 (SUCROSE-UDP GLUCOSYLTRANSFERASE 1) 

gi| 100710 Ipir | IS25526 sucrose synthase (EC 2.4.1.13) - rice 

gi|20374 | emb | CAA7 8747 | (Z15028) sucrose synthase [Oryza sativa] 



49005 

104380 

1 

OJ990222_08.0420.C6.ol.gs 
80 

none 



Seq. ID OJ990222_08.0420.C6 



Strand 
End 

Method 

End 

Score 



+ 

1959 
GENSCAN 
1732 
.98 



80. .304, 644. .962, 1093. .1337, 1449. .1587, 1685. .1732 



49005 

104381 

1808 

OJ990222_08 . 0420 . C6 . ol . tm 
77 

none 



Seq. ID OJ990222_08.0420.C6 
Strand 

End 2144 

Method TBLASTX: Maize 

End 1593 

Score 390 



77. .316, 78. .314, 640. .948, 641. .958, 642. .974, 846. .962, 
1092. .1340, 1092. .1340, 1093. .1347, 1442. .1588, 1446. .1592, 
1447. .1593, 1450. .1587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49005 Seq. ID 

104381 Strand 

1808 End 

OJ990222_08 . 0420 . C6 . o2 . tw Method 

77 End 

none Score 

77. .316, 78. .314, 78. .323, 226.-327 



OJ990222_08.0420.C6 
2144 

TBLASTX: Wheat 

327 

373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49005 

104381 

1808 

OJ990222 

135 

none 



08.0420.C6.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990222_08.0420.C6 
2144 

TBLASTX: Soybean 

1593 

75 



50762 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



135. .209, 143. .202, 222. .314, 229. .315, 233. .316, 641. .958, 
642. .974, 846. .962, 1092. .1340, 1092. .1340, 1093. .1347, 
1442. .1588, 1446. .1592, 1447. .1593, 1450. .1587 



49005 

104381 

1808 

OJ990222_08.0420.C6.ol.tc 

152 

none 



Seq. ID OJ990222_08.0420.C6 
Strand 

End 2144 

Method TBLASTX : Cres s 

End 1587 

Score 229 



152. .313, 153. .314, 156. .317, 644. .976, 648. .974, 1092. .1340, 
1093. .1347, 1440. .1580, 1447. .1587, 1450. .1587 



49005 

104381 

1808 

OJ990222J38 . 0420 . C6 . ol . tw 

647 

none 



Seq. ID OJ990222_08.0420.C6 
Strand 

End 2144 

Method TBLASTX : Wheat 

End 1473 

Score 435 



647. .955, 648. .950, 1092. .1229, 1092. .1340, 1093. .1347, 
1440. .1472, 1447. .1473 



49005 

104381 

1808 

OJ990222_08.0420.C6.o3.tw 

1479 

none 



Seq. ID OJ990222_08.0420.C6 
Strand 

End 2144 

Method TBLASTX : Wheat 

End 1732 

Score 67 



1479. .1592, 1480. .1593, 1480. .1581, 1685. .1732 



Seq. ID OJ990222_08.0420.C6 
Strand 

End 2144 

Method AAT/GAP 

End 2144 

Score 411 



49005 
104381 
1808 

OJ990222_08.0420.C6.o2.gp 
1808 

uC-osflcyp!05dl0al 
1808.. 2144 

'20365/emb|X64770|OSRSSlA 9.0e-67 O.sativa RSsl gene for sucrose 
synthase ' 



. 49006 
104382 
2645 

OJ990222_08.0420.C7.ol.tm 

730 

none 

730. .999, 851. .997 

49006 
104382 
2645 

OJ990222_08 . 0420 . C7 . ol . tw 
1078 
none 



Seq. ID OJ990222_08.0420.C7 
Strand 

End 2745 

Method TBLASTX: Maize 

End " 999 

Score 77 



Seq. ID OJ990222_08.0420.C7 
Strand 

End 274 5 

Method TBLASTX : Wheat 

End .1438 

Score 100 
1078. .1218, 1086. .1223, 1091. .1246, 1256. .1438 

49006 Seq. ID OJ990222_08 . 0420 . C7 



50763 




Gene No . 


104382 






Strand 










Start 


2645 






End 


2745 








Name 


OJ990222 08. 


0420.C7.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1172 






End 


1463 








GI 


none 






Score 


58 








Exons 


1172. .1240, 


1197. .1283, 


1268. 


.1462, 1275. .1463 








Seq. No. 


49006 






Seq. ID 


OJ990222 


_08 


.0420 


.C7 


Gene No . 


104382 






Strand 










Start 


2645 






End 


2745 








Name 


OJ990222 08. 


0420.C7.o2. 


gs 


Method 


GENSCAN 








Start 


2645 






End 


2745 








GI 


none 






Score 


.89 








Exons 


2645. .2745 
















Seq. No. 


49007 






Seq. ID 


OJ990222 


_08 


. 0420 


.C8 


Gene No t 


104383 






Strand 


+ 








Start 


131 






End 


376 








Name 


OJ990222 08. 


0420.C8.ol. 


gs 


Method 


GENSCAN 








Start 


131 






End 


376 








GI 


none 






Score 


. 74 








Exons 


131. .376 
















Seq. No. 


49008 






Seq. ID 


OJ990222 


_08 


0420 


.Cll 


Gene No . 


104384 






Strand 










Start 


61 






End 


446 








Name 


OJ990222 08. 


0420.Cll.ol 


.gp 


Method 


AAT/GAP 








Start 


61 






End 


446 








GI 


2311629 






Score 


425 








Exons 


61. .175, 300 


. .446 














Seq. No. 


49008 






Seq. ID 


OJ990222 


_08 


0420 


.Cll 


Gene No . 


104384 






Strand 










Start 


61 






End 


446 








Name 


OJ990222 08. 


0420.Cll.ol 


.gs 


Method 


GENSCAN 








Start 


65 






End 


428 








GI 


none 






Score 


. 78 








Exons 


65.. 175, 300 


. .428 














Seq. No. 


49009 






Seq. ID 


OJ990222 


_08 


0420 


.C13 


Gene j^o . 


104385 






Strand 


+ 








Start 


373 






End 


756 








Name 


OJ990222 08. 


0420.C13.ol 


.gs 


Method 


GENSCAN 








Start 


373 






End 


756 








GI 


none 






Score 


.57 








Exons 


373.-553, 580. .756 














Seq. No. 


49009 






Seq. ID 


OJ990222_ 


_08. 


0420 


.C13 


Gene No. 


104386 






Strand 


+ 








Start 


2363 






End 


2636 








Name 


OJ990222 08. 


0420.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


2363 




End 


2636 








GI 


959 1.R1084 






Score 


532 








Exons 


2363. .2636 

















GI Descrip. '3264767 2.0e-44 (AF071893) AP2 domain containing protein 
[Prunus armeniaca] 1 

50764 



Seq. No. 49009 Seq. ID 

Gene No. 104386 Strand 

Start 2363 End 

Name OJ990222_08 . 0420 . C13 . ol . np Method 

Start 2477 End 

GI 6176534 Score 

Exons 2477.. 2636 

GI Descrip. (AF190770) EREBP-like protein [Oryza sativa] 



OJ990222_08.0420.C13 
+ 

2636 
AAT/NAP 
2636 
264 



Seq. No. 49010 

Gene No. 104387 

Start 1 

Name OJ990222_08.0420.C14 .ol .gp 

Start 1 

GI 959_1.R1084 

Exons 1..896, 982. .1442 

GI Descrip. '3264767 2.0e-44 (AF071893) 
[Prunus armeniaca] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990222 
+ 

1442 
AAT/GAP 
1442 
2558 



08.0420.C14 



AP2 domain containing protein 



Seq. No. 49010 Seq. ID 

Gene No. 104387 Strand 

Start 1 End 

Name OJ990222_08 . 0420 . C14 . ol . np Method 

Start 1 End 

GI 6176534 Score 

Exons 1..846 

GI Descrip. (AF190770) EREBP-like protein [Oryza sativa] 



OJ990222_08.0420.C14 
+ 

1442 
AAT/NAP 
846 
1372 



Seq. No. 49010 Seq. ID 

Gene No. 104387 Strand 

Start 1 End 

Name OJ990222_08 . 0420 . C14 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 849 



OJ990222_08.0420.C14 
+ 

1442 
GENSCAN 
849 
.97 



Seq. No. 49010 
Gene No. 104388 
Start 4711 

Name OJ990222_08 . 0420 . C14 . ol . tm 

Start 27 
GI none 

Exons . 27. .188, 36. .290, 37. .291, 37. 

435. .482, 492. .632, 502. .612, 
863.. 907, 950.. 985 



Seq. ID OJ990222_08.0420.C14 

Strand . - 

End 5845 

Method TBLASTX : Mai ze 

End 985 

Score 255 

.276, 83. .289, 286. .420, 430. .48 
603. .851, 604. .852, 859. .888, 



Seq. No. 49010 

Gene No. 104388 

Start 4711 

Name OJ990222_08 . 0420 . Cr4 . ol . ts 

Start 34 

GI none 
Exons 



Seq. ID OJ990222_08.0420.C14 
Strand 

End 5845 

Method TBLASTX : Soybean 

End 849 

Score 273 

34 . .303, 99. .191, 571. .600, 685. .723, 721. .798, 799. .849 



Seq. No. 
Gene No. 
Start 



49010 

104388 

4711 



Seq. ID OJ990222_08.0420.C14 
Strand 

End 5845 



50765 



Name OJ990222J38 . 0420 . C14 . ol . tc Method 

Start 67 End 

GI none Score 

Exons 67. .276, 76. .204, 108. .275, 511. .552, 

Seq. No. 49010 Seq. ID 

Gene No. 104388 Strand 

Start 4711 End 

Name OJ990222_08 . 0420 . C14 . ol . tw Method 

Start 704 End 

GI none Score 

Exons 704.. 850, 705.. 893, 706.. 852 

Seq. No. 49010 Seq. ID 

Gene No. 104388 Strand 

Start 4711 End 

Name OJ990222_08 . 04 20 . C14 . o2 . gs Method 

Start 4711 End 

GI none Score 

Exons 4711.. 5104, 5762.. 5845 

Seq. No. 49011 Seq. ID 

Gene No. 104389 Strand 

Start 781 End 

Name OJ990222_08 . 0420 . C16 . ol . gs Method 

Start 781 End 

GI none Score 

Exons 781.. 1007 



TBLASTX: Cress 
597 
253 
571. .597 

OJ990222_08 . 0420 . C14 

5845 

TBLASTX: Wheat 

893 

178 



OJ990222_08.0420.C14 

5845 
GENSCAN 
5845 ' 
.79 



OJ990222_08 .0420.C16 

1007 
GENSCAN 
1007 
. 69 



Seq. No. 49012 Seq. ID 

Gene No. 104390 Strand 

Start 478 End 

Name OJ990222_08 . 0420 . C17 . ol . gs Method 

Start 478 End 

GI none Score 

Exons 478.. 666 



OJ990222_08.0420.C17 
666 

GENSCAN 

666 

.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990222_08.0420.C18 

Strand + 

End 1751 

Method GENSCAN 

End 1751 

Score .52 



Seq. ID OJ990222_08.0420.C18 



49013 
104391 
961 

OJ990222_08.0420.C18.ol.gs 
961 
none 

961. .985, 1627. .1751 
49013 

104392 Strand 
897 End 1490 

OJ990222_08 . 0420 . C18 . ol . np Method AAT/NAP 
897 End 1490 

6069646 Score 626 

897. .1490 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



50766 




Seq. No. 


4 yui o 








oeq. 1U 


ujyyu^z^ uo.u4^u 


.Lib 


Gene No. 


104392 








Strand 






Start 


897 








End 


1490 




Name 


OJ990222 08 


.0420 


.C18.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


912 








End 


1472 




GI 


none 








Score 


233 




Exons 


912. .1073, 


1161. 


.1472 










Seq. No. 


49013 








Seq. ID 


OJ990222_08.0420 


-C18 


Gene No. 


104392 








Strand 






Start 


897 








End 


1490 




Name 


OJ990222 08 


.0420 


.C18.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1188 








End 


1377 




GI 


none 








Score 


76 




Exons 


1188. .1376, 


1192 


. .1377 













Seq. No. 


49014 




Seq. ID 


OJ990222 


_08. 


0420. 


C20 




Gene No. 


104393 




Strand 


+ 










Start 


523 




End 


636 










Name 


OJ990222 08.0420.C20. 


ol . gs 


Method 


GENSCAN 










Start 


523 




End 


636 










GI 


none 




Score 


.43 










Exons 


523.. 636 
















Seq. No. 


49015 




Seq. ID 


OJ990222 


_08. 


0420. 


C22 




Gene No. 


104394 




Strand 


+ 








r 


Start 


917 




End 


1112 










Name 


OJ990222 08.0420.C22. 


ol . gs 


Method 


GENSCAN 










Start 


917 




End 


1112 










GI 


none 




Score 


.78 










Exons 


917. .1012, 1050. .1112 














Seq. No. 


49016 




Seq. ID 


OJ990222 


_08. 


0420. 


C27 




Gene No. 


104395 




Strand 


+ 










Start 


1 




End 


1415 










Name 


OJ990222 08.0420.C27. 


ol .np 


Method 


AAT/NAP 








"*SKT 


Start 


1 




End 


1415 










GI 


7485154 




Score 


59 








£3 


Exons 


1..92, 1341. .1415 
















GI Descrip. 


hypothetical protein 


- Arabidopsis thaliana 









gi|2244955|emb|CAB10376.1| (Z97340) regulatory 
[Arabidopsis thaliana] gi | 7268345 | emb | CAB7 8639 . 
regulatory protein [Arabidopsis thaliana] 



protein 

1| (AL161542) 



Seq. No. 49016 Seq. ID 

Gene No. 104 395 Strand 

Start 1 End 

Name OJ990222_08 . 0420 . C27 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 568 



OJ990222_08.0420.C27 
+ 

1415 
GENSCAN 
568 
.99 



Seq. No. 49016 Seq. ID OJ990222_08 . 0420 . C27 

Gene No. 104396 Strand 

Start 4 95 End 7 98 

Name OJ990222 08 . 0420 . C27 . ol . gp Method AAT/GAP 



50767 



Start 495 

GI uC-osroM202008a01bl 
Exons 495.. 798 

GI Descrip. ' 2980768/emb | CAA18195 . 1 | 
[Arabidopsis thaliana] 1 



End 798 
Score 596 

4.0e-28 (AL022198) putative protein 



Seq. No. 


49017 






Seq. ID 


OJ990222 


_08 


0420. 


C32 


Gene No. 


104397 






Strand 


+ 








Start 


541 






End 


1152 








Name 


a Tnnnooo r\o n /i on poo 

OJyyO^zz 0o.042U.Coz 


. OI . 


gs 


Method 










Start 


541" 






End " 


1152 








GI 


none 






Score 


.62 








Exons 


541. .560, 717. .1152 
















Seq. No. 


49018 






Seq. ID 


OJ990222 


_08 


0420. 


C33 


Gene No. 


104398 






Strand 


+ 








Start 


15 






End 


1771 








Name 


OJ990222 08.0420.C33 


. ol . 


gs 


Method 


GENS CAN 








Start 


15 






End 


1771 








GI 


none 






Score 


.51 








Exons 


15. .54, 1661. .1771 
















Seq. No. 


4 9019 






Seq. ID 


OJ990222 


_08 


0420. 


C34 


Gene No. 


104399 






Strand 


+ 








Start 


460 






End 


1702 








Name 


OJ990222 08.0420.C34 


. ol . 


gs 


Method 


GENSCAN 








Start 


4 60 






End 


1702 








GI 


none 






Score 


.42 








Exons 


460. .647, 681. .859, 


1641 




1702 










Seq. No. 


49020 






Seq. ID 


OJ990222 


_08 


0420. 


C35 


Gene No. 


104400 






Strand 


- 








Start 


726 






End 


835 








Name 


OJ990222 08.0420.C35 


.ol. 


gs 


Method 


GENSCAN 








Start 


726 






End 


835 








GI 


none 






Score 


.5 








Exons 


726. .835 
















Seq. No. 


49021 






Seq. ID 


OJ990222 


_08 


0420. 


C41 


Gene No. 


104401 






Strand 










Start 


830 






End 


1277 








Name 


OJ990222 08.0420.C41 


.ol. 


gs 


Method 


GENSCAN 








Start 


830 






End 


1277 








GI 


none 






Score 


.49 









Exons 830.. 874, 1230.. 1277 



Seq. No. 49022 

Gene No. 104402 

Start 1646 

Name OJ990222JD8 . 04 20 . C4 2 . ol . gs 

Start 1646 

GI none 

Exons 1646.. 1832, 1943... 1965 



Seq. ID OJ990222_08.0420.C42 
Strand 

End 2068 

Method GENSCAN 

End 1965 

Score . 68 



Seq. No. 
Gene No. 
Start 



49022 

104402 

1646 



Seq. ID OJ990222_08.0420.C42 
Strand 

End 2068 



50768 



Ft i 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990222_08 . 0420 . C42 . ol . tm Method TBLASTX : Maize 
1646 End 2068 

none Score 142 

1646. .1858, 1646. .1858, 1943. .2068, 1946. .2068 



Seq. ID OJ990222_08.0420.C45 

Strand + 

End 320 

Method AAT/NAP 

End 320 

Score 260 



49023 
104403 
1 

OJ990222_08.0420.C45.ol.np 
1 

7447369 
1. .320 

pectinesterase homolog T9J22.11 - Arabidopsis thaliana 
gi|2739369|gb|AAC14493.1| (AC002505) putative pectinesterase 
[Arabidopsis thaliana] 



End 

Method 
End 
Score 



End 

Method 
End 
Score 



49023 
104404 
1577 

OJ990222_08.0420.C45.ol.tc 
12 

none 

12. .122, 141. .308, 155. .304 

49023 
104404 
1577 

OJ990222_08.0420.C45.ol.ts 
12 

none 

12. .116, 140. .313, 141. .323 

49023 
104404 
1577 

OJ990222_08.0420.C45.o2.tm 
21 

none 

21. .122, 141. .305, 158. .304 

49023 
104404 
1577 

OJ990222_08.0420.C45.o2.gp 
1521 
none 

1521.. 1682, 1838. .1962, 2084.. 2261 



Seq. ID OJ990222_08.0420.C45 
Strand 

2261 

TBLASTX: Cress 
308 
117 



Seq. ID OJ990222_08.0420.C45 
Strand 

2261 

TBLASTX : Soybean 
323 
96 



Seq. ID OJ990222_08.0420.C45 
Strand 

2261 

TBLASTX: Maize 
305 
107 



End 

Method 
End 
Score 



Seq. ID OJ990222_08.0420.C45 
Strand 

2261 
AAT/GAP 
2261 
818 



End 

Method 
End 
Score 



49023 

104404 

1577 

OJ990222_08.0420.C45.o2.gs 

1577 

none 



Seq. ID OJ990222_08.0420.C45 
Strand 

End 22 61 

Method GENSCAN 

End 2236 

Score . 8 



1577.. 1682, 1838. .1962, 2084.. 2236 

49023 Seq. ID OJ990222_08 . 0420 . C45 



50769 



Gene No. 104404 

Start 1577 

Name OJ990222_08 . 0420 . C4 5 . ol . tm 

Start 1622 

GI none 

Exons 1622.. 1684, 1622.. 1681, 1623. 

2079. .2210, 2081.. 2233, 2218. 



Strand 

End 2261 

Method TBLASTX : Mai ze 

End 2253 

Score 68 

.1682, 1837.. 1974, 1838.. 1972, 
.2253, 2227.. 2244 



Seq. No. 49024 Seq. ID 

Gene No. 104405 . Strand 

Start 358 ' End 

Name OJ990222_08 . 0420 .C46. ol . gs Method 

Start 358 End 

GI none Score 

Exons 358.. 423 



OJ990222_08.0420.C46 
+ 

423 

GEN SCAN 

423 

.83 



Seq. No. 49025 Seq. ID 

Gene No. 104406 Strand 

Start 28 End 

Name OJ990222_08 . 04 20 . C47 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28.. 14 6 



OJ990222_08.0420.C47 
146 

GENSCAN 

146 

.68 



Seq. No. 49025 Seq. ID 

Gene No. 104407 Strand 

Start 867 End 

Name OJ990222_08 . 0420 . C47 . o2 . gs Method 

Start 867 End 

GI none Score 

Exons 867.. 1103 



OJ990222_08.0420.C47 

1103 
GENSCAN 
1103 
.57 



Seq. No. 49026 Seq. ID 

Gene No. 104408 Strand 

Start 373 End 

Name OJ990222_08 . 04 20 . C4 9 . ol . gs Method 

Start 373 End 

GI .none Score 

Exons 373 . . 565 



OJ990222_08 .0420.C4 9 
+ 

565 

GENSCAN 

565 

.4 



Seq. No. 49026 Seq. ID 

Gene No. 104409 Strand 

Start 1098 End 

Name OJ990222_08 . 0420 . C4 9 . o2 . gs Method 

Start 1098 End 

GI none Score 
Exons 



OJ990222__08 . 0420 .C4 9 

3723 
GENSCAN 
3723 
.58 



1098. .1190, 1913. .2110, 2172. .2588, 3613. .3723 



Seq. No. 49027 Seq. ID 

Gene No. 104410 Strand 

Start .176 End 

Name OJ990222_08 . 0420 . C51 . ol . gp Method 

Start 176 End 

GI 18333_1.R1084 Score 

Exons 176. . 654 

GI Descrip. 1 417 6420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



OJ990222_08 . 0420 -C51 
+ 

654 

AAT/GAP 
654 
872 
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Seq. No. 


49027 


Seq. ID 


OJ990222_08.0420 


.C51 


Gene No. 


104411 


Strand 






Start 


365 


End 


653 




Name 


OJ990222 08-0420. C51.ol.tm 


Method 


TBLASTX: Maize 




Start 


212 


End 


653 




GI 


none 


Score 


68 




Exons 


212. .259, 294. .338, 295. .351 


, 357. .440, 


362.-439, 512.. 


553, 




545. .652, 573..6S3 








Seq. No. 


4 9027 


Seq. ID 


/"\Tonrtooo ao A/ion 


. Col 


Gene No. 


104411 


Strand 






Start 


365 


End 


653 




Name 


OJ990222 08.0420.C51.ol.gs 


Method 


GENSCAN 




Start 


365 


End 


650 




GI 


none 


Score 


.62 




Exons 


365. .650 








Seq. No. 


49027 


Seq. ID 


OJ990222_08.0420 


.C51 


Gene No. 


104411 


Strand 






Start 


365 


End 


653 




Name 


OJ990222 08.0420.C51.ol.np 


Method 


AAT/NAP 




Start 


368 


End 


643 




GI 


5734741 


Score 


156 




Exons 


368. .643 








GI Descrip. 


(AC007651) Similar to Ubiquitin Conjugating Enzyme [Arabidopsis 




thaliana] 








Seq. No. 


49028 


Seq. ID 


OJ990222_08.0420 


.C56 


Gene No. 


104412 


Strand 






Start 


669 


End 


4034 




Name 


OJ990222 08.0420.C56.ol.np 


Method 


AAT/NAP 




Start 


130 


End 


3297 




GI 


2980768 


Score 


247 




Exons 


130. .235, 682. .908, 1788. .1880, 2570. .2635, 2757. .2819, 






3157. .3297 








GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


49028 


Seq. ID 


OJ990222_08.0420 


.C56 


Gene No. 


104412 


Strand 






Start 


669 


End 


4034 




Name 


OJ990222 08.0420.C56.ol.gp 


Method 


AAT/GAP 




Start . 


302 


End 


690 




GI 


4716092 


Score 


734 




Exons 


302. .690 








Seq. No. 


49028 


Seq. ID 


OJ990222_08.0420 


.C56 


Gene No. 


104412 


Strand 






Start 


669 


End 


4034 




Name 


OJ990222 08.0420.C56.ol.tw 


Method 


TBLASTX: Wheat 




Start 


557 


End 


1870 




GI 


none 


Score 


240 




Exons 


557. .610, 681. .902, 703. .903 


, 704. .907, 


705. .911, 1646. 


. 1717, 




1654. .1716, 1829. .1870 








Seq. No. 


49028 


Seq. ID 


OJ990222_08.0420 


.C56 


Gene No. 


104412 


Strand 







50771 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.ol 


gs 


Method 


GENSCAN 


Start 


669 






End 


4029 


GI 


none 






Score 


.48 


Exons 


669. .908, 1815. .1880, 2757.. 


2945, 3046 


. .4029 


Seq. No. 


49028 






Seq. ID 


OJ990222_08.0420.C56 


Gene No. 


104412 






Strand 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.o2. 


gp 


Method 


AAT/GAP 


Start 


776 






End 


2852 


GI 


5039098 






Score 


762 


Exons 


776. .908, 1654. .1722, U 


ii5. . 


1880, 2570 


..2635, 2757.. 2852 


GI Descrip. 


2980768/emb| 


CAA18195 . 1 1 


4.0e 


-28 (AL022198) putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


49028 






Seq. ID 


OJ990222_08.0420.C56 


Gene No. 


104412 






Strand 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1621 






End 


1886 


GI 


none 






Score 


134 


Exons 


1621. .1722, 


1622. .1723, 


1789 


..1884, 1793. .1885, 1806. .1886, 




1806. .1886 










Seq. No. 


49028 






Seq. ID 


OJ990222_08.0420.C56 


Gene No. 


104412 






Strand 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3274 






End 


3706 


GI 


none 






Score 


349 


Exons 


3274. .3315, 


3374. .3706, 


3382 


. .3705 




Seq. No. 


49028 






Seq. ID 


OJ990222_08.0420.C56 


Gene No. 


104412 






Strand 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.o3. 


gp 


Method 


AAT/GAP 


Start 


3437 






End 


3976 


GI 


none 






Score 


948 


Exons 


3437. .3976 










Seq. No. 


49028 






Seq. ID 


OJ990222_08.0420.C56 


Gene No. 


104412 






Strand 




Start 


669 






End 


4034 


Name 


OJ990222 08. 


0420.C56.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3707 






End 


4034 


GI 


none 






Score 


73 


Exons 


3707. .3808, 


3729. .3812, 


3729 


..3815, 3730. .3816, 3823. .4002, 




3840. .4001, 


3981. .4034 








Seq. No. 


49029 






Seq. ID 


OJ990222_08.0420.C58 


Gene No. 


104413 






Strand 


+ 


Start 


1161 






End 


2330 


Name 


OJ990222 08. 


0420.C58.ol. 


np 


Method 


AAT/NAP 


Start 


1161 






End 


2330 


GI 


5042439 






Score 


378 


Exons 


1161. .1290, 


1418. .1516, 


2043 


..2103, 2194. .2330 



50772 





GI Descrip. 


(AC007789) putative DNA-binding protein [Oryza 


sativa] 






Seq. No. 


49029 


Seq. ID 


OJ990222 


_08. 


0420 


.C58 




Gene No . 


104414 


Strand 












Start 


1192 


End 


2273 










Name 


OJ990222_08 .0420.C58.ol.gs 


Method 


GENSCAN 










Start 


1192 


End 


2273 










GI 


none 


Score 


.84 










Exons 


1192. .1588, 1765. .1881, 1954. 


.2184, 2190. .2273 










Seq. No. 


a o n o r\ 

4 yoju 


Seq. ID 


OJ990222 


_08. 


0420 


.C59 




Gene No. 


104415 


Strand 












Start 


347 


End 


1696 










Name 


OJ990222 08 . 0420 . C59 . ol . np 


Method 


AAT/NAP 










Start 


347 


End 


1696 










GI 


4263827 


Score 


54 










Exons 


347. .538, 1608. .1696 














GI Descrip. 


(AC006067) putative receptor- 


like protein kinase [Arabidopsis 






thaliana] 














Seq. No. 


49031 


Seq. ID 


OJ990222 


_08. 


0420 


.C66 




Gene No. 


104416 


Strand 












btart 


1 


End 


977 










Name 


OJ990222 08.0420.C66.ol.np 


Method 


AAT/NAP 








s? 


Start 


1 


End 


977 








3 


GI 


6907086 


Score 


1086 








?% 


Exons 


1.-157, 218. .977 












Li 


GI Descrip. 


(AP0011291. hypothetical protein [Oryza 


sativa] 










Seq. No. 


49031 


Seq. ID 


OJ990222 


_08. 


0420 


.C66 




Gene No. 


104417 


Strand 












Start 


1687 


End 


3214 










Name 


OJ990222 08.0420.C66.o2.np 


Method 


AAT/NAP 










Start 


1687 


End 


3214 










GI 


4680186 


Score 


180 








4 


Exons 


1687. .2107, 2612. .2674, 3172. 


.3214 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 









Seq. No. 


49032 


Seq. ID 


OJ990222JD7.0420. 


Gene No. 


104418 


Strand 


+ 


Start 


464 


End 


903 


Name 


OJ990222 07.0420.C3.ol.gs 


Method 


GENSCAN 


Start 


464 


End 


903 


GI 


none 


Score 


.86 


Exons 


464. .504, 801. .903 






Seq. No. 


49032 


Seq. ID 


OJ990222JD7.0420. 


Gene No. 


104419 


Strand 




Start 


1 


End 


3481 


Name 


OJ990222 07.0420.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3481 


GI 


5915837 


Score 


171 


Exons 


1..67, 3190. .3481 






GI Descrip. 


CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA71517 | 




(Y10493) putative cytochrome 


P450 [Glycine max] 


Seq. No. 


49032 


Seq. ID 


OJ990222JD7.0420. 



50773 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



104419 Strand 

1 End 3481 

0 J990222_07 . 0420 . C3 . o2 , gs Method GENSCAN 

2389 End 3390 

none Score .47 

2389.-2529, 3190.. 3390 



49033 

104420 

63 

OJ990222_07. 0420 . C5 . ol . gs 
63 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

63. .70, 468. .580, 619. .686, 1076. .1262, 1450. .1597, 1773. .1870, 
2656. .3405, 3485. .3613, 3672. .3826, 3933. .3991, 4061. .4200, 
4269. .4689, 4945. .5090, 5195. .5706 



OJ990222_07.0420.C5 
+ 

5706 
GENSCAN 
5706 
.75 



OJ990222_07.0420.C5 
+ 

5706 
AAT/NAP 
4822 
1017 



49033 Seq. ID 

104420 Strand 
63 End 
OJ990222_07 . 0420 . C5 . o3 . np Method 
2643 End 
6721561 . Score 

2643. .2712, 3678.-3862, 3933. .3991, 4061. .4822 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49033 




Seq. ID 


OJ990222 


Gene No. 


104420 




Strand 


+ 


Start 


63 




End 


5706 


Name 


OJ990222 07.0420.C5.o2. 


np 


Method 


AAT/NAP 


Start 


2685 




End 


4703 


GI 


6721558 




Score 


258 


Exons 


2685.-2784, 3485. .3610, 


4502 


. .4703 




GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi 168150831 dbj IBAA90369 


.11 (AP001081) 


hypotheti 




[Oryza sativa] 








Seq. No. 


49033 




Seq. ID 


OJ990222 


Gene No. 


104421 




Strand 




Start 


163 




End 


2255 


Name 


OJ990222 07.0420.C5.ol. 


np 


Method 


AAT/NAP 


Start 


163 




End 


2255 


GI 


7523517 




Score 


209 


Exons 


163. .234, 1712. .1812, 1956.. 


2255 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49033 




Seq. ID 


OJ990222 


Gene No. 


104422 




Strand 




Start 


5900 




End 


12343 


Name 


OJ990222 07.0420.C5.o2. 


gs 


Method 


GENSCAN 


Start 


5900 




End 


12258 


GI 


none 




Score 


.69 


Exons 


5900.. 6207, 6340.. 6570, 


6673 


..8414, 8654. .9411, 



50774 






9856. . 9967V 


10021. .1014 6, 10170. .11777 


, 11851. .12258 




Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


.0420. 


.C5.o4.np 


Method 


AAT/NAP 




Start 


6326 






End 


9402 




GI 


5902445 






Score 


3040 




Exons 


6326. .9402 












GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


. 0420 . 


, C5.o3. tw 


Method 


TBLASTX: Wheat 




Start 


6335 






End 


6943 




GI 


none 






Score 


61 




Exons 


6335. .6466, 


6336. 


,.6461, 6455. 


.6943, 6687. .6794, 6843.-6929 


Seq. No. 


49033 






Seq. ID 


OJ990222 07. 0420 


. Co 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


.0420. 


C5.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


7067 






End 


7450 




GI 


none 






Score 


207 




Exons 


7067. .7450, 


7068. 


, .7442 








Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


.0420. 


C5.o2 ,tm 


Method 


TBLASTX: Maize 




Start 


7145 






End 


7450 




GI 


none 






Score 


174 




Exons 


7145. .7450, 


7146. 


.7433 








Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


. 0420. 


C5.o8 . tw 


Method 


TBLASTX: Wheat 




Start 


7613 






End 


7871 




GI 


none 






Score 


69 




Exons 


7613. .7870, 


7617. 


.7871 








Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


.0420. 


C5.o6. tw 


Method 


TBLASTX: Wheat 




Start 


7910 






End 


8317 




GI 


none 






Score 


48 




Exons 


7910. .7972, 


7910. 


.8083, 8091. 


.8264, 8093. .8317, 8107. .8274 


Seq. No. 


49033 






Seq. ID 


OJ990222_07.0420 


.C5 


Gene No. 


104422 






Strand 






Start 


5900 






End 


12343 




Name 


OJ990222 07 


.0420. 


C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8408 






End 


8838 




GI 


none 






Score 


96 





50775 



Exons 



8408. .8488, 8500. .8838, 8648.-8833 



Seq. No. .49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 

Name OJ990222^07 . 0420 . C5 . o2 . tw Method 

Start 8468 End 

GI none Score 

Exons 8468. .8881, 8486.-8842, 8500. .8886 

49033 Seq. ID 

104422 Strand 

5900 End 

OJ990222_07 . 0420 . C5 . o3 . tm Method 

8560 End 

none . Score 

8560. .8943, 8561. .8908, 8671. .8916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 

Name OJ990222_07 . 04 20 . C5 . ol . tm Method 

Start 8971 End 

GI none Score 

Exons 8971.. 9327, 9007.. 9273, 9059.. 9292 

Seq. No. 49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 

Name OJ990222_07 . 0420 . C5 . ol . tw Method 

Start 9013 End 

GI none Score 

Exons 9013.. 9456, 9035.. 9448 

Seq. No. 49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 

Name OJ990222_07 . 0420 . C5 . o2 . ts . Method 

Start 9052 End 

GI none Score 

Exons 9052.. 9186, 9193.. 9417 



OJ990222_07.0420.C5 
12343 

TBLASTX: Wheat 

8886 

267 



OJ990222_07.0420.C5 
12343 

TBLASTX: Maize 

8943 

185 



OJ990222_07.0420.C5 
12343 

TBLASTX: Maize 

9327 

158 



OJ990222_07.0420.C5 
12343 

TBLASTX: Wheat 

9456 

321 



OJ990222_07.0420.C5 
12343 

TBLASTX: Soybean 

9417 

107 



Seq. No. 49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 12343 

Name OJ990222_07 . 0420 . C5 . o5 . np Method AAT/NAP 

Start 9469 End 12343 

GI 5902444 Score 1005 

Exons 9469.. 11118, 11305 .. 11524 , 12299.. 12343 
GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990222 07. 0420. C5 



Seq. No. 49033 

Gene No. 104422 

Start 5900 

Name OJ990222_07 . 0420 . C5 . o5 . tw 

Start 9606 

GI none 



Seq. ID OJ990222_07.0420.C5 
Strand 

End 12343 

Method TBLASTX : Wheat 

End 10104 

Score 89 



50776 



Exons 9606. .9659, 9649. .9885, 9767. .9883, 9922. .10104, 9923. .10096 



OJ990222 07. 0420. C5 



Seq. No. 49033 Seq. ID 

Gene No. 104422 Strand 

Start 5900 End 

Name OJ990222_07 . 0420 . C5 . o7 . tw Method 

Start 10734 End 

GI none Score 

Exons • 10734. .11009, 10735 .. 10962, 10968 .. 11081, 11020 .. 11070 , 
11085.. 11126 



12343 

TBLASTX: Wheat 

11126 

90 



Seq. No. 49034 Seq. ID 

Gene No. 104423 Strand 

Start 2542 End 

Name OJ990222_07 . 0420 . C6 . ol . gs Method 

Start 2542 End 

GI none Score 

Exons 2542.. 3489 



OJ990222_07.0420.C6 
+ 

3489 
GENSCAN 
3489 
.98 



Seq. No. 49034 Seq. ID OJ990222_07 . 0420 . C6 

Gene No. 104423 Strand + 

Start 2542 End 3489 

Name OJ990222_07 . 0420 . C6. ol . np Method AAT/NAP 

Start 2566 End 3452 

GI 5915836 Score 508 

Exons 2566.-3452 

GI Descrip. CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 49034 Seq. ID 

Gene No. 104424 Strand 

Start 4156 End 

Name OJ990222_07 . 0420 . C6 . ol . tm Method 

Start 2646 End 

GI none Score 

Exons 2646.. 2705, 2659. 
3099. .3248 



OJ990222_07.0420.C6 
4603 

TBLASTX: Maize 
3276 
94 

.2709, 2716. .3036, 2727.. 2993, 3088. .3276, 



Seq. No. 


49034 








Seq. ID 


OJ990222_07.0420 


.C6 


Gene No. 


104424 








Strand 






Start 


4156 








End 


4603 




Name 


OJ990222 07 


.0420. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2658 








End 


3141 




GI 


none 








Score 


72 




Exons 


2658. .2717, 


2659. 


.2718, 


2701. 


.3141, 2736.. 2996 




Seq. No. 


49034 








Seq. ID 


OJ990222_07.0420 


.C6 


Gene No. 


104424 








Strand 






Start 


4156 








End 


4603 




Name 


OJ990222 07 


0420. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2658 








End 


3453 




GI 


none 








Score 


350 




Exons 


2658. .2864, 


2659. 


.3036, 


3118. 


.3453 






Seq. No. 


49034 








Seq. ID 


OJ990222_07.0420 


.C6 


Gene No. 


104424 








Strand 






Start 


4156 








End 


4603 





50777 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
^ Start 
!f Name 
3 Start 
ii GI 
jj Exons 

^ Seq. No. 
If Gene No. 
3 Start 
y Name 
Start 

Exons 



OJ990222_07 . 0420 . C6 . o2 . tw Method 
2701 End 
none Score 
2701. .2754, 2761. .2871, 2905. .2988 



TBLASTX: Wheat 

2988 

63 



49034 

104424 

4156 

OJ990222_07.0420.C6.ol.tw 

3094 

none 

3094. .3417 

49034 

104424 

4156 

OJ990222_07.0420.C6.o2.gs 

4156 

none 

4156. .4173, 4365. .4603 

49035 

104425 

872 

OJ990222_07.0420.C7.ol.gs 

872 

none 

872. .1273, 1282. .1398 

49036 

104426 

2239 

OJ990222_07.0420.C8.o2.gs 

2239 

none 

2239. .2336 



Seq. ID OJ990222_07.0420.C6 
Strand 

End 4 603 

Method TBLASTX : Wheat 

End 3417 

Score 193 



Seq. ID OJ990222_07.0420.C6 
Strand 

End 4603 

Method GENSCAN 

End 4603 

Score .94 



Seq. ID OJ990222_07.0420.C7 
Strand 

End 1398 

Method GENSCAN 

End 1398 

Score .47 



Seq. ID OJ990222_07.0420.C8 
Strand 

End 2336 

Method GENSCAN 

End 2336 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49037 
104427 
1 

OJ990222_07.0420.C9.ol.np 
1 

5915839 
1..377, 561. .1169 

CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. ID OJ990222_07.0420.C9 
Strand + 

1189 
AAT/NAP 
1169 
674 



End 

Method 

End 

Score 



49037 

104427 

1 

OJ990222_07.0420.C9.ol.ts 
3 

none 



Seq. ID OJ990222_07.0'420.C9 

Strand + 

End 1189 

Method TBLASTX : Soybean 

End 1189 

Score 98 



3. .269, 555. .1130, 560. .700, 561. .827, 743. .1189 



49037 
104427 



Seq. ID OJ990222_07 .0420.C9 
Strand + 



50778 



Start 1 

Name OJ990222_07 . 0420 . C9 . ol . gs 

Start 60 

GI none 

Exons 60.. 377, 561.. 1184 

Seq. No. 49037 

Gene No. 104427 

Start 1 

Name OJ990222_07 . 0420 . C9 . o2 . tw, 

Start 312 

GI none 

Exons 312. .368, 560. .868, 561. .869 

Seq. No. 49037 

Gene No. 104427 

Start 1 

Name OJ990222_07 . 0420 . C9 . ol . tm 

Start 560 

GI none 

Exons 560.. 1024, 561.. 1022 



End 1189 

Method GEN SCAN 

End 1184 

Score .99 



Seq. ID OJ990222_07.0420.C9 

Strand + 

End 1189 

Method TBLASTX : Wheat 

End 8 69 

Score 53 



Seq. ID OJ990222_07.0420.C9 

Strand + 

End 1189 

Method TBLASTX : Mai ze 

End 1024 

Score 561 



5 : 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49037 Seq. ID 

104427 Strand 

1 End 

OJ990222_07.0420.C9.ol.tc Method 

561 End 

none Score 
561. .1106, 575.-664, 731. .1105 

49037 Seq. ID 

104427 Strand 
1 End 
OJ990222_07 . 0420 . C9 . ol . tw Method 
897 End 
none Score 
897. .1130, 932. .1159, 937. .1137 

49038 Seq. ID 

104428 Strand 
1583 End 
OJ990222_07 . 0420 . C10 . ol . gs Method 
1583 End. 
none Score 
1583. .2212, 2341. .2553, 2672. .2818 



OJ990222_07.0420.C9 
+ 

1189 

TBLASTX: Cress 

1106 

464 



OJ990222_07.0420.C9 
+ 

1189 

TBLASTX: Wheat 

1159 

299 



OJ990222_07. 0420. C10 

2870 
GENSCAN 
2818 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



49038 Seq. ID 

104428 Strand 

1583 End 2870 

OJ990222_07 . 0420 . C10 . ol . np Method AAT/NAP 

1642 End 2870 

5524155 Score 571 
1642. .2272, 2341. .2553, 2838. .2870 

(AF124815) cytochrome p450 [Mentha spicata] 



OJ990222 07. 0420. C10 



49038 
104428 



Seq. ID OJ990222_07. 0420. C10 
Strand 



50779 






Start 


1583 








End 


2870 




Name 


OJ990222 07 


.0420 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1645 








End 


2469 




GI 


none 








Score 


88 




Exons 


1645. .1725, 


1751 


. .1882, 


1755. 


.1883, 1901. .1933, 1946. .2023, 






1962. .2000, 


2093 


. .2284, 


2392. 


.2469 






Seq. No. 


49038 








Seq. ID 


OJ990222_07. 0420. C10 




Gene No. 


104428 








Strand 






Start 


1583 








End 


2870 




Name 


OJ990222 07 


.0420 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1660 








End 


2514 




GI 


none 








Score 


106 




Exons 


1660. .1752, 


1751 


. .1888, 


1752. 


.1880, 1946. .2017, 2093. .2272, 






2341. .2445, 


2378 


. .2479, 


2446. 


.2514 






Seq. No. 


49038 








Seq. ID 


OJ990222_07. 0420. C10 




Gene No. 


104428 








Strand 






Start 


1583 








End 


2870 




Name 


OJ990222 07 


.0420 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1660 








End 


1996 




GI 


none 








Score 


145 




Exons 


1660. .1743, 


1751 


. .1933, 


1752. 


.1901, 1946. .1996 




Seq. No. 


49038 








Seq. ID 


OJ990222_07. 0420. C10 




Gene No. 


104428 








Strand 




y 


Start 


1583 








End 


2870 




Name 


OJ990222 07 


. 0420 


.C10 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1791 








End 


2526 


- 


GI 


none 








Score 


118 




Exons 


1791. .1880, 


1793 


. .1879, 


1901. 


.1936, 194 


6.. 2023, 1946.. 2023, 


y 




1957. .2214, 


2093 


. .2272, 


2096. 


.2272, 2333. .2443, 2343. .2369, 






2344 . .2430, 


2401 


. .2526 








i 


Seq. No. 


49039 








Seq. ID 


OJ990222_07.0420.C11 


*- 


Gene No. 


104429 








Strand 






Start 


1 








End 


520 




Name 


OJ990222 07 


.0420 


.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


484 




GI 


5915836 








Score 


355 




Exons 


1. .484 














GI Descrip. 


CYTOCHROME 


P450 


71D7 gi| 


1762144 (U48435) putative cytochrome 






P450 [Solanum chacoensej 










Seq. No. 


49039 








Seq. ID 


OJ990222_07.0420.C11 




Gene No. 


104429 








Strand 






Start 


1 








End 


520 




Name 


OJ990222 07 


.0420 


.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


14 






End 


520 




GI 


none 








Score 


.54 




Exons 


14. .520 














Seq. No. 


49039 








Seq. ID 


OJ990222_07.0420.C11 




Gene No. 


104429 








Strand 






Start 


1 








End 


520 




Name 


OJ990222 07 


.0420 


.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


47 








End 


397 



50780 



GI 


none 




Score 


153 


Exons 


47. .352, 57. .302, 341.. 


397, 


342. .395 




Seq. No. 


49039 




Seq. ID 


OJ990222 


Gene No. 


104429 




Strand 




Start 


1 




End 


520 


Name 


OJ990222 07.0420.Cll.ol 


.tm 


Method 


TBLASTX : i 


Start 


47 




End 


412 


GI 


none 




Score 


302 


Exons 


47. .412, 54. .401 








Seq. No. 


49039 




Seq. ID 


OJ990222 


Gene No. 


104429 




Strand 




Start 


1 




End 


520 


Name 


OJ990222 07.0420.Cll.ol 


,ts 


Method 


TBLASTX: 


Start 


47 . 




End 


412 


GI 


none 




Score 


93 


Exons 


47. .412, 189. .317 








Seq. No. 


49040 




Seq. ID 


OJ990222 


Gene No. 


104430 




Strand 


+ 


Start 


1 




End 


o 12 


Name 


OJ990222 07.0420.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


812 


GI 


6907089 




Score 


1028 


Exons 


1..480, 575. .812 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49041 




Seq. ID 


OJ990222 


Gene No. 


104431 




Strand 


+ 


start 


1 




End 


14 j 3 


Name 


OJ990222 07.0420.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1430 


GI 


6539586 




Score 


2265 


Exons 


1. .1430 








GI Descrip. 


(AP000837) hypothetical 

- 


protein [Oryza 


sativa] 


Seq. No. 


49041 




•Seq. ID 


OJ990222 


Gene No. 


104431 




Strand 


+ 


Start 


1 




End 


1433 


Name 


OJ990222 07.0420.C13.ol 


. gs 


Method 


GENSCAN 


Start 


66 




End 


1433 


GI 


none 




Score 


.53 


Exons 


66. .1433 








Seq. No. 


49041 




Seq. ID 


OJ990222_ 


Gene No. 


104432 




Strand 




Start 


1671 




End 


1869 


Name 


OJ990222 07.0420.C13.o2 


. gs 


Method 


GENSCAN 


Start 


1671 




End 


1869 


GI 


none 




Score 


.51 


Exons 


1671. .1869 








Seq. No. 


49042 




Seq. ID 


OJ990222_ 


Gene No. 


104433 




Strand 




Start 


1 




End 


3040 


Name 


OJ990222 07.0420.C14.ol 


. np 


Method 


AAT/NAP 



50781 



Start 


1 


End 


3040 


GI 


7228457 


Score 


4690 


Exons 


1..1389, 1456. .2608, 2731. 


.3040 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.o4.tw 


Method 


TBLASTX: Wheat 


Start 


4 


End 


450 


GI 


none 


Score 


180 


Exons 


4. .78, 160. .450, 167. .445 






Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.ol.gs 


Method 


GENS CAN 


Start 


10 


End 


2959 


GI 


none 


Score 


.54 


Exons 


10. .1081, 1184. .1980, 2060. 


. .2959 




Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


451 


End 


832 


GI 


none 


Score 


168 


Exons 


451. .831, 482. .730, 490. .828, 776. .832 




Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


646 


End 


969 


GI 


none 


Score 


214 


Exons 


646. .969, 659. .952 






Seq. No. . 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.o5.tw 


Method 


TBLASTX: Wheat 


Start 


1162 


End 


1474 


GI 


none 


Score 


67 


Exons 


1162. .1422, 1298. .1474 






Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 


Gene No. 


104433 


Strand 




Start 


1 


End 


3040 


Name 


OJ990222 07.0420.C14.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1222 


End 


1788 


GI 


5666795 


Score 


64 


Exons 


1222. .1422, 1477. .1614, 1690. .1788 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea : 


mays] 


Seq. No. 


49042 


Seq. ID 


OJ990222_07.0420.C14 



50782 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



104433 Strand 

1 End 

OJ990222_07 . 0420 . C14 . o3 . tw Method 

1477 End 

none Score 



3040 

TBLASTX: Wheat 

1935 

88 



1477. .1626, 1478. .1615, 1660. .1911, 1661. .1846, 1681. .1935 



Seq. No. 49042 Seq. ID 

Gene No. 104433 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C14 . ol . ts Method 

Start 2537 End 

GI none Score 

Exons 2537.. 2908, 2748.. 2891 

Seq. No. 49042 Seq. ID 

Gene No. 104433 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C14 . ol . tw Method 

Start 2562 End 

GI none Score 

Exons 2562..2987, 2567.. 2986 



OJ990222_07.0420.C14 
3040 

TBLASTX : Soybean 

2908 

90 



OJ990222_07.0420.C14 
3040 

TBLASTX: Wheat 

2987 

331 





Seq. No. 


49042 






Seq. ID 


OJ990222_07.0420 


C14 




Gene No. 


104433 






Strand 






X tS. 

lit 


Start 


1 






End 


3040 






Name 


OJ990222 07 


.0420.C14.o2 


. tm 


Method 


TBLASTX: Maize 




f ^ 


Start 


2660 






End 


3035 






GI 


none 






Score 


234 






Exons 


2660. .3034, 


2679. .3035 










y 

3 if 


Seq. No. 


49043 






Seq. ID 


OJ990222_07.0420 


C15 




Gene No. 


104434 






Strand 






5 


Start 


1 






End 


1127 






Name 


OJ990222 07 


.0420.C15.ol 


np 


Method 


AAT/NAP 




s 4 


Start 


1 






End 


1127 




p. _ 


GI 


7228457 






Score 


1898 




i Jt 


Exons 


1. .1127 












r ""S 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 49043 

Gene No. 104434 

Start 1 

Name OJ990222_07 . 0420 . C15 . ol . tw 

Start 7 

GI none 

Exons 7. .261, 7.. 465, 11.. 271, 293. 



Seq. ID OJ990222_07.0420.C15 
Strand 

End 1127 

Method TBLASTX : Wheat 

End 4 66 

Score 83 
.466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49044 

104435 

524 

OJ990222_07.0420.C16.ol.gs 

524 

none 



Seq. ID OJ990222_07.0420.C16 
Strand 

End 2153 

Method GENSCAN 

End 2153 

Score .68 



524. .543, 1487. .1613, 2076. .2153 



50783 





Seq. No. 


49044 


Seq. ID 


OJ990222 




tjene ino . 


1 fl A A *5 c 


Strand 






Start 


3248 


End 


4605 




Name 


OJ990222 07.0420.C16.ol.np 


Method 


AAT/NAP 




Start 


3248 


End 


4605 




GI 


5852181 


Score 


110 




Exons 


3248.. 3506, 4299. .4605 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


A Ci f\ A c 


Seq. ID 






Gene No. 


104437 


Strand 


+ 




Start 


193 


End 


820 




Name 


OJ990222 07.0420.C20.ol.gs 


Method 


GENSCAN 




Start 


193 


End 


820 




GI 


none 


Score 


.6 




Exons 


193. .389, 748. .820 








Seq. No. 


49045 


Seq. ID 


OJ990222 




L*ene wo . 


104438 


Strand 






Start 


443 


End 


566 




Name 


OJ990222 07.0420.C20.ol.np 


Method 


AAT/NAP 




Start 


443 


End 


566 




GI 


7523512 


Score 


149 


3 


Exons 


443. .566 






h 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


: ; 


Seq. No. 


49046 


Seq. ID 


OJ990222 




Gene No . 


104439 


Strand 


+ 




Start 


1 


End 


1898 


2 


Name 


OJ990222 07.0420.C21.ol.np 


Method 


AAT/NAP 


r§ 


Start 


1 


End 


803 


=? 


GI 


5042454 


Score 


232 




Exons 


1..99, 325. .500, 750. .803 






=i 
j 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


49046 


Seq. - ID 


OJ990222 




Gene No. 


104439 


Strand 


+ 




oLdrt 


1 


End 


1898 


3 


Name 


OJ990222 07.0420.C21.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1886 




GI 


5915839 


Score 


585 




Exons 


1.-57, 1278. .1886 








GI Descrip. 


CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94 588 | ( 






CYP71D10p [Glycine max] 








Seq. No. 


49046 


Seq. ID 


OJ990222 




Gene No. 


104439 


Strand 


+ 




Start 


1 


End 


1898 




Name 


OJ990222 07.0420.C21.ol.gs 


Method 


GENSCAN 




Start 


240 


End 


1898 




GI 


none 


Score 


.77 




Exons 


240. .311, 411. .500, 856. .1021, 1291. .1898 




Seq. No. 


49046 


Seq. ID 


OJ990222 




Gene No. 


104439 


Strand 


+ 




Start 


1 


End 


1898 



50784 



Name 

Start 

G.I 

Exons 



OJ990222_07 . 0420 . C21 . ol . tc Method TBLASTX : Cress 
1271 End 1859 

none Score 129 

1271. .1393, 1278. .1394, 1401. .1859, 1577. .1792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49046 

104439 

1 

OJ990222_07 . 0420 . C21 . ol . tw 

1271 

none 



Seq. ID OJ990222_07.0420.C21 

Strand + 

End 1898 

Method TBLASTX: Wheat 

End 1586 

Score 74 



1271. .1576, 1277. .1420, 1278. .1586, 1452. .1583 



49046 

104439 

1 

OJ990222_07.0420.C21.ol.tm 

1277 

none 



Seq. ID OJ990222_07.0420.C21 

Strand + 

End 18 98 

Method TBLASTX : Mai ze 

End 1741 

Score 188 



1277. .1456, 1278. .1463, 1416. .1727, 1506. .1724, 1523. .1741 



Seq. No. 

Gene No. 
^ Start 
!? Name 
^ Start 
n GI 
II Exons 



49046 

104439 

1 

OJ990222_07.0420.C21.ol.ts 

1277 

none 



Seq. ID OJ990222_07.0420.C21 

Strand + 

End 1898 

Method ' TBLASTX : Soybean 

End 1868 

Score 173 



1277. .1429, 1278. .1463, 1424. .1723, 1434. .1529, 1506. .1859, 
1556. .1861, 1749. .1868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49046 

104439 

1 

OJ990222_07.0420.C21.o2.tw 

1610 

none 



Seq. ID OJ990222_07.0420.C21 

Strand + 

End 1898 

Method TBLASTX : Wheat 

End 1880 

Score 256 



1610. .1858, 1611. .1859, 1620. .1880, 1661. .1879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49047 
104440 
1 

OJ990222_07.0420.C22.ol.np 
1 

5921278 
1..376, 799. .1289 

(AJ238612) cytochrome P450 [Catharanthus roseus] 



Seq. ID OJ990222_07.0420.C22 

Strand + 

End 1289 

Method AAT/NAP 

End 1289 

Score 606 



49047 

104440 

1 

OJ990222_07 . 0420 . C22 . ol . ts 
29 

none 



Seq. ID OJ990222_07.0420.C22 

Strand + 

End 1289 

Method TBLASTX : Soybean 

End 1266 

Score 84 

29. .244, 284. .373, 793. .984, 798. .950, 1027. .1266, 1090. .1251, 
1179. .1265 



Seq. No. 



49047 



Seq. ID OJ990222 07.0420.C22 



50785 



Gene No. 104440 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C22 . ol . gs Method 

Start 62 End 

GI none Score 

Exons 62.. 376, 799.. 1246 



+ 

1289 
GENSCAN 
1246 
.49 



Seq. No. 49047 

Gene No. 104440 

Start 1 

Name OJ990222_07. 0420 .C22 . ol . tw 

Start 285 

GI none 
Exons 



Seq. ID OJ990222_07.0420.C22 

Strand + 

End 1289 

Method TBLASTX : Wheat 

End 1107 

Score 76 

285. .353, 287. .364, 293. .364, 798. .1103, 799. .1104, 838. .1107 



Seq. No. 49047 

Gene No. 104440 

Start 1 

Name OJ990222_07 . 0420 . C22 . ol . tm 

Start 287 

GI none 
Exons 



Seq. ID OJ990222_07.0420.C22 

Strand + 

End 1289 

Method TBLASTX : Mai ze 

End 1262 

Score 90 

287. .373, 798. .1262, 799. .984, 951. .1253, 1019. .1255, 1027. .1260 



Seq. No. 
*? Gene No. 
;3 Start 
[is Name 
fU Start 

Exons 



49047 
104440 

1 • 

OJ990222_07.0420.C22.ol.tc 

793 

none 



Seq. ID OJ990222_07 .0420.C22 

Strand + 

End 1289 

Method TBLASTX : Cress 

End 1266 

Score 130 



793. .924, 798. .914, 838. .915, 922. .1266, 1021. .1197, 1179. .1265 



Seq. No. 49047 

Gene No. 104440 

Start 1 

Name OJ990222_07 . 0420 . C22 . o2 . tw 

Start 1132 

GI none 

Exons 1132.. 1266, 1176.. 1262 

[3 Seq. No. 49048 

R Gene No. 104441 

s " Start 731 

Name OJ990222_07 . 0420 . C23 . ol . gs 

Start 731 

GI none 

Exons 731.. 817 



car 



Seq. ID OJ990222_07.0420.C22 

Strand + 

End 1289 

Method TBLASTX : Wheat 

End 1266 

Score 192 



Seq. ID OJ990222_07.0420.C23 
Strand 

End 817 

Method GENSCAN 

End 817 

Score . 66 



Seq. No. 49049 

Gene No. 104442 

Start 251 

Name OJ990222_07 . 0420 . C25 . ol . gs 

Start 251 

GI none 

Exons 251.. 474 



Seq. ID OJ990222_07.0420.C25 

Strand + 

End 474 

Method GENSCAN 

End 474 

Score .87 



Seq. No. 
Gene No. 



49050 
104443 



Seq. ID OJ990222_07.0420.C26 
Strand 



50786 



Start 


348 




End 


385 








Name 


OJ990222 07.0420.C26.ol 


.gs 


Method 


GENSCAN 








Start. 


348 




End 


385 








GI 


none 




Score 


.62 








Exons 


348. .385 














Seq. No. 


49051 




Seq. ID 


OJ990222_ 


07 


0420 


.C28 


Gene No. 


104444 




Strand 


+ 








Start 


516 




End 


605 








Name 


OJ990222 07.0420.C28.ol 


.gs 


Method 


GENSCAN 








Start 


516 " 




End 


605 








GI 


none 




Score 


.44 








Exons 


516. .605 














Seq. No. 


49052 




Seq. ID 


OJ990222_ 


07 


0420 


.C29 


Gene No. 


104445 




Strand 


+ 








Start 


33 




End 


293 








Name 


OJ990222 07.0420.C29.ol 


.gs 


Method 


GENSCAN 








Start 


33 




End 


293 








GI 


none 




Score 


.73 








Exons 


33. .104, 163. .227, 236. 


.293 












Seq. No. 


49052 




Seq. ID 


OJ990222 


07 


0420 


.C29 


Gene No. 


104446 




Strand 


- 








Start 


1 




End 


505 








Name 


OJ990222 07.0420.C29.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


505 








GI 


7523517 




Score 


85 








Exons 


1. .505 














GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49053 
104447 
1 

OJ990222_07 . 0420 . C30 . ol . np 
1 

5915839 
1..775, 1659. .2293 

CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. ID OJ990222_07.0420.C30 

Strand + 

End 2293 

Method AAT/NAP 

End 2293 

Score 922 



49053 
104447 
1 

OJ990222_07 . 0420 . C30 . ol . t s 
71 

none 



Seq. ID OJ990222_07.0420.C30 
Strand + 

2293 

TBLASTX : Soybean 
2240 
113 



End 

Method 
End 
Score 

71. .217, 254. .391, 262. .348, 440. .694, 1687. .2193, 1687. .1890, 
2067. .2240 



Seq. No. 4 9053 

Gene No. 104447 

Start 1 

Name OJ990222_07 . 0420 . C30 . o2 . tm 

Start 71 

GI none 
Exons 



Seq. ID OJ990222_07.0420.C30 

Strand + 

End 2293 

Method TBLASTX : Mai ze 

End 615 

Score 114 



71. .214, 239. .373, 263. .391, 427. .615, 440. .601 



50787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49053 Seq. ID 

104447 Strand 

1 End 

OJ990222_07 . 0420 . C30 . ol . tc Method 

74 End 

none Score 



OJ990222_07.0420, 
+ 

2293 

TBLASTX: Cress 

2234 

104 



C30 



74. .223, 242. ..391, 1684. .1794, 1810. .2202, 1972. .2187, 
2067. .2234 



Seq. No. 49053 Seq. ID 

Gene No. 104447 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C30 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83.. 848, 1604.. 2214 

Seq. No. 49053 Seq. ID 

Gene No. 104447 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C30 . ol . tw Method 

Start 1680 End 

GI none Score 

Exons 1680.. 1991, 1681.. 1992 

Seq. No. 49053 Seq. ID 

Gene No. 104447 Strand 

Start 1 End 

Name OJ990222_07 .0420. C30 . ol . tm Method 

Start 1686 End 

GI none Score 

Exons 1686.. 2135, 1687.. 2136 

Seq. No. 49053 Seq. ID 

Gene No. 104447 Strand 

Start 1 End 

Name OJ990222_07 . 0420 . C30 . o2 . tw Method 

Start 2023 End 

GI none Score 

Exons 2023.. 2208, 2064.. 2198 

Seq. No. 49054 Seq. ID 

Gene No. 104448 Strand 

Start 755 End 

Name OJ990222_07 . 0420 . C33 . ol . tc Method 

Start 324 End 

GI none Score 
Exons 



OJ990222_07.0420.C30 
+ 

2293 
GENSCAN 
2214 
.57 



OJ990222_07.0420.C30 
+ 

2293 

TBLASTX: Wheat 

1992 

277 



OJ990222_07.0420.C30 
+ 

2293 

TBLASTX: Maize 

2136 

484 



OJ990222_07.0420.C30 
+ 

2293 

TBLASTX: Wheat 

2208 

181 



OJ990222_07.0420.C33 
3298 

TBLASTX: Cress 

2332 

71 



324. .443, 815. .1012, 936. .1016, 1025. .1072, 1076. .1153, 
1223. .1408, 1981. .2328, 2123. .2269, 2291. .2332 



Seq. No. 49054 Seq. ID 

Gene No. 104448 Strand 

Start 755 End 

Name OJ990222_07 . 0420 . C33 . ol . gs Method 

Start 755 End 

GI none Score 



OJ990222_07.0420.C33 

3298 
GENSCAN 
2442 
.98 



50788 



Exons 



755. .1408, 1551. .1817, 1849. .2442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
k t Start 
\^ Name 
Cn Start 

ru gi 

r=i Exons 

is? 

: r I 

Seq. No. 
W Gene No. 
r LJ Start 
a Name 

Start 

j 1 Exons 

W Seq. No. 
p Gene No. 
f*t Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49054 

104448 

755 

OJ990222_07.0420.C33.ol.np 
776 

5915839 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method AAT/NAP 

End 3298 

Score 918 



776. .1411, 1554. .2427, 3263.-3298 

CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



49054 

104448 

755 

OJ990222_07.0420.C33.ol.ts 

782 

none 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method TBLASTX : Soybean 

End 2332 

Score 97 



782. .1012, 806. .1018, 1037. .1069, 1076. .1147, 1259. .1411, 
1260. .1409, 1602. .1646, 1752. .1868, 1981. .2265, 1982. .2089, 
2123.. 2233, 2267.. 2332 



49054 

104448 

755 

OJ990222_07.0420.C33.ol.tw 

812 

none 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method TBLASTX: Wheat 

End 1138 

Score 110 



812. .856, 875. .1063, 878. .1078, 1076. .1138 



49054 

104448 

755 

OJ990222_07.0420.C33.o2.tm 

812 

none 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method • TBLASTX : Maize 

End 1412 

Score 132 



812. .1060, 881. .1066, 1076. .1147, 1301. .1411, 1305. .1412 



49054 

104448 

755 

OJ990222_07.0420.C33.o4.tm 

1734 

none 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method TBLASTX : Maize 

End 1920 

Score 129 



1734. .1877, 1734. .1874, 1875. .1919, 1876. .1920 



49054 

104448 

755 

OJ990222_07.0420.C33.ol.tm 

1972 

none 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 3298 

Method TBLASTX : Maize 

End . '2341 

Score 91 



1972. ,.2121, 1984. .2328, 1985. .2341 



49054 

104449 

6269 



Seq. ID OJ990222_07.0420.C33 
Strand 

End 6512 



50789 



Name 


OJ990222 07.0420.C33.o3.tm 


Method 


TBLASTX: Maize 




Start 


6269 


End 


6512 




GI 


none 


Score 


262 




Exons 


6269.. 6511, 6270.. 6512 








Seq. No. 


49055 


Seq. ID 


OJ990512_08.0419. 


C4 


Gene No. 


1 A A A C C\ 

104450 


Strand 


+ 




Start 


546 


End 


674 




Name 


■ OJ990512 08.0419.C4.ol.gs . 


Method 


GENSCAN 




Start 


546 


End 


674 




GI 


none 


Score 


.84 




Exons 


546. .674 








Seq. No. 


49056 


Seq. ID 


OJ990512_08.0419. 


C5 


Gene No . 


1 f\ A A C 1 

104451 


Strand 


+ 




Start 


1331 


End 


1509 




Name 


OJ990512 08.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


1331 


End 


1509 




GI 


none 


Score 


.65 




Exons 


1331. .1509 








Seq. No. 


49056 


Seq. ID 


OJ990512_08.0419. 


C5 


Gene No. 


104452 


Strand 


+ 




Start 


2430 


End 


3576 




Name 


OJ990512 08,0419. C5.ol. hp 


Method 


AAT/NAP 




Start 


2430 


End 


3576 




GI 


6907106 


Score 


208 




Exons 


2430.. 2605, 2794.. 3040, 3076. 


.3189, 3271.. 3576 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


49057 


Seq. ID 


OJ990512_08.0419. 


C9 


Gene No. 


104453 


Strand 


+ 




Start 


1 


End 


287 




Name 


OJ990512 08.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


287 




GI 


4680186 


Score 


196 




Exons 


1. .42/ 156. .287 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49057 


Seq. ID 


OJ990512_08.0419. 


C9 


Gene No. 


104454 


Strand 






Start 


153 


End 


220 




Name 


OJ990512 08.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


153 


End 


220 




GI 


uC-osflcyp033a04bl 


Score 


106 




Exons 


153. .220 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


49057 


Seq. ID 


OJ990512_08.0419. 


C9 


Gene No. 


104455 


Strand 






Start 


652 


End 


1658 




Name 


OJ990512 08.0419.C9.ol.gs 


Method 


GENSCAN - 




Start 


652 


End 


1658 




GI 


none 


Score 


.55 




Exons 


652. .737, 1032. .1101, 1596. .1658 







50790 




Corf KI x-x 

beq . wo . 


49057 






beq. xjj 


riTQG.n^i9 rift n/ii q 


uy 


Gene No. 


104456 






Strand 






Start 


3031 






End 


3866 




Name 


OJ990512 08. 0419. C9. 


o2. 


gs 


Method 


GENSCAN 




Start 


3031 






End 


3866 




GI 


none 






Score 


.83 




Exons 


3031. .3344, 3413. .3589, 


3674. 


.3866 






Seq. No. 


T "U JO 






Seq. ID 


OJ990512_08.0419. 


C10 


vjcHc 1NO . 


1 C\A A 






Strand 


+ 




Start 


1 
J. 






End 


2229 




Name 


OJ990512 08. 0419. C10 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2229 




GI 


H DOUZUj 






Score 


2034 




Exons 


1. . / ft , fl O O . . ZZZy 












GI Descrip. 


/2iI?1"l/11"M\ TMDO — 1 i Vq 


protein 


[Sorghum bicolor] 




Seq. No. 


f± jUj O 






Seq. ID 


OJ990512_08.0419. 


C10 


Gene No. 


1U4 fl O / 






Strand 


+ 




o car l 


1 






End 


2229 




Name 


OJ990512_08. 0419. C10 


.ol 


.gp 


Method 


AAT/GAP 




Start 


A 

1 JO 






End 


941 




GI 


z jIUZ jj 






Score 


241 




Exons 


y< oq coc; QIC Q /I 1 












GI Descrip. 


ooozioz/ emo | u/vb d o 4 z u 


i i 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 












beq. no. 


/ QHRQ 
4 yUOo 






Seq. ID 


OJ990512_08.0419. 


C10 


Gene No. 


-LVJft ft D t 






Strand 


+ 




Start 


1 






End 


2229 




Name 


OJ990512 08. 0419. C10 


. ol 


. gs 


Method 


GENSCAN 




Start 


A ft £ 

fl o o 






End 


2223 




GI 


none 






Score 


.7 




Exons 


H OD . . ZZZ J 












Seq. No. 


fl !?UOO 






Seq. ID 


OJ990512_08.0419. 


C10 


Gene No. 


±Ufl fl D / 






Strand 


+ 




b car l 


1 






End 


2229 




Name 


OJ990512_08. 0419. C10 


.o2 


.gp 


Method 


AAT/GAP 




Start 


ft yu 






End 


2229 




GI 


j4Z 1 . KlUo fl 






Score 


2849 




Exons 


4 yu . . zzzy 












GI Descrip. 


1 4574 406/gb|AAD24 042 


.11 


0.0e+00 (AF121139) RIM2 protein 


[Or] 




sativa] 1 












beq. no. 


49058 






Seq. ID 


OJ990512JD8.0419. 


C10 


Gene No. 


104457 






Strand 


+ 




Start 


1 






End 


2229 




Name 


OJ990512 08. 0419. C10 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


823 






End 


1188 




GI 


none 






Score 


103 




Exons 


823. .930, 837. .944, 


927 


. .1178 


, 935. .1177, 937. .1188 




Seq. No. 


49058 






Seq. ID 


OJ990512_08.0419. 


C10 


Gene No. 


104457 






Strand 


+ 




Start 


1 






End 


2229 





50791 



Name 

Start 

GI 

Exons 



OJ990512_08 .0419. CIO . ol . ts Method TBLASTX : Soybean 
1109 End 1538 

none Score 102 

1109. .1192, 1110. .1184, 1185. .1247, 1242. .1538, 1296. .1520 



Seq. No. 49058 

Gene No. 104457 

Start 1 

Name OJ990512_08 . 04 19. C10 .ol . tc 

Start 1271 

GI none 

Exons 1271.. 1423, 1278.. 1619, 1463. 



Seq. ID OJ990512_08. 0419. C10 

Strand + 

End 2229 

Method TBLASTX : Cress 

End 1619 

Score 321 
.1600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49058 

104457 

1 

OJ990512_08.0419.C10.ol.tw 

1407 

none 



Seq. ID OJ990512_08. 0419. C10 

Strand + 

End 2229 

Method TBLASTX : Wheat 

End 1876 

Score 72 



1407. .1460, 1415. .1459, 1461. .1565, 1472. .1561, 1569. .1664, 
1574. .1663, 1668. .1871, 1668. .1871, 1670. .1876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49058 

104457 

1 

OJ990512_08.0419.C10.ol.tm 

1452 

none 



Seq. ID OJ990512_08. 0419. C10 

Strand + 

End 222 9 - 

Method TBLASTX : Mai ze 

End 1910 

Score 217 



1452. .1706, 1464. .1706, 1716. .1910 



Seq. No. 49058 

Gene No. 104457 

Start 1 

Name OJ990512_08 . 04 19. C10 .o2 . ts 

Start 1740 

GI none 

Exons 1740.. 1982 



Seq. ID OJ990512_08. 0419. C10 

Strand + 

End 2229 

Method TBLASTX : Soybean 

End 1982 

Score 216 



Seq. No. 49058 

Gene No. 104457 

Start 1 

Name OJ990512__08 . 04 19. C10 .o3. tw 

Start 1971 

GI none 
Exons 



Seq. ID . OJ990512_08.0419.C10 

Strand + 

End 2229 

Method TBLASTX : Wheat 

End 2228 

Score 105 



1971. .2093, 1973. .2116, 2090. .2227, 2091. .2228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49059 

104458 

19 

OJ990512_08.0419.C22.ol.np 
19 

7488211 



Seq. ID OJ990512_08.0419.C22 

Strand + 

End 2997 

Method AAT/NAP 

End 2997 

Score 14 97 



19. .97, 557. .1123, 2187. .2863, 2894. .2997 

probable sugar transport protein F23E12.14 0 - Arabidopsis 
thaliana gi | 3080420 | emb | CAA18739 . 1 | (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 

gi I 7270482 | emb | CAB80247.il (AL161587) putative sugar transporter 



50792 




protein [Arabidopsis thaliana] 



Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No . 


104458 




Strand 


+ 








End 


2997 


Name 


OJ990512 08 


.0419.C22.ol.tc 


Method 


TBLASTX: Cress 


Start 


60 




End 


2989 


GI 


none 




Score 


70 


Exons 


60. .107, 61 


..114, 74. .109, 601. .702, 602. .697, 604. .1122, 




606. .1118, 


745. .1119, 795. .1124, 2189. 


.2305, 2306. .2356, 




2380. .2559, 


2381.. 2560, 2601. 


.2639, 2621. .2794, 2765. .2821, 




2873. .2941, 


2936. .2989 






Seq. No. 


49059 




Seq. ID 


OJ990512__08.0419.C22 


Gene No. 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


.0419.C22.o3.tw 


Method 


TBLASTX: Wheat 


Start 


60 




End 


681 


GI 


none 




Score 


56 


Exons 


60. .98, 61. 


.99, 63. .98, 524.. 


676, 532. 


.O/O, 34o..OoU, 34/.. 


Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No. 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


.0419.C22.ol.gs 


Method 


GENS CAN 


Start 


83 


End 


2980 


GI 


none 




Score 


.64 


Exons 


83. .152, 557. .1123, 2187. .2980 




Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No. 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


.0419.C22.o2.tm . 


Method 


TBLASTX: Maize 


Start 


633 




End 


939 


GI 


none 




Score 


103 


Exons 


633. .938, 634. .702, 645. .938, 


751. .939 




Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No. 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


■0419.C22.ol.ts 


Method 


TBLASTX: Soybean 


Start 


649 




End 


2224 


GI 


none 




Score 


603 


Exons 


649. .1125, 


654. .1124, 980. .1144, 2183. 


.2224 


Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No . 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


841 




End 


1071 


GI 


none 




Score 


365 


Exons 


841. .1071, 


843. .1070 






Seq. No. 


49059 




Seq. ID 


OJ990512_08.0419.C22 


Gene No. 


104458 




Strand 


+ 


Start 


19 




End 


2997 


Name 


OJ990512 08 


.0419.C22.ol.tm 


Method 


TBLASTX: Maize 



50793 



Start 
GI 

Exons 



1020 End 2997 

none Score 111 

1020. .1124, 1020. .1136, 1021. .1125, 2139. .2249, 2143. .2562, 

2183. .2995, 2186. .2995, 2866. .2997, 2872. .2997 



Seq. No. 
Gene No. 
Start 
Name 

Start - • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49059 

104458 

19 

OJ990512_08.0419.C22.o2.tw 

1071 

none 



Seq. ID OJ990512_08.0419.C22 

Strand + 

End 2997 

Method TBLASTX : Wheat 

End 2446 

Score 7 6 



1071. .1124, 1072. .1125, 2175. .2249, 2183. .2281, 2185. .2280, 
2186. .2305, 2266. .2364, 2297. .2365, 2363. .2446 



49059 

104458 

19 

OJ990512_08.0419.C22.o2.ts 

2227 

none 



Seq. ID OJ990512_08.0419.C22 

Strand + 

End 2997 

Method TBLASTX : Soybean 

End 274 6 

Score 14 4 



2227. .2379, 2228. .2380, 2365.-2493, 2381. .2494, 2381. .2494, 
2488.. 2526, 2489. .2518, 2507. .2746, 2574.^.2627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49059 
104458 
19 

OJ990512_08.0419.C22.ol.gp 
2417 

29902_1.R1084 
2417. .2875 

, 3080420/emb|CAA18739.1| 5.0e-31 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 1 



Seq. ID OJ990512_08.0419.C22 

Strand + 

End 2997 

Method AAT/GAP 

End 2875 

Score 903 



49060 

104459 

256 

OJ990512_08.0419.C24.ol.gs 

256 

none 

256. .454 



Seq. ID OJ990512_08.0419.C24 

Strand + 

End 454 

Method GENSCAN 

End 4 54 

Score . 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49060 

104460 

1 

OJ990512_08.0419.C24.ol.np 
1 

6456171 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method AAT/NAP 

End 1523 

Score 27 6 



1..216, 676. .1012, 1204. .1376, 1452. .1523 

(AC011622) kinesin-like protein [Arabidopsis thaliana] 



49060 

104460 

1 

OJ990512_08.0419.C24.ol.tm 

352 

none 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method TBLASTX: Maize 

End 1522 

Score 60 



352. .435, 959. .1015, 1165. .1377, 1216. .1374, 1280. .1378, 



50794 



1450. .1521, 1451. .1522 

Seq. No. 49060 

Gene No. 104460 

Start 1 

Name OJ990512_08 . 0419 . C24 . o2 . gs 

Start 605 

GI none 

Exons 605.. 1012, 1204.. 1376 

Seq. No. 49060 

Gene No. 104460 

Start 1 

Name OJ990512_08 . 0419 . C24 . ol . ts 

Start 764 

GI none 
Exons 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method GENSCAN 

End 1376 

Score .66 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method TBLASTX : Soybean 

End 1374 

Score 69 



764. .850, 780. .839, 941. .1015, 1216. .1374, 1280. .1369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49060 

104460 

1 

OJ990512_08.0419.C24.ol.tw 

944 

none 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method TBLASTX : Wheat 

End 1510 

Score 82 



944. .1015, 1201. .1248, 1216. .1308, 1216. .1377, 1280. .1378, 
1292. .1390, 1450. .1509, 1451. .1510 



Seq. No. 49060 

Gene No. 104460 

Start 1 

Name OJ990512_08 . 0419 .C24 . ol . tc 

Start 1216 

GI none 
Exons 



Seq. ID OJ990512_08.0419.C24 
Strand 

End 1523 

Method TBLASTX : Cress 

End 1521 

Score 56 



1216. .1377, 1219. .1356, 1283. .1378, 1450. .1521, 1451. .1513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49061 

104461 

1 

OJ990512_08.0419.C25.ol.np 
1 

7109485 



Seq. ID OJ990512_08.0419.C25 
Strand 

End 1557 

Method AAT/NAP 

End 1557 

Score 730 



1..18, 98. .258, 455. .655, 770. .876, 1032. .1211, 1296. .1391, 
1492. .1557 

(AC016662) putative kinesin [Arabidopsis thaliana] 



49061 

104461 

1 

OJ990512_08.0419.C25.ol.tc 
89 

none 



Seq. ID OJ990512_08.0419.C25 
Strand 

End 1557 

Method TBLASTX : Cress 

End 1392 

Score 107 



89. .235, 100. .234, 234. .266, 452. .667, 488. .649, 770. .877, 
771. .878, 1034. .1105, 1045. .1212, 1163. .1213, 1270. .1392 



Seq. No. 
Gene No. 
Start 



49061 

104461 

1 



Seq. ID OJ990512_08.0419.C25 
Strand 

End 1557 



50795 




Name OJ990512_08 . 0419 .C25 . o2 . 

Start 89 

GI none 

Exons 89.-256, 100.. 255, 179.. 

Seq. No. 49061 

Gene No. 104461 

Start 1 

Name OJ990512_08 . 0419 .C25 . ol . 

Start 98 

GI none 

Exons 98.. 257, 493.. 655, 770.. 

Seq. No. 49061 

Gene No. 104461 

Start 1 

Name OJ990512JD8 . 0419.C25 .ol . 

Start 476 

GI none 

Exons 476.. 652, 490.. 549, 500. 

1045.. 1107, 1129.. 1212, 

=s Seq. No. 49061 

t Gene No. 104461 

f Start 1 

n Name ' OJ990512_08 . 0419 . C25 . ol . 

U Start 542 

1 GI none 

Ti Exons 542.. 655, 545.-655, 770. 

2 1046.. 1213, 1076.. 1213, 

.J 

U Seq. No. 49062 

Gene No. 104462 

1 Start 93 

j Name ' OJ990512_08 . 0419. C28 .ol . 

^ Start 3 

Z . GI none 

3 Exons 3.. 104, 5.. 229, 6.. 230, 

1 Seq. No. 49062 
Gene No. ' 104462 

Start 93 

Name OJ990512_08 . 0419.C28 .ol . 

Start 93 

GI none 

Exons 93.. 289 

Seq. No. 49063 

Gene No. 104463 

Start 319 

Name OJ990512_08 . 04 19 . C31 . ol . 

Start 319 

GI none 

Exons 319.. 406, 479.. 597 

Seq. No. 49064 

Gene No. 104464 




tm 


Method 


TBLASTX: Maize 






End 


259 






Score 


162 




259 










Seq. ID 


OJ990512_08.0419 


.C25 




Strand 








End 


1557 




gs 


Method 


GEN SCAN 






End 


1391 






Score 


.95 




876, 


1032. .1211 


1296.. 1391 






Seq. ID 


OJ990512_08.0419 


.C25 




Strand 








End 


1557 




ts 


Method 


TBLASTX: Soybean 






End 


1401 






Score 


43 




.652, 


585. .656, 


770. .871, 771.. 


878, 


1130. 


.1225, 1270. .1401 






Seq. ID 


OJ990512JD8.0419 


.C25 




Strand 








End 


1557 




tm 


Method 


TBLASTX: Maize 






End 


1401 






Score 


69 




.871, 


771. .878, 


1029. .1202, 1045. .12 


1270. 


.1401, 1292. .1363 






Seq. ID 


OJ990512_08.0419 


.C28 




Strand 


+ 






End 


289 




tm 


Method 


TBLASTX: Maize 






End 


288 






Score 


194 




224. . 


253, 250.. 


288 






Seq. ID 


OJ990512_08.0419 


.C28 




Strand 


+ 






End 


289 




gs 


Method 


GENSCAN 






End 


289 






Score 


.98 






Seq. ID 


OJ990512_08.0419 


.C31 




Strand 


+ 






End 


597 




gs 


Method 


GENSCAN 




End 


597 






Score 


.7 






Seq. ID 


OJ990512_08 .0419 


.C34 




Strand 


+ 





50796 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



364 



End 

Method 
End 
Score 



1018 
AAT/NAP 
1018 
87 



OJ990512_08.0419.C34.ol.np 
364 

6063554 
364.-557, 870. .1018 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49064 






Seq. ID 


OJ990512 


Gene No. 


104464 






Strand 


+ 


Start 


364 






End 


1018 


Name 


OJ990512 08 


0419 


C34 .ol.gs 


Method 


GENS CAN 


Start 


902 






End 


990 


GI 


none 






Score 


.87 


Exons 


902. .990 










Seq. No. 


49065 






Seq. ID 


OJ990512 


Gene No. 


104465 






Strand 


+ 


Start 


1 






End 


2456 


Name 


OJ990512 08 


0419. 


C36 . ol . np 


Method 


AAT/NAP 


Start 


1 






End 


1475 


GI 


4680186 






Score 


343 


Exons 


1..99, 412. 


460, 


1298. .1475 







GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49065 
104465 
1 

OJ990512_08.0419.C36.o2.np 
1 

4680186 
1..99, 412. .460, 1298. .1498 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990512_08.0419.C36 

Strand + 

End 2456 

Method AAT/NAP 

End 1498 

Score 377 



4 9065,., 
104465 
1 

OJ990512_08. 0419. C36. ol.gs 

125 

none 



Seq. ID OJ990512_08.0419.C36 

Strand + 

End 2456 

Method GENSCAN 

End 2331 

Score .58 



125. .178, 275. .416, 1358. .1451, 2183. .2331 



49065 
104465 
1 

OJ990512_08.0419.C36.o3.np 
243 

5852180 

243. .298, 1148. .1201, 2183 .. 2301, 2353 .. 2456 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990512_08.0419.C36 

Strand + 

End 2456 

Method AAT/NAP 

End 2456 

Score 288 



49065 

104466 

27 

OJ990512_08.0419.C36.ol.gp 
27 



Seq. ID OJ990512_08.0419.C36 
Strand 

End 4 59 

Method AAT/GAP 

End 4 59 



50797 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflcyp033a04bl Score 527 

27. .345, 436. .459 

'6016845/dbj IAP000570.1 I AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990512_08.0419.C36 
Strand 

End 1431 

Method AAT/GAP 

End 1431 

Score 671 



49065 
104467 
1050 

OJ990512_08 . 04 19 . C36 . o2 . gp 
1050 

uC-osflcyp033a04bl 
1050. .1431 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990512_08.0419.C37 
Strand 

End 977 

Method AAT/NAP 

End 977 

Score 1335 



49066 
104468 
1 

OJ990512_08.0419.C37.ol.np 
1 

6983860 
1. .977 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



49066 

104468 

1 

OJ990512_08.0419.C37.o2.tw 
58 

none 



Seq. ID OJ990512_08.0419.C37 
Strand 

End 977 

Method TBLASTX : Wheat 

End 535 

Score 8 9 



58. .180, 59. .184, 185. .535, 213. .479 



49066 

104468 

1 

OJ990512_08 . 0419.C37.ol.gs 

170 

none 

170. .925 



Seq. ID OJ990512_08.0419.C37 
Strand 

End' 977 

Method GENSCAN 

End 925 

Score .93 



Seq. No. 49066 

Gene No. 104468 

Start 1 

Name . OJ990512_08 . 0419 . C37 . ol . tm 

Start 257 

GI none 

Exons 257.. 565, 260.. 577, 315.. 566 

Seq. No. 49066 

Gene No. 104468 

Start 1 

Name OJ990512J38 . 04 19 . C37 . ol . ts 

Start 493 

GI none 

Exons 493. .675, 494. .754, 495. .626 



Seq. ID OJ990512_08.0419.C37 
Strand 

End 977 

Method TBLASTX : Mai ze 

End 577 

Score 172 



Seq. ID OJ990512_08.0419.C37 
Strand 

End 97 7 

Method TBLASTX : Soybean 

End 754 

Score 107 



50798 




Seq. No. 


49066 








Seq. ID 


OJ990512_08.0419 


.C37 


Gene No. 


104468 








Strand 






Start 


1 








End 


977 




Name 


OJ990512 


08.0419.C37 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


518 








End 


835 




GI 


none 








Score 


77 




Exons 


518. .661, 


519. .611, 


662. 


.835 








Seq. No. 


49066 








Seq. ID 


OJ990512_08.0419 


.C37 


Gene No. 


104468 








Strand 






Start 


1 








End 


977 




Name 


OJ990512 


08.0419.C37 


. ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


542 








End 


977 




GI 


none 








Score 


299 




Exons 


542. .976, 


543. .977 












Seq. No. 


49066 








Seq. ID 


OJ990512_08.0419 


.C37 


Gene No. 


104468 








Strand 






Start 


1 








End 


977 




Name 


OJ990512 


08.0419.C37 


.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


578 








End 


892 




GI 


none 








Score 


102 




Exons 


578. .892, 


579. .782, 


728. 


.868 








Seq. No. 


49067 








Seq. ID 


OJ990512_08.0419 


.C38 


Gene No. 


104469 








Strand 






Start 


410 








End 


528 




Name 


OJ990512 


08.0419.C38 


.ol. 


gs 


Method 


GENSCAN 




Start 


410 








End 


528 




GI 


none 








Score 


.9 




Exons 


410. .528 














Seq. No. 


49068 








Seq. ID 


OJ990512_08.0419 


.C40 


Gene No. 


104470 








Strand 


+ 




Start 


279 








End 


1598 




Name 


OJ990512 


08.0419.C40 


.ol. 


gs 


Method 


GENSCAN 




Start 


279 








End 


1598 




GI 


none 








Score 


.84 




Exons 


279. .287, 


404. .463, 


1458 


. .1598 






Seq. No. 


49069 








Seq. ID 


OJ990512_08.0419 


.C41 


Gene No. 


104471 








Strand 


+ 




Start 


329 








End 


1599 




Name 


OJ990512 


08.0419.C41 


. ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


319 








End 


987 




GI 


none 








Score 


110 




Exons 


319. .414, 


323. .415, 


457. 


.588, 


473. .589, 


479. .598, 480.. 


599, 




823. .987, 


823. .987 












Seq. No. 


49069 








Seq. ID 


OJ990512_08.0419 


.C41 


Gene No. 


104471 








Strand 


+ 




Start 


329 








End 


1599 




Name 


OJ990512 


08.0419.C41 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


326 








End 


987 




GI 


none 








Score 


98 




Exons 


326. .418, 


349. .405, 


469. 


.579, 


472. .588, 


473. .589, 479.. 


598, 




874. .987, 


874. .987 













50799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
f_ Start 
GI 

Iz Exons 



FLJ 

.sss. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49069 

104471 

329 

OJ990512_08.0419.C41.ol.np 
329 

4093155 



Seq. ID OJ990512_08.0419.C41 

Strand + 

End 1599 

Method AAT/NAP 

End 1314 

Score 332 



329. .590, 857. .989, 1215. .1314 

(AF088281) phytochrome-associated protein 1 [Arabidopsis 
thaliana] 



49069 
104471 
329 

OJ990512_08.0419.C41.ol.gs 
337 
none 

337. .590, 842. .989, 1572. .1599 



Seq. ID OJ990512_08.0419.C41 

Strand + 

End 1599 

Method GENS CAN 

End' 1599 

Score . 68 



49069 

104471 

329 

OJ990512_08.0419.C41.ol.tm 

362 

none 



Seq. ID OJ990512_08.0419.C41 

Strand + 

End 1599 

Method TBLASTX : Maize 

End 571 

Score 110 



362. .433, 364. .417, 369. .467, 457. .570, 460. .528, 470. .571, 
470. .571 



49069 
104471 
329 

OJ990512_08.0419.C41.ol.gp 
433 

21437_1.R1084 
433. .590, 842. .949 

•4093155 1.0e-36 (AF088281) phytochrome-associated protein 1 
[Arabidopsis thaliana] ' 



Seq. ID OJ990512_08.0419.C41 

Strand + 

End 1599 

Method AAT/GAP 

End 94 9 

Score 496 



49069 

104471 

329 

OJ990512_08.0419.C41.o3.gp 
950 

21437 1.R1084 



Seq. ID OJ990512_08.0419.C41 

Strand + 

End 1599 

Method AAT/GAP 

End -.1468 

Score 311 



950. .989, 1215. .1275, 1368. .1468 

! 4093155 1.0e-36 (AF088281) phytochrome-associated protein 1 
[Arabidopsis thaliana] 1 



49070 

104472 

509 

OJ990512_08.0419.C43.ol.gs 

509 

none 

509. . 660 



Seq. ID OJ990512_08.0419.C43 
Strand 

End 660 

Method GENSCAN 

End 660 

Score .47 



Seq. No. 



49071 



Seq. ID OJ990512_08.0419.C46 



50800 



Gene No. 104473 Strand + 

Start 1 End 2511 

Name OJ990512_08 . 0419.C46.ol .np Method AAT/NAP 

Start 1 End 2511 

GI 4680179 Score 2851 

Exons 1..580, 614.. 2511 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 49071 

Gene No. 104473 

Start 1 

Name OJ990512_08 . 0419.C4 6 .o4 , 

Start 3 

GI none 

Exons 3.. 335, 17.. 103 



tm 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End • 2511 

Method TBLASTX : Mai ze 

End 335 

Score 210 



Seq. No. 49071 

Gene No. 104473 

Start 1 

Name OJ990512_08 . 0419.C46.o4 . 

Start 6 

GI none 

Exons 6.-323, 8.. 166 



tw 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX : Wheat 

End 323 

Score 259 



]Z Seq. No. 49071 

:? Gene No. 104473 ' 

^ n Start 1 

fU Name OJ990512_08 . 0419.C46.o5 . 

p Start 605 

\:\ GI none 

*i Exons 605.. 958 



tm 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX: Maize 

End 958 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49071 

104473 

1 

OJ990512_08.0419.C4 6.o5, 

641 

none 

641. .850, 697. .849, 895, 



tw 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX : Wheat 

End 1078 

Score 164 



,1008, 896. .1009, 1037. .1078 



49071 Seq. ID 

104473 Strand 

1 End 
OJ990512_08.0419.C4 6.o2.tw Method 

1174 End 

none Score 

1174.. 1617, 1178. .1228, 1283. .1660 



OJ990512_08.0419.C46 
+ 

2511 

TBLASTX: Wheat 

1660 

52 



Seq. No. 49071 

Gene No. 104473 

Start 1 

Name OJ990512_08 . 0419 . C4 6 . o3 . 

Start 1189 

GI none 

Exons 1189.. 1479, 1190.. 1477 



tm 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX : Mai ze 

End 1479 

Score 276 



Seq. No. 



49071 



Seq. ID OJ990512_08.0419.C46 



50801 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104473 
1 

OJ990512_08. 

1547 

none 

1547. .1726, 

49071 

104473 

1 

OJ990512_08, 

1601 

none 

1601. .1633, 

49071 

104473 

1 

OJ990512_08. 

1709 

none 

1709. .2011, 



0419.C46.o2.tm 



Strand 
End 

Method 

End 

Score 



+ 

2511 

TBLASTX: Maize 

2047 

167 



1555. .1701, 1733. .2047, 1873. .1917, 1954. .2004 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX: Soybean 

End 1996 

Score 57 

.1996, 1639. .1677, 1705. .1995 



0419.C46.ol. ts 



1603. .1632, 1637. 



0419.C46.o3.tw 



1711. .1995 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX : Wheat 

End 2011 

Score 372 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



49071 

104473 

1 

OJ990512_08, 

2012 

none 

2012. .2509, 



0419.C46.ol.tw 



2026. .2433, 2060. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2437 



OJ990512_08.0419.C46 
+ 

2511 

TBLASTX: Wheat 

2509 

607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49071 

104473 

1 

OJ990512_08. 

2018 

none 

2018. .2263, 



0419.C46.o2.ts 



2020. .2151 



Seq. ID OJ990512_08.0419.C46 

Strand + 

End 2511 

Method TBLASTX : Soybean 

End 2263 

Score 203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49071 

104473 

1 

OJ990512_08. 

2083 

none 

2083. .2433, 



0419.C46.ol.tm 



2084. .2437, 2084. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2446 



OJ990512_08.0419.C46 
+ 

2511 

TBLASTX: Maize 

2446 

469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49072 

104474 

155 

OJ990512_08. 

155 

none 

155. .472 



0419.C49.ol.gp 



Seq. ID OJ990512_08.0419.C49 

Strand + 

End 472 

Method AAT/GAP 

End 472 

Score 4 67 



Seq. No. 
Gene No. 



49072 
104475 



Seq. ID OJ990512_08.0419.C49 
Strand 



50802 



Start 


756 


End 


1810 


Name 


OJ990512 08.0419.C49.ol 


,gs Method 


GEN SCAN 


Start 


756 


End 


1752 


GI 


none 


Score 


.92 


Exons 


756. .1101, 1142. .1262, 


1376. .1752 




Seq. No. 


49072 


Seq. ID 


OJ990512_08.04 


Gene No. 


104475 


Strand 




Start 


756 


End 


1810 


Name 


OJ990512 08.0419.C49.o2 


.tm Method 


TBLASTX: Maize 


Start 


762 


End 


1270 


GI 


none 


Score 


52 


Exons 


762. .797, 763. .798, 891 


..1085, 892. .1080, 1165. .1266, 




1213.. 1266, 1220.. 1270 







C3 

Si 



Seq. No. 49072 
Gene No. 104475 
Start 756 

Name OJ990512_08 . 0419.C4 9.ol .np 

Start 825 
GI 5107831 
Exons 825.. 1262, 1376.. 1810 

GI Descrip. (AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E-2.2e-59, N-10) [Arabidopsis 
thaliana] 



Seq. ID OJ990512_08.0419.C49 
Strand 

End 1810 

Method AAT/NAP 

End 1810 

Score 4 93 





Seq. No. 


49072 








Seq. ID 


OJ990512_08.0419 


C49 




Gene No. 


104475 








Strand 








Start 


756 








End 


1810 






Name 


OJ990512 08 


0419. 


C49.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


1350 








End 


1745 






GI 


none 








Score 


119 






Exons 


1350. .1562, 


1350. 


.1631, 


1351. 


.1602, 1635. .1745 






Seq. No. 


49072 








Seq. ID 


OJ990512_08.0419 


C49 




Gene No. 


104475 








Strand 








Start 


756 








End 


1810 




: ~s 


Name 


OJ990512 08 


0419. 


C49.01 


.tc 


Method 


TBLASTX: Cress 






Start 


1377 








End 


1745 






GI 


none 








Score 


113 






Exons 


1377. .1610, 


1378. 


.1599, 


1629. 


.1745 








Seq. No. 


49072 








Seq. ID 


OJ990512_08.0419 


C49 




Gene No. 


104475 








Strand 








Start 


756 








End 


1810 






Name 


OJ990512 08 


0419. 


C49.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1377 








End 


1745 






GI 


none 








Score 


168 






Exons 


1377. .1610, 


1378. 


.1608, 


1629. 


.1745 








Seq. No. 


49072 








Seq. ID 


OJ990512_08.0419 


C49 




Gene No. 


104475 








Strand 








Start 


756 








End 


1810 






Name 


OJ990512 08 


0419. 


C49.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


1473 








End 


1745 






GI 


none 








Score 


91 





50803 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1473. .1610, 1474. .1611, 1629. .1745 



49073 

104476 

1 

OJ9905 
1 

LIB347 
1. .477 
'51078 
simila 
E=6.8e 
Score= 



12^08. 0419. C50.ol.gp 
5-001-P1-K2-G8 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ990512_08.0419.C50 
944 

AAT/GAP 

477 

930 



31/gb|AAD40144.1|AF149413_25 5.0e-28 (AF149413) contains 
rity to protein kinase domains (Pfam F00069, Score=162.6, 

45, N=l) and leucien rich repeats (Pfam PF00560, 
210.7, E-2.2e-59, N=10) [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990512 08.0419.C50 



49073 
104476 
1 

OJ990512_08. 0419.C50.ol.np 
1 

5107831 
1. .944 

(AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



944 

AAT/NAP 

944 

729 



49073 

104476 

1 

OJ990512_08.0419.C50.ol.tc 
6 

none 

6. .152, 37. .69, 42. .149, 152. 
179. .319, 180. .350, 182. .388, 
191. .358, 191. .391, 192. .293, 
264. .383, 395. .454, 446. .583, 
455. .727, 455.-835, 455. .838, 
485. .943, 527. .829, 537. .836, 
671. .943, 687. .944, 692. .829, 
887. .943, 894. .935 

49073 

104476 

1 

OJ990512_08. 0419.C50.ol.tm 

111 

none 



Seq. ID OJ990512_08.0419.C50 
Strand * - 
End 94 4 

Method TBLASTX: Cress 
End 94 4 

Score 37 
.382, 173. .346, 179. .385, 179., 
182. .361, 183. .362, 188. .343, 
254. .406, 254. .361, 263. .361, 
452. .757, 455.-943, 455. .943, 
458. .550, 459. .800, 464. .802, 
537. .773, S46..782, 594. .701, 
738.-935, 746. .835, 806. .943, 



361, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990512_08.0419.C50 
944 

TBLASTX: Maize 

944 

59 



111. .152, 179. .394, 179. .382, 194. .361, 261. .359, 263. .382, 
446. .715, 455. .802, 458. .838, 528.-932, 530. .943, 603. .944 



49073 

104476 

1 

OJ990512_08.0419.C50.ol.ts 

179 

none 



Seq. ID OJ990512_08.0419.C50 



Strand 
End 

Method 

End 

Score 



944 

TBLASTX: Soybean 

943 

79 



179. .415, 182. .382, 183. .353, 191. .358, 191. .361, 240. .362, 



50804 




374. .448, 392..463 f 425. .631, 443. .631, 452. .943, 452. .733, 
455. .943, 455.-799, 455. .919, 531. .842, 608. .943, 677. .937, 
725. .943, 753.-929 



Seq. No. 


49073 


Seq. ID 


OJ990512_08 


.0419.C50 


Gene No. 


104476 


Strand 


- 




Start 


1 


End 


944 




Name 


OJ990512 08.0419.C50.ol.gs 


Method 


GENSCAN 




Start 


202 


End 


922 






none 


Score 


. 97 




Exons 


202.. 922 








Seq. No. 


49074 


Seq. ID 


OJ990512_08 


.0419.C52 


Gene No. 


104477 


Strand 


- 




Start 


452 


End 


742 




Name 


OJ990512 08.0419.C52.ol.gs 


Method 


GENSCAN 




Start 


452 


End 


742 




GI 


none 


Score 


.47 




Exons 


452. .742 








Seq. No. 


49075 


Seq. ID 


OJ990922_08 


.0419. CI 


Gene No. 


104478 


Strand 


+ 




Start 


177 


End 


5662 




Name 


OJ990922 08.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


177 


End 


2972 




GI 


6630685 


Score 


3228 




Exons 


177. .2972 








GI Descrip. 


(AP000969) Similar to copia 


-type pol polyprotein. 


(AF105716) 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49075 

104478 

177 

OJ990922_08.0419.Cl.o2.tw 

342 

none 



Seq. ID OJ990922_08.0419.C1 
Strand 
End 

Method 
End 
Score 



+ 

5662 

TBLASTX: Wheat 

794 

151 



342. .467, 347. .451, 381. .476, 507. .785, 507. .794 



49075 Seq. ID 

104478 Strand 

177 End 

OJ990922_08 . 04 19 . CI . ol . gs Method 

399 End 

none Score 

399. .761, 873. .2283, 4578.-5662 



OJ990922_08.0419.C1 
+ 

5662 
GENSCAN 
5662 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49075 

104478 

177 

OJ990922_08 . 04 1 9 . CI . o2 . tm 

455 

none 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX: Maize 

End 1252 

Score 101 



455. .529, 456.-527, 527. .1105, 528. .1145, 1154. .1252, 1158. . 1208 



49075 

104478 

177 



Seq. ID OJ990922_08.0419.C1 
Strand + 
End 5662 



50805 






Name 


OJ990922 08 


.0419. 


Cl.o3. ts 


Method 


TBLASTX : Soybean 






Start 


636 






End 


1097 






GI 


none 






Score 


340 






Exons 


636. .1097, 


665. .826, 893. .1045 








Seq. No. 


49075 






beq. iu 


OJ990922_08.0419. 


CI 




Gene No. 


104478 






btrana 


+ 






Start 


177 






h.na 


5662 






Name 


OJ990922 08 


. U4 iy . 


CI . OJ . tc 


Metnoa 


TBLASTX: Cress 






Start 


678 






End 


1094 






GI 


none 






Score 


200 






Exons 


678. .1094 














Seq. No. 


49075 






Seq. ID 


OJ990922_08.0419. 


CI 




Gene No. 


104478 






Strand 


+ 






Start 


177 






End 


5662 






Name 


OJ990922 08 


.0419. 


Cl.o4.tw 


Method 


TBLASTX : Wheat 






Start 


879 






End 


1210 






GI 


none 






Score 


100 






Exons 


879. .956, 963. .1109, 972. .1109, 973. .1116, 1131. .1208, 








1157. .1210 














Seq. No. 


49075 






Seq. ID 


OJ990922_08.0419. 


CI 




Gene No. 


104478 






Strand 


+ 






Start 


177 






End 


5662 




3 


Name 


OJ990922 08 


.0419. 


Cl.o4 .tm 


Method 


TBLASTX: Maize 




n 


Start 


1302 






End 


1604 




1 s 


GI 


none 






Score 


303 




— 
™ 


Exons 


1302. .1565, 


1311. 


.1550, 1337.. 


1564, 1554. .1604, 1556. .1603 


y 


Seq. No. 


49075 






Seq. ID 


OJ990922_08.0419. 


CI 


j 


Gene No . 


104478 






Strand 


+ 






otart 


177 






End 


5662 






Name 


OJ990922 08 


.0419. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1332 






End 


1945 






GI 


5509260 






Score 


723 




•-2 


Exons 


1332. .1940, 


1425. 


.1937, 1427.. 


1945, 1682.. 1945 




at 


GI Descrip. 














3 


Seq. No. 


49075 






Seq. ID 


OJ990922_08.0419. 


CI 




Gene No. 


104478 






Strand 


+ 






Start 


177 






End 


5662 






Name 


OJ990922 08 


.0419. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1461 






End 


1937 






GI 


none 






Score 


81 






Exons 


1461. .1550, 


1557. 


.1583, 1574.. 


1927, 15! 


34. .1931, 1590. . 1718 






1591. .1794, 


1592. 


.1930, 1761.. 


1937 








Seq. No. 


49075 






Seq. ID 


OJ990922J38.0419. 


CI 




Gene No. 


104478 






Strand 


+ 






Start 


177 






End 


5662 






Name 


OJ990922 08 


.0419. 


Cl.o2.tc 


Method 


TBLASTX: Cress 






Start 


1554 






End 


1826 






GI 


none 






Score 


200 






Exons 


1554. .1826, 


1554. 


.1700 










Seq. No. 


49075 






Seq. ID • 


OJ990922_08.0419. 


CI 



50806 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No! 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



104478 
177 

.OJ990922_08, 

1605 

none 

1605. .2072, 

49075 

104478 

177 

OJ990922J38. 

2114 

none 

2114 . .2305, 

49075 

104478 

177 

OJ990922_08. 

2121 

none 

2121. .2282, 

49075 

104478 

177 

OJ990922_08. 

2307 

none 

2307. .2969, 

49075 

104478 

177 

OJ990922JD8. 

2316 

none 

2316. .2699, 

49075 

104478 

177 

OJ990922_08. 

2496 

none 

2496. .2585, 

49075 

104478 

177 

OJ990922_08. 

2589 

none 

2589. .2714, 

49076 
104479 



0419.Cl.o3.tm 



Strand 
End 

Method 

End 

Score 



+ 

5662 

TBLASTX: Maize 

2073 

573 



1605. .1724, 1607. .2071, 1855. .2073 



0419.Cl.o5.tm 
2115. .2306 

0419.Cl.o3.tw 
2295. .2552 

0419.Cl.ol.tm 
2309.. 2983, 2870. 

0419.Cl.o2.ts 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX : Mai ze 

End 2306 

Score 256 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX : Wheat 

End 2552 

Score 102 



Seq. ID OJ990922_08.0419.C1 
Strand + 

5662 

TBLASTX: Maize 
3040 
916 



End 

Method 
End 
Score 
.3040 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX : Soybean 

End 2981 

Score 295 
2321.. 2692, 2328. .2699, 2733.. 2981, 2741.. 2908 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX : Cress 

End 2954 

Score 69 
,2954, 2735.. 2902 



0419.Cl.ol.tc 



2589.. 2723, 2709. 



0419.Cl.o5.tw 



2609.. 2710, 2733. 



Seq. ID OJ990922_08.0419.C1 

Strand + 

End 5662 

Method TBLASTX : Wheat 

End 2921 

Score 99 
.2921, 2789.. 2908 

Seq. ID OJ990922_08.0419.C4 

Strand + 



50807 



Start 


• 76 


End 


1436 






Name 


OJ990922 08.0419.C4.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


1436 






GI 


none 


Score 


.74 






Exons 


76. .243, 431. .635, 1231. .1436 










Seq. No.. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No. 


104480 


Strand 


+ 






Start 


383 


End 


2592 






Name 


OJ990922 08.0419.C5.ol.np 


Method 


AAT/NAP 






C4- -» -v- 4- 

otart 


383 


End 


2586 






GI 


7486718 


Score 


707 






Exons 


383..622, 2022. .2277, 2366. .2586 








GI Descrip. 


hypothetical protein F8M12.9 


- Arabidopsis thaliana 






gi I 3513738 |gb IAAC33954.il (AF080118) 


similar to 


the GDSL family 




of lipolytic enzymes [Arabidopsis thaliana] 






Seq. No. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No . 


104480 


Strand 


+ 






Start 


383 


End 


2592 






Name 


OJ990922 08.0419.C5.ol.gs 


Method 


GENSCAN 






Start 


386 


End 


2592 






GI 


none 


Score 


.76 






Exons 


386. .622, 2022. .2277, 2366. .2592 








Seq. No. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No. 


104481 


Strand 








Start 


3445 


End 


4386 






Name 


OJ990922 08.0419.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


3440 


End 


4386 






GI 


none 


Score 


92 






Exons 


3440. .3511, 3446. .3511, 3447. 


.3512, 3619.. 3735, 


3620. .3736, 




3623..3733, 3818. .3904, 3820. 


.3891, 3842. .3910, 


4322. .4384, 




4324. .4386 










Seq. No. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No . 


104481 


Strand 








Start 


3445 


End 


4386 






Name 


OJ990922 08.0419.C5.o2.gs 


Method 


GENSCAN 






Start 


3445 


End 


3889 






GI 


none 


Score 


.91 






Exons 


3445.. 3508, 3620.. 3732, 3818. 


.3889 








Seq. No. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No. 


104481 


Strand 








Start 


3445 


End 


4386 






Name 


OJ990922 08.0419. C5.ol.tw • 


Method 


TBLASTX: 


Wheat 




Start 


3457 


End 


3892 






GI 


none 


Score 


54 






Exons 


3457. .3528, 3458. .3508, 3583. 


.3732, 3620.. 3748, 


3821. .3£ 


92 


Seq. No. 


49077 


Seq. ID 


OJ990922 


_08.0419. 


C5 


Gene No. 


104481 


Strand 








Start 


3445 


End 


4386 






Name 


OJ990922 08.0419.C5.o2.np 


Method 


AAT/NAP 






Start 


3457 


End 


4379 






GI 


6633832 


Score 


199 







50808 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
i Start 
J GI 
il Exons 

^ Seq. No. 

Gene No. 
^ Start 
J Name 
LI Start 

GI 

=5 Exons 

^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3457. .3539, 3620. .3732, 3818. .3898, 4327. .4379 
(AC009519) F1N19.5 [Arabidopsis thaliana] 



49077 Seq. ID 

104481 Strand 

3445 End 

OJ990922_08 . 04 1 9 . C5 . ol . ts Method 

3619 End 

none Score 



OJ990922_08.0419.C5 
4386 

TBLASTX: Soybean 

4386 

82 



3619. .3735, 3635. .3763, 3817. .3891, 3818, 
4322. .4378, 4324. .4386 



,3904, 3842. .3904, 



OJ990922_08.0419.C7 
+ 

632 

TBLASTX: Maize 
432 
58 



49078 Seq. ID 

104482 Strand 

240 End 

OJ990922_08 . 04 1 9 . C7 . ol . tm Method 

87 End 

none Score 
87. .203, 292. .432, 295. .420 

49078 Seq. ID 

104482 Strand 
240 End 
OJ990922_08.0419.C7.ol.gs Method 
240 End 
none Score 
240. .386, 450. .632 

49079 Seq. ID 

104483 Strand 
1 End 
OJ990922_08 . 04 1 9 . C8 . ol . np Method 
1 End 
2120736 Score 
1..23, 219. .477, 1190. .1376, 2151. .2185, 2266. .3378, 4348. 
X-Pro dipeptidyl-peptidase (EC 3.4.14.11) - Xanthomonas 
maltophilia gi | 1753197 | dbj | BAA11872 | (D83263) dipeptidyl 
peptidase IV [Stenotrophomonas maltophilia] 



OJ990922_08.0419.C7 
+ 

632 

GENSCAN 
632 
.78 



OJ990922_08.0419.C8 
+ 

6757 
AAT/NAP 
4892 
686 



.4892 



49079 

104483 

1 

OJ990922_08 . 04 1 9 . C8 . ol . gs 
64 

none 

64. .498, 1190.. 1384, 2156. 
5120.. 5188, 6604.. 6757 



Seq. ID OJ990922_08.0419.C8 

Strand + 

End 6757 

Method GENSCAN 

End 6757 

Score . 65 
.2185, 2266. .3378, 4348. .4838, 



Seq. No. 49079 Seq. ID 

Gene No. 104483 Strand 

Start 1 End 

Name OJ990922_08 . 04 1 9 . C8 . ol . gp Method 

Start 2692 End 

GI uC-osflcyp071g!0bl Score 

Exons 2692.. 3210 

GI Descrip. 1 4415931/gb | AAD20161 | 8.0e-42 (AC006418) unknown protein 

[Arabidopsis thaliana] >gi_4559393_gb_AAD23053 . 1_AC006526_18 



OJ990922_08.0419.C8 
+ 

6757 
AAT/GAP 
3210 
1001 



50809 



(AC006526) unknown protein [Arabidopsis thaliana] ' 



Seq. No. 


49079 


Seq. ID 


OJ990922_08.0419. 


C8 


Gene No. 


104484 


Strand 


+ 




Start 


8364 


End 


10427 




Name 


OJ990922 08.0419.C8.o2.gs 


Method 


GEN SCAN 




Start 


8364 


End 


10427 




GI 


none 


Score 


.84 




Exons 


8364. .9668, 10035. .10427 








Seq. No. 


4 9079 


Seq. ID 


OJ990922_08.0419. 


/**' o 

Co 


Gene No. 


104484 


Strand 


+ 




Start 


8364 


End 


10427 




Name 


OJ990922 08.0419.C8.o2.np 


Method 


AAT/NAP 




Start 


8364 


End 


10412 




GI 


4415931 


Score 


1462 




Exons 


8364.. 9668, 10035.. 10412 








GI Descrip. 


(AC006418) putative ubiquitin 


[Arabidopsis thaliana] 




Seq. No. 


49079 


Seq. ID 


OJ990922_08.0419. 


C8 


Gene No. 


104484 


Strand 


+ 




Start 


8364 


End 


10427 




Name 


OJ990922 08.0419.C8.o2.gp 


Method 


AAT/GAP 




Start 


8763 


End 


9350 




GI 


5607405 


Score 


1144 




Exons 


8763. . 9350 








GI Descrip. 


4415931/gb|AAD20161| 8.0e-42 


(AC006418) 


unknown protein 






[Arabidopsis thaliana] >gi 4559393 gb AAD23053.1 AC006526 




(AC006526) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


49079 


Seq. ID 


OJ990922_08.0419. 


C8 


Gene No . 


104485 


Strand 


+ 




Start 


14806 


End 


17834 




Name 


OJ990922 08.0419.C8.o4.gs 


Method 


GENSCAN 




Start 


14806 


End 


17834 




GI 


none 


Score 


.91 




Exons 


14806. .14893, 15192 .. 15537 , 16208 .. 1 6313, 17607. .17834 




Seq. No. 


49079 


Seq. ID 


OJ990922_08.0419. 


C8 


Gene No. 


104486 


Strand 






Start 


11533 


End 


15168 




Name 


OJ990922 08.0419.C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


262 


End 


1363 




GI 


none 


Score 


36 




Exons 


262. .285, 298.-453, 301. .339, 


460. .543, 


462. .497, 1188.. 


13 




1190.. 1354, 1192. .1362, 1193. 


.1363 






Seq. No. 


49079 


Seq. ID 


OJ990922_08.0419. 


C8 


Gene No. 


104486 


Strand 






Start 


11533 


End 


15168 




Name 


OJ990922 08.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1267 


End 


4530 




GI 


none 


Score 


120 




Exons 


1267. .1380, 1268. .1381, 2159. 


.2194, 2161. .2202, 2257. .2724 




2264.. 2722, 2265.. 2729, 2266. 


.2724, 272 


8. .3381, 2729.-2935 



2731. .3051, 2739. .3377, 3259. .3378, 4342. .4530, 4342. .4530 



50810 



Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


104486 








Strand 




Start 


115 Jo 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


1276 








End 


2460 


GI 


none 








Score 


53 


Exons 


1276. .1341, 


1276. 


.1317, 


1277. 


.1321, 1299. .1385, 1319. .1387, 




2153. .2194, 


2158. 


.2181, 


2265. 


.2390, 2265. .2459, 2266. .2460 


Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


T A A A O C 

1044oo 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2733 








End 


3027 


GI 


none 








Score 


292 


Exons 


2733. .3026, 


2733. 


.3026, 


2734. 


.3027 




Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


104486 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.06. 


tm 


Method 


TBLASTX: Maize 


Start 


3028 








End 


3186 


GI 


none 








Score 


176 


Exons 


3028. .3165, 


3029. 


.3103, 


3033. 


.3134, 3145. .3186, 3147. .3185 


Seq. No. 


49079 








Seq. ID 


OJ990922JD8.0419.C8 


Gene No. 


104486 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3207 








End 


5064 


GI 


none 








Score 


175 


Exons 


3207. .3377, 


3207. 


.3428, 


3208. 


.3381, 4332. .4478, 4342. .4830, 




4342. .4830, 


4830. 


.4895, 


4831. 


.4899, 4957. .4989, 4999. .5064 


Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


10448 6 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3282 








End 


4554 


GI 


none 








Score 


141 


Exons 


3282. .3431, 


3283. 


.3381, 


4332. 


.4478, 4342. .4554, 4342. .4551 


Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


104486 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4582 








End 


4899 


GI 


none 








Score 


451 


Exons 


4582. .4899, 


4582. 


.4896 








Seq. No. 


49079 








Seq. ID 


OJ990922_08.0419.C8 


Gene No. 


104486 








Strand 




Start 


11533 








End 


15168 


Name 


OJ990922 08 


.0419. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8337 








End 


10478 


GI 


none 








Score 


46 


Exons 


8337. .8423, 


8360. 


.8422, 


8436. 


.8756, 8438. .8566, 8438. .8809, 



50811 



8442. .9002, 8608. .8973, 8808. .8996, 8928. .9062, 9008. .9055, 
9056. .9454, 9057. .9443, 9127. .9444, 9452. .9616, 9453. .9617, 
9454. .9621, 9457. .9627, 9614. .9667, 9621.. 9668, 9627.. 9677, 
9629.-9676, 10019 .. 10408, 10026 .. 10400, 10032 .. 104 12 , 
10416. .10478 



Seq. No. 49079 

Gene No. 104486 

Start 11533 

Name OJ990922_08 . 0419.C8 .o3. tc 

Start 8492 

GI none 

Exons 8492.. 8764, 8493.. 8777 

Seq. No. 49079 

Gene No. 104486 

Start 11533 

Name OJ990922_08 . 0419.C8 .o5. ts 

Start 8496 

GI none 

Exons 8496.. 8696, 8516.. 8653 

, Seq. No. 49079 . 

t Gene No. 104486 

3 Start 11533 

H Name OJ990922_08 . 04 19 . C8 . o2 . ts 

LI Start 9023 

"~ GI none 

1 Exons 9023.. 9382, 9045.. 9377, 9140. 

I 9432. .9617, 9432. .9617 

LJ Seq. No. 49079 

Gene No. 104486 

- Start 11533 

1 Name OJ990922JD8 . 04 19 . C8 . o2 . tc 

* Start 9045 

& GI none 

3 Exons 9045. . 9356, 9047. .9352 



Seq. ID OJ990922_08.0419.C8 
Strand 

End 15168 

Method TBLASTX : Cress 

End 8777 

Score 256 



Seq. ID OJ990922_08.0419.C8 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 8696 

Score 230 



Seq. ID OJ990922JD8.0419.C8 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 9617 

Score 369 

.9379, 9381. .9440, 9431. .9595, 



Seq. ID OJ990922_08.0419.C8 
Strand 

End 15168 

Method TBLASTX : Cress 

End 9356 

Score 300 



Seq. No. 49079 

Gene No. 104486 

Start 11533 

Name OJ990922_08 . 04 19 . C8 . ol . tc 

Start 9516 

GI none 

Exons 9516.. 9677, 9521.. 9676, 10019, 
10107. .10403, 10109.. 10402 

Seq. No. 49079 

Gene No. 104486 

Start 11533 

Name OJ990922_08 . 04 19 . C8 . o4 . ts 

Start 10019 

GI none 

Exons 10019. .10393, 10029.. 10394 



Seq. ID OJ990922_08.0419.C8 
Strand 

End 15168 

Method TBLASTX : Cress 

End 10403 

Score 173 

.10099, 10026. . 10100, 



Seq. ID OJ990922_08.0419.C8 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 10394 

Score 395 



Seq. No. 



49079 



Seq. ID OJ990922_08.0419.C8 



50812 



Gene No. 


104486 




Strand 






Start 


11533 




End 


15168 




Name 


OJ990922 08. 0419. C8. 


o3.gp 


Method 


AAT/GAP 




Start 


11218 




End 


13153 




C T 


1109 1.R1084 




Score 


1443 




Exons 


11218. .11612, 12173. 


.12230, 


12319. .12399, 12802. .12914, 






13005. .13153 










GI Descrip. 


, 1077413/pir | | S51431 


2.0e-34 


hypothetical protein YLR186w - 




yeast ( Saccharomyces 


cerevisiae) >gi_ 


577197 (U17246) Ylrl86wp 




[Saccharomyces cerevisiae] 1 








Seq. No. 


49079 




Seq. ID 


OJ990922JD8.0419 


C8 


Gene No. 


104486 




Strand 






Start 


11533 




End 


15168 




Name 


OJ990922 08. 0419. C8. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


11518 




End 


13146 




GI 


none 




Score 


82 




Exons 


11518 11619, 12177. 


. 12242 , 


12829. .12936, 12842. .12922, 






12994. .13146, 13013. 


. 13144 








Seq. No. 


49079 




Seq. ID 


OJ990922_08.0419 


C8 


Gene No. 


104486 




. Strand 






Start 


11533 




End 


15168 




Name 


OJ990922 08. 0419. C8. 


o3 . gs 


Method 


GEN SCAN 




Start 


11533 




End 


' 14456 




GI 


none 




Score 


.87 




Exons 


11533. . 11612, 12173. 


. 12230, 


12319. .12400, 127 64. .12914, 






13005 .. 1314 9, 13706. 


. 13798, 


14172. .14456 




Seq. No. 


49079 




Seq. ID 


OJ990922_08.0419 


,C8 


Gene No. 


104486 




Strand 






Start 


11533 




End 


15168 




Name 


OJ990922__08.0419.C8. 


o3.np 


Method 


AAT/NAP 




Start 


11536 




End 


15168 




GI 


6911870 




Score 


552 




Exons 


11536. . 11612, 12173. 


. 12230, 


12319. .12400, 12803. .12914, 






13005 . . 13149, 13706 . 


. 13798, 


14172. .14324, 15000. .15168 




GI Descrip. 


(AL138655) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


49079 




Seq. ID 


OJ990922_08.0419 


,C8 


Gene No. 


104486 




Strand 






Start 


11533 




End 


15168 




Name 


OJ990922 08. 0419. C8. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


11539 




End 


14231 




GI 


none 




Score 


99 




Exons 


11539. .11619, 12177. 


.12236, 


12316. .12399, 12802. .12936, 






12803. .12910, 12994. 


.13152, 


12998. .13147, 13006. .13158, 






13706. .13798, 13710. 


.13787, 


14166. .14231 




Seq. No. 


49079 




Seq. ID 


OJ990922_08.0419 


C8 


Gene No. 


104486 




Strand 






Start 


11533 




End 


15168 




Name 


OJ990922 08. 0419. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12802 




End 


14273 




GI 


none 




Score 


170 




Exons 


12802. .12936, 12803. 


.12913, 


12804. .12932, 12994 .. 13158 , 






12998. .13150, 13005. 


.13151, 


13006. .13158, 13706. .13789, 





50813 



13706. .13798, 13710 .. 13850, 14 172 14273, 14172. .14261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene NO. 

Start 

Name 

Start 

GI 

Exons 



49080 Seq. ID 

104487 Strand 
3273 End 
OJ990922_08.0419.C9.ol.np Method 
3228 End 
7485877 Score 

3228. .3317, 4148. .4309, 4532. .4650, 

5669. .5736, 5843.-5968, 6195. .6663, 

8072. .8132, 8408. .8521, 8932. .9045, 



OJ990922_08.0419.C9 
+ 

10939 
AAT/NAP 
9955 
1352 

4723.. 4807, 5467.. 5575, 
6814. .7308, 7765. .7968, 
9126.. 9213, 9799.. 9955 



hypothetical protein F20D22.9 - Arabidopsis thaliana 
gi|3142301|gb|AAC16752.1| (AC002411) Contains similarity to 
neural cell adhesion molecule 2, large isoform precursor 
gb|M7 6710 from Xenopus laevis, and beta transducin from S. 
cerevisiae gb|Q05946. ESTs gb|N65081 gb|Z30910, gb|Z34190, 
gb|Z34611, gb|R30101, gb|H36304, and gb | N> 



49080 
104487 
3273 

OJ990922_08 . 0419. C9.o2 .gs 
3273 
none 

3273.. 3333, 3650. .3758, 4153 
5467.. 5602, 5669.-5728, 6181 
8072.. 8132, 8408. 



Strand 
End 

Method 
End 
Score 

4302, 4597 
6885, 6993 
8521, 8932. .9045, 9911 



Seq. ID OJ990922_08.0419.C9 
+ 

10939 
GENSCAN 
10939 
.76 

4650, 4723.. 4807, 
7308, 7765.. 7968, 
9981, 10798.. 10939 



Seq. No. 49080 

Gene No. 104487 

Start 3273 

Name OJ990922_08 . 0419. C9 .ol . gp 

Start 6794 

GI 21990_1.R1084 

Exons 6794.. 6885, 6993.. 7308, 7765. 
GI Descrip. 



OJ990922_08.0419.C9 
+ 

10939 
AAT/GAP 
7816- 
799 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7816 

•3142301 3.0e-26 (AC002411) Contains similarity to neural cell 
adhesion molecule 2, large isoform precursor gb_M76710 from 
Xenopus laevis, and beta transducin from S. cerevisiae 
gb_Q05946. ESTs gb_N65081 gb_Z30910, gb_Z34190, gb_Z34611, 
gb_R30101, gb_H3630 f 



Seq. No. 


49080 








Seq. ID 


OJ990922_08.0419.C9 


Gene No. 


104488 








Strand 




Start 


1046 








End 


2031 


Name 


OJ990922 08 


.0419 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


1046 








End 


2031 


GI 


none 








Score 


.57 


Exons 


1046. .1324, 


1984 


.2031 








Seq. No. 


49080 








Seq. ID 


OJ990922_08.0419.C9 


Gene No. 


104489 








Strand 




Start 


5464 








End 


6278 


Name 


OJ990922 08 


.0419 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5464 








End 


6275 


GI 


none 








Score 


115 


Exons 


5464. .5574, 


5466 


.5567, 


5656. 


.5745, 5670. .5738, 5840. .5977 




5840. .5896, 


5842 


.5967, 


5918. 


.5983, 6186. .6275 



50814 



Seq. No. 49080 

Gene No. 104489 

Start 5464 

Name OJ990922 JD8 . 04 1 9 . C9 . o2 . ts 

Start 5466 

GI none 

Exons 5466. . 5573, 
5840. .5968, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5467. .5574, 5638. .5739, 5670 
5842. .5970, 5845. .5973, 6192 



OJ990922 08. 0419. C9 



6278 

TBLASTX : Soybean 

6278 

131 

5729, 5840.. 5971, 
6278 



Seq. No. 49080 
Gene No. 104490 
Start 6206 

Name OJ990922_08 . 04 1 9 . C9 . o2 . tm 

Start 6206 
GI none 
Exons 6206.. 6373, 6207.. 6389, 6214.. 6390, 6216.. 6389, 6393 

6400.. 6432, 6446.. 6520, 6453.. 6521, 6550.. 6738, 6558 

6562. .6741 



Seq. ID OJ990922_08.0419.C9 
Strand 

6752 

TBLASTX: Maize 
6752 
220 



■ End 
Method 
End 
Score 



6527, 
6752, 



Seq. No. 49080 
Gene No. 104491 
Start 6791 

Name OJ990922_08 . 04 1 9 . C9 . ol . tm 

Start 6791 
GI none 

Exons 6791.. 6898, 6793.. 6903, 6795. 

6992. .7054, 7057. .7188, 7065. 
7198. .7308 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922 08. 0419. C9 



9215 

TBLASTX: Maize 
7326 
136 

6899, 6796.. 6903, 6981.. 7073, 
7151, 7169.. 7306, 7183.. 7326, 



Seq. No. 49080 

Gene No. 104491 

Start 6791 

Name OJ990922_08 . 0419.C9. ol . ts 

Start 6825 

GI none 

Exons 6825.. 6890, 7178.. 7306, 7198. 



OJ990922_08.0419.C9 
9215 

TBLASTX: Soybean 

9158 

74 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7308, 7759. .7875, 7760. .7876, 



7871. .7969, 8073. .8132, 8393. .8533, 8407. .8532, 8947. .9045, 
8970. .9047, 9123. .9158 



Seq. No. 49080 
Gene No. 104491 
Start 6791 

Name OJ990922_08 . 0419 . C9 . o2 . tc 

Start 7759 
GI none 
Exons 7759.. 7845, 

8393. .8533, 

8970. .9047 



7760. .7879, 7880. 
8399. .8491, 8407. 



Seq. ID OJ990922_08.0419.C9 
Strand 

End 9215 

Method TBLASTX : Cress 

End 9047 

Score 149 

.7963, 8072. .8131, 8073. .8132, 
.8532, 8929.. 9036, 8947.. 9045, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49080 

104491 

6791 

OJ990922 

8069 

none 



08.0419.C9.o3.tm 



Seq. ID OJ990922_08.0419.C9 



Strand 
End 

Method 

End 

Score 



9215 

TBLASTX: Maize 

9215 

87 



8069. .8128, 8073. .8132, 8393. .8533, 8397. .8531, 8407. .8532, 



50815 




8929. .9048, 8947. .9045, 9091. .9210, 9123. .9215, 9125. .9211 





Seq. No. 


49081 




Seq. ID 


OJ990922_0'8. 0419. C10 




Gene No. 


104492 




Strand 


+ 




Start 


70 




End 


647 




Name 


OJ990922 08.0419.C10.ol.gs 




Method 


GEN SCAN 




Start 


70 




End 


647 




GI 


none 




Score 


.6 




Exons 


70. .156, 250. .647 










Seq. No* 


49081 




Seq. ID 


OJ990922_08. 0419. C10 




Gene No. 


104493 




Strand 






Start 


1 




End 


944 




Name 


OJ990922 08.0419.C10.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


944 




GI 


7486138 




Score 


149 




Exons 


1..43, 190. .473, 856. .944 










GI Descrip. 


hypothetical protein F25I24 


.160 - Arabidopsis thaliana 






gi| 4539369 | emb | CAB4 0063. 1| 


(AL049525) 


putative protein 






[Arabidopsis thaliana] gi | 7267793 | emb 


CAB81196. 1 | (AL161518) 






putative protein [Arabidops 


is 


thaliana] 




oeq . ino . 


49082 




Seq. ID 


OJ990922 08.0419.C11 




Gene No . 


104494 




Strand 






Start 


1 




End 


657 


% J 


Name 


OJ990922 08.0419.Cll.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


657 


i y 


GI 


3309082 




Score 


252 




Exons 


1..84, 236. .295, 409. .491, 


579. .657 




iy 


GI Descrip. 


(AF076251) calcineurin B-like 


protein 


1 [Arabidopsis thaliana] 


= ; i 


Seq. No. 


49082 




Seq. ID 


OJ990922_08.0419.C11 


5 ■ r 
r " 


Gene No. 


104494 




Strand 




S 


Start 


1 




End 


657 


i J 


Name 


OJ990922 08.0419.Cll.ol.gs 




Method 


GEN SCAN 




Start 


135 




End 


295 




GI 


none 




Score 


.75 


r 

. ~b 

~ _J 


Exons 


135. .295 








X K. 


Seq. No. 


49083 




Seq. ID 


OJ990922_08.0419.C12 


f ^ 


Gene No. 


104495 




Strand 






Start 


899 




End 


1430 




Name 


OJ990922 08.0419.C12.ol.gs 




Method 


GENSCAN 




Start 


899 




End 


1430 




GI 


none 




Score 


.8 




Exons 


899. .1110, 1403. .1430 










Seq. No. 


49084 




Seq. ID 


OJ990922_08.0419.C13 




Gene No. 


104496 




Strand 






Start 


905 




End 


1188 




Name 


OJ990922 08.0419.C13.o2.gs 




Method 


GENSCAN 




Start 


905 




End 


1188 




GI 


none 




Score 


.46 




Exons 


905. .1188 










Seq. No. 


49085 




Seq. ID 


OJ990922_08.0419.C14 




Gene No. 


104497 




Strand 





50816 



otarl 


"3 i 




1 A A 1 
L H f± ± 


Name 


OJ990922 08.0419.C14 .ol.np 


Method 


AAT/NAP 


Start 


351 . 


End 


1441 


GI 


5852172 


Score 


72 


Exons 


351. .482, 1321. .1441 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


49086 


Seq. ID 


OJ990922 


Gene No . 


1 n A A Q Q 


Strand 


x 
t 


Start 


61 


End 


160 


Name 


OJ990922 08.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


160 


GI 


none 


Score 


.83 


Exons 


61. .160 






Seq. No. 


49086 


Seq. ID 


OJ990922 


Gene No. 


104499 


Strand 




o uarr. 


1 


End 




Name 


OJ990922 08. 0419. C15. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1629 


GI 


6721516 


Score 


285 


Exons 


1..383, 1610. .1629 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


49087 


Seq. ID 


OJ990922 


Gene No . 


104500 


Strand 


+ 


Start 


197 


End 


607 


Name 


OJ990922 07.0421.C8.ol..gs 


Method 


GENSCAN 


Start 


197 


End 


607 


GI 


none 


Score 


.58 


Exons 


197. .607 






Seq. No. 


49087 


Seq. ID 


OJ990922 


Gene No. 


104501 


Strand 




Start 


1401 


End 


3476 


Name 


OJ990922 07.0421.C8.o2.gs 


Method 


GENSCAN 


Start 


1401 


End 


3476 


GI 


none 


Score 


.4 


Exons 


1401. .1697, 2274. .2325, 2505 


..2543, 3203. .3476 


Seq. No. 


49088 


Seq. ID 


OJ990922 


Gene No. 


104502 


Strand 




O -4- — i v>4- 

otart 


663 


End 


1673 


Name 


OJ990922 07.0421.C9.ol.gs 


Method 


GENSCAN 


Start 


663 


End 


1673 


GI 


none 


Score 


.61 


Exons 


663. .758, 809. .962, 1099. .1140, 1201.. 


1389, 145 




1555. .1673 






Seq. No. 


49089 


Seq. ID 


OJ990922 


Gene No. 


104503 


Strand 


+ 


Start 


1 


End 


84 


Name 


OJ990922 07.0421.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


84 


GI 


24989 1.R1084 


Score 


128 


Exons 


1. .84 






GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza s, 



50817 



genomic sequence, complete sequence 1 



Seq. No. 


49089 




Seq. ID 


OJ990922_07.0421 


.C10 


Gene No. 


104504 




Strand 


+ 




Start 


158 




End 


592 




Name 


OJ990922 07. 0421. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


158 




End 


592 




GI 


none 




Score 


.7 




Exons 


158. .592 










Seq. No. 


49090 




Seq. ID 


OJ990922_07.0421 


.Cll 


Gene No. 


104505 




Strand 


- 




Start 


413 




End 


1084 




Name 


OJ990922 07.0421.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


413 




End 


1059 




GI 


none 




Score 


.75 




Exons 


413. .467, 593. .705, 795 


• .1059 








Seq. No. 


49090 - 




Seq. ID 


OJ990922_07.0421 


. Li 1 


Gene No. 


104505 




Strand 






Start 


413 




End 


1084 




Name 


OJ990922 07.0421.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


591 




End 


1084 




GI 


none 




Score 


126 




Exons 


591. .701, 592. .702, 593 


. .703, 


669. .710, 793. .1059, 794. 


.889 




801. .1076, 804. .1073, 932. .1084, 950.. 


1078 




Seq. No. 


49091 




Seq. ID 


OJ990922_07.0421 


.C14 


Gene No. 


104506 




Strand 


+ 




Start 


62 




End 


1763 




Name 


OJ990922 07.0421.C14.ol 


.gs 


Method 


GENSCAN 




Start 


62 




End 


1763 




GI 


none 




Score 


.45 




Exons 


62. .86, 750. .884, 1048. 


.1121, 


1149. .1287, 1364. .1763 




Seq. No. 


49091 




Seq. ID 


OJ990922_07.0421 


.C14 


Gene No. 


104507 , ; 




Strand 






Start 


2140 




End 


2301 




Name 


OJ990922 07.0421.C14.ol 


.np 


Method 


AAT/NAP 




Start 


2140 




End 


2301 




GI 


5042462 




Score 


117 




Exons 


2140. .2232, 2261. .2301 










GI Descrip. 


(AC007789) putative negatively light-r 


egulated protein 


[Ory 




sativa] 










Seq. No. 


49092 




Seq. ID 


OJ990922J37.0421 


.C16 


Gene No. 


104508 




Strand 






Start 


73 




End 


400 




Name 


OJ990922 07.0421.C16.ol 


.gs 


Method 


GENSCAN 




Start 


73 




End 


400 




GI 


none 




Score 


.56 




Exons 


73. .400 










Seq. No. 


49092 




Seq. ID 


OJ990922_07.0421 


.C16 


Gene No. 


104509 




Strand 






Start 


1147 




End 


1200 




Name 


OJ990922 07.0421.C16.o2 


.gs 


Method 


GENSCAN 





50818 






Start 


1147 


End 


1200 








GI 


none 


Score 


.88 








Exons 


1147. .1200 












Seq. No. 


49093 


Seq. ID 


OJ990922_07. 


0421 


.C18 




Gene No. 


104510 


Strand 


+ 








Start 


1 


End 


2284 








Name 


OJ990922 07.0421.C18.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2284 








GI 


6815097 


Score 


223 








Exons 


1..34, 216. .582, 2253.-2284 












GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 






[Oryza sativa] 












Seq. No. 


49093 


Seq. ID 


OJ990922_07. 


0421 


■ C18 




Gene No. 


104510 


Strand 


+ 










1 


End 


2284 








Name 


OJ990922 07.0421.C18.o2.np 


Method 


AAT/NAP 








Start 


1175 


End 


1276 








GI 


5852180 


Score 


33 








Exons 


1175. .1276 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








SI 


Seq. No. 


49093 


Seq. ID 


OJ990922JD7. 


0421 


.C18 


J 


Gene No. 


104511 


Strand 


- 








otarr 


1 


End 


1511 






n 

: s 


Name 


OJ990922 07.0421.C18.o3.np 


Method 


AAT/NAP 






i 3 


Start 


1 


End 


1511 






3 


GI 


5852175 


Score 


65 








Exons 


1..46, 1402. .1511 












GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 








: 5 

y 


Seq. No. 


49093 


Seq. ID 


OJ990922JD7. 


0421 


.C18 




Gene No. 


104512 


Strand 


- 








Start 


1961 


End 


2077 








Name 


OJ990922 07.0421.C18.o2.gs 


Method 


GEN SCAN 








Start 


1961 


End 


2077 








GI 


none 


Score 


.79 








Exons 


1961. ,2077 










J 
=| 


Seq. No. 


49094 


Seq. ID 


OJ990922_07. 


0421 


.C20 




Gene No . 


104513 


Strand 


+ 








Start 


110 


End 


2976 








Name 


OJ990922 07.0421.C20.ol.gs 


Method 


GENSCAN 








Start 


110 


End 


2976 








GI 


none 


Score 


.5 








Exons 


110. .377, 504. .2203, 2821. .2976 










Seq. No. 


49094 


Seq. ID 


OJ990922_07. 


0421 


.C20 




Gene No. 


104513 


Strand 


+ 








Start 


110 


End 


2976 








Name 


OJ990922 07.0421.C20.ol.np 


Method 


AAT/NAP 








Start 


479 


End 


2397 








GI 


7489501 


Score 


791 








Exons 


479. .614, 805. .2397 












GI Descrip. 


NBS-LRR type resistance protein - rice 


(fragment) 







gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 



50819 






protein [Oryza sativa] 










Seq. No. 


49094 




Seq. ID 


OJ990922_07.0421 


.C20 


Gene No. 


1 A A C 1 "0 

104513 




Strand 


+ 




Start 


110 




End 


2976 




Name 


OJ990922 07.0421.C20.o2.ts 




Method 


TBLASTX: Soybean 




Start 


848 




End 


1336 




GI 


none 




Score 


210 




Exons 


848. .961, 851. .1174, 1072,. 


1197, 1256.. 


1336 




Seq. No. 


49094 




Seq. ID 


OJ990922_07.0421 


.C20 


Gene No. 


104513 




Strand 


+ 




Start 


110 




End 


2976 




Name 


OJ990922 07.0421.C20.ol.tm 




Method 


TBLASTX: Maize 




Start 


1226 




End 


1711 




GI 


none 




Score 


277 




Exons 


1226. .1711, 1327. .1692, 1418. 


.1696 






Seq. No. 


A ft ft ft A 

49094 




Seq. ID 


OJ990922JD7.0421 


.C20 


Gene No. 


104513 




Strand 


+ 




Start 


110 




End 


2976 




Name 


OJ990922 07.0421.C20.ol.ts 




Method 


TBLASTX: Soybean 




Start 


1370 




End 


1618 




GI 


4397495 




Score 


257 




Exons 


- 1370. .1618, 1381. .1566 










GI Descrip. 


4234955 2.0e-22 (AF098971) 


NBS-LRR-like protein cD8 [PhaseoJ 




vulgaris] 










Seq. No. 


49095 




Seq. ID 


OJ990922_07.0421 


.C21 


Gene No . 


104514 




Strand 


+ 




Start 


1 




End 


759 




Name 


OJ990922 07.0421.C21.ol.gs 




Method 


GENSCAN 




Start 


1 




End 


689 




GI 


none 




Score 


.79 




Exons 


1..10, 143. .345, 563. .689 










Seq. No. 


49095 




Seq. ID 


OJ990922_07.0421 


.C21 


Gene No. 


104514 




Strand 


+ 




Start 


1 




End 


759 




Name 


OJ990922 07.0421.C21.ol.tm 




Method 


TBLASTX: Maize 




Start 


138 




End 


759 




GI 


none 




Score 


184 




Exons 


138. .341, 140. .349, 142. .357, 


148. .345, 


560. .757, 560.. 


637, 




562.-759 










Seq. No. 


49096 




Seq. ID 


OJ990922_07.0421 


.C24 


Gene No. 


104515 




Strand 






Start 


809 




End 


1221 




Name 


OJ990922 07.0421.C24.ol.gs 




Method 


GENSCAN 




Start 


809 




End 


1221 




GI 


none 




Score 


.48 




Exons 


809. .989, 1003. .1221 










Seq. No. 


49097 




Seq. ID 


OJ990922_07.0421 


.C25 


Gene No. 


104516 




Strand 


+ 




Start 


1 




End 


1810 




Name 


OJ990922 07.0421.C25.ol.np 




Method 


AAT/NAP 





50820 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1166 
115 



6063554 
1..42, 331. .359, 994. .1166 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49097 Seq. ID 

104516 Strand 
1 End 
OJ990922_07 . 0421 . C25 . ol . gp Method 
331 End 
61605_1.R1084 Score 
331. .411, 1538. .1810 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990922_07.0421.C25 
+ 

1810 
AAT/GAP 
1810 
564 





beq. no. 


h yuy / 




Seq. ID 


oj y yuyzz 




Gene No. 


104517 




Strand 






Start 


320 




End 


1922 




Name 


OJ990922 07.0421.C25 


. ol . gs 


Method 


GENSCAN 




Start 


320 




End 


1922 




GI 


none 




Score 


.74 




Exons 


320. .426, 899. .982, 


1223. .1327, 1817.. 


1922 




O a XT a 

beq. No. 


4 yuyo 




Seq. ID 


ojy yuy^z 




Gene No. 


104518 




Strand 


+ 


I! 


Start 


116 




End 


875 




Name 


OJ990922 07.0421.C26 


. ol . gs 


Method 


GENSCAN 




Start 


116 




End 


875 


y 


GI 


none 




Score 


.81 


3 


Exons 


116. .217, 394. .470, 


774. .875 








Seq. No. 


49098 




Seq. ID 


OJ990922 




Gene No. 


104519 




Strand 




J 


Start 


1325 




End 


1501 




Name 


OJ990922 07.0421.C26 


. o2 . gs 


Method 


GENSCAN 




Start 


1325 




End 


1501 




GI 


none 




Score 


.84 




Exons 


1325. .1501 










Seq. No. 


49099 




Seq. ID 


OJ990922 




Gene No. 


104520 




Strand 


+ 




Start 


63 




End 


2171 




Name 


OJ990922 07.0421.C27 


. ol . gs 


Method 


GENSCAN 




Start 


63 




End 


2154 




GI 


none 




Score 


.58 




Exons 


63. .316, 411. .2154 










Seq. No. 


49099 




Seq. ID 


OJ990922 




Gene No. 


104520 




Strand 


+ 




Start 


63 




End 


2171 




Name 


OJ990922 07.0421.C27 


. ol.tm 


Method 


TBLASTX : ] 




Start 


1824 




End 


2171 




GI 


none 




Score 


51 



Exons 



1824. .1862, 1869. .2171, 1869. .2162, 1907. .2170 



50821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49100 
104521 
1 

OJ990922_07.0421.C28.ol.np 
1 

6815097 
1..441, 682. .1015 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990922_07.0421.C28 

Strand + 

End 1015 

Method AAT/NAP 

End 1015 

Score 730 



49100 

104522 

2223 

OJ990922_07.0421.C28.ol.tm 

2223 

none 



Seq. ID OJ990922_07.0421.C28 
Strand 

End 4173 

Method TBLASTX : Maize 

End 4173 

Score 39 



2223. .2258, 2303. .2335, 2339.-2434, 2343. .2411, 2347. .2412, 
4007. .4171, 4015. .4173, 4015. .4170 



49101 

104523 

1 

OJ990922_07.0421.C29.ol.np 
1 

6815097 



Seq. ID OJ990922_07.0421.C29 
Strand 

End 1311 

Method AAT/NAP 

End 1311 

Score 447 



1..456, 571. .717, 1017. .1060, 1292. .1311 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 


49102 




Seq. ID 


OJ990922_07.0421.C33 


Gene No. 


104524 




Strand 


+ 


Start 


86 




End 


2670 


Name 


OJ990922 07.0421.C33.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


14 




End 


407 


GI 


none 




Score 


53 


Exons 


14. .43, 19. .51, 49. .111, 


49. . 


117, 54.. 


113, 117. .200, 118. .204, 




119. .196, 120. .197, 276. 


.407, 


277. .384 




Seq. No. 


49102 




Seq. ID 


OJ990922_07.0421.C33 


Gene No. 


104524 




Strand 


+ 


Start 


86 




End 


2670 


Name 


OJ990922 07.0421.C33.ol. 


gs 


Method 


GENSCAN 


Start 


86 




End 


2526 


GI 


none 




Score 


.7 


Exons 


86. .196, 294. .433, 1474. 


.1718, 1771. .1860, 2414. .2526 


Seq. No. 


49102 




Seq. ID 


OJ990922 07.0421.C33 


Gene No. 


104524 




Strand 


+ 


Start 


86 




End 


2670 


Name 


OJ990922 07.0421.C33.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1531 




End 


1726 


GI 


none 




Score 


290 


Exons 


1531. .1725, 1532. .1726, 


1535. 


.1726 




Seq. No. 


49102 




Seq. ID 


OJ990922_07.0421.C33 


Gene No. 


104524 




Strand 


+ 


Start 


86 




End 


2670 



50822 




Name 


OJ990922 07 


.0421.C33.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1531 




End 


1730 


GI 


none 




Score 


290 


Exons 


1531. .1725, 


1532.. 1726, 1533. 


.1730, 1535. .1726 


Seq. No. 


49102 




Seq. ID 


OJ990922_07.0421.C33 


Gene No. 


104524 




Strand 


+ 


Start 


86 




End 


2670 


Name 


OJ990922 07 


.0421.C33.ol.np 


Method 


AAT/NAP 


Start 


1532 




End 


•2670 


GI 


552858 




Score 


244 


Exons 


1532. .1728, 


2093. .2143, 2625. 


.2670 




GI Descrip. 


(M15955) cytochrome f [Oryza 


sativa] 


gi|225534|prf | | 1305268A 




cytochrome 


f [Oryza sativa] 









Seq. No. 


49102 








Seq. ID 


OJ990922_07.0421 




Gene No. 


104524 








Strand 


+ 




Start 


86 








End 


2670 




Name 


OJ990922 07 


.0421. 


C33.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1556 








End 


1725 




GI 


none 








Score 


254 




Exons 


1556. .1723, 


1560. 


.1724, 


1561. 


.1725 






Seq. No. 


49103 .. 








Seq. ID 


OJ990922_07.0421 




Gene No. 


104525 








Strand 






Start 


148 








End 


284 




Name 


OJ990922 07 


0421. 


C34.ol 


. gs 


Method 


GEN SCAN 


i 3 


Start 


148 








End 


284 




GI 


none 








Score 


.86 


J 


Exons 


148. .284 














Seq. No. 


49104 








Seq. ID 


OJ990922_07.0421 




Gene No. 


104526 








Strand 






Start 


1 








End 


1082 




Name 


OJ990922 07 


0421. 


C38.ol 


• n P 


Method 


AAT/NAP 




Start 


1 








End 


1082 




GI 


6721561 








Score 


127 




Exons 


1..20, 992. 


1082 











GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 49104 Seq. ID OJ990922_07 . 0421 . C38 

Gene No. 104526 Strand 

Start 1 End 1082 

Name OJ990922_07 . 0421 . C38 . ol . gp Method AAT/GAP 

Start 372 End 487 

GI uC-osflcyp088bl2bl Score 162 

Exons 372.. 487 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 
Gene No. 
Start 



49105 

104527 

83 



Seq. ID OJ991113_45.0419.C1 
Strand + 
End 190 



50823 




Name 


OJ991113_45. 04 19. CI 


. ol .gs 


Method 


GENSCAN 


Start 


83 




End 


190 


GI 


none 




Score 


.79 . 


Exons 


83. . 190 








Seq. No. 


49105 




Seq. ID 


OJ991113_4 5 . 0419. CI 


Gene No. 


104528 




Strand 




Start 


1 




End 


624 


Name 


OJ991113 45. 0419. CI 


ol .np 


Method 


AAT/NAP 


Start 


1 . 




End 


624 


GI 


4263791 




Score 


.100 


Exons 


1..20, 422. .624 








GI Descrip. 


(AC006068) putative 


receptor- 


like protein kinase [Arabidopsis 



thaliana] 



Seq. No. 49105 Seq. ID 

Gene No. 104529 Strand 

Start 1473 End 

Name 0 J991 1 1 3_4 5 . 0 4 1 9 . CI . ol . tm Method 

Start 465 End 

GI none Score 
Exons 



OJ991113_45.0419.C1 
1606 

TBLASTX: Maize 

767 

69 



465. .557, 466.-564, 467. .565, 642. .767, 653. .766 



f ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49105 
104529 
1473 

OJ991113_45.0419.Cl.o2.np 
1473 
7487517 
1473. .1606 

hypothetical protein T29A15 
gi I 44 690091 emb |CAB38270.1| 

[Arabidopsis thaliana] gi | 7269612 | emb | CAB8 1408 . 1 1 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113 45. 0419. CI 



1606 
AAT/NAP 
1606 
118 



.70 - Arabidopsis thaliana 
(AL035602) putative protein 

(AL161571) 



49106 

104530 

1 

OJ991113_45.0419.C2.ol.np 
1 

7489738 

1..3374, 3417.. 3577 
gag-pol polyprotein 
gi|4234852|gb|AAD12997 
mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_45.0419.C2 

8499 
AAT/NAP 
3577 
3621 



- maize copia-like retrotransposon Sto-4 
1| (AF082133) gag-pol polyprotein [Zea 



Seq. No. 49106 Seq. ID 

Gene No. 104530 Strand 

Start 1 End 

Name 0 J99 1 1 1 3__4 5 . 0 4 1 9 . C2 . o4 . tm Method 

Start 6 End 

GI none Score 

Exons 6.. 215, 189.. .326 



OJ991113_45.0419.C2 
8499 

TBLASTX: Maize 

326 

70 



Seq. No. 
Gene No. 
Start 



49106 

104530 

1 



Seq. ID OJ991113_45.0419.C2 
Strand 

End 8499 



50824 



Name 


OJ991113 45 


.0419.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


15 






End 


795 


GI 


none 






Score 


145 


Exons 


15. .464, 19 


..465, 441.. 


794, 


448. .795, 


450. .794 


Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No. 


104530 






Strand 




Start 


1 






End 


. 8499 


Name 


OJ991113 45 


.0419.C2.ol. 


gs 


Method 


GENSCAN 


Start 


287 






End 


8499 


GI 


none 






Score 


.49 


Exons 


287. .1295, 


1713. .2002, 


2866. 


.3585, 4128. .4206, 4818. .5186, 




8253. .8414, 


8428. .8499 








Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No . 


1 n>i con 






Strand 


- 


Start 


1 






End 


8499 


Name 


OJ991113 45 


.0419.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


330 






End 


794 


GI 


none 






Score 


139 


Exons 


330. .452,-4 


86. .794, 487 


. .777 






Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No. 


104530 






Strand 


- 


btart 


1 






End 


8499 


Name 


OJ991113 45 


.0419.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


486 






End 


923 


GI 


5509260 






Score 


44 


Exons 


486. .923, 487. .519, 562 


. .834 






GI Descrip. 












Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No. 


104530 






Strand 




Start 


1 






End 


8499 


Name 


OJ991113 45 


.0419.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


576 






End 


836 


GI 


none 






Score 


116 


Exons 


576. .836, 598.. 834 








Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No. 


104530 






Strand 




Start 


1 






End 


8499 


Name 


OJ991113 45 


.0419.C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1434 






End 


1820 


GI 


none 






Score 


68 


Exons 


1434. .1505, 


1543. .1608, 


1612 


..1683, 1671. .1820, 1714. .1818 


Seq. No. 


49106 






Seq. ID 


OJ991113_45.0419.C2 


Gene No. 


104530 






Strand 




Start 


1 






End 


8499 


Name 


OJ991113 45 


.0419.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1437 






End 


2099 


GI 


none 






Score 


63 


Exons 


1437. .1505, 


1516. .1695, 


1689 


..1772, 1695. .1820, 1699. .1797, 



1853. .2071, 1860. .2099, 1861. .2085 



Seq. No. 49106 Seq. ID OJ991113_45 . 04 19 . C2 



50825 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104530 Strand 
1 End 
OJ991113_45 . 0419. C2 . o3 . tm Method 
1627 End 
none Score 
1627. .1686, 1698. .1811, 1860. .2084 



8499 

TBLASTX: Maize 

2084 

128 



49106 

104530 

1 

OJ991113_45.0419.C2.o2.ts 

1875 

none 

1875. .2261, 2044. .2250 

49106 

104530 

1 

OJ991113_45.0419.C2.o3.tw 

2118 

none 

2118. .2288, 2358. .2555 

49106 
104530 

1 , ; 

OJ991113_45.0419.C2.ol.tm 

2548 

none 



Seq. ID OJ991113_45.0419.C2 
Strand 

End 8499 

Method TBLASTX : Soybean 

End 2261 

Score 122 



Seq. ID OJ991113_45.0419.C2 
Strand 

End 8499 

Method TBLASTX : Wheat 

End 2555 

Score 106 



Seq. ID OJ991113_45.0419.C2 
Strand 

End 8499 

Method TBLASTX: Maize 

End 3485 

Score 328 



2548. .2631, 2753. .2866, 2876. .3484, 2907. .3485 



Seq. ID OJ991113_45.0419.C3 

Strand + 

End 2061 

Method AAT/NAP 

End 2061 

Score 97 



49107 
104531 
1849 

OJ991113_45.0419.C3.ol.np 
1849 
5091497 
1849. .2061 

(AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . (AB007788 ) [Oryza sativa] 



49108 

104532 

91 

OJ991113_45.0419.C4 .ol.gs 
91 

none 



Seq. ID OJ991113_45.0419.C4 

Strand + 

End 3160 

Method GENSCAN 

End 2987 

Score .72 



91. .284, 355. .544, 550. .709, 880. .1026, 1234. .1314, 1469. .1500, 
1884. .2060, 2277. .2484, 2824. .2987 



Seq. No. 49108 

Gene No. 104532 

Start 91 

Name OJ991113_45 . 0419. C4 . o2 . np 

Start 1884 

GI 6573750 
Exons 



Seq. ID OJ991113_45.0419.C4 

Strand + 

End 3160 

Method AAT/NAP 

End 3160 

Score 632 



1884. .2124, 2162. .2221, 2277. .2484, 2797. .3007, 3060. .3160 



50826 



GI Descrip. (AC009398) F20B24.8 [Arabidopsis thaliana] 

Seq. No. 49108 Seq. ID OJ991113_4 5 . 04 19 . C4 

Gene No. 104533 Strand 

Start 768 End 2994 

Name OJ991113_45 . 0419 . C4 . ol . np Method AAT/NAP 

Start 768 End 2076 

GI 5777617 Score 77 

Exons 768.. 868, 2034.. 2076 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49108 

104533 

768 

OJ991113_4 5.0419.C4.ol.tm 

1886 

none 



Seq. ID OJ991113_45.0419.C4 
Strand 

End 2994 

Method TBLASTX : Mai ze 

End 24 98 

Score 150 



1886. .2038, 1886. .1978, 1890. .2024, 2150. .2200, 2150. .2191, 
2276. .2497, 2277. .2498 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 

Exons 



49108 

104533 

768 

OJ991113_45.0419.C4.ol.tc 

1932 

none 



Seq. ID OJ991113_45.0419.C4 
Strand 

End 2994 

Method TBLASTX : Cress 

End 2987 

Score 66 



1932. .2021, 1944. .2021, 2143. .2202, 2165. .2200, 2275. .2454, 
2276. .2485, 2277. .2501, 2795. .2941, 2796. .2987 



Seq. No. 49108 

Gene No. 104533 

Start 768 

Name OJ991113_4 5 . 0419 .C4 . ol . ts 

Start 2168 

GI none 
Exons 



Seq. ID OJ991113_45.0419.C4 
Strand 

End 2994 

Method TBLASTX : Soybean 

End 2988 

Score 38 



2168. .2200, 2276. .2485, 2277. .2501, 279S..2986, 2796. .2987, 
2796.-2987, 2800. .2988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49108 

104533 

768 

OJ991113_4 5 .0419.C4 . o2 . tm 

2628 

none 



Seq. ID OJ991113_45.0419.C4 
Strand 

End 2994 

Method TBLASTX : Maize 

End 2994 

Score 279 



2628. .2684, -2777. .2992, 2781. .2993, 2782. .2994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49109 

104534 

3290 

OJ991113_4 5.0419.C6.o2.gs 

3290 

none 



Seq. ID OJ991113_45.0419.C6 

Strand + 

End 5864 

Method GENSCAN 

End 5864 

Score .5 



3290. .3372, 3708. .3869, 3988. .4170, 5133. .5211, 5236. .5342, 
5678. .5864 



Seq. No. 
Gene No, 



49109 
104535 



Seq. ID OJ991113_45.0419.C6 
Strand 



50827 



rii 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



3066 
AAT/NAP 
3066 
62 



OJ991113_45.0419.C6.ol.np 
1 

7492644 

1. .21, 789. .908, 3021. .3066 

probable helicase - fission yeast (Schizosaccharomyces pombe) 
gi|3116120|emb|CAA18870.1| (AL023287) SNF2 family dna repair 
protein by similarity [Schizosaccharomyces pombe] 



49109 

104535 

1 

OJ991113_45.0419.C6.ol.gs 

427 

none 



Seq. ID OJ991113_45.0419.C6 
Strand 

End 3066 

Method GEN SCAN 

End 2815 

Score .76 



427. .475, 559. .692, 836. .912, 914. .989, 1197. .1366, 1438. .1540, 
1863. .2026, 2809. .2815 



49110 

104536 

21 

OJ991113_45.0419.C7.ol.gs 
21 

none 

21. .151, 802. .877 

49110 

104537 

1081 

OJ991113_4 5.0419.C7.o2.gs 

1081 

none 

1081. .1140, 1520. .1726 



Seq. ID OJ991113_45.0419.C7 

Strand + 

End 877 

Method GENSCAN 

End 877 

Score .87 



Seq. ID OJ991113_45.0419.C7 
Strand 

End 1726 

Method GENSCAN 

End 1726 

Score .7 



C3 


Seq. No. 


49111 






Seq. ID 


OJ991113 


. i 


Gene No. 


104538 






Strand 


+ 


Ltfs 


Start 


192 






End 


601 




Name 


OJ991113 


45. 0419. C8. 


ol . gs 


Method 


GENSCAN 




Start 


192 






End 


601 


f 1 

~ E? 


GI 


none 






Score 


.54 




Exons 


192. .528, 


567. .601 










Seq. No. 


49112 






Seq. ID 


OJ991113 




Gene No. 


104539 






Strand 






Start 


243 






End 


690 




Name 


OJ991113 


45. 0419. C9. 


ol . gs 


Method 


GENSCAN 




Start 


243 






End 


690 




GI 


none 






Score 


.61 




Exons 


243. .581, 


642. .690 










Seq. No. 


49113 






Seq. ID 


OJ991113 




Gene No. 


104540 






Strand 


+ 




Start 


187 






End 


302 




Name 


OJ991113 


45.0419.C14 


.ol .gs 


Method 


GENSCAN 




Start 


187 






End 


302 




GI 


none 






Score 


.8 




Exons 


187. .302 











50828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49113 

104541 

2127 

OJ991113_45.0419.C14.o2.gs 

2127 

none 

2127. .2279, 2462. .2467 



Seq. ID OJ991113_45.0419.C14 
Strand 

End 2685 

Method GENSCAN 

End 24 67 

Score .69 



OJ991113 45.0419.C14 



49113 
104541 
2127 

OJ991113_4 5.0419.C14.ol.np 
2366 
7228438 
2366.. 2685 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
rsolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2685 
AAT/NAP 
2685 
206 



49114 

104542 

683 

OJ991113_45.0419.C17.ol.gs 

683 

none 



OJ991113 45.0419.C17 



Seq. ID _ 
Strand 

End 3661 
Method GENSCAN 
End 3661 
Score -.81 

683. .778, 1753. .1863, 2658. .2918, 3106. .3151, 3315. .3453, 
3562. .3661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



49114 Seq. ID 0 J991113_4 5 . 04 19 . C17 

104542 Strand 

683 End 3661 

OJ991113_45.0419.C17.ol.gp Method AAT/GAP 

869 End 3617 

10689_1.R1084 Score 1134 

869. .952, 1323. .1385, 1753. .1863, 2658. .2850, 3315. .3453, 

3562. .3617 

1 82311/pir M JQ0959 3.0e-27 myb protein 340 - garden snapdragon 1 



49114 

104542 

683 

OJ991113_4 5.0419.C17.ol.np 

1299 

3023626 

1299.. 1385, 1753.. 1863, 2658. 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



OJ991113_45.0419.C17 

3661 
AAT/NAP 
3430 
186 



.2850, 3315. .3430 



POLYPEPTIDE DEFORMYLASE (PDF) ( FORMYLMETHIONINE DEFORMYLASE) 
gi I 7445091 1 pir M C72224 polypeptide deformylase - Thermotoga 
maritima (strain MSB8) gi 1 1772608 | emb | CAA71356 . 1 1 (Y10306) 
polypeptide deformylase [Thermotoga maritima] 
gi I 4 982236 | gb | AAD36728 . 1 |AE001808_3 (AE001808) polypeptide 
deformylase [Thermotoga maritima] 



49114 

104543 

4475 

OJ991113 45.0419.C17.ol.ts 



Seq. ID OJ991113_45.0419.C17 
Strand 

End 4 68 6 

Method TBLASTX : Soybean 



50829 






Start 


857 








End 


3451 






GI 


none 








Score 


77 






Exons 


857. .949, 876. .953, 1338. .144 


5, 1345.. 


1389, 1753.. 1869, 








1753. .1869, 


2661. 


.2849, 


2661. 


.2855, 2662.. 2853, 2662.. 2856, 






Z OO J . . Z O 0 / , 






JJlT i 


.3442 








Seq. No. 


49114 








Seq. ID 


OJ991113_45.0419. 


C17 




Gene No. 


104543 








Strand 


- 






Start 


4475 








End 


4686 






Name 


OJ991113 45 


.0419. 


C17.02. 


gs 


Method 


GEN SCAN 






Start 


4475 








End 


4686 






GI 


none 








Score 


.89 






Exons 


4475. .4686 
















Seq. No. 


49115 








Seq. ID 


OJ991113_45.0419. 


C18 




Gene No. 


104544 








Strand 


+ 






Q +• -a -K-+- 

otart 


1578 








End 


2072 






Name 


OJ991113 45 


.0419. 


C18.ol. 


np 


Method 


AAT/NAP 






Start 


1578 








End 


2049 






GI 


5823307 








Score • 


386 






Exons 


1578. .1727, 


1840. 


.2049 












GI Descrip. 


\f\t 1 / o y o / } 


putative transcription factor [Arabidopsis thali< 




Seq. No. 


49115 








Seq. ID 


OJ991113 45.0419. 


C18 


W 


Gene No. 


104544 








Strand 


+ 




r Ft 


Start 


1578 








End 


2072 




= i = 


Name 


OJ991113 45 


.0419. 


C18.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


1589 








End 


2021 




C3 


GI ■ 


none 








Score 


148 






Exons 




1618. 


.1731, 


1836. 


.2021, 1838. .1999 




as : 3 


Seq. No. 


49115 








Seq. ID 


OJ991113_45.0419. 


C18 




bene no. 


104544 








Strand 


+ 






Start 


1578 








End 


2072 






Name 


OJ991113 45 


.0419. 


C18.ol. 


tc 


Method 


TBLASTX: Cress 




""-I 


Start 


1606 








End 


2021 






GI 


none 








Score 


148 




^ -5 


Exons 


1DUD • . ± / £ O , 


1607. 


.1729, 


1833. 


.2021, 1838.. 1999 




■= it 
~ *~ 


Seq. No. 


49115 








Seq. ID 


OJ991113_45.0419. 


C18 




Gene No . 


104544 








Strand 


+ 






Start 


1578 








End 


2072 






Name 


OJ991113 45 


.0419. 


C18.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1607 








End 


2072 






GI 


none 








Score 


190 






Exons 


i cm i too 


1618. 


.1731, 


1836. 


.2069, 1838. .1999, 1995. .2072 




Seq. No. 


49115 








Seq. ID 


OJ991113_45.0419. 


C18 




bene No . 


104544 








Strand 


+ 






Start 


1578 








End 


2072 






Name 


OJ991113 45 


.0419. 


C18.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1633 








End 


2021 






GI 


none 








Score 


96 






Exons 


1633. .1734, 


1634. 


.1735, 


1836. 


.2021, 1838.. 1999 






Seq. No. 


49115 








Seq. ID 


OJ991113_45.0419. 


C18 




Gene No. 


104544 








Strand 







50830 



OLai i. 


1 ^Tft 

J. D / O 


ljLL\JL 


907 9 


Name 


OJ991113 45.0419.C18.ol.gp 


Method 


AAT/GAP 


Start 


1854 


End 


2033 


GI 


2943795 


Score 


303 


Exons 


1854. .2033 






GI Descrip. 


82311/pir | UQ0959 3.0e-27 myb 


protein 


340 - garden snapdragc 


Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No. 


104545 


Strand 


+ 


Start 


3497 


End 


5867 


Name 


n TQQ1 1 1 ^ Q PI Q o1 rtr\ 


lYie tnou 




.Start 


3497 


End 


3905 


GI 


70511 1.R1084 


Score 


788 


Exons 


3497. .3905 






GI Descrip. 


•1857447 3.0e-15 (U82367) UDP- 


-glucose 


glucosyltransf erase 




[Solanum tuberosum] f 






Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No. 


104545 


Strand 


+ 


OLdiU 


3497 


End 


5867 


Name 


OJ991113 45.0419.C19.ol.np 


Method 


AAT/NAP 


Start 


3585 


End 


5038 


GI 


4335714 


Score 


807 


Exons 


3585. .5038 






GI Descrip. 


(AC006248) putative glucosyltransf erase [Arabidopsis thaliar 


Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No. 


104545 


Strand 


+ 


Q+- a Y-+- 
OLaiL 


3497 


End 


5867 


Name 


OJ991113 45.0419.C19.o2.np 


Method 


AAT/NAP 


Start 


4559 


End 


5867 


GI 


5777617 


Score 


72 


Exons 


4559.. 4639, 5766.. 5867 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No. 


104545 


Strand 


+ 


Start 


3497 


End 


5867 


Name 


OJ991113 45.0419.C19.o2.gp 


Method 


AAT/GAP 




4602 


End 


5416 


GI 


44948 2.R1084 


Score 


1594 


Exons 


4602. .5416 






GI Descrip. 


f 4335715/gb|AAD17393| 4.0e-36 


(AC006248) putative 




immediate-early salicylate-induced glucosyltransf erase 




[Arabidopsis thaliana] ' 






Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No . 


104546 


Strand 




Start 


2239 


End 


2805 


Name 


OJ991113 45.0419.C19.ol.gs 


Method 


GENS CAN 


Start 


2239 


End 


2805 


GI 


none 


Score 


.63 


Exons 


2239. .2805 






Seq. No. 


49116 


Seq. ID 


OJ991113_45.0419.C19 


Gene No. 


104546 


Strand 




Start 


2239 


End 


2805 



50831 



Name 

Start 

GI 

Exons 



OJ991113_45, 

2329 

none 

2329. .2376, 



0419.C19.o3.tw 



2491. .2676 



Method TBLASTX : Wheat 
End 2676 
Score 154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49116 

104546 

2239 

OJ991113_45. 

2405 

none 

2405. .2680, 

49116 

104547 

3578 

OJ991113_45. 

3578 

none 

3578. .3895, 
3959. .4060 



0419.C19.o3. tm 



2410. .2682 



0419.C19.ol.tc 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 2805 

Method TBLASTX: Maize 

'End 2682 

Score 94 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 5063 
Method TBLASTX : Cres s 
End 4070 
225 



Score 

3581. .3928, 3582. .3938, 3939. .4070, 3939. .4058, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49116 

104547 

3578 

OJ991113_45, 

3578 

none 

3578. .3961, 

49116 

104547 

3578 

OJ991113_45, 

3582 

none 

3582. .3752, 
4613. .4831, 



0419.C19.ol.tm 



3585. .3962 



0419.C19.ol.ts 



3591.. 3752, 3813. 
4615. .4782, 4628. 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 5063 
Method ■' TBLASTX: Maize 
End 3962 
Score 479 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 5063 

Method TBLASTX : Soybean 

End 4831 

Score 123 

.4085, 4200. .4343, 4433. .4585, 
.4804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49116 

104547 

3578 

OJ991113_45, 

3903 

none 

3903. .4094, 

49116 

104547 

3578 

OJ991113_45, 

4388 

none 

4388. .4558, 

49116 
104547 



0419.C19.ol.tw 



3906. .4076 



0419.C19.o4.tm 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 5063 

Method TBLASTX : Wheat 

End 4094 

Score 242 



Seq. ID OJ991113_45.0419.C19 
Strand 

End 5063 

Method TBLASTX: Maize 

End 4722 

Score 117 
4403. .4564, 4595. .4720, 4619. .4720, 4633. .4722 

Seq. ID OJ991113_45.0419.C19 
Strand 



50832 




Start 


3578 






End 


5063 




Name 


OJ991113 45. 


0419.C19.o2 


.tc 


Method 


TBLASTX : 


Cress 


Start 


4421 






End 


4792 




GI 


none 






Score 


78 




Exons 


4421. .4564, 


4610. .4792, 


4615. 


.4761 






Seq. No. 


49116 






Seq. ID 


OJ991113 


_45.0419.C19 


Gene No. 


T f\ A C A 1 

lU4o4 / 






Strand 






Start 


3578 






End 


5063 




Name 


OJ991113 45. 


0419.C19.o2 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


4490 






End 


4807 




GI 


none 






Score 


54 




Exons 


4490. .4540, 


4606. .4788, 


4607. 


.4807, 4634. .4792 




Seq. No. 


49116 






Seq. ID 


OJ991113 


_45.0419.C19 


Gene No. 


1 C\ A C A 1 






Strand 






Start 


3578 






End 


5063 




Name 


OJ991113 45. 


0419.C19.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4723 






End 


5063 




GI 


none 






Score 


341 




Exons 


4723. .5061, 


4724. .5056, 


4983. 


.5063, 4995.. 5057 




Seq. No. 


49117 






Seq. ID 


OJ991113 


_45.0419.C20 


Gene No. 


104548 






Strand 


+ 




Start 


564 






End 


656 




Name 


OJ991113 45. 


0419.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


564 






End 


656 




GI 


69953 1.R1084 




Score 


104 




Exons 


564. .656 












GI Descrip. 


'5295936/dbj 


IAB026295.2 


IAB026295 7 . Oe- 


34 Oryza 


sativa genomic 



DNA, chromosome 6, clone : P0681F10, complete sequence* 



Seq. No. 


49117 








Seq. ID 


OJ991113 


_45, 


.0419. 


C20 


Gene No. 


104549 








Strand 










Start 


9 








End 


2208 








Name 


OJ991113 45 


.0419. 


C20.ol, 


.gs 


Method 


GENS CAN 








Start 


9 








End 


2208 








GI 


none 








Score 


.66 








Exons 


9. .121, 240 


. .414, 


1792. , 


.2208 












Seq. No. 


49118 








Seq. ID 


OJ991113 


_45. 


.0419. 


C22 


Gene No. 


104550 








Strand 


+ 








Start 


1437 








End 


3834 








Name 


OJ991113 45 


.0419. 


C22.ol, 


.gs 


Method 


GENSCAN 








Start 


1437 








End 


3834 








GI 


none 








Score 


.47 








Exons 


1437. . 1548, 


3725. 


.3834 














Seq. No. 


49118 








Seq. ID 


OJ991113_ 


_4 5. 


,0419. 


C22 


Gene No. 


104551 








Strand 


+ 








Start 


5298 








End 


5612 








Name 


OJ991113 45 


.0419. 


C22.o2. 


.gs 


Method 


GENSCAN 








Start 


5298 








End 


5612 








GI 


none 








Score 


.92 








Exons 


5298. .5612 


















Seq. No. 


49119 








Seq. ID 


OJ991113_ 


_45. 


,0419. 


C23 



50833 



£3 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



104552 
72 

OJ991113_4 5.0419.C23.ol.gs 
72 

none 

72. .238, 714. .736 

49119 

104553 

2954 

OJ991113_45.0419.C23.o2.gs 

2954 

none 

2954. .3690, 3728. .4442 



Strand 
End 

Method 

End 

Score 



+ 

736 

GENS CAN 

736 

.67 



Seq. ID OJ991113_45.0419.C23 

Strand + 

End 4442 

Method GENSCAN 

End 4442 

Score .56 



49119 
104553 
2954 

OJ991113_45.0419.C23.ol,np 
2975 
7433906 
2975. .4436 

glucosyltransferase IS5a (EC 2.4.1.-), salicylate-induced 
common tobacco gi 1 1685005 | gb | AAB36653 . 1 1 (U32644) 
immediate-early salicylate-induced glucosyltransferase 
[Nicotiana tabacum] 



Seq. ID OJ991113_45.0419.C23 
Strand + 

4442 
AAT/NAP 
4436 
919 



End 

Method 

End 

Score 



Seq. No. 49119 

Gene No. 104554 

Start 4418 

Name OJ991113_45 . 0419 . C23 . ol . ts 

Start 2966 

GI none 
Exons 



Seq. ID OJ991113_45.0419.C23 
Strand 

End 4643 

Method TBLASTX : Soybean 

End 4412 

Score 116 



2966. .3127, 3182. .3493, 3578.-3742, 3598. .3720, 3767. .3916, 
3777. .4412, 4001. .4363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49119 

104554 

4418 

OJ991113_45.0419.C23.ol.tc 

2971 

none 



Seq. ID OJ991113_45.0419.C23 
Strand 

End 4 64 3 

Method TBLASTX : Cress 

End 34 4 4 

Score 283 



2971. .3153, 2972. .3154, 3155. .3310, 3167. .3229, 3331. .3444, 
3332. .3442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49119 

104554 

4418 

O J9 9111 3_4 5. 0419. C2 3 . o2 . tm 

2972 

none 



Seq. ID OJ991113_45.0419.C23 
Strand 

End 4643 

Method TBLASTX: Maize 

End 3334 

Score 272 



2972. .3151, 2975. .3073, 2980. .3153, 3155. .3334, 3167. .3229, 
3281. .3334 



Seq. No. 
Gene No. 
Start 



49119 

104554 

4418 



Seq. ID OJ991113_45.0419.C23 
Strand 

End 4643 



50834 




Name 


OJ991113 45 


.0419. 


C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3269 








End 


3532 


GI 


none 








Score . 


254 


Exons 


3269. .3502, 


3269. 


.3355, 


3322. 


.3453, 3479.-3532 


Seq. No. 


49119 








Seq. ID 


OJ991113_45.0419.C23 


Gene No. 


104554 








Strand 




Start 


4418 








End 


4643 


Name 


OJ991113 45 


.0419. 


C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3620 








End 


4415 


GI 


none 








Score 


39 


Exons 


3620. .3652, 


3771. 


.4001, 


4008. 


.4202, 4020. .4169, 4037. .4201, 




4299. .4415 












Seq. No. 


49119 








Seq. ID 


OJ991113_45.0419.C23 


Gene No. 


104554 








Strand 




Start 


4418 








End 


4643 


Name 


OJ991113 45 


.0419. 


C23.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3789 








End 


4106 


GI 


none 








Score 


122 


Exons 


3789. .3947, 


3789. 


.3935, 


3995. 


.4099, 3996. .4106 


Seq. No. 


49119 








Seq. ID 


OJ991113_45.0419.C23 


Gene No. 


104554 








Strand 




Start 


4418 








End 


4643 * 


Name 


OJ991113 45 


.0419. 


C23.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3992 








End 


4193 


GI 


none 








Score 


221 


Exons 


3992. .4168, 


3993. 


.4193, 


4020. 


.4178 




Seq. No. 


49119 








Seq. ID 


OJ991113_45.0419.C23 


Gene No. 


104554 








Strand 




Start 


4418 








End 


4643 


Name 


OJ991113 45 


.0419. 


C23.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4109 








End 


4572 


GI 


none 








Score 


394 


Exons 


4109. .4360, 


4110. 


.4430, 


4380. 


.4430, 4549. .4572 


Seq. No. 


49119 








Seq. ID 


OJ991113_45.0419.C23 


Gene No. 


104554 








Strand 




Start 


4418 








End 


4643 


Name 


OJ991113 45 


.0419. 


C23.ol 


gp 


Method 


AAT/GAP 


Start 


4418 








End 


4643 


GI 


none 








Score 


405 


Exons 


4418. .4643 












Seq. No. 


49120 








Seq. ID 


OJ991113_45.0419.C25 


Gene No. 


104555 








Strand 


+ 


Start 


623 








End 


937 


Name 


OJ991113 45 


.0419. 


C25.ol. 


np 


Method 


AAT/NAP 


Start 


623 








End 


734 


GI 


7299019 








Score 


140 


Exons 


623. .734 













GI Descrip. (AE003678) CG7483 gene product [Drosophila melanogaster ] 

Seq. No. 49120 Seq. ID OJ991113_4 5 . 04 19 . C25 

Gene No. 104555 Strand + 

50835 





Start 


623 




End 


937 




Name 


OJ991113 45.0419.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


623 




End 


937 




GI 


none 




Score 


180 




Exons 


623. .742, 624. .737, 626. 


.742, 


793. .912, 


923. .937 




Seq. No. 


49120 




Seq. ID 


OJ991113_45.0419.C25 




Gene No. 


104555 




Strand 


+ 




Start 


623 




End 


937 




Name 


OJ991113 45.0419.C25.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


623 




End 


749 




GI 


none 




Score 


185 




Exons 


623. .748, 624. .749 










Seq. No. 


49120 




Seq. ID 


OJ991113_45.0419.C25 




Gene No. 


104555 




Strand 


+ 




Start 


623 




End 


937 




Name 


OJ991113 45.0419.C25.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


623 




End 


755 




GI 


none 




Score 


186 




Exons 


623..745, 624. .746, 624. 


.755, 


62S..753 






Seq. No. 


49120 




Seq. ID 


OJ991113_45.0419.C25 




Gene No. 


104555 




Strand 


+ 




Start 


623 




End 


937 




Name 


OJ991113 45.0419.C25.ol. 


gs ' 


Method 


GENSCAN 


f n 


Start 


625 




End 


737 


fls 


GI 


none 




Score 


.92 


fZ 

'— ay 


Exons 


625. .737 










Seq. No. 


49121 




Seq. ID 


OJ991113_45.0419.C29 


W 


Gene No. 


104556 




Strand 






Start 


1 




End 


694 




Name 


OJ991113 45.0419.C29.ol. 


gp 


Method 


AAT/GAP 


f ~ 


Start 


1 




End 


604 


- ST 


GI 


10689 1.R1084 




Score 


315 




Exons 


1..26, 274. .432, 549. .604 








GI Descrip. 


'82311/pir| IJQ0959 3.0e- 


27 myb protein 


340 - garden snapdrac 


£3 

- a? 


Seq. No. 


49121 




Seq. ID 


OJ991113_45.0419.C29 


? 


Gene No. 


104556 




Strand 






Start 


1 




End 


694 




Name 


OJ991113 45.0419.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


415 




GI 


6685122 




Score 


64 




Exons 


1..63, 294. .415 










GI Descrip. 


(AF213822) polypeptide deformylase [Zymomonas mobilis] 




Seq. No. 


49121 




Seq. ID 


OJ991113_45.0419.C29 




Gene No. 


104556 




Strand 






Start 


1 




End 


694 




Name 


OJ991113 45.0419.C29.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


293 




End 


436 




GI 


none 




Score 


72 




Exons 


293. .436, 294. .419, 296. 


.433 








Seq. No. 


49121 




Seq. ID 


OJ991113_45.0419.C29 



50836 



Gene No. 104556 Strand 

Start 1 End 694 

Name OJ991113_45 . Q419.C29. ol .gs Method GENSCAN 

Start 294 End 694 

GI none Score .55 

Exons 294.. 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49122 Seq. ID 

104557 Strand 

735 End 

OJ991113_45.0419.C30.ol.gs Method 

735 End 

none Score 



OJ991113_45.0419.C30 

2802 
GENSCAN 
2598 
.86 



735. .860, 1181. .1316, 1772. .1863, 1941. .2009, 2293. .2404, 
2480. .2598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49122 

104557 

735 

OJ991113_45.0419.C30-ol.np 

2293 

4185142 



Seq. ID OJ991113_45.0419.C30 
Strand 

End 2802 

Method AAT/NAP 

End 2802 

Score 144 



2293. .2404, 2480. .2587, 2741. .2802 

(AC005724) putative SNF2/RAD54 family DNA repair and 
recombination protein [Arabidopsis thaliana] 



Seq. No. 49122 

Gene No. 104557 

Start 735 

Name OJ991113_45 . 04 19 . C30 . ol . tm 

Start 2302 

GI none 

Exons 2302.. 2400, 2302.. 2406, 2480. 
2537. .2581 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2545, 



OJ991113 45.0419.C30 



2802 

TBLASTX: Maize 
2595 
71 

2482..2S53, 2533.-2595, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49123 

104558 

1 

OJ991113_45, 
1 

7248394 
1..28, 715.. 



0419.C32.ol.np 



1758, 2026.. 2949 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_45.0419.C32 

2949 
AAT/NAP 
2949 
1735 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 49123 

.Gene No. 104558 

Start 1 

Name OJ991113_45 . 04 19 . C32 . o2 . tw 

Start 410 

GI none 

Exons 410.. 679, 600.. 668, 710.. 808 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX : Wheat 

End 808 

Score 49 



Seq. No. 



49123 



Seq. ID OJ991113_45.0419.C32 



50837 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104558 
1 

O.J991113_45.0419.C32.ol.ts 

443 

none 



Strand 

End 2949 

Method TBLASTX : Soybean 

End 853 

Score 91 



443. .694, 528. .695, 716. .853, 720. .851 



49123 

104558 

1 

OJ991113_45.0419.C32.o2.ts 

1004 

none 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX : Soybean 

End 1474 

Score 81 



1004. .1174, 1017. .1148, 1192. .1368, 1349. .1474, 1368. .1436 



49123 

104558 

1 

OJ991113_45.0419.C32.ol.tm 

1162 

none 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX : Maize 

End 1621 

Score 70 



1162. .1377, 1202. .1351, 1350. .1472, 1364. .1621, 1388. .1621 



49123 

104558 

1 

OJ991113_45.0419.C32.ol.tw 

1490 

none 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX: Wheat 

End 1894 

Score 240 



1490. .1834, 1490. .1843, 1533. .1835, 1735. .1836, 1838. .1894, 
1862. .1894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49123 

104558 

1 

OJ991113_45.0419.C32.o2.tm 

1623 

none 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX : Mai ze 

End 1840 

Score 215 



1623. .1835, 1625. .1840, 1640. .1840 



49123 

104558 

1 

OJ991113_45.0419.C32.o3.ts 

1691 

none 

1691. .1825, 1832. .2056 



Seq. ID OJ991113_45.0419.C32 
Strand 

End 2949 

Method TBLASTX : Soybean 

End 2056 

Score 114 



49124 
104559 
762 

OJ991113_45.0419.C33.o2.np 
762 

7340868 

762.. 826, .1973.. 2130, 2370.. 2392 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ991113_45.0419.C33 
Strand 

2392 
AAT/NAP 
2392 
53 



End 

Method 

End 

Score 



50838 



Seq. No. 


49124 






Seq. ID 


OJ991113_45.0419.C33 


Gene No. 


104559 






Strand 






762 






End 


2392 


Name 


OJ991113 45 


.0419.C33.ol 


.np 


Method 


AAT/NAP 


Start 


1185 






End 


1931 


GI 


7248393 






Score 


489 


Exons 


1185. .1585, 


1679. .1931 








GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49125 






Seq. ID 


OJ991113_45.0419.C34 


Gene No. 


104560 






Strand 




O tar L 


870 






End 




Name 


OJ991113 45 


.0419.C34.ol 


. gs 


Method 


GENSCAN 


Start 


870 






End 


5642 


GI 


none 






Score 


.47 


Exons 


870. .933, 1043. .1190, 1605. .1723, 3137. 


.3162, 4767. .5003, 




ci 07 c Ton 


5434. .5642 








Seq. No. 


49126 






Seq. ID 


OJ991113_45.0419.C36 


Gene No. 


104561 






Strand 


+ 


Start 


1 






End 


4517 


Name 


OJ991113 45 


.0419.C36.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


4517 


GI 


6682235 






Score 


399 


Exons 


1..21, 1509 


..1589, 1771 


. .1842, 


2935. .2984, 3448. .3570, 




3651. .3744, 


4467. .4517 








GI Descrip. 


(AC016661) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


49126 






Seq. ID 


OJ991113_45.0419.C36 


Gene No. 


104562 






Strand 




Start 


2306 






End 


6686 


Name 


OJ991113 45 


.0419.C36.ol 


. tm 


Method 


TBLASTX: Maize 




1507 






End 


3753 


GI 


none 






Score 


55 


Exons 


1507. .1545, 


1509. .1541, 


1535. . 


1591, 1539. .1589, 1749. .1820, 




1767. .1814, 


1768. .1845, 


2922. . 


2984, 2927. .2983, 3420. .3569, 




3451. .3570, 


3461. .3571, 


3648. . 


3680, 3667.. 3750, 3669.. 3752, 




3670. .3753 










Seq. No. 


49126 






Seq. ID 


OJ991113_45.0419.C36 


Gene No. 


104562 






Strand 




Start 


2306 






End 


6686 


Name 


OJ991113 45 


.0419.C36.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1509 






End 


3570 


GI 


none 






Score 


55 


Exons 


1509. .1541, 


1538. .1591, 


1539. . 


1589, 1767. .1814, 1768. .1845, 



2759. .2863, 2922. .2984, 2934. .3011, 3420. .3569, 3454. .3570, 
3454. .3570 



Seq. No. 49126 

Gene No. 104562 

Start 2306 

Name OJ991113_4 5 . 0419 . C36 . o2 .np 

Start 2306 

GI 7340884 

Exons 2306.. 2400, 5471.. 5684 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 



Seq. ID OJ991113_45.0419.C36 
Strand 

End 6686 

Method AAT/NAP 

End 5684 

Score 142 



50839 



ry 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



transposase. (AB013982) [Oryza sativa] 



49126 

104562 

2306 

OJ991113_45.0419.C36.ol.ts 

3448 

none 



Seq. ID OJ991113_45.0419.C36 
Strand 

End 668 6 

Method TBLASTX: Soybean 

End 4523 

Score 159 



3448. .3564, 3451.. 3570, 3669.-3746, 3682. .3756, 4467. .4523 



49126 

104562 

2306 

OJ991113_45.0419.C36.o2.gs 

5490 

none 

5490. .5745, 6023. .6054, 6495. 

49127 

104563 

52 

OJ991113_45.0419.C37.ol.gs 
52 

none 

52. .231, 246. .366 



Seq. ID OJ991113_45.0419.C36 
Strand 

6686 
GEN SCAN 
6686 
.43 



End 

Method 
End 
Score 
.6686 



Seq. ID OJ991113_45.0419.C37 
Strand 

End 366 

Method GENSCAN 

End 366 

Score .84 



Seq. ID OJ991113_45.0419.C38 
Strand 

629 

AAT/NAP 
373 
284 



End 

Method 

End 

Score 



49128 
104564 
1 

OJ991113_45.0419.C38.ol.np 
1 

1170507 
1. .373 

EUKARYOTIC INITIATION FACTOR 4A-3 (EIF-4A-3) 
gi|100276|pir| IS22579 translation initiation factor eIF-4A 
curled-leaved tobacco gi | 19699 | emb | CAA43514 . 1 | (X61206) 
nicotiana eukaryotic translation initiation factor 4A 
[Nicotiana plumbaginif olia] 



49128 

104564 

1 

OJ991113_45 . 0419 . C38 . ol . tm 

118 

none 



Seq. ID OJ991113_45.0419.C38 

Strand 

End 629 

Method TBLASTX : Mai ze 

End 422 

Score 112 



118. .189, 119. .190, 181. .279, 192. .341, 303. .386, 303. .386, 
366. .422, 378. .422 



49128 

104564 

1 

OJ991113_45.0419.C38.ol.tc 

118 

none 



Seq. ID OJ991113_45.0419.C38 

Strand 

End 629 

Method TBLASTX: Cress 

End 391 

Score 56 



118. .189, 131. .187, 181. .267, 192. .308, 302. .391, 315. .386 
49128 Seq. ID OJ991113_4 5 . 04 19 . C38 



50840 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104564 Strand 

1 End 

OJ991113_45.0419.C38 .ol.ts Method 

118 End 

none Score 



629 

TBLASTX: Soybean 

407 

85 



118. .189, 119. .190, 181. .267, 192. .308, 303. .392, 303. .407 



49128 

104564 

1 

OJ991113_4 5. 0419. C38 .ol.tw 

157 

none 



Seq. ID OJ991113_45.0419.C38 
Strand 

End 629 

Method TBLASTX : Wheat 

End 406 

Score 62 



157. .189, 158. .190, 181. .279, 192. .308, 302. .385, 303. .386, 
377. .406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49128 

104564 

1 

OJ991113_4 5.0419.C38.ol.gs 

162 

none 

162. .428, 537. .629 



Seq. ID OJ991113_45.0419.C38 
Strand 

End 629 

Method GENSCAN 

End 629 

Score .79 



Seq. ID OJ991113_45.0419.C39 
Strand + 

266 

AAT/NAP 
266 
321 



49129 
104565 
1 

OJ991113_45.0419.C39.ol.np 
1 

7228438 
1. .266 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



^ 3 


Seq. No. 


49129 




Seq. ID 


OJ991113_45.0419 


.C39 


"H 


Gene No. 


104566 




Strand 


+ 






Start 


350 




End 


1705 






Name 


OJ991113 45.0419.C39 


.ol.tw 


Method 


TBLASTX: Wheat 




i. .J 


Start 


3 




End 


298 






GI 


none 




Score 


175 






Exons 


3. .161, 8. .136, 185. 


.265, 


186. .266, 195. .266, 263. .298 






Seq. No. 


49129 




Seq. ID 


OJ991113_45.0419 


.C39 




Gene No. 


104566 




Strand 


+ 






Start 


350 




End 


1705 






Name 


OJ991113 45.0419.C39 


. ol . gs 


Method 


GENSCAN 






Start 


350 




End 


1705 






GI 


none 




Score 


.56 






Exons 


350. .648, 991. .1108, 


1582. 


.1705 








Seq. No. . 


49129 




Seq. ID 


OJ991113_45.0419 


.C39 




Gene No. 


104566 




Strand 


+ 






Start 


350 




End 


1705 






Name 


OJ991113 45.0419.C39 


. o2 .np 


Method 


AAT/NAP 






Start 


970 




End 


1696 






GI 


5295955 




Score 


218 





50841 



Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



970. .1043, 1582. .1696 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



49130 

104567 

792 

OJ991113_39.0419.C2.ol.gs 

792 

none 

•792.. 893, 1973.. 2109 

49130 

104568 

5457 

OJ991113_39.0419.C2.ol.gp 

5457 

none 

5457. .5893 



Seq. ID OJ991113_39.0419.C2 

Strand + 

End 2109 

Method GEN SCAN 

End 2109 

Score . 65 



Seq. ID OJ991113_39.0419.C2 

Strand + 

End 5893 

Method AAT/GAP 

End 5893 

Score 814 



^3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



49130 

104569 

3913 

OJ991113_39.0419.C2.o2.gs 

3913 

none 



Seq. ID OJ991113_39.0419.C2 
Strand 

End 5758 

Method GENSCAN 

End 5758 

Score . 9 



3913. .5091, 5190. .5252, 5507. .5758 



Seq. ID OJ991113_39.0419.C5 
Strand + 

1051 
AAT/NAP 
1038 
653 



49131 
104570 
1 

OJ991113_39.0419.C5.ol.np 
1 

6671946 
1..115, 146. .585, 670. .1038 

(AC016795) putative amino acid transporter protein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



Seq. No. 49131 

Gene No. 104570 

Start 1 

Name OJ991113_39. 0419.C5.ol. tc 

Start 1 

GI none 
Exons 



Seq. ID OJ991113_39.0419.C5 

Strand + 

End 1051 

Method TBLASTX : Cress 

End 914 

Score 104 



1..93, 190. .291, 349. .588, 351. .422, 489. .581, 667. .747, 
669. .746, 837. .914, 841. .888 



Seq. No. 49131 

Gene No. 104570 

Start 1 

Name OJ991113_39. 0419 . C5 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991113_39.0419.C5 

Strand + 

End 1051 

Method TBLASTX: Maize 

End 1048 

Score 101 



1..93, 3. .86, 148. .177, 186. .293, 190. .288, 310. .588, 324. .587, 
667. .744, 678. .737, 837. .923, 838. .888, 956. .1048 



Seq. No. 



49131 



Seq. ID OJ991113_39.0419.C5 



50842 





1 04 n 
J. U ft 3 / U 








Oil dUCl 






Start 


1 








End 


1051 




Name 


OJ991113 


39. 0419. C5 


.ol 


.gs 


Method 


GEN SCAN 




Start 


76 








End 


1051 




GI 


none 








Score 


.99 




Exons 


76. .585, 


670. .1051 












Seq. No. 


49131 








Seq. ID 


OJ991113_39.0419 


.C5 




X U *i D 1 \J 








Of- v-anH 


I 




Start 


1 








End 


1051 




Name 


OJ991113 


39. 0419. C5 


ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


186 








End 


348 




GI 


none 








Score 


146 




Exons 


186. .302, 


190. .303, 


28 


9. . 34E 


J, 303. .347 






Seq. No. 


49132 








Seq. ID 


OJ991113_39.0419 


.C6 


Gene No. 


104571 








Strand 


+ 




Start 


634 








End 


980 




Name 


OJ991113 


39. 0419. C6 


ol 


.gs 


Method 


GENSCAN 




Start 


634 








End 


980 




GI 


none 








Score 


.72 




Exons 


634. .737, 


854. .980 













Seq. No. 49133 

Gene No. 104572 

Start - 7 

Name OJ991113_39 . 0419 .C10 . ol . gs 

Start 7 

GI none 

Exons 7.. 222 



Seq. ID OJ991113_39. 0419. C10 

Strand + 

End 222 

Method GENSCAN 

End 222 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991113_39.0419.C11 

Strand + 

End 1413 

Method AAT/GAP 

End 553 

Score 364 



49134 
104573 
1 

OJ991113_39.0419.Cll.ol.gp 
1 

2431456 
1,-72, 205. .292, 405. .553 

2944040 2.0e-38 (AF048900) indeterminate spikelet 1 [Zea mays] 



49134 

104573 

1 

OJ991113_39.0419.Cll.ol.np 
1 

7489779 



Seq. ID OJ991113_39.0419.C11 

Strand + 

End 1413 

Method AAT/NAP 

End 1413 

Score 571 



1..72, 205. .292, 405. .550, 936. .980, 1074. .1177, 1269. .1413 
indeterminate spikelet 1 - maize gi I 2944040 | gb IAAC05206. 1 1 
(AF048900) indeterminate spikelet 1 [Zea mays] 



49134 Seq. ID 

104573 Strand 

1 End 

OJ991113_39.0419.Cll.ol.tc Method 

203 End 

none Score 



OJ991113_39.0419.C11 
+ 

1413 

TBLASTX: Cress 

1185 

142 



203.. 292, 203.. 286, 211. .291, 396. .551, 396. .503, 401. .559, 



50843 



934. .987, 934. .1008, 1044. .1163, 1060. .1185, 1072. .1152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
?S j Start 
=T: f Name 
U Start 
[H GI 
fij Exons 

^1 Seq. No. 

Gene No. 
^3 Start 
ry Name 
'~ Start 

~ m ~. Exons 



49134 

104573 

1 

OJ991113_39.0419.Cll.ol.ts 

203 

none 



Seq. ID OJ991113_39.0419.C11 
Strand + 
End 1413 
Method TBLASTX : Soybean 
End 1215 
Score 148 

203. .292, 203. .289, 209. .295, 396.-554, 401. .553, 918. .980, 

928. .981, 931. .981, 934. .987, 1071. .1178, 1072. .1215, 1072. .1152 



49134 

104573 

1 

OJ991113_39.0419.Cll.ol.tm 

203 

none 



Seq. ID OJ991113_39.0419.C11 
Strand + 
End 1413 
Method TBLASTX: Maize 
End 1152 
Score 136 

203. .292, 203. .295, 401. .553, 402. .551, 934. .987, 934. .1008, 
936. .1016, 1060. .1125, 1062. .1121, 1072. .1152 



49134 

104573 

1 

OJ991113_39.0419.Cll.ol.gs 

205 

none 



Seq. ID OJ991113_39.0419.C11 

Strand + 

End 1413 

Method GENSCAN 

End 1405 

Score .91 



205. .292, 405. .550, 936. .1177, 1269. .1405 



49135 

104574 

501 

OJ991113_39.0419.C15.o2.tm 
49 

none 



Seq. ID OJ991113_39.0419.C15 
Strand 

End 2018 

Method TBLASTX: Maize 

End 549 

Score 154 



49. .237, 59. .286, 74. .280, 251. .319, 258. .323, 270. .404, 
306. .461, 308. .463, 308. .490, 523. .549 



Seq. No. 49135 

Gene No. 104574 

Start 501 

Name OJ991113_39 . 04 19 . C15 . ol . gs 

Start 501 

GI none 

Exons 501.. 2018 



Seq. ID OJ991113_39.0419.C15 
Strand 

End 2018 

Method GENSCAN 

End 2018 

Score .71 



Seq. No. 49135 

Gene No. 104574 

Start 501 

Name OJ991113_39 . 0419 . C15 . ol . tm 

Start 1543 

GI none 
Exons 



Seq. ID OJ991113_39.0419.C15 
Strand 

End 2018 

Method TBLASTX : Mai ze 

End 1996 

Score 48 



1543. .1650, 1548. .1790, 1574. .1792, 1594. .1647, 1629. .1805, 
1699. .1800, 1815. .1868, 1854. .1898, 1901. .1990, 1914. .1991, 
1925. .1996 



Seq. No. 
Gene No. 



49136 
104575 



Seq. ID OJ991113_39.0419.C17 
Strand 



50844 



Start 
Name 
Start 
GI 

Exons 



1117 End 1271 

OJ991113_39.0419.C17.ol.gs Method GENSCAN 

1117 End .1265 

none Score .81 
1117. .1265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49136 
104575 
1117 

OJ991113_39.0419.C17.ol.np 
1117 
7487165 
1117. .1271 

hypothetical protein T19C21.7 - Arabidopsis thaliana 
gi|3395428|gb|AAC28760.1| (AC004683) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ991113_39.0419.C17 
Strand 

End 1271 

Method AAT/NAP 

End 1271 

Score 180 



49137 

104576 

259 

OJ991113_39.0419.C18.ol.gs 

259 

none 

259. .373 



Seq. ID OJ991113_39.0419.C18 
Strand 

End 373 

Method GENSCAN 

End 373 

Score .8 



J Seq. No. 

% Gene No. 

I Start 

: Name 

i Start 

I GI 

| Exons 

V GI Descrip. 

_ Seq. No. 

^ Gene No. 

J Start 

& Name 

- 5 Start 

i gi 

J Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49138 
104577 
1 

OJ991113_39.0419.C21.ol.np 
1 

4587589 
1. .76 

(AC007232) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991113_39.0419.C21 
Strand + 
76 

AAT/NAP 
76 
115 



End 

Method 

End 

Score 



49138 

104578 

209 

OJ991113_39.0419.C21.ol.gs 

209 

none 

209. .383, 410. .480 

49139 

104579 

318 

OJ991113_39.0419.C22.ol.gs 

318 

none 

318. .502, 1134. .1226 

49140 

104580 

386 

OJ991113_39.0419.C24 .ol.gs 

386 

none 

386.. 504 



Seq. ID OJ991113_39.0419.C21 

Strand 

End 480 

Method GENSCAN 

End 480 

Score .75 



Seq. ID OJ991113_39.0419.C22 

Strand + 

End 1226 

Method GENSCAN 

End 1226 

Score .96 



Seq. ID OJ991113_39.0419.C24 

Strand + 

End 504 

Method GENSCAN 

End 504 

Score . 6 



50845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991113_39.0419.C24 

Strand + 

End 8 68 

Method AAT/GAP 

End 8 68 

Score 642 



49140 
104581 
544 

OJ991113_39.0419.C24.ol.gp 
544 

28126_1.R1084 
544. .868 

•1805615/dbj ID49704 IRICOSH45S2 2.0e-15 Rice OSH45 gene for 
OSH42, OSH44 and OSH45 transcripts, exon 2, 3, 4, 5, 6 and 7, 
complete cds 1 



Seq. ID OJ991113_39.0419.C25 

Strand + 

End 671 

Method AAT/GAP 

End 671 

Score 264 



49141 
104582 
523 

OJ991113_39.0419.C25.ol.gp 
523 

uC-osflm202101g05bl 
523. .671 

, 6016691/gb|AAF01518.1|AC009991_14 4.0e-43 (AC009991) unknown 
protein [Arabidopsis thaliana] * 



49141 

104583 

1 

OJ991113_39.0419.C25.ol.np 
1 

4586049 



Seq. ID OJ991113_39.0419.C25 
Strand 

End 3060 

Method AAT/NAP 

End 3060 

Score 474 



1..122, 505. .733, 1012. .1206, 2346. .2424, 3025. .3060 
(AC007020) hypothetical protein [Arabidopsis thaliana] 



49141 

104583 

1 

OJ991113_39.0419.C25..ol.tm 
29 

none 



Seq. ID OJ991113_39.0419.C25 
Strand 

End 3060 

Method TBLASTX : Maize 

End 1207 

Score 71 



29. .103, 39. .104, 510. .731, 533. .736, 533. .733, 1010. .1132, 
1012. .1095, 1093.. 1206, 1097.. 1207 



H Seq. No. 


49141 








Seq. ID 


OJ991113_39.0419 


.C25 


Gene No. 


104583 








Strand 






Start 


1 








End 


3060 




Name 


OJ991113 


39.0419.C25 


ol 


ts 


Method 


TBLASTX : Soybean 




Start 


519 








End 


730 




GI 


none 








Score 


174 




Exons 


519. .728, 


533. .730 












Seq. No. 


49141 








Seq. ID 


OJ991113_39.0419 


.C25 


Gene No. 


104583 








• Strand 






Start 


1 








End 


3060 




Name 


OJ991113 


39.0419.C25 


ol 


tc 


Method 


TBLASTX: Cress 




Start 


527 








End 


725 




GI 


none 








Score 


131 




Exons 


527. .724, 


528. .725 












Seq. No. 


49141 








Seq. ID 


OJ991113_39.0419 


.C25 



50846 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104583 Strand 
1 End 
OJ991113_39.0419.C25.ol.gs Method 
534 End 
none Score 
534.. 572, 641. .733, 1012.. 1183, 2286. 



3060 
GENSCAN 
2605 
.69 

,2605 



49141 

104583 

1 

OJ991113_39.0419.C25.ol.tw 

537 

none 



Seq. ID OJ991113_39.0419.C25 
Strand 

End 3060 

Method TBLASTX : Wheat 

End 1186 

Score 135 



537. .728, 539. .736, 539. .730, 1018. .1182, 1085. .1186 



49141 

104583 

1 

OJ991113_39.0419.C25.o2.gp 
696 

427952 



Seq. ID OJ991113_39.0419.C25 
Strand 

End 3060 

Method AAT/GAP 

End 1466 

Score 382 



696.. 733, 1012.. 1183, 1446.. 1466 

6016691/gb|AAF01518.1|AC009991_14 4.0e-43 (AC009991) unknown 
protein [Arabidopsis thaliana] 



49142 

104584 

156 

OJ991113_39.0419.C26.ol.gs 

156 

none 

156. .428 



Seq. ID OJ991113_39.0419.C26 

Strand + 

End 428 

Method GENSCAN 

End 428 

Score 1 



Seq. No. 49142 

Gene No. 104585 

Start 127 

Name OJ991113_39.0419.C26.ol.gp 

Start 127 

GI none 

Exons 127.. 437 



Seq. ID OJ991113_39.0419.C26 

Strand 

End 4 37 

Method AAT/GAP 

End 437 

Score 558 



Seq. No. 49142 

Gene No. 104586 

Start 1486 

Name OJ991113_39 . 0419 .C26 . o2 . gs 

Start 1486 

GI none 

Exons I486.. 1625, 1839.. 1890 

Seq. No. 49143 

Gene No. 104587 

Start 410 

Name 0 J 9 9 1 1 1 3_3 9.0419.C27.ol.gs 

Start 410 

GI none 

Exons 410.. 996, 2085.. 2151 



Seq. ID OJ991113_39.0419.C26 
Strand 

End 1890 

Method GENSCAN 

End 1890 

Score .73 



Seq. ID OJ991113_39.0419.C27 

Strand + 

End 2151 

Method GENSCAN 

End 2151 

Score . 65 



50847 



Seq. No. 49143 Seq. ID OJ991113_39 . 04 19 . C27 

Gene No. 104587 Strand + 

Start 410 End 2151 

Name OJ991113_39 . 0419 .C27 . ol . np Method AAT/NAP 

Start 464 End 1007 

GI 7487478 Score 202 

Exons 464.. 1007 

GI Descrip. hypothetical protein T27E13.14 - Arabidopsis thaliana 

gi|3150408|gb|AAC16960.1| (AC004165) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


49143 




Seq. ID 


OJ991113_39.0419. 


C27 


Gene No. 


104588 




Strand 






Start 


390 




End 


1011 




Name 


OJ991113 39.0419.C27.ol 


. gp 


Method 


AAT/GAP 




Start 


390 




End 


595 




GI 


5004237 




Score 


307 




Exons 


390. .595 










Seq. No. 


49143 




Seq. ID 


OJ991113_39.0419. 


C27 


Gene No. 


104588 




Strand 






Start 


390 




End 


1011 




Name 


OJ991113 39.0419.C27.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


409 




End 


1011 




GI 


none 




Score 


39 




Exons 


409. .444, 431. .451, 560 


. .718, 


560. .1006, 827. .1006, 871. 


.1011, 




966. .1010 










Seq. No. 


49143 




Seq. ID 


OJ991113_39.0419. 


C27 


Gene No. 


104588 




Strand 






Start 


390 




End 


1011 




Name 


OJ991113 39.0419.C27.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


572 




End 


1006 




GI 


none 




Score 


61 




Exons 


572. .712, 575. .715, 647 


. .1006, 


827. .1006 




Seq. No. 


49144 




Seq. ID 


OJ991113_39.0419. 


C36 


Gene No. 


104589 




Strand 


+ 




Start 


1 




End 


818 




Name 


OJ9911I3 39.0419. C36.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


818 




GI 


7435094 




Score 


210 




Exons 


1..240, 740. .818 











GI Descrip. histidine acid phosphatase (EC 3.1.3.-) - Arabidopsis thaliana 



Seq. No. 49144 

Gene No. 104589 

Start 1 

Name OJ991113_39 . 0419 . C36 . ol 

Start 75 

GI none 

Exons 75. .185, 79. .186, 79. .1 
187. .240, 188. .268, 734 

Seq. No. 49144 

Gene No. 104589 

Start 1 



Seq. ID OJ991113_39.0419.C36 

Strand + 

End 818 

.tm Method TBLASTX : Maize 

End 817 

Score 87 
86, 80. .187, 80. .187, 114. .239, 169. .240, 
..817, 737. .811 

Seq. ID OJ991113_39.0419.C36 

Strand + 

End 818 



50848 



Name 

Start 

GI 

Exons 



OJ991113_39 . 0419 . C36 . ol . gs Method GENSCAN 

76 End 240 

none Score .41 
76. .240 



Seq. No. 49145 Seq. ID 

Gene No. 104590 Strand 

Start 57 End 

Name OJ991113_39. 04 19 . C4 3 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57 . . 152 



OJ991113_39.0419.C43 
+ 

152 

GENSCAN 

152 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49146 Seq. ID 

104591 Strand 

1 End 

OJ991113_39.0419.C44.ol.np Method 

1 End 

7339707 Score 
1..18, 221. .297, 732. .782 

(AP001539) hypothetical protein [Oryza sativa] 



OJ991113_39.0419.C44 
782 

AAT/NAP 
782 
53 



49146 

104591 

1 

OJ991113_39.0419.C44.o2.np 
324 

140503 
324. .723 

HYPOTHETICAL 14 KD PROTEIN IN 
gi| 82518 |pir| | JQ0279 hypothet 
rice chloroplast gi | 12041 | emb 
within trnl intron [Oryza sat 
(X15901) ORF133; ORF within t 
gi I 226660 Iprf | I1603356CL trnl 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_39.0419.C44 
782 

AAT/NAP 

723 

420 



YCF68 TRNI INTRON (ORF 133) 
ical 14. 5K protein (trnl intron) 
ICAA33945I (X15901) ORF133; ORF 
iva] gi|12061|emb|CAA33915| 
rnl intron [Oryza sativa] 

intron ORF 133 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113 39.0419.C44 



782 

AAT/GAP 

782 

612 



49146 
104591 
1 

OJ991113_39.0419.C44.ol.gp 
384 

uC-osflcyp097b05bl 
384. .782 

' 140503/sp| P12173I YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnl 

intron ORF 133 [Oryza' 



49146 Seq. ID 

104591 Strand 

1 End 

OJ991113_39 . 0419 . C44 . ol . gs Method 

399 End 

none Score 



OJ991113_39.0419.C44 
782 

GENSCAN 

659 

.55 



50849 



Exons 



399. .562, 646. .659 



Seq. No. 49146 Seq. ID 

Gene No. 104591 Strand 

Start 1 End 

Name OJ991 113_3 9 . 04 19 . C4 4 . ol . tm Method 

Start 641 End 

GI none Score 

Exons 641. .781, 643. .780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991113_39.0419.C44 
782 

TBLASTX: Maize 

781 

247 



49147 Seq. ID 

104592 Strand 

836 End 

OJ991113_39.0419.C4 5.ol.tw Method 

832 End 

none Score 
832. .996, 833. .1006, 840. .1016, 1062. .1199, 1070. .1201, 
1074.. 1199, 1129.. 1200 



OJ991113_39.0419.C45 
+ 

1720 

TBLASTX: Wheat 
1201 
284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49147 

104592 

836 

OJ991113_39.0419.C4 5.ol.np 
836 

1173187 



Seq. ID 

Strand 
End 

Method 
End 
Score 

836..996, 1073. .1199, 1276. .1413 

40S RIBOSOMAL PROTEIN S23 (S12) gi | 136204 1 | pir | | S56673 ribosomal 
protein S23.e, cytosolic (clone RJ3) - garden strawberry 
gi | 643074 (U19940) putative 40S ribosomal protein sl2 [Fragaria 
x ananassal 



OJ991113_39.0419.C45 
+ 

1720 
AAT/NAP 
1413 
643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49147 Seq. ID 

104592 Strand 
836 End 
OJ991113_39 . 04 19 . C45 . ol . gp Method 
841 End 
14884_1.R1084 Score 
841. .996, 1073. .1199, 1276. .1720 

'1173187/ sp|P4 62 97 | RS23__FRAAN 3.0e-69 40S RIBOSOMAL PROTEIN S23 

(S12) >gi_1362041_pir S56673 ribosomal protein S23.e, cytosolic 

(clone RJ3) - garden strawberry >gi_643074 (U19940) putative 40S 
ribosomal protein sl2 [Fragaria x ananassa] ' 



OJ991113_39.0419.C45 
+ 

1720 
AAT/GAP 
1720 
1357 



49147 

104592 

836 

OJ991113_39.0419.C45.ol.tm 

842 

none 



Seq. ID OJ991113_39.0419.C45 



Strand 
End 

Method 

End 

Score 



1720 

TBLASTX: Maize 

1431 

279 



842. .1006, 844. .996, 1070. .1201, 1073. .1198, 1074. .1199, 
1129. .1200, 1273. .1353, 1275. .1418, 1276. .1431 



Seq. No. 49147 Seq. ID 

Gene No. 104592 Strand 

Start 836 End 

Name OJ991113_39 . 0419 . C45 . ol . ts Method 

Start 842 End 



OJ991113_39.0419.C45 
+ 

1720 

TBLASTX: Soybean 
1421 



50850 



C3 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 252 

842. .1006, 843. .995, 844.-996, 1070. .1201, 1074. .1199, 

1273. .1353, 1275. .1421, 1276. .1419 



49147 

104592 

836 

OJ991113_39.0419.C45.ol.gs 

854 

none 



Seq. ID OJ991113_39.0419.C45 

Strand + 

End 1720 

Method GENSCAN 

End 1416 

Score .83 



854. .996, 1073. .1199, 1276. .1416 



49147 

104592 

836 

OJ991113_39.0419.C45.ol.tc 

871 

none 



Seq. ID OJ991113_39.0419.C45 

Strand + 

End 1720 

Method TBLASTX : Cress 

End 1418 

Score 192 



871. .996, 872. .1006, 1070. .1201, 1074. .1199, 1267. .1353, 
1275. .1415, 1276. .1416, 1281. .1418 



Seq. ID OJ991113_39.0419.C46 

Strand + 

End 2819 

.Method AAT/GAP 

End 359 

Score 304 



49148 
104593 
1 

OJ991113_39.0419.C46.ol.gp 
1 

18187_1.R1084 
1..201, 337. .359 

, 6016679/gb|AAF01506.1|AC009991_2 5.0e-30 (AC009991) putative 
nucleic acid binding protein [Arabidopsis thaliana] ' 



49148 

104593 

1 

OJ991113_39.0419.C4 6.ol.np 
1 

6016679 



Seq. ID OJ991113_39.0419.C46 

Strand + 

End 2819 

Method AAT/NAP 

End 2692 

Score 553 



1..193, 2246.-2423, 2492. .2692 

(AC009991) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



49148 

104593 

1 

OJ991113_39.0419-C46.ol.gs 
93 

none 



Seq. ID OJ991113_39.0419.C46 

Strand + 

End 2819 

Method GENSCAN 

End 2819 

Score .73 



93. .193, 2246. .2366, 2434. .2577, 2772. .2819 



49148 

104594 

2784 

OJ991113_39.0419.C46.o2.gp 

2784 

5005085 

2784. .3034 



Seq. ID OJ991113_39.0419.C46 

Strand + 

End 3034 

Method AAT/GAP 

End 3034 

Score 458 



50851 




Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No. 


104595 








Strand 






o tart 


one 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


66 








End 


2363 




GI 


none 








Score 


190 




Exons 


66. .110, 68. 


.196, 


69. .194, 2246. .2311, 


2259. .2312, 2272. 


.23 




2311. .2352, 


2315. 


.2359, 


2316. 


.2363, 2317.. 2361 




Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No . 










Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


68 








End 


2688 




GI 


none 








Score 


197 




Exons 


68. .196, 69. 


.194, 


2243. 


2353, 


2259.-2372, 2438. .2671, 2524. 


Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No. 










Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.o3 


tm 


Method 


TBLASTX: Maize 




Start 


68 








End 


2372 




GI 


none 








Score 


206 




Exons 


68. .196, 69. 


.194, 


2243. 


2365, 


2243. .2365, 2259.-2372 




Seq. No. 


49148 








Seq. ID 


OJ991113__39.0419. 


C46 


Gene No . 










Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.o2 


tm 


Method 


TBLASTX: Maize 




Start 


2524 








End 


2681 




GI 


none 








Score 


258 




Exons 


2524. .2673, 


2525. 


.2671, 


2529. 


.2681 






Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No. 










Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C4 6.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


2524 








End 


2944 




GI 


none 








Score 


217 




Exons 


2524. .2676, 


2525. 


.2671, 


2723. 


.2860, 2823.-2849, 2921. .2944 


Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No . 


1U4 D yo 








Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.o2 


tc 


Method 


TBLASTX: Cress 




Start 


2530 








End 


2691 




GI 


none 








Score 


192 




Exons 


2530. .2691, 


2534. 


.2671 










Seq. No. 


49148 








Seq. ID 


OJ991113_39.0419. 


C46 


Gene No. 


104595 








Strand 






Start 


3176 








End 


3747 




Name 


OJ991113 39. 


0419. 


C46.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3128 








End 


3734 




GI 


none 








Score. 


138 




Exons 


3128. .3322, 


3180. 


.3323, 


3552. 


.3734, 3554. .3727 





50852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name 



49148 

104595 

3176 

OJ991113_39.0419.C4 6.ol.tm 

3176 

none 



Seq. ID OJ991113_39.0419.C46 
Strand 

End 3747 

Method TBLASTX : Mai ze 

End 3746 

Score 117 



3176. .3286, 3177. .3302, 3180. .3287, 3187. .3303, 3278. .3322, 
3286. .3333, 3549. .3743, 3550. .3744, 3551. .3745, 3552. .3746 



49148 

104595 

3176 

OJ991113_39.0419.C4 6.o2.gs 

3176 

none 

3176.. 3320, 3555.. 3741 



Seq. ID OJ991113_39.0419.C46 
Strand 

End 3747 

Method GENSCAN 

End 3741 

Score .62 



49148 
104595 
3176 

OJ991113_39.0419.C4 6.o2.np 
3182 
3894172 
3182.. 3320, 3555.. 3745 

(AC005312) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



Seq. ID OJ991113_39.0419.C46 
Strand- 

3747 
AAT/NAP 
3745 
220 



End 

Method 

End 

Score 



49148 

104595 

3176 

OJ991113_39.0419.C4 6.o2.ts 

3207 

none 



Seq. ID OJ991113_39.0419.C46 
Strand 

End 3747 

Method TBLASTX : Soybean 

End 3743 

Score 108 



3207.. 3311, 3209.. 3322, 3554.. 3742, 3558.. 3743 



49148 

104595 

3176 

OJ991113_39.0419.C4 6.ol.tw 

3545 

none 



Seq. ID OJ991113_39.0419.C46 
Strand 

End 3747 

Method TBLASTX : Wheat 

End 3747 

Score 197 



3545. .3739, 3552. .3746, 3554. .3742, 3598. .3747 



Seq. ID OJ991113_39.0419.C47 

Strand + 

End 1684 

Method AAT/GAP 

End 1684 

Score 767 



49149 
104596 
1209 

OJ991113_39.0419.C47.o2.gp 
1209 

17691_1.R1084 
1209. .1620, 1657. .1684 

'2160177 5.0e-28 (AC000132) EST gb_R64758 comes from this gene. 
[Arabidopsis thaliana] 1 



49149 

104597 

95 

OJ991113_39.0419.C47.ol.gp 



Seq. ID OJ991113_39.0419.C47 
Strand 

End 1612 

Method AAT/GAP 



50853 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



95 End 8 69 

18047_1.R1084 Score 1057 

95. .304, 415. .599, 683. .869 

'3894172 2.0e-30 (AC005312) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] ' 



49149 

104597 

95 

OJ991113_39.0419.C47.ol.gs 

116 

none 



Seq. ID OJ991113_39.0419.C47 
Strand 

End 1612 

Method GENSCAN 

End 1612 

Score . 62 



116. .304, 415. .677, 683. .916, 1498. .1612 



49149 
104597 
95 

OJ991113_39.0419.C47.ol.np 
121 

7431410 

121. .304, 430. .585, 684. .865 

cinnamoyl CoA reductase - maize gi | 2239260 | emb I CAA74071 . 1 | 
(Y13734) cinnamoyl CoA reductase [Zea mays] 



Seq. ID OJ991113_39.0419.C47 
Strand 

End 1612 

Method AAT/NAP 

End 8 65 

Score 241 



49149 

104597 

95 

OJ991113_39. 0419.C47.ol.tm 

221 

none 



Seq. ID OJ991113_39.0419.C47 
Strand 

End 1612 

Method TBLASTX : Mai ze 

End 788 

Score 121 



221. .307, 222. .302, 410. .475, 415. .600, 684. .782, 735. .788 



49150 

104598 

119 

OJ991113_39.0419.C4 9.ol.gs 

119 

none 



Seq. ID OJ991113_39.0419.C49 

Strand + 

End 2943 

Method GENSCAN 

End 2904 

Score .64 



119. .417, 503. .704, 1978. .2331, 2452. .2537, 2574. .2904 



49150 

104598 

119 

OJ991113_39.0419.C4 9.ol.np 

2110 

4263818 



Seq. ID OJ991113_39.0419.C49 

Strand + 

End 2943 

Method AAT/NAP 

End 2935 

Score 165 



2110. .2331, 2425. .2668, 2787. .2935 

(AC006067) unknown protein [Arabidopsis thaliana] 



49150 

104598 

119 

OJ991113_39.0419.C4 9.ol.tc 

2443 

none 



Seq. ID OJ991113_39.0419.C49 

Strand + 

End 2943 

Method TBLASTX : Cress 

End 2892 

Score 75 



2443. .2511, 2446. .2511, 2531. .2623, 2532. .2624, 2632. .2694, 
2764. .2892 



50854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49150 
104598 
119 

OJ991113_39.0419.C4 9.ol.tm 
2445 



none 
2445. 
2513. 
2763. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2468, 2446. .2469, 2460. .2510, 2461. .2511, 2510. .2575, 
2629, 2514. .2627, 2631. .2654, 2632. .2667, 2763. .2813, 
2909, 2764. .2898, 2767. .2943, 2768.. 2932 



OJ991113_39.0419.C49 
+ 

2943 

TBLASTX: Maize 
2943 
40 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49151 Seq. ID OJ991113_39 . 04 19 . C50 

104599 Strand 

1 End 1043 

OJ991113_39.0419.C50.ol.np Method AAT/NAP 

1 End 1043 

6539553 Score 1729 

1. .1043 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



49151 Seq. ID 

104599 Strand 
1 End 
OJ991113_39.0419.C50.o2.tw Method 
1 End 
none Score 

1..84, 79. .423, 103. .276 



OJ991113__39.0419.C50 
1043 

TBLASTX: Wheat 

423 

90 



49151 
104599 
1 

OJ991113_39.0419.C50.ol.tm 
1 

none 

1..423, 62. .172, 106. .288, 242 



Seq. ID OJ991113_39.0419.C50 
Strand 

1043 

TBLASTX: Maize 
424 
56 



End 

Method 
End 
Score 
424 



49151 ' * Seq. ID 

104599 Strand 

1 End 
OJ991113_39.0419.C50.ol.gs Method 

33 End 

none Score 
33. .852 



OJ991113_39.0419:C50 

1043 
GEN SCAN 
852 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49151 

104599 

1 

OJ991113_39.0419.C50.ol.ts 
94 

5509260 



Seq. ID OJ991113_39.0419.C50 
Strand 
End 

Method 
End 
Score 



94. .558, 113. .172, 245. .340, 389.-457 



1043 

TBLASTX : Soybean 

558 

58 



Seq. No. 



49151 



Seq. ID OJ991113_39.0419.C50 



50855 




Gene No. 


1 Ajl Cflfl 


Strand 






Start 


l 


End 


1043 




Name 


OJ991113 39.0419.C50.ol.tc 


Me.thod 


TBLASTX: Cress 




Start 


205 


End 


465 




GI 


none 


Score 


62 




Exons 


205. .465, 386. .463 








Seq. No. 


49151 


Seq. ID 


OJ991113_39.0419 


.C50 


Gene No. 


104599 


Strand 






Start 


1 


End 


1043 




Name 


OJ991113 39.0419.C50.ol.tw 


Method 


TBLASTX: Wheat 




Start 


478 


End 


1042 




GI 


none 


Score 


207 




Exons 


478. .726, 478. .1041, 746. .1033, 784.. 


1041, 788. .1042 • 




Seq. No. 


49152 


Seq. ID 


OJ991113_39.0419 


.C55 


Gene No. 


104600 


Strand 


+ 




Start 


2157 


End 


4813 




Name 


OJ991113 39.0419.C55.ol.np 


Method 


AAT/NAP 




Start 


2157 


End 


4813 




GI 


6016691 


Score 


232 




Exons 


2157.. 2395, 3223 .. 3272 , ,3371 . 


.3566, 4790.. 4813 




GI Descrip. 


(AC009991) unknown protein [Arabidopsis thaliana] 




Seq. No. 


49152 


Seq. ID 


OJ991113_39.0419 


.C55 


Gene No. 


104600 


Strand 


+ 




Start 


2157 


End 


4813 




Name 


OJ991113 39.0419.C55.ol.gp 


Method 


AAT/GAP 




Start 


3149 


End 


3568 




GI 


30182 1.R1084 


Score 


625 




Exons 


3149. .3272, 3351. .3568 








GI Descrip. 


, 6016691/gb|AAF01518.1|AC009991 14 6. 


Oe-49 (AC009991) unknown 




protein [Arabidopsis thaliana 


] ' 






Seq. No. 


49152 


Seq. ID 


OJ991113_39.0419 


.C55 


Gene No. 


104600 


Strand 


+ 




Start 


2157 


End 


4813 




Name 


OJ991113 39.0419.C55.ol.gs 


Method 


GENS CAN 




Start 


3210 


End 


3653 




GI 


none 


Score 


.96 




Exons 


3210. .3568,. 3602. .3653 








Seq. No. 


49152 


Seq. ID 


OJ991113_39.0419 


.C55 


Gene No . 


104600 


Strand 


+ 




Start 


2157 


End 


4813 




Name 


OJ991113 39.0419.C55.ol.tc 


Method 


TBLASTX: Cress 




Start 


3348 


End 


3548 




GI 


none 


Score 


85 




Exons 


3348. .3449, 3452.. 3547, 3453. 


.3548 






Seq. No. 


49152 


Seq. ID 


OJ991113_39.0419 


.C55 


Gene No. 


104600 


Strand 


+ 




Start 


2157 


End 


4813 




Name 


OJ991113 39.0419.C55.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3362 


End 


3545 




GI 


none 


Score 


282 




Exons 


3362.. 3544, 3363.. 3545 










50856 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2 Seq. No. 
^ Gene No. 
i Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49152 
104600 
2157 

OJ991113_39.0419.C55.ol.tm 
3368 
none 

3368.. 3559, 3369.. 3551 

49153 
104601 
408 

OJ991113_39.0419.C56.ol.gs 
408 
none 

408. .486, 783. .890, 2231. .2319 



Seq. ID OJ991113_39.0419.C55 

Strand + 

End 4813 

Method TBLASTX : Mai ze 

End 3559 

Score 293 



Seq. ID OJ991113_39.0419.C56 

Strand + 

End 2319 

Method GENSCAN 

End 2319 

Score .59 



49153 
104602 
1 

OJ991113_39.0419.C56.ol.gp 
1 

46476_1.R1084 
1. .180 

• 458604 9/gb | AAD25667.1 |AC007020_9 2. Oe-48 (AC007020) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ991113_39.0419.C56 
Strand 

180 

AAT/GAP 
180 
341 



End 

Method 

End 

Score 



49154 

104603 

1 

OJ991113_39.0419.C57.ol.np 
1 

7487161 



Seq. ID OJ991113_39.0419.C57 

Strand + 

End 2463 

Method AAT/NAP 

End 24 63 

Score 911 



1..209, 885. .1056, 1163. .1359, 1926. .2463 
hypothetical protein T19C21.19 - Arabidopsis thaliana 
gi|3395440|gbiAAC28772.1| (AC004683) hypothetical protein 
[Arabidopsis thaliana] 



49154 

104603 

1 

OJ991113_39.0419.C57.ol.gs 
63 

none 



Seq. ID OJ991113_39.0419.C57 

Strand + 

End 24 63 

Method GENSCAN 

End 2449 

Score .96 



63. .209, 885. .1056, 1163. .1359, 1885. .2449 



49154 

104604 

3095 

OJ991113_39.0419.C57.ol.tm 
43 

none 



Seq. ID OJ991113_39.0419.C57 
Strand 

End 3311 

Method TBLASTX : Maize 

End 2446 

Score 217 



43. .213, 882. .1064, 883. .1053, 1157. .1273, 1162. .1254, 
1277. .1336, 1964. .2095, 2135. .2194, 2249. .2317, 2266. .2316, 
2336..2446, 2338.-2445 



Seq. No. 



49154 



Seq. ID OJ991113_39.0419.C57 



50857 



tl 

u 



Gene No. 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419 


C57.o2.ts 


Method 


TBLASTX: Soybean 


Start 


43 






End 


2481 


GI 


none 






Score 


43 


Exons 


43. .75, 76. 


.168, 


1958. .2155, 


2246. .2317, 2374. .2481, 2375. .2464 


Seq. No. 


49154 






Seq. ID 


OJ991113_39.0419.C57 


Gene No . 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419. 


C57.ol.tw 


Method 


TBLASTX: Wheat 


Start 


166 






End 


1336 


GI 


none 






Score 


83 


Exons 


166. .213, 168. .209, 882. .1007, 883. .1056, 1154. .1336, 1162. .1335 


Seq. No. 


49154 






Seq. ID 


OJ991113 39.0419.C57 


Gene No. 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419. 


C57.ol.ts 


Method 


TBLASTX: Soybean 


Start 


169 






End 


1327 


GI 


none 






Score 


74 


Exons 


169. .213, a83..1050, 909. .1064, 1144.. 


1320, 1145. . 1327 


Seq. No. 


49154 






Seq. ID 


OJ991113 39.0419.C57 


Gene No. 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419. 


C57.o2.tc 


Method 


TBLASTX: Cress 


Start 


1171 






End 


1336 


GI 


none 






Score 


192 


Exons 


1171. .1335, 


1172. 


.1336 






Seq. No. 


49154 






Seq. ID 


OJ991113_39.0419.C57 


Gene No. 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419. 


C57.ol.tc 


Method 


TBLASTX: Cress 


Start 


1964 






End 


2431 


GI 


none 






Score 


104 


Exons 


1964. .2095, 


2255. 


.2431, 2263. 


.2418 




Seq. No. 


49154 






Seq. ID 


OJ991113_39.0419.C57 


Gene No. 


104604 






Strand 




Start 


3095 






End 


3311 


Name 


OJ991113 39 


.0419. 


C57 .o2 .np 


Method 


AAT/NAP 


Start 


3095 






End 


3311 


GI 


7489617 






Score 


83 


Exons 


3095. .3311 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein 75B - rice mitochondrion 
gi|769709|dbj IBAA06813.il (D32052) ORF75B [Oryza sativa] 



49155 
104605 
1 

OJ991113_39. 04 19 . C58 . ol . np 
1 

2459446 
1..225, 1160. .1286 

(AC002332) putative cinnamoyl-CoA reductase [Arabidopsis 



Seq. ID OJ991113_39.0419.C58 
Strand 

End 1286 

Method AAT/NAP 

End 1286 

Score 115 



50858 



thaliana] 

Seq. No. . 49155 

Gene No. 104605 

Start 1 

Name OJ991113_39 . 04 19 . C58 . ol . gs 

Start 41 

GI none 

Exons 41.. 514 



Seq. ID OJ991113_39.0419.C58 
Strand 

End 1286 

Method GENSCAN 

End 514 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49155 

104605 

1 

OJ991113_39-0419.C58.ol.tm 
50 

none 



Seq. ID OJ991113_39.0419.C58 
Strand 

End 1286 

Method TBLASTX : Mai ze 

End 240 

Score 83 



50. .235, 78. .149, 110. .235, 112. .240 



49156 

104606 

991 

OJ991113_39.0419.C59.ol.gs 

991 

none 

991. .1200 



Seq. ID OJ991113_39.0419.C59 
Strand 

End 1200 

Method GENSCAN 

End 1200 

Score .69 



fi Seq. No. 49157 

y Gene No. 104607 

t. Start 579 

i Name OJ991113_39 . 0419.C60 . ol . gs 

y Start 57 9 

3 GI none 

II Exons 579.-653 



Seq. ID OJ991113_39.0419.C60 

Strand + 

End 653 

Method GENSCAN 

End 653 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



49158 
104608 
1 

OJ991113_39.0419.C63.ol.np 
1 

2498930 
1..408, 576.-639 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq, ID OJ991113_39.0419.C63 
Strand 

639 

AAT/NAP 
639 
726 



End 

Method 

End 

Score 



49159 

104609 

1 

OJ991113_34.0421.Cl.ol.np 
1 

6907105 



Seq. ID OJ991113_34 .0421. CI 
Strand 

End 3126 

Method AAT/NAP 

End 3126 

Score 597 



1..61, 407. .465, 612. .672, 716. .768, 2894. .3126 
(AP001129) hypothetical protein [Oryza sativa] 



49159 

104609 

1 

OJ991113_34 .0421.Cl.ol.gs 



Seq. ID OJ991113_34.0421.C1 
Strand 

End 3126 

Method GENSCAN 



50859 



Start 
GI 

. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



613 End 
none Score 
613. .672, 1356. .1418, 1500. .1588, 2894 



49159 

104610 

4410 

OJ991113_34.0421.Cl.o2.gs 

4410 

none 

4410. .4831, 4916. .5080, 5184. 

49159 

104610 

4410 

OJ991113_34.0421.Cl.o2.np 

4413 

6907104 

4413. .4831, 4916. .5080, 5184. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5310 



3126 
.83 
. .3126 

OJ991113_34.0421.C1 

7259 
GENSCAN 
5310 
.56 



Seq. ID OJ991113_34.0421.C1 
Strand 

End 7259 

Method AAT/NAP 

End 7259 

Score 1659 



.5458, 7091. .7259 
(AP001129) hypothetical protein [Oryza sativa] 



49160 Seq. ID 

104611 Strand 

200 End 

OJ991113_34 .0421.C2.ol.gs Method 

200 End 

none Score 



OJ991113_34.0421.C2 
+ 

1799 
GENSCAN 
1799 
.52 



200. .320, 335. .447, 616. .716, 1433. .1799 

49160 Seq. ID OJ991113_34 . 0421 . C2 

104612 Strand 

1 End 1840 

OJ991113_34 . 0421 .C2 . ol . np Method AAT/NAP 

1 End 1840 

6907104 Score 733 

1..65, 695. .807, 1301. .1441, 1687. .1840 

(AP001129) hypothetical protein [Oryza sativa] 



49161 
104613 
3525 

OJ991113_34 . 0421 .C3 . ol . gp 
3521 

13480_1.R1084 
3521. .3654 

'5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 178 04 ' 



Seq. ID OJ991113_34 .0421.C3 

Strand + 

End 3746 

Method AAT/GAP 

End 3654 

Score 234 



49161 

104613 

3525 

OJ991113_34.0421.C3.o3.gs 

3525 

none 

3525. .3654 



Seq. ID OJ991113_34.0421.C3 

Strand + 

End 3746 

Method GENSCAN 

End 3654 

Score .99 



Seq. No. 



49161 



Seq. ID OJ991113_34 .0421.C3 



50860 





Gene No. 


104613 


Strand 


+ 




Start 


3525 


End 


3746 




Name 


OJ991113 34.0421.C3.o3.np 


Method 


AAT/NAP 




Start 


3525 


End 


3746 




GI 


6907102 


Score 


197 




Exons 


3525. .3746 








GI Descrip. 


(AP001129) ESTs AU032852 (S15362 ) , AU070591 ( S5037 ) correspon< 






region of the predicted gene. 


; Similar 


to Caenorhabditis e 






cosmid T10C6. (Z93388) [Oryza 


sativa] 






Seq. No. 


49161 


Seq. ID 


OJ991113_34.0421.C3 




Gene No. 


104614 


Strand 


- 




Start 


1 


End 


982 




Name 


OJ991113 34.0421.C3.ol.np 


Method 


AAT / NAP 




Start 


1 


End 


982 




GI 


6907104 


Score 


350 




Exons 


1..29, 581. .617, 794. .982 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49161 


Seq. ID 


OJ991113_34.0421.C3 




Gene No. 


104615 


Strand 


- 




Start 


2409 


End 


2894 




Name 


OJ991113 34.0421.C3.o2.gs 


Method 






Start 


2409 


End 


2894 


3 


GI 


none 


Score 


. 62 


j 

f% 


Exons 


2409. .2894 






;| 


Seq. No. 


49161 


Seq. ID 


OJ991113_34.0421.C3 


3 


Gene No. 


104615 


Strand 


- 




Start 


2409 


End 


2894 


y 


Name 


OJ991113 34.0421.C3.o2.np 


Method 


AAT/NAP 




Start 


2412 


End 


2894 


Li 


GI 


6907103 


Score 


870 




Exons 


2412. .2894 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49162 


Seq. ID 


OJ991113_34 .0421.C4 




Gene No. 


104616 


Strand 


+ 




Start 


159 


End 


54.2 




Name 


OJ991113 34.0421.C4.ol.gs 


Method 


GEN SCAN 


f 


Start 


159 


End 


542 


ST 


GI. 


none 


Score 


.73 




Exons 


159. .178, 243. .381, 425.-542 








Seq. No. 


49162 


Seq. ID 


OJ991113_34.0421.C4 




Gene No. 


104617 


Strand 


+ 




Start 


484 


End 


768 




Name 


OJ991113 34.0421.C4.ol.np 


Method 


AAT/NAP 




Start 


484 


End 


768 




GI 


2498930 


Score 


125 




Exons 


484. .542, 710. .768 ■ 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT' GAS T RULAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 




Seq. No. 


49163 


Seq. ID 


OJ991113_34.0421.C6 




Gene No. 


104618 


Strand 


+ 




Start 


1 


End 


2749 



50861 





Name 


OJ991113 34.0421.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


523 




GI 


6069646 


Score 


747 




Exons 


1. .523 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053 






[Oryza sativa] gi I 6907112 | dbj | BAA90639 


.11 (AP001129) Similar 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenc< 






putative non-LTR retroelement 


reverse 


transcriptase. (AC0062 






[Oryza sativa] 








Seq. No. 


49163 


Seq. ID 


OJ991113_34 .0421. C6 




Gene No. 


104618 


Strand 


T 




Start 


1 


bna 


2749 




Name 


OJ991113 34.0421.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


29 


End 


514 




GI 


none 


Score 


217 




Exons 


29. .265, 166. .291, 299. .514, 


307. .417 






Seq. No. 


49163 


Seq. ID 


OJ991113_34.0421.C6 




Gene No . 


104618 


Strand 


T 




Start 


1 


End 


2749 




Name 


OJ991113 34.0421.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


44 


End 


397 




GI 


none 


Score 


201 


I!"'}} li* 


Exons 


44. .241, 362. .397 








Seq. No. 


49163 


Seq. ID 


OJ991113_34 .0421.C6 




Gene No. 


104618 


Strand 


+ 




Start 


1 


End 


2749 


•Jt 


Name 


OJ991113 34.0421.C6.o2.np 


Method 


AAT/NAP 




Of a v~4- 


370 


End 


2715 




GI 


6069661 


Score 


1848 




Exons 


370. .490, 1593. .2715 








GI Descrip. 


(AP000616) Similar to Sequence of BAC 


F7G19 from Arabidopsis 






thaliana chromosome 1; similar to Saccharomyces hypothetical 






protein YDROSlc (AC000106) [Oryza sativa] 




Seq. No. 


49163 


Seq. ID 


OJ991113_34.0421.C6 




Gene No . 


104618 


Strand 


+ 




Start 


1 


End 


2749 




Name 


OJ991113 34.0421.C6.ol.gs 


Method 


GENSCAN 




Start 


1632 


End 


2749 




GI 


none 


Score 


.51 




Exons 


1632.. 2186, 2246.. 2749 








Seq. No. 


49163 


Seq. ID 


OJ991113_34.0421.C6 




Gene No . 


104618 


Strand 


+ 




Start 


1 


End 


2749 




Name 


OJ991113 34.0421.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1884 


End 


2213 




GI 


none 


Score 


103 




Exons 


1884.. 2018, 2013.. 2213, 2117. 


.2209 






Seq. No. 


49163 


Seq. ID 


OJ991113_34.0421.C6 




Gene No. 


104618 


Strand 


+ 




Start 


1 


End 


2749 




Name 


OJ991113 34.0421.C6.ol.tc 


Method 


TBLASTX: Cress 



to 



50862 



Start 2156 End 2569 

GI none Score 4 6 

Exons 2156. .2209, 2157. .2198, 2216. .2323, 2221. .2310, 2344. .2511, 

2345.. 2569, 2402. .2569 



Seq. No. 


49163 








Seq. ID 


OJ991113_34.0421.C6 


Gene No. 


104618 








Strand 


+ 


Start 


1 








End 


2749 


Name 


OJ991113 34 


.0421 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2216 








End 


2434 


GI 


none 








Score 


352 


Exons 


2216. .2434, 


2218 


. .2433 








Seq. No. 


49163 








Seq. ID 


OJ991113_34.0421.C6 


Gene No. 


104618 








Strand 


+ 


Start 


1 








End 


2749 


Name 


OJ991113 34 


.0421 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2242 








End 


2539 


GI 


none 








Score 


210 


Exons 


2242. .2268, 


2267 


.2347, 


2275. 


.2511, 2345.-2539, 2402.. 2539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49163 
104618 
1 

OJ991113_34.0421.C6.o3.ts 
2435 
none 

2435. .2608, 2440. .2508 

49164 
104619 
495 

OJ991113_34.0421.C7.ol.gs 
495 

none Score 
495. .539, 810. .1043, 1106. .1495 



Seq. ID OJ991-113_34.0421.C6 

Strand + 

End 2749 

Method TBLASTX : Soybean 

End 2608 

Score 188 



Seq. ID OJ991113_34.0421.C7 
Strand 

End 1672 
Method GENSCAN 
End 1495 
.62 



Seq. ID OJ991113_34.0421.C7 
Strand 

1672 



49164 
104619 
495 

OJ991113_34.0421.C7.ol.np 
810 

6907086 
810. .1672 

(AP001129) hypothetical protein [Oryza sativa] 



End 

Method AAT/NAP 

End 1672 

Score 962 



Seq. No. 49165 Seq. ID OJ991113_34 . 04 21 . C8 

Gene No. 104620 Strand + 

Start 1035 End 1550 

Name OJ991113_34 . 0421 . C8 . ol . gp Method AAT/GAP 

Start 1035 End 1550 

GI 38782_1.R1084 Score 863 

Exons 1035.. 1550 

GI Descrip. ' 6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 

Seq. No. 49165 Seq. ID OJ991113_34 . 0421 . C8 



50863 



Gene No. 104621 Strand 

Start 140 End 2906 

Name OJ991113_34 . 0421 . C8 . ol . np Method AAT/NAP 

Start 140 End 690 

GI 6907088 Score 552 

Exons 140.. 377, 553 .. 690 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49165 

104621 

140 

OJ991113_34 . 0421 .C8 . ol . gs 

140 

none 



Seq. ID OJ991113_34 .0421.C8 
Strand 

End 2906 

Method GENSCAN 

End 2884 

Score .48 



140. .222, 337. .525, 548.-663, 1139. .1362, 2359. .2659, 2697. .2884 



Seq. No. 49165 Seq. ID 

Gene No. 104621 Strand 

Start 140 End 

Name OJ991113_34 . 0421 . C8 . o2 . np Method 

Start 701 End 

GI 6069659 Score 

Exons 701.. 727, 2359.. 2906 

GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



OJ991113_34.0421.C8 

2906 
AAT/NAP 
2906 
919 



Seq. No. 49166 Seq. ID 

Gene No. 104622 Strand 

Start 3378 End 

Name 0 J9 9111 3_3 4.0421.C9.o2.np Method 

Start 3276 End 

GI 6069657 Score 

Exons 3276.. 3635, 4079.. 4629 

GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



OJ991113_34 .0421.C9 
+ 

4632 
AAT/NAP 
4629 
1564 





Seq. No. 


49166 








Seq. ID 


OJ991113_ 


34 


.0421 


.C9 




Gene No. 


104622 








Strand 


+ 










Start 


3378 








End 


4632 










Name 


OJ991113 34 


.0421. 


C9.o2. 


gs 


Method 


GENSCAN 










Start 


3378 








End 


4632 










GI 


none 








Score 


.46 










Exons 


3378. .3777, 


4037. 


.4632 
















Seq. No. 


49166 








Seq. ID 


OJ991113_ 


34 


.0421 


.C9 




Gene No. 


104623 








Strand 


+ 










Start 


5477 








End 


6589 










Name 


OJ991113 34 


.0421. 


C9.o3. 


gs 


Method 


GENSCAN 










Start 


5477 








End 


6424 










GI 


none 








Score 


.84 










Exons 


5477. .5687, 


5696. 


. 6005, 


6068. 


.6179, 6218. .6424 










Seq. No. 


49166 








Seq. ID 


OJ991113_ 


34 


.0421 


.C9 




Gene No. 


104623 








Strand 


+ 










Start 


5477 








End 


6589 










Name 


OJ991113 34 


.0421. 


C9.o3. 


np 


Method 


AAT/NAP 










Start 


5477 








End 


6421 










GI 


6069656 








Score 


1484 










Exons 


5477. .5687, 


5783. 


.6421 















50864 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000616) similar to pollen allergen-like protein (X85187) 
[Oryza sativa] 



49166 Seq. ID 

104623 Strand 
5477 End 
OJ991113_34.04 21.C9.ol.gp Method 
6050 End 
17184_1.R1084 ' Score 

6050. .6589 

'6069656/dbjl BAA85432.il 6.0e-46 (AP000616) similar to pollen 
allergen-like protein (X85187) [Oryza sativa] 1 



OJ991113_34.0421.C9 
+ 

6589 
AAT/GAP 
6589 
896 



Seq. No. 


49166 






Seq. ID 


OJ991113 


34 . 0421 . C9 


Gene No. 


104624 






Strand 


+ 




Start 


8789 






End 


9312 




Name 


OJ991113_34 


.0421 


.C9.o5.np 


Method 


AAT/NAP 




Start 


8789 






End 


9312 




GI 


4680186 






Score 


88 




Exons 


8789. .8923, 


9240 


. .9312 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49166 






Seq. ID 


OJ991113 


_34 .0421.C9 


Gene No. 


104625 






Strand 






Start 


1024 






End 


1652 




Name 


OJ991113 34 


.0421 


.C9.ol.np 


Method 


AAT/NAP 




Start 


1024 






End 


1652 




GI 


6069658 






Score 


265 




Exons 


1024 . . 1109, 


1574 


.1652 








GI Descrip. 


(AP000616) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


49166 






Seq. ID 


OJ991113 


_34.0421.C9 


Gene No. 


104626 






Strand 






Start 


7825 






End 


8159 




Name 


OJ991113 34 


.0421 


C9.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5778 






End 


6292 




GI 


none 






Score 


93 




Exons 


5778. .5798, 


5824 


.5916, 5835. 


.5921, 5916. .5972, 


5917 . . 5973, 




r Ann f~ f\ ~\ A 

5970 . . 6014 , 


5971 


.6012, 6024. 


.6197, 6024. .6194, 


6026 . . 6196, 




6206. .6292 












Seq. No. 


49166 






Seq. ID 


OJ991113 


_34.0421.C9 


Gene No. 


104626 






Strand 






Start 


7825 






End 


8159 




Name 


OJ991113 34 


.0421. 


C9.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


5824 






End 


6277 




GI 


none 






Score 


97 




Exons 


5824. .5916, 


5832. 


.5921, 5916. 


. 6014, 5917. . 6012, 


6024. .6194, 




6026. .6193, 


6206. 


.6277 








Seq. No. 


49166 






Seq. ID 


OJ991113 


_34.0421.C9 


Gene No . 


104626 






Strand 






Start 


7825 






End 


8159 




Name 


OJ991113 34 


.0421. 


C9.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


5824 






End 


6292 




GI 


none 






Score 


91 




Exons 


5824. .5916, 


5832. 


.5921, 5916. 


.6014, 5917. .6012, 


6024 . .6197, 



50865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6024.. 6194, 6221.. 6292 

49166 

104626 

7825 

OJ991113_34.0421.C9.o4.gs 

7825 

none 

7825.. 7996, 8128.. 8159 



Seq. ID OJ991113_34.0421.C9 
Strand 

End 8159 

Method GENSCAN 

End 8159 

Score .82 



OJ991113 34. 0421. C9 



49166 Seq. ID 

104626 Strand 
7825 End 8159 

OJ991113_34.0421.C9.o4.np Method AAT/NAP 

7828 End 8159 

6069655 Score 305 

7828.-7996, 8128. .8159 

(AP000616) similar to putative MADS box transcription factor 
PrMADS9 (U90344) [Oryza sativa] 





Seq. No. 


49167 






Seq. ID 


OJ991113_ 


_34 


.0421 


.C10 




Gene No. 


104627 






Strand 


+ 










Start 


5025 






End 


8241 










Name 


OJ991113 34 


.0421. C10. ol 


.np 


Method 


AAT/NAP 








cr 


Start 


4615 






End 


7040 








27 


GI 


6069653 






Score 


3672 










Exons 


4615. .4821, 


4856. .5817, 


5896. 


.6676, 6830. .7040 








"LI 


GI Descrip. 


(AP000616) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49167 






Seq. ID 


OJ991113_ 


_34 


.0421 


.C10 




Gene No. 


104627 






Strand 


+ 








=3. 
I 


Start 


5025 






End 


8241 










Name 


OJ991113 34 


.0421. C10. o2 


.gs 


Method 


GENSCAN 










Start 


5025 






End 


8241 










GI 


none 






Score 


.54 










Exons 


5025. .5629, 


6080. .6273, 


6361. 


.6676, 7620. .8241 










Seq. No. 


49167 






Seq. ID 


OJ991113_ 


_34 


.0421 


.C10 




Gene No. 


104628 






Strand 


+ 










Start 


9908 






End 


10276 










Name 


OJ991113 34 


..0421. C10. o3 


.gs 


Method 


GENSCAN 










Start 


9908 






End 


10276 










GI 


none 






Score 


1 










Exons 


9908. .10276 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49167 

104629 

14504 

OJ991113_34. 0421. C10. o3.np 

14504 

6069651 



Seq. ID OJ991113_34. 0421. C10 



Strand 
End 

Method 

End 

Score 



+ 

15618 
AAT/NAP 
15279 
579 



14504. .14526, 14781 .. 14931, 15045. .15279 
(AP000616) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



49167 

104629 

14504 



Seq. ID OJ991113_34 .0421 .C10 
Strand + 
End 15618 



50866 



Name 

Start 

GI 

Exons 



OJ991113_34. 0421. CIO. o4.gs 
14504 



Method GENSCAN 
End 15618 
none Score .74 

14504. .14526, 14781 .. 14 931, 15045 15129, 15143 15264, 
15475. .15618 



OJ991113_34. 0421. C10 
+ 

20488 
AAT/NAP 
20485 
1049 



Seq. No. 49167 Seq. ID 

Gene No. 104630 Strand 

Start 19889 End 

Name OJ991113_34 . 0421 . C10 . o4 . np Method 

Start 19889 End 

GI 6069650 Score 

Exons 19889. .20485 

GI Descrip. (AP000616) similar to putative DNA-binding protein RAV2 

(AC007017) [Oryza sativa] gi | 6907116 | dbj | BAA90643 . 1 | (AP001129) 
Similar to Arabidopsis thaliana chromosome II BAC F11F19 genomic 
sequence, putative DNA-binding protein RAV2 . (AC007017) [Oryza 
sativa] 



Seq. No. 49167 Seq. ID 

Gene No. 104630 Strand 

Start 19889 End 

Name OJ991113_34 . 0421 . C10 . 06 . gs Method 

Start 19889 End 

GI none Score 

Exons 19889. .20488 



OJ991113_34. 0421. C10 
+ 

20488 

GENSCAN 

20488 

i 



Seq. No. 49167 

Gene No. 104631 

Start 608 

Name OJ991113_34 . 0421 . C10 . ol . gs 

Start 608 

GI none 

Exons 608.. 1248, 1413.. 2016, 2492. 
3557. .3571 



Seq. ID OJ991113_34 .0421. C10 
Strand 

End 3571 

Method GENSCAN 

End 3571 

Score .66 
.2603, 2668. .2762, 3096. .3218, 



Seq. No. 49167 Seq. ID 

Gene No. 104 632 Strand 

Start 7501 End 

Name OJ991113_34 . 0421 . C10 . o2 . np Method 

Start 7501 End 

GI 6069652 Score 

Exons 7501.. 7875, 8000.. 8276, 9920.. 10131 
GI Descrip. 



OJ991113_34. 0421. C10 

10131 
AAT/NAP 
10131 
1469 



(AP000616) similar to MADS-box protein AGL14 (U20184) [Oryza 
sativa] 



Seq. No. 49167 

Gene No. 104633 

Start 18088 

Name OJ991113_34 . 0421 . C10 . o2 . ts 

Start 9907 

GI none 

Exons 9907.. 10074, 9950.. 10051 

Seq. No. 49167 

Gene No. 104633 

Start 18088 



Seq. ID OJ991113_34. 0421. C10 
Strand 

End 18402 

Method TBLASTX : Soybean 

End 10074 

Score 63 



Seq. ID OJ991113_34. 0421. C10 
Strand 

End 18402 



50867 



Name 


OJ991113 34.0421.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


9919 


End 


10074 


GI 


none 


Score 


69 


Exons 


9919.. 10074, 9950.. 10051 






Seq. No. 


49167 


Seq. ID 


OJ991113_34. 0421. C10 


Gene No . 


104 633 


Strand 




Start 


18088 


End 


18402 


Name 


OJ991113 34.0421.C10.o2.tc 


Method 


TBLASTX: Cress 


Start 


'9919 


End 


10074 


GI 


none 


Score 


184 


Exons 


9919. .10074 






Seq. No. 


49167 


Seq. ID 


OJ991113_34 .0421. C10 


Gene No. 


104633 


Strand 




Start 


18088 


End 


18402 


Name 


OJ991113 34.0421.C10.o5.gs 


Method 


GENSCAN 


Start 


18088 


End 


18402 


GI 


none 


Score 


.4 


Exons 


18088. .18095, 18351. .18402 






Seq. ' No. 


49167 


Seq. ID 


OJ991113_34. 0421. C10 


Gene No. 


104634 


Strand 




Start 


19984 


End 


20275 


Name 


OJ991113 34.0421.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


19984 


End 


20275 


GI 


none 


Score 


167 


Exons 


19984. .20160, 19985 .. 20170, 


20156. .20275 


Seq. No. 


49167 


Seq. ID 


OJ991113_34. 0421. C10 


Gene No. 


104634 


Strand 




Start 


19984 


End 


20275 


Name 


OJ991113 34.0421.C10.ol.ts 


Method 


TBLASTX: Soybean 


Start 


19984 


End 


20275 


GI 


none 


Score 


141 


Exons 


19984. .20082, 19985 20083, 


20144. .20275 


Seq. No. 


49168 


Seq. ID 


OJ991113_34.0421.C15 


Gene No. 


104635 


Strand 


+ 


Start 


1 


End 


1719 


Name 


OJ991113 34.0421.C15.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1719 


GI 


15929 1.R1084 


Score 


2394 


Exons 


1..612, 1121. .1719 






GI Descrip. 


'6069663/dbj |BAA85439.1| 5. 


0e-44 (AP000616) ESTs 




C72127 (E1041) , AU07864 6 (E1041) correspond to a region of the 




predicted gene.; similar to 


Arabidopsis thaliana BAC F3D13; 




similar to Medicago truncatula MtN2 (AF069300) [Oryza sativa] 


Seq. No. 


49168 


Seq. ID 


OJ991113_34.0421.C15 


Gene No. 


104635 


Strand 


+ 


Start 


1 


End 


1719 


Name 


OJ991113 34.0421.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1281 


GI 


6907100 


Score 


1358 


Exons 


1..612, 1121. .1281 






GI Descrip. 


(AP001129) ESTs C99736 (E21196) , AU030984 (E60527 ) , 



50868 



AU030985 (E60527) correspond to a region of the predicted gene. 
Similar to Arabidopsis thaliana BAC IG002N01; A. thaliana cDNA 
T20924. (AF007269) [Oryza sativa] 



Seq. No. 49168 Seq. ID 

Gene No. 104635 Strand 

Start 1 End 

Name OJ991113_34 . 0421 . C15 . ol . gs Method 

Start 151 End 

GI none Score 

Exons 151.. 243, 444.. 612, 1121.. 1284 

Seq. No. 49168 Seq. ID 

Gene No. 104636 Strand 

Start 2605 End 

Name OJ991113_34 . 0421 . C15 . ol . tm Method 

Start 2 End 

GI none Score 
Exons 



OJ991113_34.0421.C15 
+ 

1719 
GENSCAN 
1284 
.83 



OJ991113_34 .0421.C15 
+ 

4398 

TBLASTX: Maize 
1347 



241 
428, 213. 



,428, 423. .614, 



2. .73, 3. .197, 3. .191, 205. .381, 210, 
423. .608, 434. .613, 442. .621, 1102. .1206, 1102. .1206, 
1112. .1210, 1113. .1238, 1113. .1211, 1124. .1246, 1202. .1282, 
1203. .1283, 1222. .1284, 1330. .1347 



Seq. No. 49168 Seq. ID 

Gene No. 104636 Strand 

Start 2605 End 

Name OJ991113_34 . 0421 . C15 . o2 . gs Method 

Start 2605 End 

GI none Score 

Exons 2605.. 3088, 3945.-4373 



OJ991113_34. 0421. CIS 
+ 

4398 
GENSCAN 
4373 
.75 



Seq. No. 49168 Seq. ID OJ991113_34 . 0421 . C15 

Gene No. 104636 Strand + 

Start 2605 End 4398 

Name OJ991113_34 . 0421.C15 .o2 .np Method AAT/NAP 

Start 2605 End 4378 

GI 6907101 Score 1499 

Exons 2605.. 3088, 3945.-4378 

GI Descrip. (AP001129) Similar to Chlorella vulgaris C-27 chloroplast DNA, 

cell division inhibitor MinD. (AB001684) [Oryza sativa] 



Seq. No. 49168 

Gene No. 104636 

Start 2605 

Name OJ991113_34 . 0421 . C15 . o2 . ts 

Start 2872 

GI none 

Exons 2872.. 3042, 
3944. .4075 



Seq. ID OJ991113_34.0421.C15 

Strand + 

End 4398 

Method TBLASTX : Soybean 

End 4077 

Score 179 
2896. .2937, 2970. .3026, 3043. .3099, 3928. .4077, 



Seq. No. 49168 

Gene No. 104636 

Start 2605 

Name OJ991113_34 . 0421 . C15 . ol . ts 

Start 4078 

GI none 

Exons 4078.. 4338, 4079.. 4339, 4354.. 4398 



Seq. ID OJ991113_34.0421.C15 



Strand 
End 

Method 
End 
Score 



+ 

4398 

TBLASTX: Soybean 

4398 

336 



50869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49169 Seq. ID OJ991113_34 . 0421 . C17 

104637 Strand 

1 End 1800 

OJ991113_34 .0421.C17 .ol.gp Method AAT/GAP 

1 End 504 

21348_1.R1084 Score 659 

1..209, 316. .504 

'6069648/dbj IBAA85424.il 1.0e-15 (AP000616) ESTs 

AU078 644 (E0685) , C72841 (E2351) , AU07864 5 (E0685 ) , AU03074 6 (E6017 9) 
correspond to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC F1104; similar to Medicago truncatula 
MtN21 (AF096370) [Oryza ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49169 

104637 

1 

OJ991113_34 .0421.C17.ol.gs 
44 

none 



Seq. ID OJ991113_34.0421.C17 
Strand 

End 1800 

Method GEN SCAN 

End 1710 

Score .85 



44. .209, 316. .467, 587. .994, 1110. .1230, 1371. .1433, 1526. .1710 



Seq. No. 49169 

Gene No. 104 637 

Start 1 

Name OJ991113_34 . 0421 . C17 . ol . np 

Start 47 

GI 6815050 

Exons 47.. 209, 316.. 467, 

GI Descrip. (AP000616) ESTs 
AU030746 (E60179 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991113 34.0421.C17 



1800 
AAT/NAP 
1710 
1638 

1114. .1230, 1371. .1433, 1526. .1710 
AU078644 (E0685) , C7284 1 (E2351 ) , AU078 64 5 (E0685 ) , 
correspond to a region of the predicted gene.; 



587. .994, 



similar to Arabidopsis thaliana BAC F1104; 
truncatula MtN21 (AF096370) [Oryza ... 



similar to Medicago 



Seq. No. 49169 

Gene No. 104637 

Start 1 

Name OJ991113_34 . 0421 . C17 . ol 

Start 146 

GI none 

Exons 146.. 229, 147.. 212, 316 

Seq. No. 49169 

Gene No. 104 637 

Start 1 

Name OJ991113__34 . 0421 . C17 . ol 

Start 14 6 

GI none 

Exons 146.. 220, 318.. 467, 319 

Seq. No. 49169 

Gene No. 104637 

Start 1 

Name OJ991113_34 . 0421 . C17 . ol 

Start 151 

GI none 

Exons 151.. 171, 155.. 223, 156 



Seq. ID OJ991113_34.0421.C17 
Strand 

End 1800 

.tc Method TBLASTX: Cress 

End 823 

Score 59 
..468, 318. .467, 587. .823 

Seq. ID OJ991113_34.0421.C17 
Strand 

End 1800 

.ts Method TBLASTX: Soybean 

End 970 

Score 85 
..468, 587. .817, 896. .970 

Seq. ID OJ991113_34.0421.C17 
Strand 

End 1800 

.tm Method TBLASTX: Maize 

End 667 

Score 70 
..212, 156. .248, 158. .220, 297. .467, 



50870 



316. .468, 573..66S, 587. .649, 587. .667, 594. .665 



OJ991113_34.0421.C17 

1800 
AAT/GAP 
1800 
1225 



Seq. No. 49169 Seq. ID 

Gene No. 104637 Strand 

Start 1 End 

Name OJ991113_34 . 0421 .C17 .o2 .gp Method 

Start 1063 End 

GI 74975_1.R1084 Score 

Exons 1063.. 1433, 1526.. 1800 

GI Descrip. ■ 6069648/dbj | BAA85424 . 1 | 1.0e-29 (AP000616) ESTs 

AU078644 (E0685) , C72841 (E2351 ) , AU078 64 5 (E0685 ) , AU03074 6 (E6017 9) 
correspond to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC F1104; similar to Medicago truncatula 
MtN21 (AF096370) [Oryza ' 





Seq. No. 


49169 




Seq. ID 


OJ991113_34.0421 


.C17 




Gene No. 


104637 




Strand 








Start 


1 




End 


1800 






Name 


OJ991113 34 


.0421.C17.o2.tm 


Method 


TBLASTX: Maize ■ 






Start 


1203 




End 


1723 






GI 


none 




Score 


48 






Exons 


1203. .1253, 


1352.. 1435, 1370. 


.1435, 1371. .1454, 1519. .1617, 






1525. .1686, 


1673. .1723 








S3 


Seq. No. 


49170 




Seq. ID 


OJ991113_34.0421 


.C19 




Gene No. 


104638 




Strand 






ffz 


Start 


1 




End 


1408 




f\\ 


Name 


OJ991113 34 


.0421.C19.ol.np 


Method 


AAT/NAP 




o 


Start 


1 




End 


982 






GI 


6539580 




Score 


617 




LLp 


Exons 


1..577, 676 


..799, 872. .982 








i jj 

f\l 


GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


49170 




Seq. ID 


OJ991113_34.0421 


.C19 




Gene No. 


104638 




Strand 






y 


Start 


1 




End 


1408 






Name 


OJ991113 34 


;0421.C19.ol.gs 


Method 


GENS CAN 






Start 


34 




End 


1408 




\J 


GI 


none 




Score 


.67 






Exons 


34. .575, 656.-799, 872. .982, 


1274. .1408 




.3 «. 


Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421 


.C20 




Gene No. 


104639 




Strand 


+ 






Start 


1643 




End 


2617 






Name 


OJ991113 34 


.0421.C20.ol.np 


Method 


AAT/NAP 






Start 


1643 




End 


2617 






GI 


6907106 




Score 


1415 






Exons 


1643. .1893, 


2001. .2180, 2212. 


.2617 








GI Descrip. 


(AP001129) 


EST AU068291 (C12960) corresponds to a region 


of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421 


.C20 




Gene No. 


104640 




Strand 


+ 






Start 


2707 




End 


3069 






Name 


OJ991113 34 


.0421.C20.ol.gp 


Method 


AAT/GAP 






Start 


2707 




End 


3069 






GI 


20886 2.R1084 


Score 


517 





50871 




Exons 2707.. 3069 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 8.0e-24 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


49171 


Seq. ID 


OJ991113_ 


_34 


.0421 


.C20 


Gene No. 


104641 


Strand 


+ 








Start 


15432 


End 


17639 








Name 


OJ991113 34.0421.C20.o2.gs 


Method 


GENSCAN 








Start 


15432 


End 


17639 








GI 


none 


Score 


.66 








Exons 


15432. .15608, 16212 .. 1634 9, 


17325. .17639 








Seq. No. 


49171 


Seq. ID 


OJ991113_ 


_34 


.0421 


.C20 


Gene No. 


104641 


Strand 


+ 








Start 


15432 


End 


17639 








Name 


OJ991113 34.0421.C20.o4.np 


Method 


AAT/NAP 








Start 


15432 


End 


17636 








GI 


6907109 


Score 


1036 








Exons 


15432. .15608, 16212 .. 1634 9, 


17325. .17636 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49171 Seq. ID OJ991113_34 . 0421 . C20 

104642 Strand + 

19397 End 21488 

OJ991113_34.0421.C20.o7.gp Method AAT/GAP 
19377 End 19991 

uC-osflm202111e05bl Score 958 

19377. .19653, 19739. .19991 

•6069663/dbj IBAA85439.il 8.0e-70 (AP000616) ESTs 
C72127 (E1041) , AU078646 (E1041) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC F3D13; 
similar to Medicago truncatula MtN2 (AF069300) [Oryza sativa] 



Seq. No. 49171 Seq. ID 

Gene No. 104642 Strand 

Start 19397 End 

Name OJ991113_34 . 0421 . C20 . o3 . gs Method 

Start 19397 End 

GI none Score 
Exons 



OJ991113_34 .0421.C20 
+ 

21488 
GENSCAN 
21488 
.82 



19397. .19653, 19739 .. 19968, 20426 .. 20536, 20722 .. 20826, 
20914. .21488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991113_34.0421.C20 

Strand + 

End 21488 

Method AAT/NAP 

End 21485 

Score 1998 

,20826, 



49171 
104642 
19397 

OJ991113_34 .0421.C20.o5.np 
19397 
6907110 

19397. .19653, 19739 .. 19968, 20426 .. 20536, 20722, 
20914. .21485 

(AP001129) Similar to Bacillus subtilis complete genome (section 
7 of 21), from 1194391 to 1411140, yjcL. (Z99110) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



49171 

104643 

3552 

OJ991113_34.0421.C20.o2.gp 



Seq. ID OJ991113_34.0421.C20 
Strand 

End 5950 

Method AAT/GAP 



50872 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



3552 End 4182 

18664_2.R1084 Score 1230 

3552. .4182 

, 3451075/emb|CAA20471.1| 4.0e-34 (AL031326) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991113_34.0421.C20 
Strand 

End 5950 

Method AAT/NAP 

End 5886 

Score 2480 



49171 
104643 
3552 

OJ991113_34.0421.C20.o2.np 
3787 
6907107 
3787.. 5195, 5866.. 5886 

(AP001129) ESTs AU029388 (E30287 ) , D4 9277 (S16474 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAG clone F16G20, picA protein. (AL031326) 
[Oryza sativa] 





Seq. No. 


49171 


Seq. ID 


OJ991113_34 .0421 


,C20 




Gene No . 


104643 


Strand 








Start 


3552 


End 


5950 






Name 


OJ991113 34.0421.C20.o3.gp 


Method 


AAT/GAP 






Start 


4362 


End 


4800 






GI 


49768 1.R1084 


Score 


862 






Exons. • 


4362. .4800 








w 


GI Descrip. 


, 3451075/emb| CAA20471.il 1 . Oe 


-59 (AL031326) putative protein 


C n 




[Arabidopsis thaliana] ' 








fil 


Seq. No. 


49171 


Seq. ID 


OJ991113_34.0421 


.C20 




Gene No. 


1 A A C A O 

104643 


Strand 








Start 


3552 


End 


5950 






Name 


OJ991113 34.0421.C20.o4.gp 


Method 


AAT/GAP 




f { I 


Start 


4984 


End 


5950 






GI 


none 


Score 


577 






Exons 


4984. .5195, 5842. .5950 










Seq. No. 


49171 


Seq. ID 


OJ991113_34.0421 


.C20 


z, 

i 


Gene No. 


104644 


Strand 






% 


Start 


9605 


End 


10391 




■.~ — 

£ Z 


Name 


OJ991113 34.0421.C20.o5.gp 


Method 


AAT/GAP 




"3 =? 


Start 


9605 


End 


10217 






GI 


none 


Score 


1137 






Exons 


9605. .10217 










Seq. No. 


49171 


Seq. ID 


OJ991113_34.0421 


.C20 




Gene No. 


104644 


Strand 








Start 


9605 


End 


10391 






Name 


OJ991113 34.0421.C20.o3.np 


Method 


AAT/NAP 






Start 


9747 


End 


10391 






GI 


6907108 


Score 


1126 






Exons 


9747. .10391 










GI Descrip. 


(AP001129) EST D23066(C2127) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


49171 


Seq. ID 


OJ991113_34 .0421 


.C20 




Gene No. 


104645 


Strand 








Start 


10364 


End 


12233 





50873 



Name 


OJ991113 34.0421.C20 


.06. gp 


Method 


AAT/GAP 


Start 


10364 




End 


12233 


GI 


3758992 




Score 


655 


Exons 


10364. .10427, 10527. 


. 10653, 


12049. .12233 


Seq. No. 


49171 




Seq. ID 


OJ991113 


Gene No. 


104646 




Strand 




Start 


21852 




End 


22283 


Name 


OJ991113 34.0421.C20 


. 06. np 


Method 


AAT/NAP 


Start 


21712 




End 


22283 


GI 


6069645 




Score 


1016 


Exons 


21712. .22283 









GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



gi I 6907111 1 dbj | BAA90638.il (AP001129) hypothetical protein 
[Oryza sativa] 





Seq. No. 


49171 








Seq. ID 


OJ991113_34.0421.C20 




Gene No. 


104646 








Strand 






Start 


21852 








End 


22283 




Name 


OJ991113 34. 


0421. 


C20.O4. 


gs 


Method 


GENSCAN 




Start 


21852 








End 


22283 




GI 


none 








Score 


1 




Exons 


21852. .22283 












Seq. No. 


49171 








Seq. ID 


OJ991113_34.0421.C20 


\ -5 


Gene No. 


104647 








Strand 




~r~ 
5 


Start 


23472 








End 


27353 


? ! i 


Name 


OJ991113 34. 


0421. 


C20.oll 


. . tm 


Method 


TBLASTX: Maize 




Start 


2236 








End 


2517 


f ^ 


GI 


none 








Score 


113 




Exons 


2236. .2343, 


2244 . 


.2366, 


2245. 


.2349, 2276..2455, 2277. .2438, 






2369. .2452, 


2385. 


.2459, 


2476. 


.2517, 2480.. 2515 


: i_5 


Seq. No. 


49171 








Seq. ID 


OJ991113_34.0421.C20 


r 


Gene No. 


104647 








Strand 






Start 


23472 








End 


27353 




Name 


OJ991113 34. 


0421. 


C20.ol. 


tm 


Method 


TBLASTX: Maize 


: „ 


Start 


3785 








End 


4561 




GI 


none 








Score 


984 




Exons 


3785. .4561, 


3790. 


.4560 










Seq. No. 


49171 








Seq. ID 


OJ991113_34.0421.C20 




Gene No. 


104647 








Strand 






Start 


23472 








End 


27353 




Name 


OJ991113 34. 


0421. 


C20.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3811 








End 


5099 




GI 


none 








Score 


61 




Exons 


3811. .3867, 


3895. 


.3969, 


3899. 


.3976, 3955. .4041, 4040. .4966, 






4051. .4965, 


4966. 


.5013, 


5004. 


.5099 






Seq. No. 


49171 








Seq. ID 


OJ991113_34.0421.C20 




Gene No. 


104647 








Strand 






Start 


23472 








End 


27353 




Name 


OJ991113 34. 


0421. 


C20.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


4081 








End 


4566 




GI 


none 








Score 


165 




Exons 


4081. .4566, 


4205. 


.4540 









50874 





Coo- Mn 


ft y 1. I 1 






C orr T n 


HTQQ111"} 1A 0491 




Gene No. 


104647 






Strand 






Start 


23472 






End 


27353 




. Name 


OJ991113 34. 


0421. 


C20.ol- tw 


Method 


TBLASTX : Wheat 




Start 


4520 






End 


4843 




GI 


none 






Score 


185 




Exons 


4520. .4843, 


4522. 


.4842 








OC4. IN (J . 


A Ql 7 1 






Octj • L U 


HTQQIII^ ^A C\A0'\ 




Gene No. 


104647 






Strand 






Start 


23472 






End 


27353 




Name 


OJ991113 34. 


0421. 


C20.ol0.tm 


Method 


TBLASTX: Maize 




Start 


4564 






End 


4728 




GI 


none 






Score 


127 




Exons 


4564. .4728, 


4565. 


.4726 








Cort Mo 
OcCJ • LNO . 


A Ql 7 1 






Seq. ID 


OJ991113_34.0421 




Gene No. 


104647 






Strand 






Start 


23472 






End 


27353 




Name 


OJ991113 34. 


0421. 


C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


4660 






End 


5099 




GI 


none 






Score 


288 




Exons 


4660. .4965, 


4661. 


.4966, 4966. 


.5013, 5004.. 5099 




Q a /-r Mo 


A Q 1 7 1 






Seq. ID 


OJ991113_34.0421 


b : » 


Gene No. 


104647 






Strand 




f if 


Start 


23472 






End 


27353 




Name 


OJ991113 34. 


0421. 


C20.o2. tm 


Method 


TBLASTX: Maize 




Start 


4729 






End 


5114 




GI 


none 






Score 


396 




Exons 


4729. .5013, 


4733. 


.5005, 5004. 


.5114, 5005.. 5112 


: U 


Q a rr Mo 

oeq . lno ■ 


A Ql 71 






Seq. ID 


OJ991113_34.0421 


[1 


Gene No. 


104647 






Strand 




^ 5 


Start 


23472 






End 


27353 




Name 


OJ991113 34. 


0421. 


C20.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4849 






End 


5058 


: j 


GI 


none 






Score 


196 




Exons 


4849. .5058, 


4862. 


.5005 






? 

L. .J 


Seq. No. 


49171 






Seq. ID 


OJ991113_34.0421 




Gene No. 


104647 






Strand 














End 


27353 




Name 


OJ991113 34. 


0421. 


C20.o6.tm 


Method 


TBLASTX: Maize 




Start 


9855 






End 


10366 




GI 


none 






Score 


56 




Exons 


9855. .9986, 


9858. 


.9986, 10020 


. .10091, 


10021. .10098, 






10061. .10135 


, 10083. .10268, 10092. .10325, 10100 .. 10366, 






10196. .10318 


, 10332.. 10364 








Seq. No. 


49171 






Seq. ID 


OJ991113_34.0421 




Gene No. 


104647 






Strand 






Start 


23472 






End 


27353 




Name 


OJ991113 34. 


0421. 


C20.o3. ts 


Method 


TBLASTX : Soybean 




Start 


10095 






End 


10325 




GI • 


none 






Score 


77 



,C20 



.C20 



.C20 



,C20 



,C20 



.C20 



,C20 



50875 



Exons 



10095. .10259, 10101. .10325 



Seq. No. 49171 Seq. ID 

Gene No. 104647 Strand 

Start 23472 End 

Name OJ991113_34 .0421. C20 . o4 . tc Method 

Start 10125 End 

GI none Score 

Exons 10125. . 10325 



OJ991113_34 .0421.C20 
27353 

TBLASTX: Cress 

10325 

192 



Seq. No. 49171 
Gene No. 104647 
Start 23472 

Name OJ991113_34 . 042 1 . C20 . o5 . tw 

Start 15068 
GI none 
Exons 15068. 

15106. 

15142. 

15164. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_34.0421.C20 
27353 

TBLASTX : Wheat 

15289 

41 



,15109, 15081. .15113, 15085 .. 15114 , 15086 .. 15115, 

,15162, 15116. .15163, 15120 .. 15164 , 15121 .. 15165, 

,15285, 15152. .15178, 15156 1517 9, 15157 .. 15192, 
,15289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49171 

104647 

23472 

OJ991113__34. 0421.C20.o4 .tm 

15467 

none 



Seq. ID OJ991113_34.0421.C20 



Strand 
End 

Method 

End 

Score 



27353 

TBLASTX: Maize 

16668 

99 



15467. .15505, 15533 .. 15 610, 15540 15611, 16204 .. 16305, 
16208. .16495, 16209 .. 16475 , 16587 1 664 9, 16588. .16668 



Seq. No. 49171 

Gene No. 104647 

Start 23472 

Name OJ991113_34 . 0421 . C20 . o2 . ts 

Start 16195 

GI none 

Exons 16195. .16473, 16196 .. 164 95 , 
16587. .16649, 16588. .16647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_34.0421.C20 
27353 

TBLASTX : Soybean 

16649 

186 



16206. .16475, 16587. ,1664 6, 



Seq. No. 49171 

Gene No. 104647 

Start 23472 ■ 

Name OJ991113_34 . 0421 . C20 . o9 . tm 

Start 17751 

GI none 
Exons 



Seq. ID OJ991113__34.0421.C20 
Strand 
End 

Method 
End 
Score 



27353 

TBLASTX: Maize 

18177 

104 



17751. .17798, 177 91 .. 17 961, 17794 .. 17943, 17801 .. 17944 , 
17981. :i8115, 18064. .18120, 18145 18177, 18145. .18177 



Seq. No. 49171 Seq. ID 

Gene No. 104 647 Strand 

Start 23472 End 

Name OJ991113_34 . 0421 . C20 . 08 . tm Method 

Start 20744 End 

GI none Score 

Exons 20744. .20821, 20745 .. 20822, 20937 

20939. .21049, 20948 .. 21172, 20949 



21047, 
21170 



OJ991113_34.0421.C20 
27353 

TBLASTX: Maize 

21172 

111 

20938. .21048, 



50876 




Seq. No. 


49171 




Seq. ID 


OJ991113_34 .0421.C20 


bene wo . 


1 C\A £A *7 
-L U*t Oft / 




otrsna 




Start 


23472 




. End 


27353 


Name 


OJ991113 34.0421.C20 


.o2. tc 


Method 


TBLASTX: Cress 


Start 


21018 




End 


21470 


GI 


none 




Score 


419 


Exons 


21018. .21470, 21026. 


.21469 






Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


Gene No . 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


. o7 .np 


Method 


AAT/NAP 


Start 


23472 




End 


27353 


GI 


6069646 




Score 


3030 


P 1 von q 


23472. .24456, 24738. 


.25528, 


26649. .26701, 27270.. 27353 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana 


chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase. (AC006248) 




[Oryza sativa] 








Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


bene lno . 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


. o5. tm 


Method 


TBLASTX: Maize 


Start 


23487 




End 


24047 


GI 


none 




Score 


92 


Exons 




i a n A T 
. Z4U4 / , 


23731. .23976 


Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


bene jno . 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


23598 




End 


23951 


GI 


none 




Score 


76 


Exons 


23598. .23633, 23754. 


.23951, 


23758. .23922 


Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


bene ino . 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


.ol2.tm 


Method 


TBLASTX: Maize 


Start 


24075 




. End 


24293 


GI 


none 




Score 


203 


Exons 


24075. .24293 








Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


bene wo ■ 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


24435 




End 


24874 


GI 


none 




Score 


57 


Exons 


24435. .24563, 24573. 


.24668, 


24668. .248 


74, 24690. .24869 


Seq. No. 


49171 




Seq. ID 


OJ991113_34.0421.C20 


Gene No. 


104647 




Strand 




Start 


23472 




End 


27353 


Name 


OJ991113 34.0421.C20 


. o3 . tm 


Method 


TBLASTX: Maize 



50877 






Start 


24514 End 


25210 




GI 


none Score 


100 




Exons 


24514. .24675, 24 516 .. 24 674 , 24 657 25022, 24 659 .. 25201, 






OA1AQ OROIH O^C\AO O^OHG. 






Seq, No. 


49171 Seq. ID 


OJ991113_34 .0421.C20 




Gene No . 


104647 Strand 


- 




Start 


23472 End 


27353 




Name 


OJ991113 34.0421.C20.o6.tw Method 


TBLASTX: Wheat 




Start 


25007 End 


25276 




GI 


none Score 


59 




Exons 


25007. .25276, 25008.. 25103 






Seq. No. 


49171 Seq. ID 


OJ991113_34.0421.C20 




bene no. 


104647 Strand 






Start 


23472 End 


27353 




Name 


OJ991113 34.0421.C20.o7.tm Method 


TBLASTX: Maize 




Start 


25214 End 


25528 




GI 


none Score 


50 




Exons 


25214. .25282, 25221 .. 25280, 2S292..25528, 25335.. 25526 




Seq. No. 


49172 Seq. ID 


OJ991113_34 .0421. C21 




Gene No. 


104648 Strand 






Start 


1 End 


2027 


si 


Name 


OJ991113 34.0421.C21.ol.np Method 


AAT/NAP 




Start 


1 End 


2027 


n 


GI 


6069646 Score 


1331 




xiiXons 


1..270, 379. .612, 1371. .1434, 1662. .18 


18, 1863. .2027 


U 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 


y 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 


i 




putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 


■™ 




[Oryza sativa] 




=i 


Seq. No. 


49172 Seq. ID 


OJ991113_34.0421.C21 




Gene No. 


104648 Strand 




t| 


Start 


1 End 


2027 




Name 


OJ991113 34.0421.C21.ol.gs Method 


GEN SCAN 




Start 


55 End 


1818 




GI 


none Score 


.67 


a?. 


Exons 


55. .270, 379. .612, 1371. .1434, 1662. .1818 




Seq. No. 


49173 Seq. ID 


OJ991113_34.0421.C22 




Gene No. 


104649 Strand 






Start 


1 End 


4507 




Name 


OJ991113 34.0421.C22.ol.np Method 


AAT/NAP 




Start 


1 End 


4507 




GI 


6069646 Score 


1482 




Exons 


1..27, 1046. .1231, 1399. .1449, 2274. .2448, 3206. .3366, 






4152. .4507 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 






[Oryza sativa] 






Seq. No. 


49173 Seq. ID 


OJ991113_34.0421.C22 



50878 



: : 



Gene No. 


104649 


Strand 






Start 


1 


End 


4 507 




Name 


OJ991113 34.0421.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


16 


End 


521 




GI 


none 


Score 


153 




Exons 


16. .171, 18. .170, 35. .172, 


173. .229, 174. .236, 219 


. .323, 




219. .338, 220. .411, 359. .424, 365. .430 


, 367. .429, 


408. .467, 




432. .521, 433. .468 








Seq. No. 


49173 


Seq. ID 


OJ991113_34 


.0421. C22 


Gene No. 


104649 


Strand 


- 




Start 


1 


End 


4507 




Name 


r\TQQ1 1 1 "3 A O A O 1 COO ire? 


Method 


GENSCAN 




Start 


417 


End 






GI 


none 


Score 


.66 




Exons 


417. .475, 1065.. 1231, 1399 


..1449, 2274 


..2448, 3206 


. .3366, 




4152. .4507 








Seq. No. 


49174 


Seq. ID 


OJ991113_34 


.0421. C23 


Gene No. 


104650 


Strand 


+ 




Start 


548 


End 


1439 




Name 


OJ991113 34..0421.C23.ol.gs 


Method 


GENSCAN 




Start 


548 


End 


1439 




GI 


none 


Score 


.71 




Exons 


548.-677, 802.. 959, 1006.. 


1209, 1399.. 


if j j 




Seq. No. 


49174 


Seq. ID 


OJ991113_34 


.0421. C23 


Gene No. 


104651 


Strand 


+ 




Start 


1670 


End 


2655 




Name 


OJ991113 34.0421.C23.o2.np 


Method 


AAT/NAP 




Of -i -v~ +- 

btart 


1670 


End 


2655 




GI 


6069647 


Score 


741 




Exons 


1670.. 1738, 2232.. 2655 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 








gi I 6907113 |dbj |BAA90640.1| 


(AP001129) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


49174 


Seq. ID 


OJ991113_34 


.0421. C23 


Gene No. 


104652 


Strand 


- 




Q4- a >--)- 


484 


End 


735 




Name 


OJ991113 34.0421.C23.ol.np 


Method 


AAT/NAP 




Start 


484 


End 


"7 ^ c; 




GI 


6907103 


Score 


294 




Exons 


484 . .735 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49175 


Seq. ID 


OJ991113_34 


.0421. C24 


Gene No . 


104653 


Strand 


+ 




Start 


366 


End 


479 




Name 


OJ991113 34.0421.C24.ol.gs 


Method 


GENSCAN 




Start 


366 


End 


479 




GI 


none 


Score 


.54 




Exons 


366. .479 








Seq. No. 


49176 


Seq. ID 


OJ991113_34 


.0421. C27 


Gene No. 


104654 


Strand 


+ 




Start 


4443 


End 


5222 





50879 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991113_34.0421.C27.ol.gp 

4419 

2427664 

4419. .4633, 4733. .4795, 4901, 



Method AAT/GAP 
End 4 97 9 

Score 647 
.4979 

6069663/dbj IBAA85439.1 | 5.0e-44 (AP000616) ESTs 
C72127 (E1041) ,AU078646 (E1041) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC F3D13; 
similar to Medicago truncatula MtN2 (AF069300) [Oryza sativa] 



Seq. No. 


49176 




Seq. ID 


OJ991113_34.0421.C27 


Gene No. 


104654 




Strand 


+ 


Start 


4443 




End 


5222 


Name 


OJ991113 34.0421.C27.o2 


.gs 


Method 


GEN SCAN 


otar l 


4443 




End 


5202 


GI 


none 




Score 


.86 


Exons 


4443. .4633, 4901. .5017, 


5105. 


.5202 




Seq. No. 


49176 




Seq. ID 


OJ991113_34.0421.C27 


Gene No. 


104654 




Strand 


+ 


Start 


4443 




End 


5222 


Name 


OJ991113 34.0421.C27.o2 


,np 


Method 


AAT/NAP 


Start 


4443 




End 


5222 


GI 


6069663 




Score- 


710 


Exons 


4443. .4633, 4733. .4795, 


4901. 


.5017, 5105. .5222 


GI Descrip. 


(AP000616) ESTs C72127 (E104 1 ) , AU078 64 6 


(E1041) correspond to a 




region of the predicted gene. 


; similar 


to Arabidopsis thaliana 




BAC F3D13; similar to Medicago truncatula MtN2 (AF069300) [Oryza 




sativa] 








Seq. No. 


49176 




Seq. ID 


OJ991113_34.0421.C27 


Gene No. 


104655 




Strand 




Start 


859 




End 


5222 


Name 


OJ991113 34.0421.C27.ol 


.np 


Method 


AAT/NAP 


Start 


859 




End 


5222 


GI 


6069646 




Score 


469 


V /"\ T*\ C 

Lxons 


859. .1287, 5190. .5222 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 








Seq. No. 


49176- 




Seq. ID 


OJ991113_34.0421.C27 


Gene No. 


104655 




Strand 




Start 


859 




End 


5222 


Name 


OJ991113 34.0421.C27.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4460 




End 


4937 


GI 


none 




Score 


191 


Exons 


4460. .4639, 4464. .4634, 


4716. 


.4793, 4717. .4794, 4731. .4805, 




4736. .4795, 4890. .4937, 


4896. 


.4937 




Seq. No. 


49177 




Seq. ID 


OJ991113_34.0421.C28 


Gene No. 


104656 




Strand 


+ 


Start 


848 




End 


4524 


Name 


OJ991113 34.0421.C28.ol 


gp 


Method 


AAT/GAP 


Start 


848 




End 


2051 


GI 


4714612 




Score 


829 



50880 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



848. .1079, 1169. .1231, 1332. .1449, 2005. .2051 
6069664/dbj IBAA85440.il 4 . Oe-52 (AP000616) ESTs 

AU055729(S20023) ,AU055730 (S20023) correspond to a region of the 
predicted gene.; similar to Medicago nodulin N21-like protein 
(AC004218) [Oryza sativa] 



49177 

104656 

848 

OJ991113_34.0421.C28.ol.gs 

907 

none 



Seq. ID OJ991113_34.0421.C28 

Strand + 

End 4524 

Method GENSCAN 

End 4425 

Score .43 



907. .1079, 1332. .1448, 2005. .2419, 4019. .4170, 4281. .4425 



49177 

104656 

848 

OJ991113_34.0421.C28.ol.np 
907 

6069664 



Seq. ID OJ991113_34.0421.C28 

Strand + 

End 4524 

Method AAT/NAP 

End 4422 

Score 1614 



907. .1079, 1169. .1231, 1332. .1448, 2005. .2419, 4019. .4170, 
4281. .4422 

(AP000616) ESTs AU055729 (S20023 ) , AU055730 ( S20023 ) correspond to 
a region of the predicted gene.; similar to Medicago nodulin 
N21-like protein (AC004218) [Oryza sativa] 



Seq. No. 


49177 


Seq. ID 


OJ991113_34.0421.C28 


Gene No. 


104656 


Strand 


+ 


Start 


848 


End 


4524 


Name 


OJ991113 34.0421.C28.o2.tm 


Method 


TBLASTX: Maize 


Start 


910 


End 


1250 


GI 


none 


Score 


200 


Exons 


910. .1110, 910. .1083, 1167. 


.1250, 1169. 


.1249 


Seq. No. 


49177 


Seq. ID 


OJ991113_34.0421.C28 


Gene No. 


104656 


Strand 


+ 


Start 


848 


End 


4524 


Name 


OJ991113 34.0421.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


2174 


End 


2419 


GI 


none 


Score 


359 


Exons 


2174. .2419, 2194. .2418 






Seq. No. 


49177 


Seq. ID 


OJ991113 34.0421.C28 


Gene No. 


104656 


Strand 


+ 


Start 


848 


End 


4524 


Name 


OJ991113 34.0421.C28.o2.gp 


Method 


AAT/GAP 


Start 


4273 


End 


4524 


GI 


4714613 


Score 


416 


Exons 


4273. .4524 






GI Descrip. 


6069643/dbj IAP000616.il AP000616 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 6, clone: P0514G12 




Seq. No. 


49178 


Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104657 


Strand 


+ 


Start 


1 


End 


4031 


Name 


OJ991113 34.0421.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4028 



50881 



GI 6069665 Score 3170 

Exons 1..461, 1268.. 1881, 2083.. 2235, 2460.. 2576, 2663.-2767, 

3121.. 3185, 3268.. 3469, 3717.. 3860, 3903.. 4028 
GI Descrip. (AP000616) EST D15969 (C1695) corresponds to a region of the 

predicted gene.; similar to valosin-containing protein (U20213) 

[Oryza sativa] 



Seq. No. 49178 

Gene No. 104657 

Start 1 

Name OJ991113_34 . 0421 .C29 . ol . gs 

Start 41 

GI none 
Exons 



Seq. ID OJ991113_34.0421.C29 

Strand + 

End 4031 

Method GENS CAN 

End 4031 

Score . 97 



41. .461, 1268. .1881, 2083. .2235, 2460. .2576, 2663. .2767, 
3121. .3185, 3268. .3469, 3593. .3610, 3717. .3860, 3903. .4031 



I J 
12 



~ - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49178 Seq. ID 

104657 Strand 

1 End 

OJ991113_34 .0421.C29.ol.gp Method 

3108 End 

287164' Score 



OJ991113_34.0421.C29 
+ 

4031 
AAT/GAP 
3801 
657 



3108.. 3185, 3268.. 3469, 3717.. 3801 

6069665/dbj IBAA85441 .il 1.0e-44 (AP000616) EST D15969 (C1695 ) 
corresponds to a region of the predicted gene.; similar to 
valosin-containing protein (U20213) [Oryza sativa] 



405, 227. .451, 230. .463, 
.1428, 1482. .1601, 1486. 



49178 
104658 
4328 

OJ991113_34 .0421.C29.ol.ts 
226 
none 
226. . 
1321. 

1510.. 1683, 2104.. 2235, 2451. 
2483. .2566, 2630. .2767, 2651. 
2656. .2769, 3115. .3186, 3115. 
3266.. 3433, 3271.. 3420 

49178 

104658 

4328 

OJ991113_34.0421.C29.o2.tc 

227 

none 

227. .451, 230. .463, 235.-462, 
1482.. 1601, I486.. 1764, 1500. 
2104.. 2235, 2451.. 2573, 2454. 
2651.. 2770, 2654.. 2770, 2656. 
3115.. 3186, 3115.. 3186, 3266. 

49178 

104658 

4328 

OJ991113_34 -0421.C29.o2.tw 
227 



Seq. ID OJ991113_34.0421.C29 
Strand 

End 5239 

Method TBLASTX : Soybean 

End 3433 

Score 172 

235. .462, 1261. .1428, 1267. .1368, 
.1764, 1500. .1601, 1501. .1767, 
.2573, 2454. .2576, 2465.-2584, 
.2770, 2651. .2764, 2654.. 2770, 
.3186, 3266. .3424, 3266. .3418, 



Seq. ID OJ991113_34.0421.C29 
Strand 

End 5239 

Method TBLASTX : Cress 

End 3424 

Score 173 

235. .405, 1261. . 1428, 1267. .1368, 
.1601, 1501. .1767, 2101. .2172, 
.2576, 2483.-2587, 2483. .2584, 
.2769, 2662..2766, 2984. .3028, 
.3424, 3266. .3424, 3271. .3420 

Seq. ID OJ991113_34.0421.C29 
Strand 

End 5239 

Method TBLASTX : Wheat 

End 3186 



50882 




GI none 

Exons 227.. 334, I486.. 1764, 14 

3115. .3186 

Seq. No. 49178 

Gene No. 104658 

Start 4328 

Name OJ991113_34 . 0421 . C29 . o3 . 

Start 340 

GI none 

Exons 340.. 447, 341.. 451, 1267 
2597. .2767, 2662. .2769, 




Score 67 
98. .1581, 1500. .1601, 2080. .2229, 



Seq. ID OJ991113_34.0421.C29 
Strand 

End 5239 

tw Method TBLASTX : Wheat 

End 2770 

Score 107 
..1368, 2483. .2602, 2484. .2576, 
2663. .2770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49178 

104658 

4328 

OJ991113_34.0421.C29.ol.tm 

377 

none 



Seq. ID OJ991113_34.0421.C29 
Strand 
End 

Method 
End 
Score 



5239 

TBLASTX: Maize 

2770 

132 



377. .463, 391. .474, 1257. .1721, 1261. .1869, 1266. .1607, 
1273. .1869, 2666. .2770 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



49178 
104658 
4328 

OJ991113_34.0421.C29.o3.tm 
2528 



Seq. ID OJ991113_34.0421.C29 
Strand 

5239 

TBLASTX: Maize 
4037 
81 



End 

Method 
End 

none Score 
2528. .2587, 2529.-2576, 2957. .3028, 2957. .3034, 2959 
3111. .3185, 3115. .3186, 3120. .3185, 3265. .3474, 3266 
3715. .3858, 3720.. 3860, 3721. .3858, 3771.. 3860, 3776 
3974. .4030, 3975. .4037, 3979. .4035 



.3036, 
.3475, 
.3868, 



Seq. No. 49178 

Gene No. 104658 

Start 4328 

Name OJ991113_34 . 0421 . C29. o2 . gp 

Start 4208 

GI 5038888 

Exons 4208.. 4505 

GI Descrip. 606964 3/dbj | AP000616 . 1 | AP000616 1 
DNA, chromosome 6, clone : P0514G12 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991113_34.0421.C29 

5239 
AAT/GAP 
4505 
505 



Oe-132 Oryza sativa genomic 



Seq.' No. 


49178 










Seq. ID 


OJ991113_ 


_34, 


.0421 


.C29 


Gene No. 


104658 










Strand 










Start 


4328 










End 


5239 








Name 


OJ991113 34 


.0421 


.C29. 


.o2, 


.gs 


Method 


GEN SCAN 








Start 


4328 










End 


5239 








GI 


none 










Score 


.93 








Exons 


4328. .5239 




















Seq. No. 


49178 










Seq. ID 


OJ991113_ 


_34, 


,0421 


.C29 


Gene No. 


104658 










Strand 










Start 


4328 










End 


5239 








Name 


OJ991113 34 


.0421 


.C29, 


,o2, 


.np 


Method 


AAT/NAP 








Start 


4331 










End 


5239 








GI 


6069666 










Score 


1519 









50883 




Exons 4331.. 5239 

GI Descrip. (AP000616) ESTs AU070998 (R10588 ) , D4 6106 (S10554 ) correspond to a 
region of the predicted gene.; similar to Arabidopsis thaliana 
chromosome II BAC T6A23; unknown protein (AC005499) [Oryza 
sativa] 



Seq. No. 


49178 








Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104658 








Strand 




Start 


4328 








End 


5239 


Name 


OJ991113_34 


.0421 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4383 








End 


4753 


GI 


none 








Score 


117 


Exons 


4383. .4418, 


4397 


. .4603, 


4484 . 


.4639, 4610. .4678, 4619. .4753, 




4629. .4709 












Seq. No. 


49178 








Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104658 








Strand 




Start 


4328 








End 


5239 


Name 


OJ991113 34 


. 0421 


.C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4523 








End 


5056 


GI 


none 








Score 


86 


Exons^- 


452*3; .4633, 


4619 


. .4816, 


4850. 


;5056, 4851. .5G&&. - 


Seq. No. 


49178 








Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104658 








Strand 




Start 


4328 








End 


5239 


Name 


OJ991113 34 


. 0421 


. C29 . o2 


. ts - 


Method 


TBLASTX : Soybean 


Start 


4583 








End 


5056 


GI 


none 








Score 


63 


Exons 


4583. .4633, 


4631 


. .4816, 


4644. 


.4709, 4£ 


553 . .5056, 4854. .5012 


Seq. No. 


49178 








Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104658 








Strand 




Start 


4328 








End 


5239 


Name 


OJ991113 34 


.0421 


.C29.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4659 








End 


5053 


GI 


none 








Score 


67 


Exons 


4659. .4709, 


4661 


. .4732, 


4712. 


.5053, 4£ 


S42. .5015 


Seq. No. 


49178 








Seq. ID 


OJ991113_34.0421.C29 


Gene No. 


104658 








Strand 




Start 


4328 








End 


5239 


Name 


OJ991113 34 


.0421 


.C29.o3 


• gp 


Method 


AAT/GAP 


Start 


4918 








End 


5103 


GI 


699815 








Score 


360 


Exons 


4918. .5103 












GI Descrip. 


6069666/dbj 


IBAA85442.il 


5.0e- 


21 (AP000616) ESTs 



AU070998 (R10588) , D4 6106 (S10554 ) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana chromosome II 
BAC T6A23; unknown protein (AC0054 99) [Oryza sativa] 

Seq. No. 49179 Seq. ID OJ991113_34 . 0421 . C30 

Gene No. 104659 Strand + 

Start 661 End 3663 

Name OJ991113_34 . 0421 . C30 . ol . np Method AAT/NAP 

Start 661 End 3663 

GI 6069667 Score 1246 



50884 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

QJ 

Exons 

GI Descrip. 



~ Seq. No. 

W 5 Gene No. 

3 Start 

[j Name 

Start 

- GI 

=f Exons 

£ Seq. No. 
1 Gene No. 
^ Start 
z Name 
3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



661. .809, 1308. .1415, 1775. .1884, 2813. .2993, 3053. .3273, 
3626. .3663 

(AP000616) similar to UMP/CMP kinase (AF000147) [Oryza sativa] 



49180 

104660 

1 

OJ991113 
1 

6069663 
1. .116, 
(AP00061 
region o 
BAC F3D1 
sativa] 



_34.0421.C34.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
466. .633 

6) ESTs C72127 (E1041) , AU078646 (E1041) correspond to a 
f the predicted gene.; similar to Arabidopsis thaliana 
3; similar to Medicago truncatula MtN2 (AF069300) [Oryza 



OJ991113_34.0421.C34 
+ 

633 

AAT/NAP 

633 

191 



49180 Seq. ID 

104660 Strand 
1 End 
OJ991113__34 . 0421 .C34 . ol . gp Method 
483 End 
6012829 Score 
483. .633 

6069663/dbj IBAA85439.il 8.0e-70 (AP000616) ESTs 
C72127 (E1041) , AU078 64 6 (E104 1 ) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC F3D13; 
similar to Medicago truncatula MtN2 (AF069300) [Oryza sativa] 



OJ991113_34.0421.C34 
+ 

633 

AAT/GAP 

633 

259 



49181 Seq. ID 

104661 Strand 

65 End 

OJ991113_32 . 0421 . CI . ol . gs Method 

65 End 

none Score 
65.-293, 314. .440 



OJ991113_32.0421.C1 
+ 

440 

GENSCAN 

440 

.58 



49182 Seq. ID OJ991113 

104662 Strand + 

1 End 1385 

OJ991113_32 . 0421 . C2 . ol . np Method AAT/NAP 

1 End 1385 

5295971 Score 1114 

1..1385 

(AB026295) EST D24 315 (R1718 ) corresponds to 
predicted gene.; Similar to Tobacco DNA for 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



32. 0421. C2 



a region of the 
retroviral -like 



49182 

104662 

1 

OJ991113_32.0421.C2.ol.gs 

350 

none 

350. .459, 535. .1385 

49182 
104663 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991113_32.0421.C2 
+ 

1385 
GENSCAN 
1385 
.92 



OJ991113_32.0421.C2 
+ 



50885 



Start 
Name 
Start 
GI 

Exons 



11474 End 14233 

OJ991113_32 . 0421 .C2 . o4 . gs Method GENSCAN 

11474 End 14233 . 

none Score .69 

11474. .11519, 12471. .12597, 12979 13112, 13271 .. 13335, 

13356. .13470, 13752.. 14233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49182 

104664 

15234 

OJ991113_32.0421.C2.o5.gs 

15234 

none 

15234. .15400 



Seq. ID OJ991113_32.0421.C2 

Strand + 

End 15400 

Method GENSCAN 

End 15400 

Score . 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49182 

104665 

2580 

OJ991113_32.0421.C2.o2.gs 

2580 

none 



49182 

104666 

8636 

OJ991113_32.0421.C2.o2.np 

8636 

6498436 



Seq. ID OJ991113_32.0421.C2 
Strand 

End 5396 

Method GENSCAN 

End 5396 

Score .59 



2580. .2801, 5052. . 5Z19r^30I. . 5396 



Seq. ID OJ991113_32.0421.C2 
Strand 

End 11925 

Method AAT/NAP 

End 11925 

Score 14 6 



8636. .8754, 9006. .9155, 9183. .9258, 11851. .11925 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ991113_32.0421.C2 
Strand 

End 11925 
Method AAT/GAP 
End : .9768 
Score 132 



49182 
104666 
8636 

OJ991113_32 . 0421 .C2 . ol . gp 
9679 

LIB3477-003-P1-K1-E9 
9679.. 9768 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49182 

104667 

13281 

OJ991113_32.0421.C2.ol.tm 

395 

none 



Seq. ID OJ991113_32.0421.C2 
Strand 

End 15468 

Method TBLASTX : Mai ze 

End 818 

Score 418 



395. .691, 396. .818, 516. .782, 740. .814 



49182 

104667 

13281 

OJ991113_32.0421.C2.ol.ts 

477 

none 



Seq. ID OJ991113_32.0421.C2 
Strand 

End 15468 

Method TBLASTX : Soybean 

End 8 66 

Score 277 



50886 




Exons 


477. .866 








Seq. No. 


49182 


Seq. .ID 


OJ991113_32.0421 


.C2 




X U H D D / 


ocrdna 






Start 


13281 


End 


15468 




Name 


OJ991113 32.0421.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


510 


End 


947 




GI 


none 


Score 


103 




Exons 


510. .659, 684. .836, 894. .947 








Seq. No. 


49182 


Seq. ID 


OJ991113_32.0421 


.C2 


bene no . 


1 U *± O D / 


o U IT etna 






Start 


13281 


End 


15468 




Name 


OJ991113 32.0421.C2.ol.tc 


Method 


TBLASTX: Cress 




Start' 


675 


End 


1352 




GI 


none 


Score 


150 




Exons 


675. .878, 894. .983, 969. .1028 


, 1101..: 


1352, 1157.. 1351 




Seq. No. 


49182 


Seq. ID 


OJ991113_32.0421 


.C2 


ijene ino . 


104667 


Strand 






Start 


. 13281 


End 


15468 




Name 


OJ991113 32.0421.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


894 


End 


1361 




GI 


none 


Score 


115 




Exons 


894. .1031, 947. .1015, 999. . 1361, 1013 


..1045, 1172. .1306 




Seq. No. 


49182 


Seq. ID 


OJ991113_32.0421 


.C2 


bene wo • 


104667 


Strand 






Start 


13281 


End 


15468 




Name 


OJ991113 32.0421.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


999 


End 


1349 




GI 


none 


Score 


287 




Exons 


999. .1349, 1014. .1304 








Seq. No. 


49182 


Seq. ID 


OJ991113_32.0421 


.C2 


Gene No. 


104667 


Strand 






Start 


13281 


End 


15468 




Name 


OJ991113 32.0421.C2.o3.np 


Method 


AAT/NAP 




Start 


13281 


End 


15468 




GI 


1084362 


Score 


96 




Exons 


13281. .13476, 1488 6 .. 14 968 , 15184.. 15468 




GI Descrip. 


extensin-like protein S3 - alfalfa gi 1 535586 (L36120) proline 




rich protein [Medicago sativa 


] 






Seq. No. 


49183 


Seq. ID 


OJ991113_32.0421 


.C3 


uene jno . 


104668 


Strand 


+ 




Start 


29 


End 


535 




Name 


OJ991113 32.0421.C3.ol.gs 


Method 


GENS CAN 




Start 


29 


End 


535 




GI 


none 


Score 


.56 




Exons 


29. .264, 532. .535 








Seq. No. 


49183 


Seq. ID 


OJ991113_32.0421 


.C3 


Gene No. 


104669 


Strand 


+ 




Start 


1617 


End 


3188 




Name 


OJ991113 32.0421.C3.o2.gs 


Method 


GENSCAN 




Start 


1617 


End 


3188 






50887 









fU 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1617. .3188 



Score 



.97 



Seq. ID OJ991113_32.0421.C3 
Strand + 

3188 
AAT/NAP 
3158 
788 



49183 
104669 
1617 

OJ991113_32.0421.C3.ol.np 
1647 
7486760 
1647. .2618, 2649. .3158 

hypothetical protein F9N11.100 - Arabidopsis thaliana 
gi|5730135|emb|CAB52469.1| (AL109796) putative protein 
[Arabidopsis thaliana] gi I 7269925 | emb | CAB81018 . 1 1 (AL161576) 
putative protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



49183 

104670 

6690 

OJ991113_J32. 0421.C3.o3.gs 

6690 

none 



Seq. ID OJ991113_32.0421.C3 

Strand + 

End 7920 

Method GENS CAN 

End 7920 

Score .4 



6690. .6837, 7074. .7479, 7602. .7728, 7747. .7920 



Seq. ID OJ991113_32.0421.C3 
Strand 

End 3514 ;' 

Method AAT/GAP 

End 3514 

Score 806 



49183 
104671 
3100 

OJ991113_32.0421.C3.ol.gp 
3100 

LIB3431-04 3-P1-N1-H5 
3100. .3514 

'3218542/dbj | AB004813 | AB004813 1.0e-10 Oryza sativa AOXlb and 
AOXla genes, complete cds 1 



49183 

104672 

8067 

OJ991113_32.0421.C3.ol.ts 

1632 

none 



Seq. ID OJ991113_32.0421.C3 
Strand 

End 12441 

Method TBLASTX : Soybean 

End 2855 

Score 246 



1632. .2003, 1971. .2060, 2142. .2174, 2190. .2594, 2210. .2566, 
2604. .2855, 2690. .2851 



Seq. No. 49183 

Gene No. 104672 

Start 8067 

Name OJ991113_32 . 0421 . C3 . o3 . tm 

Start 1725 

GI none 

Exons 1725.. 1988, 1742.. 1831 

Seq. No. 49183 

Gene No. 104672 

Start 8067 

Name OJ9911 13_32 . 0421 . C3 . o2 . tm 

Start 2121 

GI none 
Exons 



Seq. ID ' OJ991113_32.0421.C3 
Strand 

End 12441 
Method TBLASTX : Mai ze 
End 1988 
Score 308 



Seq. ID OJ991113_32.0421.C3 
Strand 

End 12441 

Method TBLASTX : Mai ze 

End 2789 

Score 110 



2121. .2195, 2195. .2560, 2196. .2564, 2610. .2657, 2646. .2705, 



50888 






2652 . .2702, 


2699 


. . 2788, 2700. 


.2789 






Seq. No. 


49183 






Seq. ID 


OJ 991 11 J 


_32 . 0421 . C3 


Gene No. 


104672 






Strand 






Start 


8067 






End 


12441 




Name 


OJ991113 32 


0421 


. C3 . ol . tc 


Method 


TBLASTX : 


Cress 


Start 


2613 






End 


2951 




GI 


none 






Score 


337 




Exons 


2613. .2951, 


2690 


. .2860 








Seq. No. 


4 9183 






Seq. ID 


OJ 991113 


_32 . 0421 . C3 


Gene No. 


104672 






Strand 






Start 


8067 






End 


12441 




Name 


OJ991113 32 


0421 


. C3 . ol . tw 


Method 


TBLASTX : 


Wheat 


Start 


2664 






End 


2882 




GI 


none 






Score 


278 




Exons 


2664 . .2882, 


2696 


. . 2857 








Seq. No. 


4 9183 






Seq. ID 


OJ991113 


32 . 0421 . C3 


Gene No. 


104672 






Strand 






Start 


8067 






End 


12441 




Name 


OJ991113 32. 


0421 


. C3.o4 . tm 


Method 


TBLASTX : 


Maize 


Start 


2790 






End 


3035 




GI 


none 






Score 


284 




Exons 


2790 . . 3035, 


2790 


. . 3023 








Seq. No. 


49183 






Seq. ID 


OJ991113 


_32 . 0421 .C3 


Gene No . 


104672 






Strand 






Start 


8067 






End 


12441 




Name 


OJ991113 32. 


0421 


C3.o2.np 


Method 


AAT/NAP 




Start 


8067 






End 


11420 




GI 


5263319 






Score 


591 




Exons 


8067. .8133, 


8350 


.8466, 8497. 


8653, 8718.. 9352, 


9385. .10349 




10389. .10615, 11380.. 11420 








GI Descrip. 


(AC007727) ESTs gb|N96028, gb 


F14286, 


gb|T20680 


, gb | F14 44 3, 




gb|AA657300 


and gb|N65244 come from this gene. 


[Arabidopsis 




thaliana] 












Seq. No. 


49183 






Seq. ID 


OJ991113 


_32 . 0421 .C3 


Gene No. 


104672 






Strand 






Start 


8067 






End 


12441 




Name. 


OJ991113 32. 


0421 


C3.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


8244 






End 


9509 




GI 


none 






Score 


57 




Exons 


8244. .8294, 


8244 


.8294, 8245.. 


8295, 8298.. 8423, 


8299 . .8412, 




8385. .8492, 


8386. 


.8508, 8496.. 


8702, 8499.. 8528, 


8503. .8682, 




8610. .8699, 


8703. 


.8780, 8704.. 


8784, 8787. .8828, 


8806. .8829, 




8841. .8894, 


8881. 


.8961, 8919.. 


8957, 8926. .8961, 


8967 . . 9047 , 




8971. .9030, 


8971. 


.9048, 9081.. 


9266, 9082. .9264, 


9189 . .9299, 




9218. .9298, 


9264. 


.9317, 9266.. 


9343, 9266.. 9343, 


9346. . 9489, 




9430. .9498, 


9434. 


.9508, 9435.. 


9509 






Seq. No. 


49183 






Seq. ID 


OJ991113 


_32.0421.C3 


Gene No. 


104672 






Strand 






Start 


8067 






End 


12441 




Name 


OJ991113 32. 


0421. 


C3.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


9809 






End 


10127 





50889 

















GI 


none 


Score 


67 






Exons 


9809.. 9838, 9884.. 10126, 9945 


. .10127 








Seq. No. 


49183 


Seq. ID 


OJ991113_32.0421. 


C3 




Gene No. 


104672 


Strand 








Start 


8067 


End 


12441 






Name 


OJ991113 32.0421.C3.o5.tm 


Method 


TBLASTX: Maize 






Start 


10295 


End 


10576 






GI 


none 


Score 


69 






Exons 


10295. .10375, 10296 .. 10370, 10391 104 89, 10401 104 90, 








10484. .10576, 10490.. 10576 










Seq. No. 


49183 


Seq. ID 


OJ991113_32.0421. 


C3 




Gene No. 


104672 


Strand 








Start 


8067 


End 


12441 






Name 


OJ991113 32.0421.C3.o3.np 


Method 


AAT/NAP 






Start 


10415 


End 


12441 






GI 


7523517 


Score 


221 






Exons 


10415. .10532, 10676. .10718, 11978 .. 12008 , 12113. .12441 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49184 


Seq. ID 


OJ991113_32.0421. 


C4 




Gene No. 


104673 


Strand 


+ 




ft* 


Start 


48 


End 


2086 






Name 


OJ991113 32.0421.C4.ol.gs 


Method 


GENSCAN 




SJ 


Start 


48 


End 


2086 




L: : 


GI 


none 


Score 


.54 




r i 5 


Exons 


48. .174, 394. .709, 808. .1073, 


1403. .1549, 1845. .2086 






Seq. No. 


49184 


Seq. ID 


OJ991113_32.0421. 


C4 




Gene No. 


104674 


Strand 


+ 




t 5 
~ ET 


Start 


4324 


End 


6902 




: 


Name 


OJ991113 32.0421.C4.ol.gp 


Method 


AAT/GAP 






otart 


4324 


End 


4703 




r ^ 


GI 


2427387 


Score 


489 






Exons 


4324. .4703 










• GI Descrip. 


5852170/emb|AL117265.1 IOST17804 3.0e-94 


Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :tl7804 






Seq. No. 


49184 


Seq. ID 


OJ991113_32.0421. 


C4 


f *3 


Gene No. 


104674 


Strand 


+ 






btart 


4324 


End 


6902 






Name 


OJ991113 32.0421.C4.o3.gs 


Method 


GENSCAN 






Start 


4552 


End 


6902 






GI 


none 


Score 


.94 






Exons 


4552.. 4554, 6102.. 6902 










Seq. No. 


49184 


Seq. ID 


OJ991113_32.0421. 


C4 




Gene No. 


104675 


Strand 


+ 






Start 


6844 


End 


11528 






Name 


OJ991113 32.0421.C4.ol.np 


Method 


AAT/NAP 






Start 


6844 


End 


11525 






GI 


4680179 


Score 


5613 






Exons 


6844. .6890, 7151. .11525 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


49184 


Seq. ID 


OJ991113_32.0421. 


C4 



50890 




Gene No . 


1U4 b / 0 








otrana 


x 




Start 


6844 








End 


11528 




Name 


OJ991113 32 


.0421 


.C4.o4. 


gs 


Method 


GENSCAN 




Start 


7168 








End 


11528 




GI 


none 








Score 


.44 




Exons 


7168. .8959, 


8980 


. .8996, 


9054. 


.11528 






Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


C4 


Gene No . 


i c\ a cn c 














Start 


2867 








End 


3739 




Name 


OJ991113 32 


.0421 


.C4.o2. 


gs 


Method 


GENSCAN 




Start 


2867 








End 


3739 




GI 


none 








Score 


.96 




Exons 


2867. .3739 














Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


.C4 


bene no . 


1 r\ a en n 








Strand 






Start 


7315 








End 


7509 




Name 


OJ991113 32 


.0421 


,C4.o9. 


tw 


Method 


TBLASTX : Wheat 




Start 


7315 








End 


7509 




GI 


none 








Score 


205 




Exons 


7315. .7509, 


7329 


. .7508 










Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


.C4 


Gene No . 


1 r\ a cn o 
1U4 D / 0 








btrana 






Start 


7558 








End 


7911 




Name 


OJ991113 32 


.0421 


.C4.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7558 








End 


7911 




GI 


none 








Score 


312 




Exons 


7558. .7806, 


7561 


. .7911 










Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


.C4 


Gene No . 


1 fl/lCTQ 
1U4 D / O 








oi,rana 






Start 


7558 








End 


7911 




Name 


OJ991113 32 


.0421 


.C4 .06. 


tm 


Method 


TBLASTX :Maize 




Start 


7561 








End 


7899 




GI 


none 








Score 


245 




Exons 


7561. .7899 














Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


.C4 


Gene No . 


1 r\ a an q 








Strand 






Start 


8203 








End 


8556 




Name 


OJ991113 32 


.0421 


,C4.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


8203 








End 


8556 




GI 


none 








Score 


245 




Exons 


8203. .8556 














Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


C4 


Gene No. 


104680 








Strand 






btart 


Q CO Q 

o boo 








End 


9557 




Name 


OJ991113 32 


.0421 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8688 








End 


9170 




GI 


none 








Score 


437 




Exons 


8688. .9068, 


8689 


.9060, 


8763. 


.9068, 9068. .9097, 9068. .9127 




9072. .9170 














Seq. No. 


49184 








Seq. ID 


OJ991113_32.0421 


C4 



50891 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

» Seq. No. 

f Gene No. 

3 Start 

n Name 

ij Start 

3 GI 
~§ Exons 

3 Seq. No. 
y Gene No. 

Start 
2 Name 
1 Start 

H GI ■ ;,, 

* Exons 

l Seq. No. 
5 Gene No. 
" Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104680 
8688 

OJ991113_32, 

8698 

none 

8698. .8988, 

49184 

104680 

8688 

OJ991113_32. 

8725 

none 

8725. . 9039 

49184 

104680 

8688 

OJ991113_32. 

9068 

none 

9068. .9190, 

49184 

104680 

8688 

OJ991113_32. 

9111 

none 

9111. .9143, 

49184 

104680 

8688 

OJ991113_32. 

9249 

none 

9249. .9521, 

49184 

104681 

9522 

OJ991113_32. 

9522 

none 

9522. .9947, 

49184 

104681 

9522 

OJ991113_32. 

9531 

none 

9531. . 9776 



0421.C4.o5.tm 



8748. .8990 



0421.C4.o3.ts 



Strand 
End 

Method 

End 

Score 



9557 

TBLASTX: Maize 

8990 

332 



0421.C4.o4.tm 



Seq. ID OJ991113_32.0421.C4 
Strand 

End 9557 

Method TBLASTX : Soybean 

End 9039 

Score 198 



Seq. ID OJ991113_32.0421.C4 
Strand 

End 9557 

Method TBLASTX : Mai ze 

End 9557 

Score 106 



9075.. 9194, 9249.. 9557, 9308.. 9436 



0421.C4.ol.ts 
9111. .9143, 9147, 

0421.C4.o5.tw 
9260. .9520 

0421.C4.o3.tw 
9524. .9940 

0421.C4.o4.ts 



Seq. ID OJ991113_32.0421.C4 
Strand 

End 9557 

Method TBLASTX : Soybean 

End 9506 

Score 53 

.9506, 9149.. 9190, 9263.. 9496 

Seq. ID OJ991113_32.0421.C4 
Strand 

End 9557 

Method TBLASTX : Wheat 

End 9521 

Score 382 



Seq. ID OJ991113_32.0421.C4 
Strand 

End 9947 

Method TBLASTX : Wheat 

End 9947 

Score 593 



Seq. ID OJ991113_32.0421.C4 
Strand 

End 9947 

Method TBLASTX : Soybean 

End 9776 

Score 198 



Seq. No. 
Gene No. 



49184 
104681 



Seq. ID OJ991113_32.0421.C4 
Strand 



50892 




Start 


9522 






End 


9947 ~ 


Name 


ujyyuio St. . 


0421. C4 


. o2 . tm 


Method 


TBLASTX : Maize 


Start 


9594 






End 


994 7 


GI 


none 






Score 


A /" A 

4 60 


Exons 


9594 . . 994 / , 


9599. .9940 






Seq. No. 


4 9184 






Seq. ID 


OJ991113_32 .0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ99111o . 


0421. C4 


.o2. tw 


Method 


TBLASTX : wheat 


Start 


9975 






End 


"1 A C 1 A 

10514 


GI 


none 






Score 


621 


Exons 


9975 . . 1U514 , 


10157. 


.10510 






Seq. No. 


a m Q A 

49184 






Seq. ID 


OJ991113 32.0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ991113 32. 


0421. C4 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


10212 






End 


10538 


GI 


none 






Score 


88 


Exons 


10212. .10394, 10395 


. .10538, 


10397. .10537 


Seq. No. 


49184 






Seq. ID 


OJ991113_32.0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ991113 32. 


0421. C4 


. o2 . ts 


Method 


TBLASTX: Soybean 


Start 


10302 






End 


10562 


GI 


none 






Score 


300 


Exons 


10302. .10562 


, 10313 


. .10561 






Seq. No. 


49184 






Seq. ID 


OJ991113J32.0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ991113 32. 


0421. C4 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


10360 






End 


10652 


GI 


none 






Score 


403 


Exons 


10360. .10647 


, 10361 


. .10648, 


10362. .10652 


Seq. No. 


49184 






Seq. ID 


OJ991113_32.0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ991113 32. 


0421. C4 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


10521 






End 


11147 


GI 


none 






Score 


719 


Exons 


10521. .11147 


, 10524 


. .10868, 


10577. .11146 


Seq. No. 


49184 






Seq. ID 


OJ991113_32.0421 


Gene No. 


104682 






Strand 




Start 


9975 






End 


11480 


Name 


OJ991113 32. 


0421. C4 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


10700 






End 


11285 


GI 


none 






Score 


229 


Exons 


10700. .10855 


, 10701 


. .10862, 


10715. .10864, 10859. .11284, 




10860. .11285 










Seq. No. 


49184 






Seq. ID 


OJ991113_32.0421 


Gene No. 


104682 






Strand 










50893 






Start 


9975 






End 


11480 




Name 


OJ991113 32 


.0421 


. C4 . 06 . tw 


Method 


TBLASTX: Wheat 




Start 


11147 






End 


11480 




GI 


none 






Score 


315 




Exons 


11147. .11428, 11148. .11480, 


11298. .11459 




Seq. No. 


49185 






Seq. ID 


OJ991113_32.0421 


.C5 


Gene No. 


104683 






Strand 


+ 




Start 


744 






End 


1242 




Name 


OJ991113_32 


.0421 


.C5.ol.gs 


Method 


GENSCAN 




Start 


744 






End 


1242 






none 






Score 


.45 




Exons 


744. .1081, 


1176. 


.1242 








Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


.C6 


Gene No. 


104684 






Strand 


+ 




Start 


4105 






End 


4917 




Name 


OJ991113_32 


.0421 


.C6.o2.gs 


Method 


GENSCAN 




Start 


4105 






End 


4917 




GI 


none 






Score 


.59 




Exons 


4105. .4146, 


4414 


..4468, 4826 


. .4917 






Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


.C6 


Gene No.- 


104685 






Strand 


+ 




Start 


7693 






End 


9493 




Name 


OJ991113 32 


.0421 


. C6 . o3 . gs 


Method 


GENSCAN 




Start 


7693 






End 


9493 




GI 


none 






Score 


1 




Exons 


7693. .7744, 


7868 


..8418, 8522 


. .9493 






Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


.C6 


Gene No . 


104686 






Strand 






Start 


488 






End 


2122 




Name 


OJ991113 32 


.0421 


. C6 . ol . gs 


Method 


GENSCAN 




Start 


488 






End 


2122 




GI . 


none 






Score 


.49 




Exons 


488. .666, 1071.. 


1127, 2081.. 


2122 






Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


,C6 


Gene No. 


104687 






Strand 






Start 


7927 






End 


8910 




Name 


OJ991113 32 


.0421 


.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


7927 






End 


8910 




GI 


none 






. Score 


252 




Exons 


7927. .8394, 


7950 


..8321, 8041 


..8325, 8359. .8421, 8527. .8676 




8528. .8695, 


8779 


. .8910 








Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


.C6 


Gene No. 


104687 






Strand 






Start 


7927 






End 


8910 




Name 


OJ991113 32 


.0421 


.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7987 






End 


8264 




GI 


none 






Score 


194 




Exons 


7987. .8232, 


7998 


..8264 








Seq. No. 


49186 






Seq. ID 


OJ991113_32.0421 


.C6 


Gene No. 


104688 






. Strand 







50894 



Start 
Name 
Start 
GI 

Exons 



8971 End 

OJ991113_32 . 0421 . C6 . o2 . tm Method 

8971 End 

none Score 



9310 

TBLASTX : Maize 

9310 

103 



8971. .9096, 8972. .9103, 9011. .9109, 9110. .9298, 9116. .9310 



Seq. No. 49187 Seq. ID 

Gene No. 104689 Strand 

Start 1199 End 

Name OJ991113_32 . 0421 . C7 . ol . gs Method 

Start 1199 End 

GI none Score 

Exons 1199.. 1502, 2338.. 2397, 2866.. 3620 



OJ991113_32.0421.C7 
+ 

4967 
GENSCAN 
3620 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49187 

104689 

1199 

OJ991113_32 . 0421 . C7 . ol . np 

1233 

6539581 



Seq. ID OJ991113_32.0421.C7 

Strand + 

End 4967 

Method AAT/NAP 

End 4967 

Score 1186 



1233. .1720, 1757. .1845, 1950. .3480, 4942. .4967 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 49187 Seq. ID 

Gene No. 104690 Strand 

Start 4271 End 

Name OJ991113_32 . 0421 . C7 . o2 . tm Method 

Start 1944 End 

GI none Score 

Exons 1944.. 2162, 1946.. 2077 



OJ991113_32.0421.C7 
10394 

TBLASTX: Maize 

2162 

196 



Seq. No. 49187 Seq. ID 

Gene No. 104690 Strand 

Start 4271 End 

Name OJ991113_32 . 0421 . C7 . o2 . tw Method 

Start 2016 End 

GI none Score 

Exons 2016.. 2333, 2147.. 2332 



OJ991113_32.0421.C7 
10394 

TBLASTX: Wheat 

2333 

201 



Seq. No. 49187 

Gene No. 104690 

Start 4271 

Name OJ991113_32 . 0421 . C7 . ol . tc 

Start 2160 

GI none 

Exons 2160.. 2483, 2168.. 2473 



Seq. ID OJ991113_32.0421.C7 
Strand 

End 10394 

Method TBLASTX : Cress 

End 2483 

Score 224 



Seq. No. 49187 Seq. ID 

Gene No. 104690 Strand 

Start 4271 End 

Name OJ991113_32 . 0421 . C7 . ol . tm Method 

Start 2166 End 

GI none Score 

Exons 2166.. 2549, 2267.. 2542 



OJ991113_32.0421.C7 
10394 

TBLASTX: Maize 

2549 

332 



Seq. No. 



49187 



Seq. ID OJ991113_32.0421.C7 



50895 





Gene No. 


104 f>yu 




Strand 






Start 


4271 




End 


10394 




Name 


OJ991113 32.0421.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2225 




End 


2810 




GI 


none 




Score 


299 




Exons 


2225.. 2515, 2226.. 2588, 


2613. 


.2810 






Seq. No. 


49187 




Seq. ID 


OJ991113_32.0421.C7 




Gene No . 


1U4 byu 




btrana 






Start 


4271 




End 


10394 




Name 


OJ991113 32.0421.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2399 




End 


2813 




GI 


none 




Score 


170 




Exons 


2399. .2560, 2400. .2585, 


2613. 


.2813 






Seq. No. 


49187 




Seq. ID 


OJ991113_32.0421.C7 




Gene No. 


104690 




Strand 






o tar l 


4271 




TTr-i H 

tjna 


± U J ¥ ft 




Name 


OJ991113 32.0421.C7.o2. 


np 


Method 


AAT/NAP 




Start 


4271 




End 


10394 




GI 


5852180 




Score 


326 




Exons 


4271. .4645, 5694. .5781, 


10345 


. .10394 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


49187 




Seq. ID 


OJ991113_32.0421.C7 


2 


Gene No. 


104690 




Strand 


- 


fj 


Start 


4271 




End 


10394 


y 


Name 


OJ991113 32.0421.C7.ol. 


gp 


Method 


AAT/ GAP 


~j 


Start 


6043 




End 


6268 




GI 


uC-osroM202024h08al 




Score 


325 




Exons 


6043. .6268 








3 


GI Descrip. 


•5852170/emb|AL117265.1|OST17804 5 . Oe- 


84 Oryza sativa 


Li 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 1 


3 


Seq. No. 


49188 




Seq. ID 


OJ991113_32.0421.C8 




Gene No . 


104691 




Strand 






Start 


192 




End 


311 




Name 


OJ991113 32.0421.C8.ol. 


gs 


Method 


GENSCAN 


~r 


Start 


192 




End 


311 


i 


GI 


none 




Score 


.7 




Exons 


192. .311 










Seq. No. 


49188 




Seq. ID 


OJ991113_32.0421.C8 




Gene No. 


104692 




Strand . 






Start 


1378 




End 


4608 




Name 


OJ991113 32.0421.C8.o2. 


gs 


Method 


GENSCAN 




Start 


1378 




End 


4493 




GI 


none 




Score 


.65 




Exons 


1378.. 1512, 1599. .1694, 


1830. 


.2002, 2975.. 3329, 3465.. 3599 






3681. .3824, 3919. .4493 










Seq. No. 


49188 




Seq. ID 


OJ991113_32.0421.C8 




Gene No. 


104692 




Strand 






Start 


1378 




End 


4608 




Name 


OJ991113 32.0421.C8.ol. 


np 


Method 


AAT/NAP 




Start 


3683 




End 


4608 




GI 


6539580 




Score 


384 



50896 



Exons 


3683.-3824, 3919. .4608 " 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49189 


Seq. ID 


OJ991113_ 


32.0421 


.C9 


Gene No. 


104693 


Strand 


+ 






Start 


1914 


End 


4564 






Name 


OJ991113_32 . 0421 . C9.ol . gs 


Method 


GEN SCAN 






Start 


1914 


End 


4564 






GI 


none 


Score 


.57 






Exons 


1914. .1942, 3437. .3484, 4156. 


.4234, 4318. .4443, 


4445. .4564 


Seq. No. 


49189 


Seq. ID 


OJ991113_ 


_32.0421 


.C9 


Gene No. 


104694 


Strand 


+ 






Start 


6243 


End 


12042 






Name 


OJ991113_32 .0421 .C9. ol ,np 


Method 


AAT/NAP 






Start 


6243 


End 


10187 






GI 


5902444 


Score 


4446 






Exons 


6243. .8885, 10135. .10187 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


49189 


Seq. ID 


OJ991113_ 


_32.0421 


.C9 


Gene No. 


104694 


Strand 


+ 






Start 


6243 


End 


12042 






Name 


OJ991113 32 . 0421 ,C9. o3 .gs 


Method 


GENSCAN 






Start 


6243 


End 


8972 






GI 


none 


Score 


1 






Exons 


6243 . .8972 










Seq. No. 


49189 


Seq. ID 


OJ991113_ 


32.0421 


pq 


Gene No. 


104694 


Strand 


+ 






Start 


6243 


End 


12042 






Name 


OJ991113 32.0421.C9.o2.np 


Method 


AAT/NAP 






Start 


9916 


End 


12042 






GI 


7339719 


Score 


150 






Exons 


9916. .9971, 11837. .12042 










GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49189 


Seq. ID 


OJ991113_ 


_32.0421 


.C9 


Gene No. 


104695 


Strand 


+ 






Start 


17574 


End 


18336 






Name 


OJ991113 32.0421.C9.o3.np 


Method 


AAT/NAP 






Start 


17574 


End 


18336 






GI 


121627 


Score 


187 






Exons 


17574. .18336 










GI Descrip. 


GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN T PRECURSOR 





gi| 82244 |pir| IA26099 glycine-rich cell wall structural protein 
garden petunia gi | 20553 | emb | CAA27866 | (X04335) precursor 
polypeptide (aa -27 to 357) [Petunia x hybrida] 
gi I 225181 Iprf | 1 1210313A Gly rich structural protein [Petunia 
sp. ] 



Seq. No. 49189 Seq. ID 

Gene No. 104696 Strand 

Start . 4818 End 

Name OJ991113_32 . 0421 . C9 . o2 . gs Method 

Start 4818 End 

GI none Score 



OJ991113_32.0421.C9 

5663 
GENSCAN 
5663 
.75 



50897 



Exons 



4818. .5663 





A Q1 Q Q 








Seq. ID 


OJ991113_32.0421 


.C9 


Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4851 








End 


5759 




GI 


none 








Score 


62 




Exons 


4851. .'4961, 


4858 


. .4962, 


5049. 


.5267, 5080.. 5247, 5271.. 5426 




5637. .5759 














Seq. No. 


49189 














Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


,C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5049 








End 


5426 




GI 


none 








Score 


130 




Exons 


5049. .5267, 


5053 


. .5247, 


5271. 


.5426 






Seq. No. 


49189 








c>eq. ijj 






Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5058 








End 


5426 




GI 


none 








Score 


104 




Exons . 


5058. .5267, 


5080 


. .5247, 


5271. 


.5426 






Seq. No. 


49189 








Seq. ID 


OJ991113_32.0421 


.C9 


Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5079 








End 


5264 




GI 


none 








Score 


139 




Exons 


5079. .5264, 


5080 


. .5250 










OCq . INO . 


ft y 1 o y 








Seq. ID 


OJ991113_32.0421 


.C9 


Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5299 








End 


5712 




GI 


none 








Score 


151 




Exons 


5299. .5442, 


5301 


. .5423, 


5482. 


.5592, 5484. .5609, 5649. .5711 




5650. .5712 














Seq. No. 


49189 








Seq. ID 


OJ991113_32.0421 


-C9 


Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7544 








End 


7946 




GI 


none 








Score 


285 




Exons 


7544. .7813, 


7545 


. .7946 










Seq. No. 


49189 








Seq. ID 


OJ991113_32.0421 


.C9 


Gene No. 


104697 








Strand 






Start 


9177 








End 


16882 




Name 


OJ991113 32 


.0421 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8574 








End 


8885 





50898 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
8574..888S, 8574. .8732, 8621. .8884 



311 



49189 
104697 
9177 

OJ991113_32.0421.C9.o5.tw 
9070 
none 

9070.. 9312, 9083.. 9313 

49189 
104697 
9177 

OJ991113_32.0421.C9.o4 .gs 
9177 
none 

917.7.. 9205, 9312.. 9480, 10327 .. 104 4 0, 12264 .. 12434 , 
12624. .12762, 12870 .. 12964 , 14535 .. 14 642 , 14 938 .. 14 964 , 
16279. .16560, 16880. .16882 



Seq. ID OJ991113_32.0421.C9 
Strand 

End 16882 

Method TBLASTX : Wheat 

End 9313 

Score 95 



Seq. ID OJ991113_32.0421.C9 
Strand 

End 16882 

Method GENSCAN 

End 16882 

Score .83 



Seq. No. 49190 

Gene No. 104698 

Start 53 

Name OJ991113_32 . 0421 . C10 . ol . gs 

Start 53 

GI none 
Exons 



Seq. ID OJ991113_32. 0421. C10 

Strand + 

End 5211 

Method GENSCAN 

End 5211 

Score .54 



53. .314, 381. .1166, 1902. .2453, 2782. .3033, 3228. .3346, 
5083. .5211 



\2 Seq. No. 

f[| Gene No. 

[~ Start 

Name 

H Start 

N .GI 

M Exons 

?=* Seq. No. 
IZ Gene No. 
iJ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



49190 

104699 

6121 

OJ991113_32. 0421. C10. o4.tm 

392 

none 

392. .424, 457. .714, 500. .712 

49190 

104699 

6121 

OJ991113_32. 0421. C10. o4.tw 

1867 

none 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX: Maize 

End 714 

Score 56 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Wheat 

End 2226 

Score 108 



1867. .1998, 1871. .2017, 1997. .2221, 2012. .2200, 2140. .2226 



49190 

104699 

6121 

OJ991113_32. 0421. C10. o3.tm 

2222 

none 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Mai ze 

End 2993 

Score 52 



2222. .2287, 2279. .2473, 2293. .2472, 2463.-2774, 2588. .2704, 
2748..2939, 2759.-2824, 2811. .2939, 2895.-2993, 2933.-2992 



49190 
104699 



Seq. ID OJ991113_32. 0421. C10 
Strand 



50899 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6121 

OJ991113_32, 
2463 . 
none 

2463. .2855, 

49190 

104699 

6121 

OJ991113_32. 

3132 

none 

3132. .3224, 
3618. .3785, 

49190 

104699 

6121 

0J9911'13_32. 

3223 

none 

3223. .3459, 

49190 
104699 ■ 
6121 

OJ991113_32. 

3702 

none 

3702. .3758, 

49190 

104699 

6121 

OJ991113_32. 

3853 

none 

3853. .4227, 

49190 

104699 

6121 

OJ991113_32. 

4302 

none 

4302. .4490, 

49190 

104699 

6121 

OJ991113_32. 

4498 

none 

4498. .4866, 

49190 
104699 



0421. C10. o2.tw 



2504.. 2803, 2583. 



0421. C10. ol.tm 



3236.. 3490, 3236. 
3732.. 4013, 3745. 



0421. C10. o5.tw 



3233.. 3463, 3239. 



0421. C10. ol.ts 



3819.. 3860, 3829. 



0421. C10. o3.tw 



4306. .4404 



0421. C10. o2.tm 



End 

Method 
End 
Score 
.2855 



6235 

TBLASTX: Wheat 

2855 

319 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Mai ze 

End 4071 

Score 65 

.3475, 3383. .3757, 3480. .3785, 
.4071 

Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Wheat 

End 3521 

Score 241 
.3466, 3468. .3521 

Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Soybean 

End 4230 

Score 57 

.4056, 3912.. 4028, 4045.. 4230 

Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Wheat 

End 4404 

Score 244 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Mai ze 

End 4773 

Score 309 



4303. .4674, 4304. .4519, 4687. .4773, 4692. .4769 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method TBLASTX : Wheat 

End 4 8 66 

Score 343 



0421. C10. ol.tw 



4635. .4865 



Seq. ID OJ991113_32. 0421. C10 
Strand 



50900 



Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6121 

OJ991113_32. 0421. CIO. o5.tm 

4945 

none 

4945.. 5142, 5137.. 5235 

49190 

104699 

6121 

OJ991113_32. 0421. CIO. o2.gs 

6121 

none 

6121. .6235 

49191 

104700 

714 

OJ991203_19.0421.Cl.ol.gs 

714 

none 

714. .815, 964. .1220 



End 

Method 

End 

Score 



6235 

TBLASTX: Maize 

5235 

173 



Seq. ID OJ991113_32. 0421. C10 
Strand 

End 6235 

Method GENS CAN 

End 6235 

Score . 6 



Seq. ID OJ991203_19.0421.C1 
Strand 

End 1225 

Method GENSCAN 

End 1220 

Score .79 



49191 
104700 
714 

OJ991203_19.0421.Cl.ol.np 
964 

3928787 
964. .1225 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



Seq. ID OJ991203_19.0421.C1 
Strand 

1225 
AAT/NAP 
1225 
201 



End 

Method 

End 

Score 



49192 

104701 

1 

OJ991203_19.0421.C2.ol.np 
1 

3928787 



Seq. ID OJ991203_19.0421.C2 
Strand 

End 13050 

Method AAT/NAP 

End 8283 

Score 1531 



1.-37, 515. .704, 4844. .5056, 5332. .5446, 6159. .6241, 7253. .7462, 
8076. .8283 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



49192 

104701 

1 

OJ991203_19.0421.C2.ol.gs 

487 

none 



Seq. ID OJ991203_19.0421.C2 
Strand 

End 13050 

Method GENSCAN 

End 13050 

Score .72 



487. .704, 1545. .1650, 3504. .3621, 4907. .5009, 5332. .5446, 
6159. .6241, 7253.-7462, 8076. .8258, 11170 .. 11367 , 12993. .13050 



49193 

104702 

1868 

OJ991203_19.0421.C3.ol.gs 

1868 

none 



Seq. ID OJ991203_19.0421.C3 

Strand + 

End 5968 

Method GENSCAN 

End 5968 

Score .51 



1868.. 1956, 2070.. 2201, 3238.. 3303, 5902.. 5968 



50901 



Seq. No. 49193 Seq. ID 

Gene No. 104703 Strand 

Start 6548 End 15055 

Name OJ991203_19 . 0421 . C3 . o2 . gs Method GENSCAN 

Start 6548 End 13851 

GI none Score .86 

Exons 6548.. 6605, 6958.. 7155, 7814.. 7996, 8563.-8772, 

10748. .10862, 114 10 .. 11664 , 12652 .. 12828 , 13604 



OJ991203_19.0421.C3 
+ 



9813. .9895, 
.13851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49193 Seq. ID 

104703 Strand 

6548 End 15055 

OJ991203_19 . 0421 . C3 . ol . np Method AAT/NAP 

7130 End 15055 

3928787 Score 2052 
7130. .7154, 7814. .7996, 8563.-8772, 9813. .9895, 

11410. .11622, 12652. .12828, 13604 .. 13851 , 15015 



OJ991203_19.0421.C3 
+ 



10748. . 
.15055 



10862, 



GI Descrip. (AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



Seq. No. 
Gene No. 
Start 
Name 
*t Start 

;i gi 

Exons 

TLJ 

£3 Seq. No. 
1,'s Gene No. 
^ Start 
lf„ Name 
fU Start 
3 GI 
[3 Exons 

GI Descrip. 

p " Seq. No. 
W Gene No. 
U Start 
f j Name 

Start 

.GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49194 
104704 
216 

OJ991203_19.0421.C4 .ol.gs 
216 
none 

216. .485, 583. .664, 2091. .2204 



Seq. ID OJ991203_19.0421.C4 

Strand + 

End 2218 

Method GENSCAN 

End 2204 

Score .61 



49194 Seq. ID 

104704 Strand 

216 End 

OJ991203JL9 . 0421 . C4 . ol . np Method 

216 End 

3928787 Score 
216. .357, 2091. .2218 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



OJ991203_19.0421.C4 
+ 

2218 
AAT/NAP 
2218 
339 



49195 Seq. ID 

104705 Strand 

772 End 

OJ991203_19.0421.C5.ol.np Method 

772 End 

3928787 Score 



OJ991203_19.0421.C5 
+ 

3903 
AAT/NAP 
3903 
594 



772. .988, 2756.-2877, 3409. .3528, 3881. .3903 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



49195 

104705 

772 

OJ991203_19. 0421. C5. ol.gs 

776 

none 

776. .988, 2756. .2877 

49196 

104706 

1647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991203_19.0421.C5 
+ 

3903 
GENSCAN 
2877 
.61 



OJ991203_19.0421.C6 
+ 

1753 



50902 



Name OJ991203_19. 0421 .C6.0I .np Method AAT/NAP 

Start 1647 End 1753 

GI 3928787 Score 89 

Exons 1647.. 1753 

GI Descrip. (AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



Seq. No. 


49196 




Seq. ID 


OJ991203_19.0421. 


Gene No. 


104707 




Strand 


- 


Start 


776 




End 


928 


Name 


OJ991203 19. 0421. C6 


.ol . gs 


Method 


GENS CAN 


Start 


776 




End 


928 


GI 


none 




Score 


.54 


Exons 


776. .928 








Seq. No. 


49197 




Seq. ID 


OJ991203_19.0421. 


Gene No. 


104708 




Strand 


+ 


Start 


1 




End 


1655 


Name 


OJ991203 19. 0421. C7 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1652 


GI 


3928787 




Score 


394 


Exons 


1..30, 1267. .1652 








GI Descrip. 


(AF059284) factor B 


SpBf 


[Strongylocentrotus purpuratus] 



a? 



Seq. No. 49197 

Gene No. 104708 

Start 1 

Name OJ991203_19 . 0421 . C7 . ol . gs 

Start 720 

GI none 

Exons 720.. 729, 1276.. 1655 

Seq. No. 49198 

Gene No. 104709 

Start 154 

Name OJ991203_19. 0421 .C8 . ol . gs 

Start 154 

GI none 
Exons 



Seq. ID OJ991203_19.0421.C7 

Strand + 

End 1655 

Method GENSCAN 

End 1655 

Score .93 



Seq. ID OJ991203_19.0421.C8 



Strand 
End 

Method 

End 

Score 



+ 

4800 
GENSCAN 
4800 
.66 



154. .234, 1512. .1551, 2042. .2231, 3388. .3537, 4662. .4800 



Seq. No. 49198 

Gene No. 104710 

Start 7055 

Name OJ991203_19 . 0421 .C8 . o2 . gs 

Start 7055 

GI none 
Exons 



Seq. ID' OJ991203_19.0421.C8 
Strand + 
End 13703 
Method GENSCAN 
End 13703 
Score .71 

7055. .7204, 7915. .7949, 8110. .8312, 8699. .8777, 10578 .. 10624 , 
10970. .11007, 11355. .11607, 124 99 .. 12890, 13605.. 13703 



Seq. No. 49199 Seq. ID 

Gene No. 104711 Strand 

Start 4595 End 

Name OJ991203_19 . 0421 . C9 . o2 . np Method 

Start 4 595 End 

GI 6912402 Score 

Exons 4595. .4627, 8911. .9128, 10263 .. 10429, 
GI Descrip. 



OJ991203_19.0421.C9 
+ 

11616 
AAT/NAP 
11616 
246 

11312. .11616 



general transcription factor IIIC, polypeptide 5 (63kD) 
gi|5281316|gb|AAD41476.1|AF133124_l (AF133124) transcription 



50903 




factor IIIC63 [Homo sapiens] 



Seq. No. 


49199 


Seq. ID 


OJ991203_19.0421.C9 


Gene No. 


104711 


Strand 


+ 


Start 


4595 


End 


11616 


Name 


OJ991203 19.0421.C9.o3.gs 


Method 


GENSCAN 


Start 


8812 


End 


11561 


GI 


none 


Score 


.95 


Exons 


8812. .8838, 8911. .9118, 9934 


..10079, 11321.. 11561 


Seq. No. 


49199 


Seq. ID 


OJ991203_19.0421.C9 


Gene No. 


104712 


Strand 




Start 


1358 


End 


3161 


Name 


OJ991203 19.0421.C9.ol.gs 




vjj i_i ln v^nn 


Start 


1358 


End 


3161 


GI 


none 






Exons 


1358.. 1506, 2552.. 3161 






Seq. No. 


49199 


Seq. ID 


OJ991203_19.0421.C9 


Gene No. 


104713 


Strand 




Start 


3593 


End 




Name 


OJ991203 19.0421.C9.o2.gs 


Method 


\J Hi LN O ^iiLN 


Start 


3593 


End 


U *4 / 


GI 


none 


Score 




Exons 


3593.. 3771, 6600.. 8247 








49199 


Seq. ID 


OJ991203_19.0421.C9 


Gene No. 


104713 


Strand 




Start 


3593 


End 


1U JO u 


Name 


OJ991203 19.0421.C9.ol.np 


Method 


AAT /NAP 


Start 


6469 


End 


X \J -J o u 


GI 


4378025 


Score 


1043 


Exons 


6469.. 8336, 10424.. 10586 






GI Descrip. 


(AF086712) reverse transcriptase-like 




Seq. No. 


49200 


Seq. ID 


OJ991203 19 0421 Cll 


Gene No. 


104714 


Strand 


+ ~ 


Start 


827 


End 


1940 


Name 


OJ991203 19.0421. Cll.ol.gs 


Method 


\3 Cj IN O V^ttlN 


Start 


827 


End 


± -7 4 U 


GI 


none 


Score 




Exons 


827. .850, 1596. .1799, 1832.. 


1940 




Seq. No. 


49201 


Seq. ID 


OJ991203_19.0421.C14 




104715 


Strand 


+ 


Start 


403 


End 


724 


Name 


OJ991203 19.0421.C14.ol.gp 


Method 


AAT /GAP 


Start 


403 


End 


724 


GI 


8464 1.R1084 


Score 


598 


Exons 


403. .724 






GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


50 Oryza sativa 




indica (GLA4 ). genomic DNA, chromosome 4 


, BAC clone:tl7804 1 


Seq. No. 


49201 


Seq. ID 


OJ991203_19.0421.C14 


Gene No. 


104716 


Strand 




Start 


407 


End 


638 


Name 


OJ991203 19.0421.C14.ol.ts 


Method 


TBLASTX : Soybean 



50904 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



405 
none 

405. .593, 407. .592, 573. 



End 
Score 



638 
167 



,638 



49201 
104716 
407 

OJ991203_19.0421.C14.ol.gs 
407 
none 

407. .529 

49202 
104717 
1627 

OJ991203_19.0421.C19.ol.gs 
1627 
none 

1627. .1688, 2128. .2137 

49203 
104718 
7557 

OJ991203_19. 0421.C20.ol.np 
7557 
1703451 
7557. .7908, 9156. .9193 

SPERM ACROSOMAL PROTEIN FSA-ACR.l PRECURSOR gi | 452582 (U06077) 

fox sperm acrosomal protein FSA-Acr.l [Vulpes vulpes] 

gi 1 1096489 | prf | I2111415A sperm protein FSA-Acr.l [Vulpes vulpes] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991203_19.0421.C14 
638 

GEN SCAN 

529 

.72 



OJ991203_19.0421.C19 

2137 
GENSCAN 
2137 
.78 



OJ991203_ 
+ 

9193 
AAT/NAP 
9193 
98 



19.0421.C20 



Seq. No. 


49204 








Seq. ID 


OJ991203_ 


19 


.0421 


• C21 


Gene No. 


104719 








Strand 


+ 








Start 


1472 








End 


1810 








Name 


OJ991203 19. 


0421. 


C21.ol 


.gs 


Method 


GENSCAN 








Start 


1472 








End 


1810 








GI 


none 








Score 


.5 








Exons 


1472. .1556, 


1800. 


.1810 














Seq. No. 


49204 








Seq. ID 


OJ991203_ 


19 


.0421 


.C21 


Gene No. 


104720 








Strand 


+ 








Start 


2690 








End 


3580 








Name 


OJ991203 19. 


0421. 


C21.o2 


.gs 


Method 


GENSCAN 








Start 


2690 








End 


3580 








GI 


none 








Score 


.71 








Exons 


2690. .3580 


















Seq. No. 


49204 








Seq. ID 


OJ991203_ 


19 


.0421 


.C21 


Gene No. 


104721 








Strand 


+ 








Start 


4213 








End 


6176 








Name 


OJ991203 19. 


0421. 


C21.o3 


. gs 


Method 


GENSCAN 








Start 


4213 








End 


6176 








GI 


none 








Score 


.53 








Exons 


4213. .4275, 


5512. 


.5667, 


6114. 


. 6176 










Seq. No. 


49204 








Seq. ID 


OJ991203_ 


19 


.0421 


.C21 


Gene No. 


104722 








Strand 


+ 









50905 




Start 


7932 




End 


8264 




Name 


OJ991203 19.0421.C21.o4 


. gs 


Method 


GEN SCAN 




Start 


7932 




End 


8264 




GI 


none 




Score 


.45 




Exons 


7932. .8264 










Seq. No. 


49204 




Seq. ID 


OJ991203_19. 


0421. C21 


Gene No. 


104723 




Strand 


- 




Start 


1040 




End 


1120 




Name 


OJ991203_19. 0.421. C21.ol 


• gp 


Method 


AAT/GAP 




Start 


1040 




End 


1120 




GI 


LIB3477-003-P1-K1-E9 




Score 


118 




Exons 


1040. .1120 










GI Descrip. 


'2498586/sp|Q40638 IMPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY SI)" 


>gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


49204 




Seq. ID 


OJ991203_19. 


0421. C21 


Gene No. 


104724 




Strand 






Start 


9843 




End 


20481 




Name 


OJ991203 19.0421.C21.o5 


.gs 


Method 


GENSCAN 




Start 


9843 




End 


20481 




GI 


none 




Score 


.44 




Exons 


9843.-9965, 10251 .. 10552, 12392. .12466 


, 13609. .13716, 




14853. .15052, 18227 .. 184 67 , 


19062. .20481 




Seq. No. 


49204 




Seq. ID 


OJ991203_19. 


0421. C21 


Gene No . 


104725 




Strand 






Start 


21363 




End 


22232 




Name 


OJ991203 19.0421.C21.o6 


.gs 


Method 


GENSCAN 




Start 


21363 




End 


22232 




GI 


none 




Score 


.43 




Exons 


21363. .22232 










Seq. No. 


49204 




Seq. ID 


OJ991203_19. 


0421. C21 


Gene No. 


104726 




Strand 






Start 


22533 




End 


22765 




Name 


OJ991203 19.0421.C21.o4 


.np 


Method 


AAT/NAP 




Start 


22533 




End 


22765 




GI 


7296176 




Score 


111 





Exons 


22533. .22765 








GI Descrip. 


(AE003588) CG2839 gene product [Drosophila melanogaster] 




Seq. No. 


49205 


Seq. ID 


OJ991203_19.0421. 


C22 


Gene No. 


104727 


Strand 






Start 


338 


End 


422 




Name 


OJ991203 19.0421.C22.ol.gs 


Method 


GENSCAN 




Start 


338 


End 


422 




GI 


none 


Score 


.81 




Exons 


338. .422 








Seq. No. 


49206 


Seq. ID 


OJ991203_19.0421. 


C23 


Gene No. 


104728 


Strand 






Start 


1101 


End 


1475 




Name 


OJ991203 19.0421.C23.ol.gs 


Method 


GENSCAN 




Start 


1101 


End 


1475 




GI 


none 


Score 


.91 





50906 



Exons 



1101. .1475 



Seq. No. 49207 

Gene No. 104729 

Start 2358 

Name OJ991203_03 . 0421 .CI .o2 . gs 

Start 2358 

GI none 

Exons 2358.-2369, 3001.. 3131, 3374. 

4793. .4853, 6146. .6487, 6651. 



Seq. ID OJ991203_03.0421.C1 

Strand + 

End 8500 

Method GENSCAN 

End 8188 

Score .76 

.3437, 3600. .3673, 4203. .4432, 
.7032, 7815. .7913, 8015. .8188 



Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03. 


0421 


.CI 


Gene No. 


104729 


Strand 


+ 








Start 


2358 


End 


8500 








Name 


OJ991203 03.0421.Cl.o2.np 


Method 


AAT/NAP 








Start 


6207 


End 


6352 








GI 


6979338 


Score 


114 








Exons 


6207. .6352 












GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 








Seq. No . 


49207 


Seq. ID 


OJ991203_ 


03. 


0421 


.CI 


Gene No . 


104729 


Strand 


+ 








Start 


2358 


End 


8500 








Name 


OJ991203 03.0421.Cl.ol.gp 


Method 


AAT/GAP 








Start 


8037 


End 


8500 








GI 


2428843 


Score 


839 








Exons 


8037 . .8500 












Seq. No. 


49207 


Seq. ID 


OJ991203 


03. 


0421 


.CI 


Gene No. 


104730 


Strand 


+ 








Start 


11099 


End 


14773 








Name 


OJyyizUJ Oo . 04^1 . CI . o4 . gs 


Method 


GENSCAN 








Start 


11099 


End 


13847 








GI 


none 


Score 


.53 








Exons 


11099. .11217, 11445. .11495, 


11645. .12566, 13408. 


.13563, 






13674. .13847 












Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03. 


0421 


.CI 


Gene No. 


104730 


Strand 


+ 








Start 


11099 


End 


14773 








Name 


OJ991203 03-0421. CI. o2.gp 


Method 


AAT/GAP 








Start 


11200 


End 


12026 








GI 


uC-osflM202096h01bl 


Score 


853 








Exons 


11200. .11273, 11445. .11495, 


11645. .12026 








GI Descrip. 


' 4176420/dbj |BAA37167| 2.0e 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03. 


0421 


.CI 


Gene No. 


104730 


Strand 


+ 








Start 


11099 


End 


14773 








Name 


OJ991203 03.0421.Cl.o5.np 


Method 


AAT/NAP 








Start 


11700 


End 


14773 








GI 


6979329 


Score 


95 








Exons 


11700. .11905, 14752. .14773 












GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 








Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03. 


0421 


.CI 



50907 



Gene No. 104731 

Start 15994 

Name OJ991203JD3 . 0421 . CI . 06 . gs 

Start 15994 

GI none 

Exons 15994. .16154, 16327 .. 16377 , 
18455. .18628 



Strand 
End 

Method 

End 

Score 



+ 

18628 
GENSCAN 
18628 
.88 



16547. .17468, 18190 18345, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

ij GI 
t "a Exons 

If GI Descrip. 

fU Seq. No. 

C3 Gene No. 

[j Start 

* = Name 

'H Start 

^ GI 

= Exons 

£3 GI Descrip. 



49207 

104732 

30317 

OJ991203_03.0421.Cl.o6.np 

30317 

6056391 

30317. .30352, 31374 .. 32065, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32146. .35388, 35847.. 36065 
(AC009324) Similar to retrotransposon proteins [Arabidopsis 
thaliana] 

Seq. ID OJ991203_03.0421.C1 



OJ991203_03.0421.C1 
+ 

36065 
AAT/NAP 
36065 
1909 



49207 
104732 
30317 

OJ991203_03.0421.Cl.o8.np 
35857 
6979329 
35857.. 36061 

(AF172282) unknown protein [Oryza sativa] 



Strand 
End 

Method 

End- 

Score 



+ 

36065 
AAT/NAP 
36061 
112 



49207 Seq. ID 

104733 Strand 

41584 End 

OJ991203_03.0421.Cl.o4 .gp Method 

41584 End 

71195_2.R1084 Score 
41584. .41947 

'4521194/dbj | AB013613 . 1 1 AB013613 3.0e-14 Oryza sativa DNA, 
centromere sequence RCB11' 



OJ991203_03.0421.C1 
+ 

41947 
AAT/GAP 
41947 
656 



Seq. No. 
*J Gene No. 
□ Start 
[g Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49207 Seq. ID 

104734 Strand 

4 6766 End 

OJ991203_03 . 0421 . CI . o5 . gp Method 

4 6766 End 

none Score 

46766..46944, 47118. .47371 



OJ991203_03.0421.C1 
+ 

47943 
AAT/GAP 
47371 
737 



49207 Seq. ID OJ991203 

104734 Strand + 

46766 ■ End 47943 
OJ991203_03 . 0421 . CI . o9 . np Method AAT/NAP 

47185 End 47943 

6979338 Score 170 

47185. .47335, 47369 .. 47808 , 47836. .47943 
(AF172282) hypothetical protein [Oryza sativa] 



03. 0421. CI 



49207 

104735 

49316 



Seq. ID OJ991203_03.0421.C1 
Strand + 
End 49776 



50908 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991203_03.0421.Cl.ol0.np Method AAT/NAP 
49316 End 49776 

6979329 Score 83 

49316. .49477, 49571. .49776 

(AF172282) unknown protein [Oryza sativa] 



49207 Seq. ID 

104736 Strand 

53960 End 

OJ991203_03.0421.Cl.o7.gp Method 

53652 End 

none Score 
53652. .53959 



OJ991203_03.0421.C1 

+ . 

61137 
AAT/GAP 
53959 
584 



Seq. No. 49207 Seq. ID 

Gene No. 104736 Strand 

Start 53960 End 

Name OJ991203_03 . 0421 . CI . oil . gs Method 

Start 53960 End 

GI none Score 

Exons 53960. .54174, 54 917 55151, 55315 

57230. .57407, 58067 .. 58655 ■ 



OJ991203_03.0421.C1 
+ 

61137 
GENS CAN 
58655 
.7 

.55389, 57017. .57107, 



Seq. No. 49207 Seq. ID 

Gene No. . 104736 Strand 

Start 53960 End 

Name OJ991203_03 . 0421 . CI . 08 . gp Method 

Start 58266 End 

GI 8464_1.R1084 Score 

Exons 58266. .58634, 59644 .. 59756, 
GI Descrip. 



OJ991203_03.0421, 
+ 

61137 
AAT/GAP 
61137 
1203 



CI 



60881. .60971, 61056.. 61137 
, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



s Seq. No. 

fi Gene No. 

lj Start 

. ^ Name 

^ Start 

Q GI 

[3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991203 03. 0421. CI 



49207 

104737 Strand + 

61379 End 64119 

OJ991203_03.0421.Cl.ol2.gs Method GENS CAN 

61379 End 64119 

none Score .57 

61379. .61521, 62336 62513, 63979.. 64119 



49207 

104738 

79141 

OJ991203_03.0421.Cl.ol6.gs 

79141 

none 



Seq. ID OJ991203 03. 0421. CI 



Strand 
End 

Method 

End 

Score 



+ 

82003 
GENSCAN 
82003 
.9 



79141. .79290, 79554 .. 804 98, 81520 .. 81675 , 81776. .82003 



Seq. ID OJ991203_03.0421.C1 



49207 
104738 . 
79141 

OJ991203_03.0421.Cl.ol5.np 
79656 
6979338 

79656. .79806, 79840 .. 80384 , 81735.. 81774 
(AF172282) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

82003 
AAT/NAP 
81774 
193 



50909 





Seq. No. 


49207 


Seq. ID 


OJ991203_ 


A A A it A 1 

03.0421 


.CI 




Gene No. 


104739 


Strand 


+ 








Start 


83539 


End 


94079 








Name 


OJ991203_03.0421.Cl.ol7.gs 


Method 


GENSCAN 








Start 


83539 


End 


93168 








GI 


none 


Score 


.44 








Exons 


83539 .. 83587, 837 64.-84 692, 


85423. .85578, 85675. 


. 85782, 








88911 89375, 89450.-89560/ 


89719. .89863, 91025. 


. 91986, 








92714.-92869, 92971.. 93168 












Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03.0421 


. CI 




Gene No. 


104739 


Strand 


+ 








Start 


83539 


End 


94079 








Name 


OJ991203_03 . 0421 . CI . o20 . np 


Method 


AAT/NAP 








Start 


91099 


End 


94079 








GI 


6979329 


Score 


102 








Exons 


A 1 A A A A 1 ""i A A r\ < A i n a i ah n 

91099 .. 91300, 94018. .94079 












GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 








Seq. No. 


49207 


Seq. ID 


OJ991203_ 


A "3 A A A "1 

03.0421 


. CI 




Gene No. 


104739 


Strand 


+ 








Start 


.83539 


End 


94079 








Name 


OJ991203 03.0421.Cl.ol9.np 


Method 


AAT/NAP 






j 


Start 


91144 


End 


91893 








GI 


6979338 


Score 


215 






I 2 


Exons 


91144- .91295, 91358. .91893 










LI 


GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 








Seq. No. 


49207 


Seq. ID 


OJ991203_ 


a a a * ^ 1 

03 .0421 


.CI 


y 


Gene No. 


104740 


Strand 


+ 






_H 


Start 


94877 


End 


99265 






: 3 


Name 


OJ991203 03.0421.Cl.ol8.gs 


Method 


GENSCAN 








Start 


94877 


End 


98433 








GI 


none 


Score 


.88 








Exons 


94877. .95219, 95964 95999, 


96116. .97062, 97900. 


. 98055, 








98152. .98433 












Seq. No. 


49207 


Seq. ID 


OJ991203_ 


03 . 0421 


.CI 




(aene jno . 


104740 


. Strand 


+ 








Start 


94877 


End 


99265 








Name 


OJ991203 03.0421.Cl.o23.np 


Method 


AAT/NAP 








Start 


96181 


End 


99265 








GI 


6979329 


Score 


103 








Exons 


96181. .96375, 96421 .. 96562 , 


98324. .98456, 99205. 


. 99265 






GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 







Seq. No. 49207 Seq. ID 

Gene No. 104741 Strand 

Start 647 End 

Name OJ991203_03 . 0421 . CI . ol . np Method 

Start 643 End 

GI 628057 Score 

Exons 643.. 1405 

GI Descrip. hemagglutinin - Maackia amurensis 



OJ991203_03.0421.C1 

1591 
AAT/NAP 
1405 
262 



Seq. No. 



49207 



Seq. ID OJ991203_03.0421.C1 



50910 



Gene No. 104741 Strand 

Start 647 End 1591 

Name OJ991203_03 . 0421 .CI . ol . gs. Method GENSCAN 

Start 647 End 1591 

GI none Score .91 

Exons 647.. 1591 



Seq. No. 49207 Seq. ID 

Gene No. 104742 Strand 

Start 9756 End 

Name OJ991203_03 . 0421 . CI . o3 . gs Method 

Start 9756 End 

GI none Score 

Exons 9756.. 10144, 10201.. 10408 



OJ991203_03.0421.C1 

10408 
GENSCAN 
10408 
.69 



Seq. No. 49207 Seq. ID 

Gene No. 104743 Strand 

Start 14591 End 

Name OJ991203_03 . 0421 .CI . o5 . gs Method 

Start 14591 End 

GI none Score 

Exons 14591. .14760, 14854.. 15025 



OJ991203_03.0421.C1 

15025 
GENSCAN 
15025 
.96 



Seq. No. 49207 Seq. ID 

Gene No." 104744 Strand 

Start 23575 End 

Name OJ991203_03 . 0421 .CI . 08 . gs Method 

Start 23575 End 

GI none Score 

Exons 23575. .23590, 24982.. 25316 



OJ991203_03.0421.C1 

25316 
GENSCAN 
25316 
.51 



Seq. No. 49207 Seq. ID 

Gene No. 104745 Strand 

Start 26510 End 

Name OJ991203_03 . 0421 .CI . o9 . gs Method 

Start 26510 End 

GI none Score 

Exons 26510.. 27385 



OJ991203_03.0421.C1 

27385 
GENSCAN 
27385 
.97 



Seq. No. 49207 Seq. ID 

Gene No. 104746 Strand 

Start 49579 End 

Name OJ991203JD3 . 0421 . CI . 06 . gp Method 

Start 49579 End 

GI none Score 

Exons 49579. .50149 



OJ991203_03.0421.C1 

50149 
AAT/GAP 
50149 
1124 



Seq. No. 49207 Seq. ID 

Gene No. 104747 Strand 

Start 50410 End 

Name OJ991203_03 . 0421 . CI . oil . np Method 

Start 50410 End 

GI 5852176 Score 

Exons 50410. .50456, 52320.. 52583 

GI Descrip. (AL117265) zhb0006.1 [Oryza sativa] 



OJ991203_03.0421.C1 

52583 
AAT/NAP 
52583 
39 



Seq. No. 



49207 



Seq. ID OJ991203 03. 0421. CI 



50911 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
5 Start 
1 GI 
'"j . Exons 

3 Seq. No. 
3 Gene No. 
I H Start 
" Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



104748 Strand 

52584 End 

OJ991203_03 . 04 21 . CI . 06 . tm Method 

800 End 

none Score 
800. .1027, 810. .1028 



49207 

104748 

52584 

OJ991203_03.0421.Cl.oll.tm 
6224 



96399 

TBLASTX: Maize 

1028 

116 



OJ991203 03. 0421. CI 



96399 

TBLASTX : Maize 

96399 

178 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6224. .6343, 6225. .6440, 6225. .6467, 11759 .. 11881, 11760, 
11796. .11909, 16620. .16814, 16661 16810, 16704 .. 16850, 
20497. .20532, 20527 .. 20673, 20575 .. 20667, 20665 .. 20724 , 
35918. .36082, 35921 .. 36076, 35953 .. 36081, 47197 47349, 
47200. .47352, 79629 .. 79820, 79656 79823, 8384 1 .. 84 050, 
83880. .84032, 83888 .. 84040, 91159 .. 91308 , 91159 .. 91308 , 
96181. .96399, 96181. .96348 



,11909, 



49207 

104748 

52584 

OJ991203_03. 0.421. CI. o6.ts 

9855 

none 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Soybean 

End 14746 

Score 102 



9855. .10046, 9856. .10047, 10035 .. 10127 , 10047 .. 10136, 
10206. .10244, 14567. .14665, 14717. .14746 



49207 

104748 

52584 

OJ991203_03.0421.Cl.o5.ts 

26708 

none 

26708. .26785, 26798 .. 27031, 

49207 

104748 

52584 

OJ991203_03.0421.Cl.o5.tc 

26936 

none 

26936. .27034, 27056 .. 27139, 

49207 

104748 

52584 

OJ991203_03.0421.Cl.o7.tm 

31272 

none 

31272. .31406, 31476. .31778 

49207 

104748 

52584 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Soybean 

End 27310 

Score 102 
27056. .27145, 27182. .27310 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Cress 

End 27286 

Score 99 
27179. .27286 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Mai ze 

End 31778 

Score 69 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 



50912 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991203_03.0421.Cl.o5.tw 

32373 

none 

32373. .32561, 32390 .. 32623, 
32697. .32819 

49207 

104748 

52584 

OJ991203_03 . 0421 . CI . 08 . tm 

32391 

none 

32391. .32615, 32403 32585, 

49207 

104748 

52584 

OJ991203_03.0421.Cl.ol0.tm 

32727 

none 

32727. .32891, 32904. .33008 



Method TBLASTX : Wheat 
End 32819 
Score 14 6 
32615. .32671, 32616 32693, 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX: Maize 

End 32711 

Score 185 
32595. .32711 

Seq. ID OJ991203_03.042l.Cl 
Strand 

End 96399 

Method TBLASTX : Mai ze 

End 33008 
147 



Score 



49207 
104748 
52584 

OJ991203_03 . 04*21 . CI . o3 . tm 
33009 
none 

33009. .33110, 33111. .33461, 33182. .33460 



Seq. ID OJ991203_03.0421.C1 
Strand 

96399 

TBLASTX: Maize 
33461 
97 



End 

Method 

End 

Score 



49207 

104748 

52584 

OJ991203_03.0421.Cl.o4.ts 

33015 

none 

33015. .33461 

49207 

104748 

52584 

OJ991203_03.0421.Cl.ol.tc 

33057 

none 

33057. .33479, 33296. .33484 



49207 

104748 

52584 

OJ991203_03.0421.C1. 

33135 

none 

33135. .33479, 33135. 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Soybean 

End 33461 

Score 260 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Cress 

End 33484 

Score 262 



Seq. ID OJ991203_03.0421.C1 
Strand 

96399 

TBLASTX: Wheat 
33487 
307 



End 

Method 
End 
Score 



o2 . tw 
.33200, 33299..33487 



49207 

104748 

52584 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 



50913 





Name 


OJ991203_03.0421.C1 


,o3. ts 




otdri 










ccrtQO £(1 

oou yz ou 






Exons 


77Q9Q "5/1 77Q77 


7/19 77 
. . Oft Z J / 












O ts q ■ IN U . 


A Q9 m 

fl y Z U / 






Gene No. 


104748 






Start 


52584 






incline 


d.tqqi 907 rn n49i n 


. o5 . tin 




o car u 


jOO 00 






PT 


none 






Exons 


77fi£7 7A(1QQ o o yi 
jjoDj. . OftUyy, OOoofl . 


7/1119 
. . Oft 1 1Z , 




O c CJ . IN O . 


ft yzu / 






Gene No. 


104748 






Start 


52584 






Name 


O.TQQ1 907 fi7 (1491 PI 


o9 Y c* 
, OZ . LC 




OLdlL 


o jyz / 






bl 


none 






Exons 


77Q97 749(19 77Q41 

jjy^ / . . ofi zuz , oo yfi i . 


74 17/1 
> . Ofi ± / fl 




C/iri M/-\ 

oeq . lno . 


4 y z u / 






Gene No. 


104748 




5 


Start 


52584 






Name 


n TQQ1 90"^ (17 (1491 PI 
JJUyyiZUO U O . U ft Z i. . b± « 


. o3 . tw 




o tart 






!i 


pt 


none 






Exons 


77QQ7 OyifiQ/: ooqQ/1 

jjyyj. .Ofiuyo, ooyofi. 


7 A 7 9 Q 

. . Ofi OZO , 


y 

3 


oeq . NO . 


A Q 9 m 

4 yz u / 






Gene No. 


104748 






Start 


52584 






Name 


PITQQ1907 07 (1491 PI 


> ol . tm 




C +- a v--t- 
otait 


7 4 1 1 £ 
0 fl 1 ± O 






pt 


none 






Exons 


7411£ 74R^£ 7411£ 
OflJ.10. . OflOOO, Ofll-LO. 


74 7 R Q 
. Oft jj 0 , 




Oct] . 1NU . 


4 Q9H7 
ft / 




Jl 


Gene No. 


104748 




3 


Start 


52584 






Name 


PiTQQ19(17 (17 (1491 PI 
UJjjI^Uj U O . U fl Z 1 * b J. . 


o4 . tc 




o car u 


Ofi 0Z0 






pt 


none 






Exons 


7/1797 747£1 747QQ 

Ofiozo. .ofiooi, 040oy. 


7 4 £ R Q 
. Ofi 000 




oeq. no. 


A Q9 m 

fi y z u / 






Gene No. 


104748 






Start 


52584 






Name 


PTQQ1907 (17 (1491 PI 

ujyyizuo uo.ufizi.bi. 


ol . tw 




Q 4- -s — J- 


7 A A on 

ofi fi y u 






bl 


none 






Exons 


34490. .34606, 34491. 


.34667, 




Seq. No. 


49207 






Gene No. 


104748 






Start 


52584 





Method TBLASTX : Soybean 
End 34307 
Score 357 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Mai ze 

End 34112 

Score 265 
33867. .34112 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX: Cress 

End 34202 

Score 256 



Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Wheat 

End 34487 

Score 244 
34142. .34303, 34320. .34487 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX : Mai ze 

End 34 562 

Score 4 61 
34139. .34555, 34437. .34562 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 

Method TBLASTX: Cress 

End 34658 

Score 4 4 



Seq. ID OJ991203_03.0421.C1 

Strand " - 

End 96399 

Method TBLASTX : Wheat 

End 34913 

Score 156 
34670. .34912, 34671. .34913 

Seq. ID OJ991203_03.0421.C1 
Strand 

End 96399 



50914 




Name 


OJ991203 03. 0421. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


34572 




End 


34997 




GI 


none 




Score 


45 




Exons 


34572. .34604, 34614. 


.34997, 


34685. .34981 




Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


VaC lie 1NQ . 


1 0474 ft 

J. U 4 (HO 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


34671 




. End 


35315 




GI 


none 




Score 


98 




Exons 


34671. .34856, 34965. 


.35093, 


35100. .35315, 35120.. 35287 




Seq. No. 


49207 




Seq. ID 


OJ991203JD3.0421 


.CI 


tjene no . 


lUH f HO 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


34692 




End 


35360 




GI 


none 




Score 


345 




Exons 


34692. .35084, 34889. 


.35215, 


35115. .35360 




Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






o car l 






End 


96399 




Name 


OJ991203 03. 0421. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


34998 




End 


35358 




GI 


none 




Score 


317 




Exons 


34998. .35294, 35003. 


.35083, 


35016. .35168, 35105. .35296, 






35302. .35358 










Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


ocUc INO • 


1 0474ft 
1 U ft / H 0 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


35150 




End 


35357 




GI 


none 




Score 


185 




Exons 


35150. .35329, 35154. 


.35357 








Seq. No. 


49207 




Seq. ID 


OJ991203J33.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 




oxz. . tin 


Method 


TBLASTX: Maize 




Start 


39100 




End 


39370 




GI 


none 




Score 


59 




Exons 


39100. .39171, 39107. 


.39172, 


39123. .39176, 39151 .. 39213, 






39155. .39211, 39213. 


.39263, 


39214 . .39267, 39217 .. 392 67 , 






39289. .39369, 39290. 


.39370 








Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI. 


ol4 .np - 


Method 


AAT/NAP 




Start 


52584 




End 


96229 




GI 


5917666 




Score 


545 




Exons 


52584. .52772, 66695. 


.66746, 


66963. .67250, 71408 .. 72583, 






75771. .76706, 96148. 


.96229 








GI Descrip. 


(AF159297) extensin- 


like protein [Zea mays] 





50915 



Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203_03 . 0421 .CI 


.o7 . ts 


Method 


TBLASTX: Soybean 




Start 


55420 




End 


57267 




GI 


none 




Score 


102 




Exons 


55420 .. 554 91, 56938 


. . 57120, 


56963. .57106, 57232. .57267 




Seq. No. 


49207 




Seq. -ID 


OJ991203JD3.0421 


.CI 


Gene No. 


104748 




Strand 


- 




Start 


52584 




End 


96399 




Name 


OJ991203J)3.0421.C1 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


57355 




End 


59757 




GI 


none 




Score 


73 




Exons 


57355 .. 57408, 58043 


. . 58165, 


58068. .58 


379, 58070. .58345, 






58403 .. 58468, 58448 


. . 58636, 


58449. .58 


634, 59643. .59756, 






59644 . . 59757 










Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


58553 




End 


63955 




GI 


none 




Score 


128 




Exons 


58553. .58636, 58554 


. . 58634, 


58554. .58637, 58558 58650, 






59628. .59681, 59644 


. . 59676, 


59674. .59769, 59675 5974 6, 






59677 . .59757, 62250 


. . 62465, 


62267. .62503, 62269 .. 62505, 






62269. .62514, 63908 


. . 63955 








Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


62384 




End 


64133 




GI 


none 




Score 


195 




Exons 


62384. .62518, 62385 


. . 62519, 


63908. .64099, 63911 64108 , 






63924 . . 64133 










Seq. No. 


49207 




Seq. ID 


OJ991203_03.0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203_03. 0421 . CI 


. o 9 . gp 


Method 


AAT/GAP 




Start 


64072 




End 


64268 




GI 


none 




Score 


258 




Exons 


64072 . . 64268 










Seq. No. 


49207 




Seq. ID 


OJ991203_03. 0421 


.CI 


Gene No. 


104748 




Strand 






Start 


52584 




End 


96399 




Name 


OJ991203 03. 0421. CI 


. ol3 .np 


Method 


AAT/NAP 




Start 


66015 




End 


66620 




GI 


6714352 




Score 


219 




Exons 


66015. .66620 










GI Descrip. 


(AC015986) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


49207 




Seq. ID 


OJ991203_03. 0421 


.CI 



50916 




Gene No. 


104748 


Strand 












End 


96399 






Name 


OJ991203 03.0421.Cl.ol3.gs 


Method 


GEN SCAN 






Start 


66031 


End 


71542 






GI 


none 


Score 


.77 






Exons 


66031. .66139, 66208. . 66385 , 


66426. .66704, 66939. 


.67183, 






68280. .68302, 68433 .. 68459, 


68985. .69015, 71469. 


.71542 




Seq. No. 


49207 






03.0421 


.CI 


Gene No . 


i fi a n a Q 


Strand 








Start 


52584 


End 


96399 






Name 


OJ991203 03.0421.Cl.ol0.gp 


Method 


AAT/GAP 






Start 


81858 


End 


82265 






GI 


none 


Score 


788 






Exons 


81858. .82265 










Seq. No. 


49208 


Seq. ID 


OJ991203_ 


03.0421 


.C2 






Strand 


+ 






Start 


2745 


End 


5317 






Name 


OJ991203 03.0421.C2.ol.gs 


Method 


GEN SCAN 






Start 


2745 


End 


5059 






GI 


none 


Score 


.51 






Exons 


2745.-3572, 4530.. 4632, 4683 


..4724, 4785. .5059 






Seq. No. 


49208 


Seq. ID 


OJ991203_ 


03.0421 


,C2 


Gene No . 


1 n A *7 A Q 


Strand 


+ 






Start 


2745 


End 


5317 






Name 


OJ991203 03.0421.C2.ol.gp 


Method 


AAT/GAP 






Start 


4929 


End 


5317 






GI 


3107627 


Score 


741 






Exons 


4929. .5317 










Seq. No. 


49208 


Seq. ID 


OJ991203 


03.0421 


.C2 


bene jno . 


104750 


Strand 


+ 






Start 


8756 


End 


12271 






Name 


OJ991203 03.0421.C2.o3.gs 


Method 


GENSCAN 






Start 


8756 


End 


12271 






GI 


. none 


Score 


.64 






Exons 


8756.. 8794, 9596.. 10531, 11786 .. 11827 , 


11924 . .12271 




Seq. No. 


49208 


Seq. ID 


OJ991203_ 


03.0421 


.C2 


Gene No. 


104751 


Strand 


+ 






Start 


15271 


End 


15539 






Name 


OJ991203 03.0421.C2.o3.np 


Method 


AAT/NAP 






Start 


15271 


End 


15539 






GI 


6979338 


Score 


114 






Exons 


15271. .15459, 15487. .15539 











GI Descrip. (AF172282) hypothetical protein [Oryza sativa] 

Seq. No. 49208 Seq. ID OJ991203_03 . 0421 . C2 

Gene No. 104752 Strand + 

Start 20510 End 20622 

Name - OJ991203_03 . 0421 . C2 . o3 . gp Method AAT/GAP 

Start 20510 End 20622 

GI uC-osflcyp088bl2bl Score 153 

Exons 20510. .20622 

GI. Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 



50917 




DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


49208 




Seq. ID 


OJ991203 


03. 


0421 


.C2 


Gene No. 


104753 




Strand 


+ 








Start 


21434 




End 


22591 








Name 


OJ991203 03. 0421. C2. 


o6.gs 


Method 


GENS CAN 








Start 


21434 




End 


22591 








GI 


none 




Score 


.81 








Exons 


21434. .21478, 22043. 


.22351, 


22437. .22591 








Seq. No. 


49208 




Seq. ID 


OJ991203_ 


03. 


0421 


.C2 


Gene No. 


104754 














Start 


5710 




ijnci 


DUjI 








Name 


OJ991203 03. 0421. C2. 


o2 .gs 












Start 


5710 




£j no. 


DUjI 








GI 


none 




Score 


. 0 0 








Exons 


5710. .6051 














Seq. No. 


49208 




Seq. ID 


OJ991203_ 


03. 


0421 


.C2 


Gene No. 


104755 




Strand 










Start 


10047 




End 










Name 


OJ991203 03. 0421. C2. 


o2 . gp 


Method 


7\ A T / CIS. D 








Start 


10047 




End 


i u i y c. 








GI 


3106523 




Score 










Exons 


10047. .10192 
















49208 




Seq. ID 


OJ991203_ 




VJ *± Z. ± 


CO 


Gene No. 


104756 




Strand 










Start 


13504 




End 


17921 








Name 


OJ991203 03. 0421. C2. 


o2.np 


Method 


AAT/NAP 








Start 


13309 




End 


13736 








GI 


6539570 




Score 


194 








Exons 


13309. .13374, 13534. 


.13736 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


49208 




Seq. ID 


OJ991203_ 


03. 


0421 


.C2 


Gene No. 


104756 




Strand 










Start 


13504 




End 


17921 








Name 


OJ991203 03. 0421. C2. 


o4 .gs 


Method 


GEN SCAN 








Start 


13504 




End 


16580 








GI 


none 




Score 


.58 








Exons 


13504. .13681, 15121. 


.15238, 


15342. .15625, 16378. 


. 16580 




OC^. IN {J • 


49208 




Seq. ID 


OJ991203_ 


03. 


0421 


CO 


Gene No. 


104756 




Strand 










Start 


13504 




End 


17921 








Name 


OJ991203 03. 0421. C2. 


o4 . np 


Method 


AAT/NAP 








Start 


15944 




End 


17921 








GI 


6539570 




Score 


47 








Exons 


15944. .16176, 17838. 


.17921 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


49208 




Seq. ID 


OJ991203_ 


03. 


0421 


.C2 


Gene No. 


104757 




Strand 










Start 


18453 




End 


20310 








Name 


OJ991203 03. 0421. C2. 


o5 .gs 


Method 


GENSCAN 








Start 


18453 




End 


20310 









50918 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .72 

18453. .18692, 19758 .. 19877 , 20155. .20310 



49208 

104758 

22077 

OJ991203_03-0421.C2.ol. tm 

2718 

none 



Seq. ID OJ991203_03.0421.C2 
Strand 

End 22650 

Method TBLASTX : Maize 

End 15534 

Score 183 



2718. .2897, 2733. .2900, 9665. .9856, 9665. .9868, 15235 .. 15534 , 
15241. .15507 



Seq. No. 


49208 


Seq. ID 


OJ991203_03. 


0421 


.C2 


Gene No. 


104758 


Strand 








Start 


22077 


End 


22650 






Name 


OJ991203 03.0421.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


18444 


End 


18683 






GI 


none 


Score 


68 






Exons 


18444. .18683, 18480. .18638 










Seq. No. 


49208 


Seq. ID 


OJ991203_03. 


0421 


.C2 


Gene No. 


104758 


Strand 


- 






Start 


22077 


End 


22650 






Name 


OJ991203 03.0421.C2.o5.np 


Method 


AAT/NAP 






Start 


22077 


End 


22650 . 






GI 


7340881 


Score 


158 






Exons 


22077. .22650 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49209 


Seq. ID 


OJ991203_03. 


0421 


.C3 


Gene No. 


104759 


Strand 


+ 






Start 


235 


End 


2998 






Name 


OJ991203 03.0421.C3.ol.gs 


Method 


GENSCAN 






Start 


235 


End 


1085 






GI 


none 


Score 


.83 






Exons 


235. .325, 726.-962, 1048. .1085 








Seq. No. 


49209 


Seq. ID 


OJ991203_03. 


0421 


.C3 


Gene No. 


104759 


Strand 


+ 






Start 


235 


End 


2998 






Name 


OJ991203 03.0421.C3.ol.np 


Method 


AAT/NAP 






Start 


658 


End 


2778 






GI 


6967112 


Score 


421 






Exons 


658. .681, 2010. .2778 










GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 







Seq. No. 49209 

Gene No. 104759 

Start 235 

Name OJ991203_03 . 0421 . C3 . ol . tw 

Start 1312 

GI none 
Exons 



Seq. ID OJ991203_03.0421.C3 



Strand 
End 

Method 

End 

Score 



+ 

2998 

TBLASTX: Wheat 

2544 

463 



1312. .1377, 2136. .2540, 2137. .2544, 2287. .2544 



Seq. No. 
Gene No. 
Start 



49209 

104759 

235 



Seq. ID OJ991203_03.0421.C3 
Strand + 
End 2998 



50919 



r : - 
I if 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991203_03.0421.C3.ol.tm Method 

1689 End 

none Score 
1689. .2285, 1690. .2286 



TBLASTX: Maize 

2286 

659 



49209 

104759 

235 

OJ991203_03.0421.C3.o2.gs 

1907 

none 



Seq. ID OJ991203_03.0421.C3 

Strand + 

End 2998 

Method GENSCAN 

End 2998 

Score .45 



1907.. 1986, 2010.. 2167, 2306.. 2730, 2891.. 2998 



Seq. No. 49209 

Gene No. 104759 

Start 235 

Name OJ991203_03 . 0421 . C3 . ol . ts 

Start 2068 

GI none 
Exons 



Seq. ID OJ991203_03.0421.C3 

Strand + 

End 2998 

Method TBLASTX : Soybean 

End 2457 

Score 223 



2068. .2280, 2160. .2285, 2293. .2457, 2296.-2457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49209 
104759 
235 

OJ991203_03.0421.C3.o3.tm 
2286 
none 

2286.. 2468, 2287. .2466 

49209 
104759 
235 

OJ991203_03.0421.C3.o2.tm 
2470 
none 

2470.. 2787, 2470. .2778, 2570. .2791, 2697.. 2792 



Seq. ID OJ991203_03.0421.C3 

Strand + 

End 2998 

Method TBLASTX : Mai ze 

End 24 68 

Score 237 



Seq. ID OJ991203_03.0421.C3 

Strand + 

End 2998 

Method TBLASTX : Mai ze 

End 2792 

Score 425 



Seq. ID OJ990323_18.0419.C2 
Strand 

End 1194 

Method AAT/GAP 

End 1194 

Score 1758 



49210 
104760 
1 

OJ990323_18.0419.C2.ol.gp 
1 

294_8.R1084 
1. .1194 

1 133257 9 /emb | CAA66667 | 3.0e-75 (X98063) polyubiquitin [Pinus 
sylvestris] ' 



Seq. No. 49210 

Gene No. 104760 

Start 1 

Name OJ990323_18.0419.C2.ol.np 

Start 1 

GI 2760347 

Exons 1..1194 

GI Descrip. (U84968) ubiquitin [Arabidopsis thaliana] 



Seq. ID OJ990323_18.0419.C2 
Strand 

End 1194 

Method AAT/NAP 

End 1194 

Score 1827 



Seq. No. 



49210 



Seq. ID OJ990323_18.0419.C2 



50920 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



104760 Strand 

1 End 

OJ990323_18 . 04 19 . C2 . ol . tc Method 

4 End 

none Score 



1194 

TBLASTX: Cress 

1188 

79 



4. .81, 37. .99, 37. .99, 37. .90, 38. .244, 38. .247, 38. .244, 

38. .1174, 38. .1054, 38. .244, 38. .247, 41. .142, 51. .1154, 

51. .1055, 132. .251, 134. .247, 143. .1174, 144. .1154, 313. .1155, 

359. .493, 360. .653, 590. .721, 610. .1182, 802. .903, 815. .940, 

816. .935, 995. .1165, 995. .1165, 995. .1165, 996. .1187, 

1043. .1165, 1044. .1109, 1161. .1187, 1165. .1188, 1165. .1188*, 

1165. .1188 



Seq. No. 49210 Seq. ID 

Gene No. 104760 Strand 

Start 1 End 

Name OJ990323_18 . 0419 .C2 . ol . tm Method 

Start 31 End 

GI none Score 
Exons 



OJ990323_18.0419.C2 
1194 

TBLASTX: Maize 

1188 

68 



31. .81, 31. .81, 31. .81, 34. .99, 35. .244, 38. .916, 41. .244, 
41. .244, 41. .220, 51. .917, 258. .1121, 260. .1144, 486. .1160, 
486. .719, 488. .1174, 511. .696, 739. .1164, 995. .1132, 1001. .1165, 
1165. .1188, 1165. .1188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49210 
104760 
1 

OJ990323_18.0419.C2.ol.ts 
38 

none 



Seq. ID OJ990323_18.0419.C2 
Strand 

1194 

TBLASTX : Soybean 
1188 
177 



End 

Method 
End 
Score 

38. .244, 38. .244, 38. .1054, 40. .81, 41. .244, 41. .247, 44 . .208, 
51. .383, 54. .1055, 143. .1174, 144. .1154, 365. .484, 637. .1155, 
821. .1165, 995. .1165, 996. .1187, 1001. .1165, 1020. .1181, 
1025. .1165, 1027. .1182, 1165. .1188, 1165. .1188, 1165. .1188 



Seq. No. 49210 

Gene No. 104760 

Start 1 

Name OJ990323_18 .0419.C2.ol.tw 

Start 38 

GI none 
Exons 



OJ990323 18. 0419. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38. .598, 40. .81, 40. .81, 40. .81, 41. .244, 41. .247, 41. .142, 
51. .599, 140. .826, 141. .827, 368. .1054, 369. .1055, 596. .1174, 
597. .1160, 598. .1182, 1005. .1181, 1005. .1181, 1086. .1181, 
1166. .1192 



1194 

TBLASTX: Wheat 

1192 

81 



Seq. No. 49210 Seq. ID 

Gene No. 104760 Strand 

Start 1 End 

Name OJ990323_18 . 04 1 9 . C2 . ol . gs Method 

Start 40 End 

GI none Score 

Exons 40.. 1054 



OJ990323_18.0419.C2 

1194 
GENSCAN 
1054 
.84 



Seq. No. 
Gene No. 
Start 



49211 

104761 

1 



Seq. ID 

Strand 

End 



OJ990323 18. 0419. C3 



318 



50921 



Name OJ990323_18 . 0419 .C3 . ol . gp Method AAT/GAP 

Start 1 End 308 

GI . 294_8.R1084 Score 447 

Exons 1..308 

GI Descrip. 1 1332579/emb | CAA66667 | 3.0e-75 (X98063) polyubiquitin [Pinus 
sylvestris] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49211 Seq. ID OJ990323_18 . 04 19 . C3 

104761 Strand 

1 ' End 318 

OJ990323_18.0419.C3.ol.np Method AAT/NAP 

1 End 306 

100934 Score 406 

1. .306 

ubiquitin precursor Ubi-1 - maize gi | 422037 | pir | | S20926 
ubiquitin precursor Ubi-2 - maize gi I 248337 | bbs | 944 65 (S94464) 
polyubiquitin (ubiquitin) [maize, Peptide, 533 aa] [Zea mays] 
gi |248339|bbs | 94467 (S94466) polyubiquitin (ubiquitin) [maize, 
Peptide, 533 aa] [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 
C3 Start 
%J GI 
fr, Exons 



Seq. No. 
Gene No. 
U Start 
i3. Name 
?\i Start 

!L Exons 

'■■-4 Seq. No. 
U Gene No. 

Start 
it Name 
id Start 
%3 GI 

Exons 



49211 Seq. ID 

104761 Strand 

1 End 

OJ990323_18. 0419.C3.ol.gs Method 

21 End 

none Score 
21. .306 

49211 

104761 Strand 

1 End 

OJ990323_18.0419.C3.ol.tw Method 

34 End 

none Score 



OJ990323_18.0419.C3 
318 

GENSCAN 

306 

.67 



Seq. ID OJ990323_18.0419.C3 



318 

TBLASTX: Wheat 

316 

257 



34. .312, 45. .260, 47. .316, 69. .260, 73. .264, 74. .265, 266. .307 



49211 

104761 

1 

OJ990323_18-0419.C3-ol.tc 
46 

none 



Seq. ID OJ990323_18.0419.C3 

Strand 

End 318 

Method TBLASTX : Cress 

End 312 

Score 216 



46. .306, 46. .306, 46. .306, 46. .306, 46. .306, 46. .306, 46. .306, 
46. .312, 50. .307, 50. .307, 50. .307, 50. .307, 50. .307, 64. .309, 
68. .187, 79. .306, 80. .307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49211 

104761 

1 

OJ990323_18.0419.C3.ol.tm 
46 

none 



Seq. ID OJ990323_18.0419.C3 
Strand 
End 

Method 
End 
Score 



318 

TBLASTX: Maize 

309 

344 



46. .309, 50. .307, 100. .306, 114. .260, 116. .307 



49211 

104761 

1 



Seq. ID 

Strand 

End 



OJ990323 18. 0419. C3 



318 



50922 



Name 

Start 

GI 

Exons 



OJ990323_18 . 04 19 . C3 . ol . ts Method TBLASTX : Soybean 

46 End 318 

none Score 288 

46. .318, 46. .306, 46. .306, 46. .306, 50. .307, 50. .307, 50. .307, 
50. .316, 79. .306, 80. .307 



Seq. No. 49212 

Gene No. 104762 

Start 1379 

Name OJ990323_18 . 04 19 . C4 . ol . gp 

Start 1379 

GI none 

Exons 1379.. 1842, 1939.. 2097 



Seq. ID OJ990323_18.0419.C4 
Strand 

End 2112 

Method AAT/GAP 

End 2097 

Score 1174 



Seq. No. 49212 

Gene No. 104762 

Start 1379 

Name OJ990323_18 . 0419 . C4 . ol . tm 

Start 1765 

GI none 
Exons 



Seq. ID OJ990323_18.0419.C4 
Strand 

End 2112 

Method TBLASTX : Mai ze 

End 2112 

Score 75 



1765. .1842, 1790. .1849, 1939. .2112, 1940. .2098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49212 

104762 

1379 

OJ990323_18.0419.C4 .ol.tc 

1795 

none 



Seq. ID OJ990323_18.0419.C4 
Strand 

End 2112 

Method TBLASTX : Cres s 

End 2094 

Score 48 



1795. .1851, 1800. .1829, 1939. .2094, 1958. .2092 



^ Seq. No. 49212 

%3 Gene No. 104762 

fll Start 1379 

Name OJ990323_18 . 0419. C4 . ol . ts 

P 3 Start 1795 

l~ 3 GI none 

Exons 



Seq. ID OJ990323_18.0419.C4 
Strand 

End 2112 

Method TBLASTX : Soybean 

End 2101 

Score 54 



1795. .1851, 1796.. 1852, 1939.. 2097, 1958.. 2101 



Seq. No. 49213 

Gene No. 104763 

Start 1519 

Name OJ990323_18 . 04 1 9 . C5 . ol . gs 

Start 1519 

GI none 
Exons 



Seq. ID OJ990323_18.0419.C5 

Strand + 

End 6687 

Method GENSCAN 

End 6687 

Score .62 

1519. .1677, 2296. .2315, 5715. .5809, 5949. .6036, 6334. .6353, 
6523. .6687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49213 

104763 

1519 

OJ990323_18 . 0419 . C5 . o2 . np 

5438 

7267249 



Seq. ID OJ990323_18.0419.C5 

Strand + 

End 6687 

Method AAT/NAP 

End 6637 

Score 114 



5438. .5490, 5707. .5809, 5934. .6036, 6435. .6637 
(AL161502) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



49213 



Seq. ID OJ990323 18. 0419. C5 



50923 





1 0A1&A 
±\JH 1 D fi 


Of- r anH 








Start 


8041 


End 


8329 






Name 


OJ990323 18.0419.C5.o2.gs 


Method 


GENSCAN 






Start 


8041 


End 


8329 






GI 


none 


Score 


. 4 






Exons 


8041. .8232, 8300. .8329 










Seq. No. 


49213 


Seq. ID 


OJ990323_18 


.0419. 


C5 


/-\ y*^ r-v KT/"\ 

bene wo . 


1 fi Al £ R 


Strand 


+ 






Start 


11153 


End 


12615 






Name' 


OJ990323 18.0419.C5.o4.gs 


Method 


GENSCAN 






Start 


11153 


End 


11807 






GI 


none 


Score 


.97 






Exons 


11153. .11327, 11354. .11539, 


11782. .11807 






Seq. No. 


49213 


Seq. ID 


OJ990323_18 


.0419. 


C5 


Gene No. 


104765 


Strand 


+ 






Start 


11153 


End 


12615 






Name 


OJ990323 18.0419.C5.o3.np 


Method 


AAT/NAP 






Start 


11356 


End 


12615 








7485378 


Score 


204 






Exons 


11356. .11539, 12008. .12313, 


12575. .12615 






GI Descrip. 


hypothetical protein F11C18 


.40 - Arabidopsis thaliana 






gi I 4584 523 |emb ICAB40754.il 


(AL049607) putative protein 






[Arabidopsis thaliana] gi | 7270087 | emb | CAB79902 . 1 1 


(AL161579) 




putative protein [Arabidopsis thaliana] 








Seq. No. 


49213 


Seq. ID 


OJ990323_18 


.0419. 


C5 


Gene No. 


104766 


Strand 


+ 






Start 


16441 


End 


17028 






Name 


OJ990323 18.0419.C5.o3.gp 


Method 


AAT/GAP 






Start 


16441 


End 


17028 






GI 


4570 1.R1084 


Score 


1073 






Exons 


16441. .17028 










GI Descrip. 


, 1245938/gb|S80361|S80361 8 


.0e-10 rabClC-2 beta=chloride 


s channel 




C1C-2G isoform [rabbits, heart atrium, 


mRNA, 2998 


nt] ' 




Seq. No. 


49213 


Seq. ID 


OJ990323_18 


.0419. 


C5 


Gene No . 


104767 


Strand 








Start 


1586 


End 


1718 






Name 


OJ990323 18.0419.C5.ol.gp 


Method 


AAT/GAP 






Start 


1586 


End 


1718 






GI 


none 


Score 


197 






Exons 


1586. .1718 










Seq. No. 


49213 


Seq. ID 


OJ990323_18 


.0419. 


C5 


Gene No. 


104768 


Strand 










2830 


End 


4135 






Name 


OJ990323 18.0419.C5.ol.np 


Method 


AAT/NAP 






Start 


2830 


End 


4135 






GI 


6815099 


Score 


85 






Exons 


2830. .2941, 4089. .4135 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49213 


Seq. ID 


OJ990323JL8 


.0419. 


C5 


Gene No. 


104769 


Strand 








Start 


8500 


End 


9105 







50924 



Name 

Start 

GI 

Exons 



OJ990323_18.0419.C5.o3.gs 

8500 

none 

8500. .9105 



Method GENS CAN 
End 9105 
Score . 9 



U 



Seq. No. 49213 
Gene No. 104770 
Start 12004 

Name OJ990323_18 . 04 19 . C5 . o5 . gs 

Start 12004 
GI none 
Exons 12004. 

14210. 

15743. 



,12446, 13492. 
,14329, 14440. 
,15951, 15966. 



.13813, 
.14555, 
.16188 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13908 

14935 



OJ990323 18. 0419. C5 



16188 
GENSCAN 
16188 
.68 

13993, 14079. 
15123, 15137. 



14124, 
15200, 



OJ990323 18. 0419. C5 



Seq. No. 49213 Seq. ID 

Gene No. 104770 Strand 

Start 12004 End 16188 

Name OJ990323_18 . 0419 .C5 - o2 . gp Method AAT/GAP 

Start 13218 End 15030 

GI 20375_1.R1084 Score 1395 

Exons 13218. .13536, 13684 .. 13813, 

14210. .14329, 14935.. 15030 
GI Descrip. 1 131772 /sp I PI 9950 | R141_MAIZE 4.0e-58 40S RIBOSOMAL PROTEIN S14 

(CLONE MCH1) >gi_82723_pir A30097 ribosomal protein S14 (clone 

MCH1) - maize' 



13908. .13993, 1407 9 14 124 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49213 Seq. ID OJ990323_18 . 0419.C5 

104770 Strand 

12004 End 16188 

OJ990323_18.0419.C5.o4.np Method AAT/NAP 

13472 End 14332 

131772 Score 604 

13472. .13536, 13684 .. 13813, 13908 13993, 14079 .. 14 124 , 

14210. .14332 

40S RIBOSOMAL PROTEIN S14 (CLONE MCH1) gi | 82723 | pir | | A30097 
ribosomal protein S14 (clone MCH1) - maize 



49213 Seq. ID 

104771 Strand 

16232 End 

OJ990323_18.0419.C5.o6.np Method 

16232 End 

7485640 Score 



OJ990323_18.0419.C5 

40051 
AAT/NAP 
21997 
632 



16232. .16319, 20177 .. 20293, 20903 .. 21109, 2124 6 .. 2 1339, 
21422. .21468, 21552 .. 21822 , 21850.. 21997 
hypothetical protein F17K2.7 - Arabidopsis thaliana 
gi I 2979554 | gb| AAC06163.il (AC003680) unknown protein 
[Arabidopsis thaliana] 



49213 

104771 

16232 

OJ990323_18.0419.C5.o4.gp 

17132 

none 



Seq. ID OJ990323 18. 0419. C5 



Strand 
End 

Method 

End 

Score 



40051 
AAT/GAP 
18618 
1311 



17132. .17567, 17672 .. 17797 , 18471.. 18618 



50925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49213 

104771 

16232 

OJ990323_18. 
18528 
none 
18528. 
21552. 



0419.C5.o7.gs 



.19225, 19824. .20055, 

.22004, 22108. .22368, 

23506. .23737, 23898 .. 24269, 

25938. .26027, 26155 .. 26419, 

27690. .28095, 28186 .. 28495, 

31112. .31332, 31721. .31880, 

32935. .33387, 334 98 .. 33813, 

35322. .35544, 37385.-37699, 

39209. .39272, 39861.. 40051 



Seq. ID OJ990323_18.0419.C5 
Strand 

40051 
GENSCAN 
40051 
.79 

20171. .20296, 20903 .. 21109, 
22503. .22961, 23036 .. 23257 , 
25169, 25258. .25431, 
27158, 27288. .27615, 
30218, 30672. .30845, 
32581, 32694. .32849, 
34249. .34354, 34550 .. 34 68 6, 
37880. .38056, 38546 .. 38750, 



End 

Method 

End 

Score 



25057 
26970 
30145 
32432 



Seq. No. 49213 Seq. ID 

Gene No. 104771 Strand 

Start 16232 End 

Name OJ990323_18 . 0419 . C5 . o5 . gp Method 

Start 18981 End 

GI none Score 

Exons 18981. .19225, 19824.. 20047 



OJ990323_18.0419.C5 

40051 
AAT/GAP 
20047 
839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\h Seq. No. 
k g Gene No. 
It Start 
'lz_ Name 
^ Start 
GI 

Exons 



49213 Seq. ID OJ990323_18 . 04 19 . C5 

104771 Strand 

16232 End 40051 

OJ990323_18.0419.C5.o6.gp Method AAT/GAP 

20148 End 21092 

uC-osroM202019al2bl Score 593 

20148. .20296, 20903. .21092 

'4587572/gb|AAD25803.1|AC006550_ll 3.0e-37 (AC006550) Similar to 
gb_U70015 lysosomal trafficking regulator from Mus musculus and 
contains 2 PF_00400 WD40, G-beta repeats. ESTs gb_T43386 and 
gb_AA395236 come from this gene. [Arabidopsis thaliana] ' 



49213 Seq. ID 

104771 Strand 

16232 End 

OJ990323_18 . 04 19 . C5 . o7 . gp Method 

23020 End 

1944272 Score 
23020. .23243 



OJ990323_18.0419.C5 

40051 
AAT/GAP 
23243 
377 



Seq. No. 49213 ' Seq. ID 

Gene No. 104771 Strand 

Start 16232 End 

Name OJ990323_18 . 04 19 . C5 . 08 . gp Method 

Start 30663 End 

GI none Score 

Exons 30663. .30845, 31112.. 31451 

Seq. No. 49213 Seq. ID 

Gene No. 104772 Strand 

Start 40727 End 

Name OJ990323_18 . 04 19 . C5 . 08 . gs Method 



OJ990323_18.0419.C5 

40051 
AAT/GAP 
31451 
966 



OJ990323_18.0419.C5 

41122 
GENSCAN 



50926 



Start 
GI 

Exons 



40727 
none 

40727. .41122 



End 
Score 



41122 
.97 



Seq. No. 49213 

Gene No. 104773 

Start 45123 

Name OJ990323_18 . 04 1 9 . C5 . 06 . tm 

Start 8007 

GI none 

Exons 8007.. 8153, 8065.. 8160, 8531. 



OJ990323_18.0419.C5 
46834 

TBLASTX: Maize 

12195 

88 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8632, 8535.-8633, 8636. .8722, 



8647. .8721, 11348 .. 11398, 11485 .. 11538, 12003 12194 , 
12004. .12195 



Seq. No. 49213 
Gene No. 104773 
Start 45123 

Name OJ990323_18 . 04 19 . C5 . ol . tc 

Start 13455 
GI none 
Exons 13455. 

13894. 

14066. 

14205. 



13535, 13673. 

.13992, 13898. 

.14122, 14072. 

14330, 14210. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_18.0419.C5 
46834 

TBLASTX : Cress 

14368 

118 



,13837, 13685. .13816, 13752 .. 13829, 

,13948, 13906. .13995, 13908 .. 14000, 

,14116, 14077. .14124, 14193 .. 14330, 
,14368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49213 
104773 
45123 

OJ990323_18 . 04 19 . C5 . o2 . tm 
13489 



OJ990323 18. 0419. C5 



none 
13489. 
13682. 
13906. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

13545, 13505. .13546, 13677 .. 13733, 1367 9 .. 138 16, 
13837, 13752. .13829, 13753 13839, 13906 .. 13995, 
13992, 13908. .14000, 14077 .. 14 124 , 14078 .. 14 122, 



46834 

TBLASTX: Maize 

14339 

75 



14193. .14330, 14210. .14329, 14211. .14339 



Seq. No. 49213 Seq. ID 

Gene No. 104773 Strand 

Start 45123 End 

Name OJ990323_18 . 04 19 . C5 . ol . ts Method 

Start 13503 End 

GI none Score 

Exons 13503. .13550, 13673 .. 13837 , 13685 

13885. .13992, 13895 13945, 13906 

14066. .14122, 14077. .14124, 14193 



OJ990323 18. 0419. C5 



46834 

TBLASTX: Soybean 
14341 
46 

13816, 13686. .13829, 
13995, 13908. .14000, 
14330, 14210.. 14341 



Seq. No. 49213 Seq. ID 

Gene No. 104773 Strand 

Start 45123 End 

Name OJ990323_18 . 04 1 9 . C5 . ol . tw Method 

Start 13739 End 

GI none Score 
Exons 



OJ990323_18.0419.C5 
46834 

TBLASTX: Wheat 

14335 

100 



13739. .13840, 1374 9 .. 13814 , 13900 .. 13995 , 13906 .. 13995, 
13908. .14000, 14077. .14124, 14 078 .. 14 122 , 14192 .. 14296, 
14196. .14321, 14210. .14335 



Seq. No. 



49213 



Seq. ID OJ990323_18.0419.C5 



50927 



Gene No. 104773 

Start 45123 

Name OJ990323_18 . 04 19 . C5 . ol . tm 

Start 18510 

GI none 

Exons 18510. .18656, 18511 .. 19230, 
19824. .20057, 19825 .. 20055, 



Strand 

End 46834 

Method TBLASTX : Mai ze 

End 20062 

Score 141 
18511. .19113, 18522. . 19229, 
19967. .20062 



Seq. No. 


49213 




Gene No. 


. 104773 




Start 


45123 




Name 


OJ990323_18. 0419.C5 


.o2 . ts 


Start 


18573 




GI 


none 




Exons 


18573. . 18860, 18577 


. .18855 


Seq. No. 


49213 




Gene No. 


104773 




Start 


45123 




Name 


OJ990323_18.0419.C5 


.o3.ts 


Start 


18861 




GI 


none 




Exons 


18861. .19064, 18861 


. .19073, 


Seq. No. 


49213 




Gene No. 


104773 




Start 


45123 




Name 


OJ990323 18. 0419. C5 


.o2.tc 


Start 


19835 




GI 


none 




Exons 


19835. .19924, 19837 


. .20055, 




19948. .20058 




Seq. No. 


49213 




Gene No. 


104773 




Start 


45123 




Name 


OJ990323 18. 0419. C5 


o4 . tm 


Start 


20165 




GI 


none 




Exons 


20165. .20296, 20168 


.20296, 




20170. .20298, 20901 


.21107, 




20906. .21124, 21246 


.21338 


Seq. No. 


49213 




Gene No. 


104773 




Start 


45123 




Name 


OJ990323 18. 0419. C5 


o4 . ts 


Start 


21023 




GI 


none 




Exons 


21023. .21115, 21027 


.21113, 




21246. .21365, 21247 


.21342, 




21547. .21669, 21549 


.21668 


Seq. No. 


49213 




Gene No. 


104773 




Start 


45123 




Name 


OJ990323 18. 0419. C5, 


o3.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_18.0419.C5 
46834 

TBLASTX: Soybean 

18860 

262 



Seq. ID OJ990323_18.0419.C5 
Strand 
End 

Method 
End 
Score 



46834 

TBLASTX : Soybean 

19074 

89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_18.0419.C5 
46834 

TBLASTX: Cress 

20058 

56 



19840. .19902, 19877. .20056, 



Seq. ID OJ990323_18.0419.C5 
Strand 

End 46834 

Method TBLASTX : Maize 

End 21338 

Score 155 



Seq. ID OJ990323_18.0419.C5 
Strand 

End 46834 

Method TBLASTX : Soybean 

End 21669 

Score 92 



Seq. ID 

Strand 

End 

Method 



,21469, 



OJ990323_18.0419.C5 
46834 

TBLASTX: Cress 



50928 




Start 


21574 




End 


21734 




GI 


none 




Score 


89 




Exons 


21574. .21708, 21576. 


.21734 








Seq. No. 


49213 




Seq. ID 


OJ990323 


_18.0419 


Gene No . 


1U4 / 13 




Strand 






Start 


45123 




End 


46834 




Name 


OJ990323 18. 0419. C5. 


o8.tm 


Method 


TBLASTX : 


Maize 


Start 


21576 




End 


21734 




GI 


none 




Score 


195 




Exons 


21576. .21734 










Seq. No. 


49213 




Seq. ID 


OJ990323 


_18.0419 


Gene No. 


104773 




Strand 






Start 


45123 




End 


46834 




Name 


r\ to or* q o ^ 1 o n a i q cc. 


o7 . tm 


Method 


TBLASTX: 


Mai ze 


Start 


33736 




End 


34491 




GI 


none 




Score 


82 




Exons 


33736. .33816, 33741. 


.33815, 


33742. .33816, 34248 


. .34379, 




34249. .34452, 34256. 


.34384, 


34404. .34484, 34405 


. .34485, 




34407. .34490/ 34417. 


.34491 








Seq. No. 


49213 




Seq. ID 


OJ990323 


_18.0419 


Gene No. 


104773 




Strand 






Start 


45123 




End 


46834 




Name 


ujyyujzj io.u4iy.co. 


o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


35377 




End 


37622 




GI 


none 




Score 


134 




Exons 


35377. .35547, 35377. 


.35544, 


35379. .35546, 35411 


. .35551, 




35412. .35558, 37384. 


.37509, 


37385. .37516, 37386 


. .37526, 




37386. .37529, 37527. 


.37622, 


37530. .37613, 37531 


. .37617 


Seq. No. 


49213 




Seq. ID 


OJ990323 


_18.0419 


Gene No. 


1U4 / / J 




Strand 






Start 


45123 




End 


46834 




Name 


OJ990323 18. 0419. C5. 


o3 . tm 


Method 


TBLASTX: 


Maize 


Start 


38542 




End 


38760 




GI 


none 




Score 


218 




Exons 


38542. .38760, 38544. 


.38750, 


38545. .38751 




Seq. No. 


49213 




Seq. ID 


OJ990323 


_18.0419 


Gene No. 


104773 




Strand 






Pi. - — 4- 

btart 


A C T O O 

4 dIZj 




End 


46834 




Name 


OJ990323 18. 0419. C5. 


olO . gs 


Method 


GENSCAN 




Start 


45123 




End 


46834 




GI 


none 




Score 


.59 




Exons 


45123. .45345, 45417. 


.45577, 


45637. .45696, 46622 


. .46705, 




46829. .46834 










Seq. No. 


49214 




Seq. ID 


OJ990323 


_18.0419 


Gene No. 


104774 




Strand 






Start 


495 




End 


1095 




Name 


OJ990323 18. 0419. C6. 


ol . gs 


Method 


GENSCAN 




Start 


495 




End 


958 




GI 


none 




Score 


.84 




Exons 


495. .726, 811. .958 











50929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49214 

104774 

495 

OJ990323_18.0419.C6.ol.tm 

4 95 

none 



Seq. ID OJ990323_18.0419.C6 
Strand 

End 1095 

Method TBLASTX : Mai ze 

End 892 

Score 283 



495. .728, 495. .569, 496. .726, 638. .757, 800. .880, 801. .881, 
805. .885, 809. .892, 823. .888 



49214 Seq. ID 

104774 Strand 

495 End 

OJ990323_18.0419.C6.ol.gp Method 

4 95 End 

none Score 
495. .718 



OJ990323_18.0419.C6 

1095 
AAT/GAP 
718 
418 



Seq. No. 49214 Seq. ID 

Gene No. 104774 Strand 

Start 495 End 

Name OJ990323_18 . 0419 . C6 . ol . tc Method 

Start 506 End . 

GI none Score 

Exons 506. .595, 508. .726, 511. .573, 548. .727, 619 

823.. 909, 1006.. 1053 



OJ990323 18. 0419. C6 



1095 

TBLASTX: Cress 
1053 
56 

729, 821. .916, 



l\l Seq. No. 

i y Gene No . 

□ Start 

[j Name 

= 5 Start 

1 ^ Exons 

[3 Seq. No. 

* J Gene No. 

i 2 Start . 

- Name 

H Start 

= 3 GI 

!3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49214 Seq. ID 

104774 Strand 

4 95 End 

OJ990323_18.0419.C6.ol. ts Method 

886 End 

none Score 

886.. 1095, 991.. 1092 



OJ990323_18.0419.C6 
1095 

TBLASTX : Soybean 

1095 

104 



49215 

104775 

708 

OJ990323_18.0419.C7.ol.gs 
708 



Seq. ID OJ990323_18.0419.C7 
Strand + 
End 18934 
Method GENS CAN 
End 18934 
none Score . 81 

708. .843, 2583. .2680, 2770. .2841, 2926. .3122, 3446. .3592, 
4007. .4230, 5357. .5518, 6194. .6308, 6528. .6694, 7681. .7898, 
8009. .8066, 8655. .8736, 8939. .9101, 9132. .9270, 9671. .9779, 
9863. .10442, 10536 .. 10668, 10774 .. 10842 , 11078 11289, 
11548. .11785, 12122. .12304, 12395 .. 12820, 12904 1334 1, 
13460. .13606, 13678 .. 14 160, 14365 .. 14 903, 15072 .. 15561, 
15730. .15798, 16834 .. 17052, 17148 .. 17402 , 17496 .. 17545, 
18069. .18178, 18266. .18348, 184 54 .. 18 666, 18764. .18934 



49215 Seq. ID 

104775 Strand 

708 End 

OJ990323_18 . 0419 . C7 . ol . gp Method 

935 End 

none Score 



OJ990323_18.0419.C7 
+ 

18934 
AAT/GAP 
3611 
987 



935. .984, 2583. .2680, 2770. .2841, 2950. .3122, 3446. .3611 



50930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



49215 

104775 

708 

OJ990323_18.0419.C7.ol.np 

6313 

6822074 

6313.. 6364, 6600.. 6694, 7681 
8939.. 9307, 9693.. 9779, 9863 
11078. .11289, 11548. .11785, 



12904. 
15072. 
17148. 
18421. 



,13341, 
,15561, 



13487, 
15730. 



,17402, 17496. 
,18666, 18785. 



13606, 
,15798, 
17545, 
18931 



(AL132957) TATA box binding 
(TAF)-like protein [Arabidop 



Seq. ID OJ990323_18.0419.C7 
Strand + 
End 18934 
Method AAT/NAP 
End 18931 
Score 5202 
..7898, 8009. .8066, 8655. .8736, 
..10442, 10536. .10668, 10774 .. 10842, 
12122. . 12280, 12395. . 12820, 
13678. .14105, 14349. .14903, 
16629. .16733, 16834 17 052 , 
18069. .18178, 18266. .18348, 

protein (TBP) associated factor 
sis thaliana] 



Seq. No. 49215 

Gene No. 104775 

Start 708 

Name OJ990323_18 . 04 19 . C7 . o2 . gp 

Start 15329 

GI 10281_1.R1084 

Exons 15329. .15561, 15730 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16629. .16733, 16834 .. 1 694 7 
'2920587 7.0e-19 (AF038362) TBP-associated factor 172 [Homo 
sapiens] >gi_2995136_emb_CAA04 4 75_ (AJ001017) TAFII170 [Homo 
sapiens] ' 



OJ990323_18.0419.C7 
+ 

18934 
AAT/GAP 
16947 
898 



15798, 



Seq. No. 49215 Seq. ID 

Gene No. 104775 Strand 

Start 708 End 

Name OJ990323_18 . 04 19 . C7 . o3 . gp Method 

Start 18463 End 

GI 568751 Score 
Exons 18463. .18666, 18764.. 18837 

GI Descrip. 2920587 7.0e-19 (AF038362) TBP-associated factor 172 [Homo 

sapiens] >gi_2995136_emb_CAA04475_ (AJ001017) TAFII170 [Homo 
sapiens] 



OJ990323_18.0419.C7 
+ 

18934 
AAT/GAP 
18837 
532 



□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



49215 
104776 
23604 

OJ990323__18.0419.C7.o2.np 
23604 
7489084 

23604. .23686, 24191 .. 24884 , 
27073. .27335, 35226 .. 36655 , 
disease resistance protein Cf-2.2 
gi 1 1184077 | gb | AAC15780.il (U4244 5) 
pimpinelli folium] 



Seq. ID OJ990323__18.0419.C7 
Strand + 
End 37792 
Method AAT/NAP 
End 37792 
Score 1436 
2S986..26429, 26652 .. 2 694 9, 
36915. .36962, 37740.. 37792 
currant tomato 
Cf-2.2 [Lycopersicon 



Seq. ID OJ990323_18.0419.C7 



Seq. No. 49215 

Gene No. 104776 Strand + 

Start 23604 End 37792 

Name OJ990323_18 . 0419 . C7 . o4 . gs Method GENSCAN 

Start 32841 End 36698 

GI none Score .88 

Exons 32841. .32938, 33042 .. 33211, 34498.. 36698 



50931 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 

104777 

18876 

OJ990323_18.0419.C7.o4 . gp 
18876 

uOosrocyp005b05al 
18876. .19248 

, 1420932/gb|U61383|ORU61383 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_18.0419.C7 

19248 
AAT/GAP 
19248 
742 



7.0e-21 Oryza rufipogon 
intron 1, partial sequence' 



49215 
104778 
23603 

OJ990323_18.0419.C7.o5.gp 
23603 
2312838 
23603. .23665 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323 18. 0419. C7 



23665 
AAT/GAP 
23665 
66 



49215 

104779 

29555 

0 J990323_18 . 04 1 9 . C7 . o3 . gs 

29555 

none 



Seq. ID OJ990323_18.0419.C7 
Strand 

End . 31527 

Method GENS CAN 

End 31527 

Score .92 



29555. .29980, 30017 .. 30094 , 30263 .. 304 90, 31073 31205 , 
31415.. 31527 



^ Seq. No. 

\4 Gene No. 

fLJ Start 

_ Name 

ip — Start 

c " ; -« Exons 

□ 

£3 



49215 

104780 

37377 

OJ990323_18.0419.C7.o4.tm 

695 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_18.0419.C7 
39964 

TBLASTX: Maize 
4230 
102 

695.-838, 706. .846, 706. .819, 707. .856, 922. .987, 922. .996, 
927. .992, 2577. .2681, 2581. .2682, 2583. .2696, 2587. .2685, 
2767. .2841, 2768. .2842, 2770. .2856, 2805. .2843, 2900. .3061, 
2935. .3060, 2948. .3064, 3047. .3118, 3049. .3135, 3050. .3121, 
3429. .3482, 3448. .3603, 3512. .3601, 4027. .4134, 4027. .4125, 
4028. .4138, 4096. .4212, 4142. .4210, 4201. .4230 



Seq. No. 


49215 






Seq. ID 


OJ990323JL8.0419 


.C7 


Gene No. 


104780 






Strand 






Start 


37377 






End 


39964 




Name 


OJ990323 18 


.0419 


.C7.o9.tm 


Method 


TBLASTX: Maize 




Start 


7091 






End 


7428 




GI 


none 






Score 


96 




Exons 


7091. .7318, 


7092 


..7319, 7329. 


.7424, 7330.. 7428 




Seq. No. 


49215 






Seq. ID 


OJ990323_18.0419 


.C7 


Gene No. 


104780 






Strand 






Start 


37377 






End 


39964 




Name 


OJ990323 18 


.0419 


.C7 .olO.tm 


Method 


TBLASTX: Maize 




Start 


9040 






End 


9180 




GI 


none 






Score 


143 





50932 



Exons 



9040. .9174, 9041. .9178, 9042. .9179, 9043. .9180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 
104780 
37377 
OJ990323 
13815 
none 
13815. 
13926. 
14355. 
14658. 



18.0419.C7.o2.tm 



13922, 
14147, 
14642, 
14843, 



13815. 
13926. 
14356. 
14665. 



,13934, 
,14168, 
,14664, 
,14847 



Seq. ID OJ990323_18.0419.C7 
Strand 

End 39964 

Method TBLASTX: Maize 

End 14848 

Score 119 
13816. .13938, 13916 .. 14 140, 
13927. . 14163, 14353 14 664 , 
14366. . 14677, 14657 .. 14848 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 
104780 
37377 
OJ990323 
14508 
none 
14508 
14794 
15070 



18.0419.C7.o2.ts 



14888, 
14904, 
15162 



14508. .14807, 
15069. .15161, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14510. . 14881, 
15069. . 15161, 



OJ990323 18. 0419. C7 



39964 

TBLASTX : Soybean 
15162 
229 

14515. .14904, 
15070. .15162, 



y Seq. No. 

L g Gene No. 

li Start 

ill Name 
Start 

C3 gi 

Ld Exons 



49215 

104780 

37377 

OJ990323_18.0419.C7.o3.tm 

14851 

none 



Seq. ID OJ990323_18.0419.C7 



Strand 
End 

Method 

End 

Score 



39964 

TBLASTX: Maize 

15309 

73 



14851. .14904, 14852. .14905, 15057 .. 15167 , 15057 .. 15308, 
15058. .15309, 15070.. 15309 



~. . z 



u —5 



Seq. No. 49215 
Gene No. 104780 
Start 37377 

Name OJ990323_18 . 0419 . C7 . ol . ts 

Start 15178 
GI none 
Exons 15178, 

15724. 

16833. 

17493. 

18264. 



,15228, 15217. .15549, 

15798, 15726. .15803, 

16913, 16834. .17094, 

17543, 18066. .18173, 

18341, 18265. .18348, 

18453. .18665, 188 18 .. 18904 , 



End 

Method 

End 

Sc&re 



Seq. ID OJ990323_18.0419.C7 
Strand 

39964 

TBLASTX : Soybean 
18934 
39 

15234. .15557, 15235 .. 15561, 
16622. .16735, 16626 .. 16754 , 
17139. .17276, 17259 .. 17402, 
18067. .18177, 18070. .18177, 
18266. .18349, 18451. 
18826. .18924, 18845. 



.18666, 
,18934 



Seq. No. 49215 
Gene No. 104780 
Start 37377 

Name OJ990323JL8 . 0419 . C7 . ol . tm 

Start 15349 
GI none 

Exons 15349. .15561, 15351 .. 15560, 

15724. .15798, 15727 .. 15798 , 
16626. .16754, 16823 .. 17062 , 
17139. .17402, 17146. .17403, 
17495. .17545, 18066 .. 18173, 
18074. .18178, 18264. .18320, 



Seq. ID OJ990323_18.0419.C7 
Strand 

End 39964 

Method TBLASTX : Mai ze 

End 18321 

Score 296 
15355. .15561, 15395 .. 15562, 
15729. .15812, 16625 .. 16735, 
16834. .17061, 17139. .17402, 
17493. .17543, 174 94 .. 17544 , 
18067. .18177, 18070. .18177, 
18265. .18321, 18265.. 18321 



50933 




Seq. No. 


49215 








Seq. 


ID OJ990323 


18.0419 


Gene No. 


104780 








Strand 






Start 


37377 








End 


39964 




Name 


OJ990323 18. 0419. CI. 


O J . IC 


Method TBLASTX : Cress 


Start 


17139 








End 


18348 




GI 


none 








Score 85 






Exons 


17139. 


.17276, 


17147. 


.17203, 


17259. 


.17408, 


17279. 


.17401, 




17495. 


.17545, 


17496. 


.17543, 


18066. 


.18173, 


18067. 


.18177, 




18070. 


. 18177, 


18264. 


.18323, 


18265. 


.18324, 


18265. 


.18324, 




18325. 


.18348 














Seq. No. 


49215 








Seq. 


ID OJ990323 


18.0419 


Pan q K|/-\ 
belle JN(J . 


104780 








Strand 






Start 


37377 








End 


39964 




Name 


OJ990323 18. 0419. CI. 


o7 . tm 


Method TBLASTX : Mai ze 


Start 


18490 








End 


18934 




GI 


none 








Score 254 




Exons 


18490. 


.18672, 


18492. 


.18665, 


18493. 


.18666, 


18807. 


.18932., 




18812. 


.18934, 


18813. 


.18887, 


18845. 


.18934 






Seq. No. 


49215 








Seq. 


ID OJ990323 


18.0419 


Gene No. 


104780 








Strand 






Start 


37377 








End 


39964 




Name 


OJ990323 18. 0419. C7. 


o2 . tc 


Method TBLASTX : Cress 


Start 


24202 








End 


36404 




GI 


none 








Score 4 4 






Exons 


24202. 


.24279, 


24286. 


.24342, 


24310. 


.24570, 


24334. 


.24456, 




24388. 


.24681, 


24390. 


.24590, 


24397. 


.24867, 


24400. 


.24867, 




24400. 


.24825, 


24415. 


.24867, 


24442. 


.24756, 


24463. 


.24642, 




24463. 


.24867, 


24481. 


.24597, 


24544. 


.24714, 


24586. 


.24867, 




24607. 


.24786, 


25765. 


.25923, 


25932. 


.26009, 


25938. 


.26009, 




25941. 


.25991, 


25971. 


.26192, 


25983. 


.26258, 


25986. 


.26132, 




25986. 


.26267, 


25992. 


.26258, 


25995. 


.26273, 


26058. 


.26267, 




26109. 


.26258, 


26133. 


.26333, 


26271. 


.26423, 


26277. 


.26405, 




26286. 


.26417, 


26286. 


.26423, 


26286. 


.26423, 


26297. 


.26416, 




26298. 


.26489, 


26301. 


.26432, 


26307. 


.26405, 


26442. 


.26492, 




26442. 


.26549, 


26445. 


.26612, 


26493. 


.26621, 


26499. 


.26618, 




26499. 


.26618, 


26499. 


.26618, 


26502. 


.26618, 


26502. 


.26618, 




26502. 


.26618, 


26520. 


.26618, 


26537. 


.26617, 


26688. 


.26774, 




26688. 


.26783, 


26688. 


.26783, 


26688. 


.26780, 


26721. 


.26771, 




26796. 


.26945, 


26799. 


.26939, 


27069. 


.27329, 


27069. 


.27266, 




27075. 


.27245, 


27075. 


.27266, 


27075. 


.27203, 


27075. 


.27329, 




27075. 


.27257, 


27075. 


.27203, 


27075. 


.27134, 


27081. 


.27329, 




27084. 


.27383, 


27105. 


.27329, 


27126. 


.27266, 


34473. 


.34607, 




34614. 


.34670, 


34638. 


.34898, 


34662. 


.34784, 


34716. 


.34907, 




34728. 


.34898, 


34728. 


.34907, 


34743. 


.34907, 


34791. 


.34907, 




34938. 


.34988, 


35007. 


.35081, 


35025. 


.35123, 


35025. 


.35072, 




35033. 


.35113, 


35034. 


.35219, 


35097. 


.35339, 


35100. 


.35378, 




35262. 


.35438, 


35274. 


.35363, 


35331. 


.35570, 


35366. 


.35584, 




35373. 


.35582, 


35376. 


.35714, 


35379. 


.35621, 


35382. 


.35591, 




35388. 


.35651, 


35391. 


.35582, 


35399. 


.35521, 


35403. 


.35507, 




35406. 


.35582, 


35412. 


.35591, 


35595. 


.35723, 


35601. 


.35720, 




35601. 


.35813, 


35601. 


.35720, 


35604. 


.35720, 


35604. 


.35672, 




35613. 


.35720, 


35613. 


.35720, 


35622. 


.35720, 


35784. 


.35876, 




35889. 


.36041, 


35904. 


.36041, 


36150. 


.36332, 


36150. 


.36332, 




36150. 


.36404, 


36150. 


.36278, 


36150. 


.36209, 


36152. 


.36349, 



50934 



36156. .36332, 36180 36404 , 36201 .. 36404 , 36371. .36403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 

104780 

37377 

OJ990323_18 

24394 

none 

24394. .2482 
25995. .2625 
26496. .2662 
27075. .2725 
34722. .3490 
35025. .3509 
35379. .3559 
36150. .3620 
36210. .3634 



0419.C7.o6.tm 



5, 24400. 

8, 26003. 
4, 26496. 
7, 27075. 
7, 34728. 

0, 35100. 

1, 35784. 

9, 36150. 
1, 36248. 



.24765, 
.26257, 
.26618, 
.27266, 
.34904, 
.35312, 
.35894, 
.36341, 
.36409 



Seq. I 
Strand 
End 

Method 

End 

Score 

24472. .2 

26067 

26688 

27075 

34728 

35100 

35910 

36150 



D OJ990323 18. 0419. C7 



39964 

TBLASTX : Ma 
36410 
279 

4867, 25983.. 
6267, 26090.. 
6786, 26799.. 
7257, 27081.. 
4907, 35022.. 
5363, 35172.. 
6044, 36141.. 
6341, 36156.. 



lze 



26258, 
26188, 
26945, 
27335, 
35081, 
35372, 
36341, 
36410, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 

10478 

37377 

OJ990 

24397 

none 

24397 

24423 

24559 

26271 

27078 

34725 

35100 

35406 

36150 



323 18.0419.C7.o3.ts 



. .24600, 
. .24590, 
. .24867, 
. .26432, 
. .27329, 
. .34847, 
. .35402, 
. .35609, 
. .36272, 



24400. 
24429. 
25992. 
26496. 
27081. 
34728. 
35109. 
35598. 
36153. 



.24663, 
.24734, 
.26192, 
.26618, 
.27329, 
.34907, 
.35363, 
.35720, 
.36404, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24409 

24487 

25995 

26688 

27357 

34737 

35115 

35771 

36156 



OJ990323 18. 0419. C7 



39964 

TBLASTX: So 
36455 
178 

24744, 24415 
24864, 24495 
26258, 26091 
26798, 27069 
27380, 34725 
34907, 35097 
35420, 35376 
35866, 35784 
36404, 36432 



ybean 



24807, 
24734, 
26267, 
27200, 
34904, 
35297, 
35591, 
35870, 
36455 



Seq. No. 49215 Seq. ID 

Gene No. 104780 Strand 

Start 37377 End 

Name OJ990323_18 . 04 19 . C7 . ol . tw Method 

Start 24607 End 

GI none Score 
Exons 



OJ990323_18.0419.C7 
39964 

TBLASTX: Wheat 

36479 

157 



24607. .24867, 26004 .. 26258, 26036 .. 26185, 26058 .. 26267, 

26502. .26627, 27011 .. 27316, 27012 .. 274 04 , 34716 .. 34847, 

34728. .34907, 34791 .. 34 907 , 34 994 .. 35080 , 35096 .. 35158, 

36087. .36479, 36092. .36478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49215 
104780 
37377 

OJ990323_18.0419.C7.o8 .tm 
28324 



OJ990323 18. 0419. C7 



none 
28324. 
30291. 
37566. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

28515, 28326. .28535, 28326 .. 28526, 30278 .. 3037 9, 
30353, 37371. .37499, 37387 .. 37 644 , 37389 .. 37670, 
37676 



39964 

TBLASTX: Maize 

37676 

166 



Seq. No. 
Gene No. 



49215 
104780 



Seq. ID 
Strand 



OJ990323 18. 0419. C7 



50935 




Start 


37377 




End 


39964 






Name 


OJ990323 18. 0419. C7 


.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


28326 




End 


39826 






GI 


none 




Score 


92 






Exons 


28326. .28424, 37389 


. .37487, 


39151. .39240, 39220 


. .39324, 






39442. .39543, 39553 


. .39594, 


39687. .39824, 39692 


. .39826 




Seq. No. 


49215 




Seq. ID 


OJ990323 


_18.0419. 


C7 


Gene No . 


104780 




Strand 








Start 


37377 




End 


39964 






Name 


OJ990323 18. 0419. C7 


. oS.gs 


Method 


GENSCAN 






Start 


37377 




End 


39937 






GI 


none 




Score 


.95 






Exons 


37377. .37813, 39153 


. .39315, 


39397. .39591, 39743 


. .39937 




Seq. No. 


49215 




Seq. ID 


OJ990323 


_18.0419. 


C7 


Gene No. 


104780 




Strand 








Start 


37377 




End 


39964 






Name 


OJ990323 18. 0419. C7 


. o3 . np 


Method 


AAT/NAP 






Start 


37386 


End 


39964 






GI • 


4204761 




Score 


728 






Exons 


37386. .37813, 39153 


. .39315, 


39397. .39591, 39686 


. .39964 




GI Descrip. 


(U51192) peroxidase precursor [Glycine 


max] 






Seq. No. 


ft y £ X D 




Seq. ID 


OJ990323 


_18.0419. 


C7 


Gene No. 


lUfi / o U 




Strand 








Start 


j / J / / 




End 


39964 






Name 


rvTGGmoo. 10 r\ a 1 q r*n 

ujyyujz j io.u4±y.L/ 


. o4 . t s 


Method 


TBLASTX: 






Start 


37389 




End 


39826 






GI 


none 




Score 


44 






Exons 


37389. .37502, 37560 


.37712, 


37761. .378 


17, 39151 


. .39321, 






39152. .39238, 39278 


.39316, 


39442. .39594, 39443 


. .39592, 






39692. .39826 












Seq. No. 


49215 




Seq. ID 


OJ990323 


_18.0419. 


C7 


Gene No. 


104780 




Strand 








Start 


37377 




End 


39964 






Name 


OJ990323 18. 0419. C7 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


37773 




End 


39823 






GI 


none 




Score 


79 






Exons 


37773. .37817, 39151 


.39321, 


39152. .39316, 39442 


. .39594, 






39687. .39815, 39692. 


.39823 










Seq. No. 


49215 




Seq. ID 


OJ990323^ 


JL8.0419. 


C7 


Gene No. 


104780 




Strand 








Start 


37377 




End 


39964 






Name 


OJ990323 18. 0419. CI. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


39406 




End 


39826 






GI 


none 




Score 


72 






Exons 


39406. .39513, 39442. 


.39543, 


39559. .39594, 39687 


. .39824, 






39692. .39826 












Seq. No. 


49216 




Seq. ID 


OJ990323 


JL8.0419. 


C8 


Gene No. 


104781 




Strand 








Start 


764 




End 


1117 






Name 


OJ990323 18. 0419. C8 . 


ol.gp 


Method 


AAT/GAP 






Start 


764 




End 


1117 







50936 




GI 


294 8.R1084 




Score 


520 


Exons 


764. .1117 








GI Descrip. 


• 1332579/emb | CAA66667 | 


3.0e- 


75 (X98063) 


polyubiquit in [ Pinu: 




sylvestris] ' 








Seq. No. 


49217 




Seq. ID 


OJ990323_18. 0419. C10 


Gene No. 


104782 




Strand 


+ 




DjI / 




End 


10251 


Name 


OJ990323 18. 0419. CIO. o2 


.np 


Method 


AAT/NAP 


Start 


6317 




End 


10251 


GI 


5080823 




Score 


17 


Exons 


6317. .6458, 6514.. 6688, 


10201. .10251 




GI Descrip. 


(AC007258 ) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


49217 




Seq. ID 


OJ990323_18. 0419. C10 


Gene No. 


104783 




Strand 




Start 


779 




End 


7786 


Name 


OJ990323 18. 0419. C10. ol 


.np 


Method 


AAT/NAP 


Start 


779 




End 


6977 


GI 


2281090 




Score 


674 


Exons 


779. .825, 1949. .2663, 2760.. 


2998, 3492. 


.3694, 3769. .3891, 




3982. .4065, 6898. .6977 








GI Descrip. 


(AC002333) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


49zl / 




Seq. ID 


OJ990323_18. 0419. C10 


Gene No. 


1047 8 3 




Strand 




o ran. 


77 Q 




End 


7786 


Name 


OJ990323 18. 0419. C10. o2 


.gs 


Method 


GENSCAN 


Start 


1830 




End 


7786 


GI 


none 




Score 


.76 


Exons 


1830.. 2663, 2760.. 2995, 


3495 


..3694, 3769. .4285, 4363. .5050, 




5814. .5907, 6457. .6619, 


6631 


..6776, 7600. .7684, 7732. .7786 


Seq. No. 


49217 




Seq. ID 


OJ990323_18. 0419. C10 


KjQTlQ INO . 


104783 




Strand 




Start 


779 




End 


7786 


Name 


OJ990323 18. 0419. C10. o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2133 




End 


2402 


GI 


none 




Score 


90 


Exons 


2133. .2402, 2140. .2253, 


2163 


. .2366 




Seq. No. 


49217 




Seq. ID 


OJ990323_18. 0419. C10 


oene ino . 


104783 




Strand 




Start 


779 




End 


7786 


Name 


OJ990323 18. 0419. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2196 




End 


2825 


GI 


none 




Score 


222 


Exons 


2196. .2390, 2415. .2642, 


2428 


..2685, 2463.-2693, 2757. .2825 


Seq. No. 


49217 




Seq. ID 


OJ990323_18. 0419. C10 


Gene No. 


104783 




Strand 




Start 


779 




End 


7786 


Name 


OJ990323 18. 0419. C10. ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2441 




End 


2897 


GI 


none 




Score 


202 


Exons 


2441. .2629, 2448. .2639, 


2449 


..2631, 2760. .2897 



50937 



Seq. No. 


4 9217 








Seq. ID 


OJ990323_18. 0419. C10 












Strand 




Start 


779 








End 


7786 . 


Name 


OJ990323 18 


.0419 


■ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2451 








End 


3008 


GI 


none 








Score 


197 


Exons 


2451. .2639, 


2455 


. .2631, 


2760. 


.3008 




Seq. No. 


49217 








Seq. ID 


OJ990323_18. 0419. C10 


Gene No. 


104783 








Strand 




C+- -a >-+- 


1 7 Q 
ft)? 








End 


7786 


Name 


OJ990323 18 


.0419 


C10.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


2832 








End 


3869 


GI 


none 








Score 


61 


Exons 


2832. .3002, 


2845 


.3003, 


3493. 


.3630, 3493.. 3642, 3622. .3690, 




3637. .3717, 


3768 


.3869, 


3775. 


.3867, 37? 


32. .3868 


Seq. No. 


49218 








Seq. ID 


OJ990323_18.0419.C11 


Gene No. 


104784 








Strand 


+ 


Start 


342 








End 


770 


Name 


OJ990323 18 


.0419 


Cll.ol 


gs 


Method 


GENSCAN 


Start 


342 








End 


770 


GI 


none 








Score 


.73 


Exons 


342. .770 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 



49218 Seq. ID 

104785 Strand 
1960 End 
OJ990323_18. 0419. Cll. ol.np Method 
1960 End 
7446373 Score 
I960.. 2813, 2898.. 3429 

probable serine/threonine protein kinase (EC 2.7.1.-) 
sorghum gi | 3256035 | emb | CAA74646 . 1 1 (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



OJ990323_18.0419.C11 
+ 

3441 
AAT/NAP 
3429 
1969 



SNFL3 



49218 Seq. ID 

104785 Strand 

1960 End 
OJ990323_18 . 0419 . Cll . o2 . gs Method 

1960 End 

none Score 
1960. .3441 



OJ990323_18. 0419. Cll 
+ 

3441 
GENSCAN 
3441 
.97 



Seq. No. 49218 Seq. ID 

Gene No. 104786 Strand 

Start 11012 End 

Name OJ990323JL8 . 04 19 . Cll . o4 . gs Method 

Start 11012 End 

GI none Score 

Exons 11012. .11078, 12134.. 12318 



OJ990323_18. 0419. Cll 
+ 

12318 
GENSCAN 
12318 
.94 



Seq. No. 49218 Seq. ID 

Gene No. 104787 Strand 

Start 15278 End 

Name OJ990323_18 . 0419 . Cll . 06 . gs Method' 

Start 15278 End 



OJ990323_18. 0419. Cll 
+ 

16706 

GENSCAN 

16659 



50938 



GI 

Exons 



none Score .43 

15278. .15400, 15594 .. 15624 , 15880 .. 1 6101, 16183 .. 16257, 

16538.. 16659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49218 ■ Seq. ID 

104787 Strand 

15278 End 

OJ990323_18 . 04 1 9 . CI 1 . o2 . np Method 

15948 End 

6815052 Score 



OJ990323_18.0419.C11 
+ 

16706 
AAT/NAP 
16706 
504 



15948. .16101, 16183. . 16257, 16538. .16706 
(AP001080) hypothetical protein [Oryza sativa] 



49218 Seq. ID 

104788 Strand 
20525 End 
OJ990323_18 . 04 19 . CI 1 . 08 . gs Method 
20525 End 
none Score 

20525. .20870, 20879.. 21303 



OJ990323_18.0419.C11 
+ 

21303 
GENSCAN 
21303 
.96 



Seq. No. 

Gene No. 
« Start 
^ Name 
%2 Start 

m gi 

?ll Exons 

H Seq. No. 

Gene No. 

%J Start 

til Name 

1" Start 

fl GI 

J 5 : Exons 

H Seq. No. 
O Gene No. 

Start 
iZ Name 
U Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49218 Seq. ID 

104789 Strand 
4 555 End 
OJ990323_18 . 04 19 . Cll . o3 . gs Method 
4555 End 
none Score 
4555. .4727, 6002. .6062, 7281. .7514 

49218 Seq. ID 

104790 Strand 
12639 End 
OJ990323_18 .0419. Cll . o5 . gs Method 
12639 End 
none Score 
12639. .12784, 13919. .14051 

49218 

104791 Strand 
18768 End 
OJ990323_18 . 04 1 9 . CI 1 . o7 . gs Method 
18768 End 
none Score 



OJ990323_18. 04 19. Cll 

7514 
GENSCAN 
7514 
.54 



OJ990323_18. 0419. Cll 

14051 
GENSCAN 
14051 
1 



Seq. ID OJ990323JL8. 0419. Cll 



21087 
GENSCAN 
20100 
.82 



18768. .19333, 19510 .. 19636, 19717. .20100 



49218 

104791 

18768 

OJ990323_18.0419.Cll.o3.np 

18875 

5734775 



Seq. ID OJ990323_18. 0419. Cll 



Strand 
End 

Method 

End 

Score 



21087 
AAT/NAP 
21087 
1249 



18875. .19333, 19484 .. 20136, 20549. . 20859, 20949. .21087 
(AC007980) 38745 [Arabidopsis thaliana] 



49218 

104792 

29688 



Seq. ID 

Strand 

End 



OJ990323 18. 0419. Cll 



32049 



50939 



Name 

Start 

GI 

Exons 



OJ990323_18 . 0419 . Cll . ol . tm Method TBLASTX : Mai ze 
1950 End 3342 

none Score 1030 

1950.. 2348, 1960. .2763, 2170.. 2736, 2397.. 2762, 2959.. 3036, 
2961.. 3149, 3144. .3338, 3145.. 3342 



Seq. No. 49218 

Gene No. 104792 

Start 29688 

Name OJ990323_18 . 0419. Cll .ol . tc 

Start 1957 

GI none 

Exons 1957.. 2850, I960.. 2067, 1983. 

2908.. 3156, 2979.. 3152, 3208. 

Seq. No. 49218 

Gene No. 104792 

Start 29688 

Name OJ990323_18 . 0419 . Cll . ol . ts 

Start 1972 

GI none 

Exons 1972.. 2034, 1995.. 2033, 2013. 

2854.. 3003, 2970. .3350, 2995. 

^3 Seq. No. 49218 

%J Gene No. 104792 

EH Start 29688 

F LI Name OJ990323_18. 0419. Cll. o2.tw 

?Z Start 2125 

GI none 

L -J Exons 2125.. 2265, 2266.. 2415 

fll Seq. No. 49218 

' a ~ Gene No. 104792 

1=% Start 29688 

*i Name OJ990323_18. 0419. Cll. o3.tw 

Start 2560 
r & GI . none 

Exons 2560.. 2760 



Seq. ID OJ990323_18. 0419. Cll 
Strand 

End 32049 
Method TBLASTX : Cress 
End 3347 
Score 982 

.2174, 2164. .2643, 2235. .2753, 
.3345, 3249. .3347 

Seq. ID OJ990323_18. 0419. Cll 
Strand 

End 32049 

Method TBLASTX : Soybean 

End 3350 

Score 80 

.2348, 2014. .2760, 2400. .2753, 
.3036, 3067.. 3345 

Seq. ID OJ990323_18. 0419. Cll 
Strand 

End 32049 

Method TBLASTX : Wheat 

End 2415 

Score 138 



Seq. ID OJ990323_18. 0419. Cll 
Strand 

End 32049 

Method TBLASTX : Wheat 

End 2760 

Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49218 
104792 
29688 

OJ990323_18. 0419. Cll. o2.ts 
18872 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 18. 0419. Cll 



32049 

TBLASTX: Soybean 
21040 

none Score 59 

18872. .19285, 18893 .. 19000, 19113 .. 192 68 , 19455 .. 19652, 
19481. .19651, 19699. .19743, 19700 .. 19741 , 19756 .. 20127 , 
19766. .20119, 20603. .20866, 20667 .. 20873, 20959 .. 21039, 
20960. .21040 



Seq. No. 49218 Seq. ID 

Gene No. 104792 Strand 

Start 29688 End . 

Name OJ990323_18 . 04 19 . Cll . o2 . tc Method 

Start 18887 End 

GI none Score 



OJ990323_18. 0419. Cll 
32049 

TBLASTX: Cress 

21045 

159 



50940 






Exons 


18887 . .19285, 19113. 


. 19268, 


19464 . .19652, 19481 .. 19651, 








19699. . 19743, 19756. 


. 20127, 


19766. .20125, 20603 .. 20866, 








20667 . .20873, 20959. 


.21045, 


20960. .21037 






Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 




Hanp No 


104792 




Strand 








Start 


29688 




End 


32049 






Name 


OJ990323 18.0419.C11 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


18890 




End 


19782 






GI 


none 




Score 


82 






Exons 


18890 . . 19336, 18899. 


. 19000, 


18900. .19028, 19098. . 19334, 








19484 . . 19651, 19485. 


.19652, 


19699. .19743, 19700 .. 1974 4 , 








19756. .19782 












Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 




Gene No. 


104792 




Strand 








Start 


29688 




End 


32049 






Name 


OJ990323 18.0419.C11 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


18912 




End 


19264 






GI 


none 




Score 


84 






Exons 


18912 . . 19028, 18914 . 


. 19264, 


19104. .19262 






Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 




Gene No. 


104792 




Strand 








Start 


29688 




End 


32049 




III 


Name 


OJ990323 18.0419.C11 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


19795 ~~ 




End 


20040 




: is" 


GI 


none 




Score 


129 






Exons 


19795. .20040, 19838. 


.20038 








"A 


Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 




Gene No. 


104792 




Strand 






\ y 


Start 


29688 




End 


32049 




= 


Name 


OJ990323 18. 0419. CI 1 


.06. tni 


Method 


TBLASTX: Maize 






Start 


20639 ~ 




End 


21046 




- 5 


GI 


none 




Score 


154 






Exons 


20639. .20866, 20661. 


.20867, 


20959. .21045, 20960.. 21046 




'% J 


Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 




Gene No. 


104792 




Strand 








Start 


29688 




End 


32049 






Name 


OJ990323 18. 0419. CI 1 


. o3 . ts 


Method 


TBLASTX: Soybean 






Start 


22393 ~~ 




End 


22717 






GI 


none 




Score 


78 






Exons 


22393 22716, 22568 


. 22717 










Sea No 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 






104792 




Strand 








Start 


29688 




End 


32049 






Name 


OJ990323 18.0419.C11 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


22499 




End 


23017 






GI 


none 




Score 


131 






Exons 


22499. .22585, 22504. 


.22596, 


22607. .22744, 22608 .. 22790, 








22609. .22794, 22627. 


.22773, 


22810. .23007, 22810 .. 23007 , 








22829. .23017 












Seq. No. 


49218 




Seq. ID 


OJ990323_18.0419 


.Cll 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104792 Strand 

29688 End 

OJ990323_18 . 0419 . Cll . o5 . np Method 

29688 End 

4689479 Score 
29688..29724, 31934. .32049 

(AC007213) hypothetical protein [Arabidopsis thaliana] 



32049 
AAT/NAP 
32049 
99 



49218 

104792 

29688 

OJ990323_18.0419.Cll.o4 .tm 

30367 

none 

30367. .30441, 30438 30473, 
30464. .30646, 30495 30815 , 
30703. .30816, 30774 30818 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
30442. .30486, 
30498. .30731, 



OJ990323 18. 0419. Cll 



32049 

TBLASTX: Maize 
31048 
57 

30443 
30505 



30860. .31021, 30878. 



30487, 
30816, 
31048 



Seq. No. 49218 

Gene No. 104792 

Start 29688 

Name OJ990323_18 .0419. Cll . o5 . tm 

Start 31783 

GI none 

Exons 31783. .31854, 31784 31864 , 31846 
31967. .32038, 31969. ,32040 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323_18. 0419. Cll 
32049 

TBLASTX: Maize 
32040 

79. 



,32037, 31940. .32038, 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990323_18.0419.C12 



49219 

104793 Strand + 

305 End 2323 

OJ990323_18 . 04 19 . C12 . ol . gs Method GENSCAN 

305 End 2323 

none Score .49 

305.. 588, 634.. 690, 1948.. 2032, 2303.. 2323 



49219 

104794 

3303 

OJ990323_18.0419.C12.o2.gs 

3303 

none 

3303.. 3665, 3782.. 3928 

49219 

104795 

4230 

OJ990323_18.0419.C12.ol.gp 

4230 

2428313 

4230. .4480 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990323_18.0419.C12 

3928 
GENSCAN 
3928 
.81 



OJ990323_18.0419.C12 

4480 
AAT/GAP 
4480 
468 



Seq. No. 49220 Seq. ID 

Gene No. 104796 Strand 

Start 606 End 

Name OJ990303_10 . 0420 . C3 . ol . ts Method 

Start 523 End 

GI none Score 



OJ990303_10.0420.C3 
+ 

2159 

TBLASTX : Soybean 

1977 

35 



50942 



Exons 



523. .546, 607. .696, 859.-966, 868. .969, 1795. .1977, 1797. .1967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49220 

104796 

606 

OJ990303_10.0420.C3.ol.np 
606 

2632103 



Seq. ID OJ990303_10.0420.C3 

Strand + 

End 2159 

Method AAT/NAP 

End 2159 

Score 374 



606. .696, 865. .969, 1798. .1976, 2141. .2159 

(Z98759) arginyl-tRNA synthetase [Arabidopsis thaliana] 



49220 

104796 

606 

OJ990303_10.0420.C3.ol.tm 

607 

none 



Seq. ID OJ990303_10.0420.C3 

Strand + 

End 2159 

Method TBLASTX : Mai ze 

End 1988 , 

Score 117 

607. .696, 610. .687, 845. .970, 865. .969, 1795. .1977, 1797. .1982, 
1797. .1988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49220 

104796 

606 

OJ990303_10.0420.C3.ol.gs 

613 

none 



Seq. ID OJ990303_10.0420.C3 

Strand + 

End 2159 

Method GENSCAN 

End 2140 

Score .88 



613. .696, 865. .969, 1798. .1976, 2095. .2140 



49220 Seq. ID 

104796 Strand 

606 End 

OJ990303_10.0420.C3.ol.tc Method 

1828 End 

none Score 

1828. .1977, 1830.. 1988 



OJ990303_10.0420.C3 
+ 

2159 

TBLASTX: Cress 

1988 

180 



49220 Seq. ID 

104796 Strand 
606 End. 
OJ990303_10 . 0420 . C3 . ol . gp Method 
1845 End 
25345_1.R1084 Score 
1845. .1976 

, 2632105/emb|CAB11468 | 1.0e-114 (Z98760) arginyl-tRNA synthetase 
[Arabidopsis thaliana] >gi_4539426_emb_CAB38 959. 1_ (AL049171) 
arginyl-tRNA synthetase [Arabidopsis thaliana] ' 



OJ990303_10.0420.C3 
+ 

2159 
AAT/GAP 
1976 
282 



49221 

104797 

1 

OJ990303_10.0420.C4.ol.gp 
1 

25345 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1..34, 357. .446, 632. .700, 1132. .1198 

1 2632105/emb | CAB114 68 | 1.0e-114 (Z98760) arginyl-tRNA synthetase 
[Arabidopsis thaliana] >gi_4 539426_emb_CAB38 959 . 1_ (AL04 9171) 
arginyl-tRNA synthetase [Arabidopsis thaliana] 1 



OJ990303_10.0420.C4 
+ 

1523 
AAT/GAP 
1198 
439 



50943 



OJ990303_10.0420.C4 
+ 

1523 
AAT/NAP 
1523 
416 



Seq. No. 49221 Seq. ID 

Gene No. 104797 Strand 

Start 1 End 

Name OJ990303__10 . 0420 . C4 . ol . np Method 

Start 1 End 

GI 7437759 Score 

Exons 1..34, 357. .446, 632. .700, 1132. .1230, 1416. .1523 

GI Descrip. arginine — tRNA ligase (EC 6.1.1.19) - Arabidopsis thaliana 
gi|2632105|emb|CAB11468.1| (Z98760) arginyl-tRNA synthetase 
[Arabidopsis thaliana] gi | 4539426 | emb | CAB38959 . 1 1 (AL049171) 
arginyl-tRNA synthetase [Arabidopsis thaliana] 
gi|7269482|emb|CAB79485.1| (AL161565) arginyl-tRNA synthetase 
[Arabidopsis thaliana] 



O \^ \^ • IN \J . 


49221 






Seq. ID 


OJ990303_10.0420.C4 


Gene No. 


104797 






Strand 


+ 


Start 


1 






End 


1523 


Name 


OJ990303 


10 . 0420 ,C4 


. ol . gs 


Method 


GENSCAN 


Start 


357 ~ 






End 


1492 


GI 


none 






Score 


.74 




357 446 


632 700. 


1132. .1264, 1416. .1492 


t_) ^ *J . llU i 


49222 






Seq. ID 


OJ990303_10.0420.C5 


Gene No. 


104798 






Strand 


- 


Start 


218 






End 


719 


Name 


OJ990303 


10 0420 C5 


. ol . gs 


Method 


GENSCAN 


Start 


218 ~~ 






End 


662 




none 






Score 


.7 


T* 1 von ^ 


218 472 


555 662 








O C v.^ • 11U ■ 


49222 






Seq. ID 


OJ990303_10.0420.C5 


(Zone* Mn 


1047 98 






Strand 




Start 


218 






End 


719 


Name 


OJ990303 


10. 0420. C5 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


218 






End 


686 


GI 


none 






Score 


61 


Exons 


218. .397, 


238... 288, 


264. .392, 


567. .686, 


573. .686 


Seq. No. 


49222 






Seq. ID 


OJ990303_10.0420.C5 


Gene No. 


104798 






Strand 




Start 


218 






End 


719 


Name 


OJ990303 


10. 0420. C5 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


218 






End 


686 


GI 


none 






Score 


119 


Exons 


218. .391, 


267. .392, 


513. .686, 


570. .686 




Seq. No. 


49222 






Seq. ID 


OJ990303_10.0420.C5 


Gene No. 


104798 






Strand 




Start 


218 






End 


719 


Name 


OJ990303 


10. 0420. C5 


. ol .np 


Method 


AAT/NAP 


Start 


221 






End 


719 


GI 


7543887 






Score 


353 


Exons 


221. .436, 


513. .719 








GI Descrip. 


(AL138639 


) nucleic 


acid binding protein-like [Arabidopsis 



thaliana] 



50944 




Seq. No. 


49222 






Seq. ID 


OJ990303_10.0420 


C5 


Gene No. 


104798 






Strand 






Start 


218 






End 


719 




Name 


OJ990303 


10. 0420. C5 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


224 






End 


684 




GI 


none 






Score 


186 




Exons 


224. .397, 


264. .395, 


573. .683, 


631. .684 






Seq. No. 


49222 






Seq. ID 


OJ990303_10.0420 


C5 


Gene No. 


104798 






Strand 






Start 


218 






End 


719 




Name 


OJ990303 


10. 0420. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


230 






End 


397 




GI 


none 






Score 


53 




Exons 


230. .397, 


241. .285, 


264 . .395 









Seq. No. 49223 

Gene No. 104799 

Start 128 

Name OJ990303_10 . 0420 . C6 . ol . np 

Start 128 

GI 6016679 

Exons 128.. 149, I486.. 1639 

GI Descrip. (AC009991) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



Seq. ID OJ990303_10.0420.C6 
Strand 

End 1639 

Method AAT/NAP 

End 1639 

Score 152 



Seq. No. 49223 Seq. ID 

Gene No. 104799 Strand 

Start 128 End 

Name OJ990303_10 . 0420 . C6 . ol . tm Method 

Start 1500 End 

GI none Score 

Exons 1500.. 1637, 1506.. 1637, 1543.. 1638 



OJ990303_10.0420.C6 
1639 

TBLASTX: Maize 

1638 

160 



Seq. No. 49223 Seq. ID 

Gene No. 104799 Strand 

Start 128 End 

Name OJ990303_10 . 0420 . C6 . ol . ts Method 

Start 1500 End 

GI none Score . 

Exons 1500.. 1637, 1509.. 1637, 1543.. 1638 



OJ990303_10.0420.C6 
1639 

TBLASTX: Soybean 

1638 

96 



Seq. No. 49224 Seq. ID 

Gene No. 104800 Strand 

Start 45 End 

Name OJ990303_10 . 04 20 . C7 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 4 5.. 22 4 



OJ990303_10.0420.C7 
+ 

224 

GENS CAN 

224 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49224 Seq. ID 

104801 Strand 

1637 End 

OJ990303_10.0420.C7.o2.gs Method 

1637 End 

none Score 

1637. .1737, 2455. .2620, 2823. .3065 



OJ990303_10.0420.C7 

3458 
GEN SCAN 
3065 
.91 



50945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descripi 



49224 Seq. ID 

104801 Strand 
1637 End 
OJ990303_10.0420.C7.ol.gp Method 
2325 End 
3447_1.R1084 Score 
2325. .2620, 2823. .3065, 3159. .3458 

'4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ990303_10.0420.C7 

3458 
AAT/GAP 
3458 
1489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49224 Seq. ID 

104801 Strand 
1637 End 
OJ990303_10 . 0420 . C7 . ol .np Method 
2338 End 
5091509 Score 
2338.. 2620, 2823.. 3065, 3159.. 3458 

(AB023482) EST AU065533 (C2174 ) corresponds to a region of the 
predicted gene.; Similar to Homo sapiens splicing factor Prp8 
mRNA, complete cds . (AF092565 ) [Oryza sativa] 



OJ990303_10.0420.C7 

3458 
AAT/NAP 
3458 
1228 



Seq. No. 49224 

Gene No. 104801 

Start 1637 

Name OJ990303_10 . 0420 /C7 . 61 . tm 

Start 2355 

GI none 
Exons 



Seq. ID OJ990303_10.0420.C7 
Strand 

End 3458 

Method TBLASTX : Maize 

End 3443 

Score 218 



2355. .2630, 2429. .2638, 2429. .2626, 2431. .2631, 2820. .3068, 
2823. .3068, 2824. .3075, 2825. .3100, 3157. .3438, 3157. .3438, 
3159. .3443 



Seq. No. 49224 
Gene No. 104801 
Start 1637 

Name OJ990303_10 . 0420 . C7 . ol . ts 

Start 2423 
GI none 

Exons 2423.. 2461, 2459.. 2626, 2465. 

2807. .3067, 2820. .3068, 2821. 
3157. .3438, 3159. .3443, 3163. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990303 10. 0420. C7 



3458 

TBLASTX : Soybean 
3446 
40 

2533, 2487.. 2630, 2512.. 2631, 
3078, 2944. .3066, 3155. .3256, 
3387, 3171. .3446, 3405. .3443 



Seq. No. 49224 

Gene No. 104801 

Start 1637 

Name OJ990303_10 . 0420 .C7 .o2 . tc 

Start 2423 

GI none 

Exons 2423.. 2635, 2441.. 2629, 2487, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2636, 2624.. 2698 



OJ990303_10.0420.C7 
3458 

TBLASTX: Cress 
2698 
73 



Seq. No. 49224 

Gene No. 104801 

Start 1637 

Name OJ990303_10 . 0420 .C7 . ol . tc 

Start 2854 • 

GI none 

Exons 2854.. 2898, 2856.. 3068, 2947. 



OJ990303_10.0420.C7 
3458 

TBLASTX: Cress 

3443 

36 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3075, 3157. .3219, 3159. .3218, 



50946 



3203. .3277, 3204. .3278, 3205. .3279, 3276. .3443, 3277. .3438, 
3282. .3440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



|3 Seq. No. 

Gene No. 
It Start 
:]l Name 
=y Start 

C3 gi 

Ly Exons 

GI Descrip. 

ry 

C3 Seq. No. 

Gene No. 
il Start 
" » Name 
it Start 
U GI 
C3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49225 

104802 

51 

OJ990303_10.0420.C9.ol.gs 
51 

none 

51. .206, 320. .351 



Seq. ID OJ990303_10.0420.C9 

Strand + 

End 351 

Method GENSCAN 

End 351 

Score .53 



49225 
104803 
66 

OJ990303_10.0420.C9.ol.gp 
66 

9553_1.R1084 
66. .203 

•1657621 3.0e-23 (U72505) G6p [Arabidopsis thaliana] >gi_3068711 
(AF049236) putative acyl-coA dehydrogenase [Arabidopsis 
thaliana] >gi_54787 95_dbj_BAA82478 . 1_ (AB017643) Short-chain 
acyl CoA oxidase [Arabidopsis thaliana] 1 



Seq. ID OJ990303_10.0420.C9 
Strand 

End 203 

Method AAT/GAP 

End 203 

Score 184 



49226 
104804 . 
1 

OJ990303__10.0420.C12.ol.np 
1 

5091509 
1..33, 355. .868, 979. .3024 

(AB023482) EST AU065533 (C2174 ) corresponds to a region of the 
predicted gene.; Similar to Homo sapiens splicing factor Prp8 
mRNA, complete cds . (AF092565 ) [Oryza sativa] 



Seq. ID OJ990303_10.0420.C12 

Strand + 

End 3024 

Method AAT/NAP 

End 3024 

Score 4317 



49226 

104804 

1 

OJ990303_10.0420.C12.ol.gs 

318 

none 



Seq. ID OJ990303_10.0420.C12 

Strand + 

End 3024 

Method GENSCAN 

End 2956 

Score . 62 



318. .868, 979. .1000, 1146. .2546, 2564. .2956 



Seq. ID OJ990303_10.0420.C12 
Strand + 

3024 

TBLASTX: Cress 
644 
454 



End 

Method 

End 

Score 



49226 
104804 
1 

OJ990303_10.0420.C12.ol.tc 
372 
none 

372. .644, 377. .580, 486. .635 

49226 
104804 
1 

OJ990303_10.0420.C12.o3.tm 
1282 
none 

1282. .1461, 1286. .1477, 1286. .1444, 1287. .1478 



Seq. ID OJ990303_10.0420.C12 

Strand + 

End 3024 

Method TBLASTX : Mai ze 

End 1478 

Score 137 



50947 



Seq. No. 49226 

Gene No. 104804 

Start 1 

Name OJ990303_10 . 0420 . C12 . ol . tm 

Start 1752 

GI none 

Exons 1752.. 1976, 1754.. 1996, 1771. 



Seq. ID OJ990303_10.0420.C12 

Strand + 

End 3024 

Method TBLASTX: Maize 

End 1996 

Score 388 
.1980, 1775.. 1987 



Seq. No. 49226 

Gene No. 104804 

Start 1 

Name OJ990303_10 . 0420 . C12 . o2 . tc 

Start 2271 

GI none 

Exons 2271.. 2423, 2271.. 2414, 2273. 



Seq. ID OJ990303_10.0420.C12 

Strand + 

End 3024 

Method TBLASTX : Cress 

End 2541 

Score 253 

.2422, 2419. .2541, 2420. .2539 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



49226 Seq. ID 

104804 Strand 

1 End 
OJ990303_10.0420.C12.ol.ts Method 

2533 End 

none Score 

2533. .2814, 2534. .2806, 2684. .2824 



OJ990303_10.0420.C12 
+ 

3024 

TBLASTX : Soybean 

2824 

347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49226 Seq. ID 

104804 Strand 

1 End 
OJ990303_10 . 0420 . C12 . o2 . tm Method 

2580 End 

none Score 

2580. .2825, 2581. .2853, 2582. .2851 

49226 Seq. ID 

104804 Strand 
1 End 
OJ990303_10.0420.C12.o3.tc Method 
2842 End 
none Score 
2842.. 3024, 2843.. 3022 

49227 Seq. ID 

104805 Strand 
875 End 
OJ990303_10.0420.C15.ol.gs Method 
875 End 
none Score 
875. .932 



OJ990303_10.0420.C12 
+ 

3024 

TBLASTX: Maize 

2853 

241 



OJ990303_10.0420.C12 
+ 

.3024 

TBLASTX: Cress 

3024 

283 



OJ990303_10.0420.C15 
932 

GENS CAN 

932 

.6 



Seq. No. 49228 Seq. ID 

Gene No. 104806 Strand 

Start 1 End 

Name OJ990303_10 . 0420 . C16 . ol . np Method 

Start 1 . End 

GI 6120111 Score 

Exons 1..109, 226. .285, 846. .1138, 1755. .1882 
GI Descrip. (AF190739) f ructose-6-phosphate 



OJ990303_10.0420.C16 
+ 

1970 
AAT/NAP 
1882 
489 
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2-kinase/fructose-2 / 6-bisphosphatase [Arabidopsis thaliana] 



Seq. No. 


49228 


Seq. ID 


OJ990303 


Gene No. 


104806 


Strand 


+ 


Start 


1 


End 


1970 


Name 


OJ990303 10.0420.C16.o2.ts 


Method 


TBLASTX: 


Start 


1 


End 


883 


GI 


none 


Score 


160 


Exons 


1.-108, 1.-99, 6. .113, 203 


.277, 210.. 


290, 845. 


oeq . jno . 


A OOOQ 


Oeq. 1JJ 




Gene No. 


104806 


Strand 


+ • 


Start 


1 


End 


1970 


Name 


OJ990303 10.0420.C16.ol.tc 


Method 


TBLASTX: 


Start 


1 


End 


1129 


GI 


none 


Score 


149 


Exons 


1..108, 1..99, 6. .104, 203 


.280, 210.. 


290, 844. 




988. .1128, 995. .1129 






Seq. No. 


49228 


Seq. ID 


OJ990303 


Gene No. 


104806 


Strand 


+ 


Start 


1 


End 


1970 


Name 


OJ990303 10.0420.C16.ol.gs 


Method 


GENS CAN 


Start 


19 


End 


1970 


GI 


none 


Score 


.94 


Exons 


19. .105, 222. .285, 846. .1144, 1755. .1970 


Seq. No. 


49228 


Seq. ID 


OJ990303 


Gene No. 


104806 


Strand 


+ 


Start 


1 


End 


1970 


Name 


OJ990303 10.0420.C16.ol.tm 


Method 


TBLASTX:] 


Start 


222 


End 


1101 


GI 


none 


Score 


109 


Exons 


222. .290, 224. .289, 826. .1101, 845. .1099, 847.. 


Seq. No. 


49228 


Seq. ID 


OJ990303 


Gene No . 


104806 


Strand 


+ 


Start 


1 ■ 


End 


1970 


Name 


OJ990303 10.0420.C16.ol.ts 


Method 


TBLASTX: 


Start 


884 


End 


1144 


GI 


none 


Score 


97 


Exons 


884. .979, 889.-972, 989. .1144, 989. .1129, 1006. 


Seq. No. 


49229 


Seq. ID 


OJ990303_ 


Gene No. 


104807 


Strand 


+ 


Start 


1 


End 


809 


Name 


OJ990303 10.0420.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


809 


GI 


6120111 


Score 


170 


Exons 


1..44, 353. .451, 555. .584, 


768. .809 




GI Descrip. 


(AF190739) fructose- 6-phosphate 





2-kinase/f ructose-2, 6-bisphosphatase [Arabidopsis thaliana] 



Seq. No. 49229 

Gene No. 104807 

Start 1 

Name OJ990303 10 . 0420 . C17 . ol . tm 



Seq. ID OJ990303_10.0420.C17 

Strand + 

End 809 

Method TBLASTX: Maize 



50949 



Start 
GI 

Exons 



3 End 655 

none Score 7 3 

3. .89, 5. .46, 351. .446, 352. .450, 352. .450, 353. .451, 353. .451, 
552.. 584, 554.. 655 



OJ990303_10.0420.C18 
+ 

2665 
AAT/NAP 
2665 
833 



Seq. No. 49230 Seq. ID 

Gene No. 104808 Strand 

Start 1 End 

Name OJ990303_10 . 0420. C18 . ol . np Method 

Start 1 End 

GI 7489707 Score 

Exons 1..91, 701. .732, 886. .975, 1194. .1277, 1415. .1477, 1566. .1657, 

1963.. 2031, 2166.. 2229, 2301.. 2366, 2456.. 2665 
GI Descrip. 6-phosphof ructo-2-kinase (EC 2.7.1.105) / fructose-2, 

6-bisphosphate 2-phosphatase (EC 3.1.3.4 6) - maize (fragment) 

gi|2286155|gb|AAB64291. 1 1 (AF007582) 

6-phosphof ructo-2-kinase/f ructose-2, 6-bisphosphatase [Zea mays] 



Seq. No. 49230 Seq. ID 

Gene No. 104808 Strand 

Start 1 End 

Name OJ990303_10 . 0420 . C18 . ol . gs Method 

Start 165 End 

GI none Score 
£3 Exons 



OJ990303_10.0420.C18 
+ 

2665 
GENSCAN 
2533 
.75 



165. .227, 1415. .1477, 1566. .1657, 2166. .2229, 2301. .2366, 
2456. .2533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i& Seq. No. 
'. Gene No". 
it Start 
jiff Name 
P Start 
GI 

Exons 



49230 

104809 

3069 

OJ990303_10.0420.C18.ol.ts 

1593 

none 



Seq. ID OJ990303_10.0420.C18 
Strand 

End 3719 

Method TBLASTX : Soybean 

End 2532 

Score 106 



1593. .1658, 1598. .1660, 1598. .1657, 1963. .2034, 1964. .2032, 
2158. .2238, 2163. .2228, 2298. .2366, 2301. .2369, 2455. .2532, 
2456. .2527 



49230 

104809 

3069 

OJ990303_10.0420.C18.ol.tm 

1601 

none 

1601.. 1657, 1602.. 1658, 1602. 
1963.. 2034, 1964.. 2032, 1964. 
2167.. 2229, 2300.. 2365, 2301. 
2455. .2559, 2456. .2536 



Seq. ID OJ990303_10.0420.C18 
Strand 

End 3719 

Method TBLASTX: Maize 

End 2559 

Score 102 

.1658, 1603. .1659, 1604. .1660, 
.2047, 2157. .2222, 2158. .2238, 
.2369, 2450. .2539, 2454. .2534, 



Seq. No. 49230 

Gene No. 104809 

Start 3069 

Name OJ990303_10 . 0420 . C18 . ol . tc 

Start 2158 

GI none 

Exons 2158.. 2238, 2166 .. 2237 , 2297 . 

2454.. 2537, 2455.. 2535, 2456. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2365, 2301 
.2578 



OJ990303 10.0420.C18 



3719 

TBLASTX: Cress 
2578 
109 

2369, 2453.. 2533, 



50950 





Seq. No. 


49230 


Seq. ID 


OJ990303_10.0420.C18 




UC11C Vi\J ■ 


104809 








Start 


3069 


End 


3719 




Name 


OJ990303 10.0420.C18.o2.gs 


Method 


GENS CAN 




Start 


3069 


End 


3383 




GI 


none 


Score 


.86 




Exons 


3069. .3159, 3229..3383 








Seq. No. 


49230 


Seq. ID 


OJ990303_10.0420.C18 




Gene No. 


104809 


Strand 






Start 


3069 


End 


3719 




Name 


OJ990303 10.0420.C18.o2.np 


Method 


AAT/NAP 




Start 


3072 


End 


3719 




GI 


5852084 


Score 


80 




Exons 


3072. .3185, 3665. .3719 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


49231 


Seq. ID 


OJ990303_10.0420.C19 




Gene No. 


104810 


Strand 


+ 




Start 


* 1 


End 


1340 




Name 


OJ990303 10.0420.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1340 




GI 


3873408 


Score 


135 


- 


Exons 


1..299, 1299. .1340 






J 


GI Descrip. 


(L76926) putative zinc finger protein 


[Arabidopsis thaliana] 




Seq. No. 


49231 


Seq. ID 


OJ990303_10.0420.C19 




UClld Vi\J » 


104810 


Strand 


+ 




Start 


1 


End 


1340 




Name 


OJ990303 10.0420.C19.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


326 




GI 


none 


Score 


.42 


y 


Exons 


54. .326 








Seq. No. 


49231 


Seq. ID 


OJ990303_10.0420.C19 




Gene No. 


104811 


Strand 






Start 


1092 


End 


1225 




Name 


OJ990303 10.0420.C19.ol.tm 


• Method 


TBLASTX: Maize 




Start 


116 


End 


254 




GI 


none 


Score 


184 




Exons 


116. .247, 123. .254 







Seq. No. 49231 Seq. ID 

Gene No. 104811 Strand 

Start 1092 End 

Name OJ990303_10 . 0420 . C19 . o2 . gs Method 

Start 1092 End 

GI none Score 

Exons 1092.. 1225 



OJ990303_10.0420.C19 

1225 
GENSCAN 
1225 
.74 



Seq. No. 49232 Seq. ID 

Gene No. 104812 Strand 

Start 771 End 

Name OJ990303_10 . 0420 . C20 . ol . gs Method 

Start 771 End 

GI none Score 

Exons 771.. 926 



OJ990303_10.0420.C20 
+ 

926 

GENSCAN 

926 

.62 



50951 





oeq . 1NO . 




Cam T n 

oeq • i u 


nTQQn^n^ 1 n haod 






Gene No. 


104813 


Strand 


+ ~~ 






Start 


398 


End 


616 






Name 


OJ990303 10.0420.C21.ol.gs 


Method 


GENSCAN 






Start 


398 


End 


616 






GI 


none 


Score 


.45 






Exons 


398. .616 










OcCJ • NO . 




oeq . x u 


ruQQn^n^ i n oaoo 


CO A 




Gene No. 


104814 


Strand 


+ ~~ 






Start 


1 


End 


1046 






Name 


OJ990303 10.0420.C24.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


277 






GI 


2310273 


Score 


430 






Exons 


1. .277 










Seq. No. 


49234 


Seq. ID 


OJ990303_10.0420 


.C24 




Gene No. 


104814 


Strand 


+ 






Start 


1 


End 


1046 






Name 


OJ990303 10.0420.C24.ol.np 


Method 


AAT/NAP 






O Ldl L 


1 


End 


1046 






GI 


1086225 


Score 


277 






Exons 


1..49, 248. .420, 502. .600, 682. .828, 932. .1046 




iJ 


GI Descrip. 


RING-finger protein (C-terminal) - Lotus japonicus 








gi| 558545 | emb | CAA85321 1 (Z36750) protein containing C-terminal 


\_ j 5 




RING-finger [Lotus japonicus] 


gil 17711951 emb ICAA70734 | 


(Y09539) 


r y 




RING-finger protein [Lotus japonicus] 








oeq. no. 


49234 


Seq. ID 


OJ990303_10.0420 


.C24 




Gene No . 


104814 


Strand 


+ 




^ J 


Start 


1 


End 


1046 






Name 


OJ990303 10.0420.C24.ol.gs 


Method 


GENSCAN 






Start 


349 


End 


1015 






GI 


none 


Score 


.92 




"J 


Exons 


349. .420, 502. .600, 682. .828, 


932. .1015 






Seq. No. 


49234 


Seq. ID 


OJ990303_10.0420 


.C24 




bene no . 


104815 


Strand 








Start 


965 


End 


1046 






Name 


OJ990303 10.0420.C24.o2.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


367 






GI 


none 


Score 


56 






Exons 


2. .40, 6. .44, 7. .60, 24. .188,*. 


;43. .189, 


55. .246, 210. .248, 






281. .367, 282. .362 










oeq. wo. 


49234 


Seq. ID 


OJ990303_10.0420 


.C24 




Gene No. 


104815 


Strand 








Start 


965 


End 


1046 






Name 


OJ990303 10.0420.C24.ol.ts 


Method 


TBLASTX : Soybean 






Start 


505 


End 


1042 






GI 


none 


Score 


89 






Exons 


505. .600, 679. .819, 926. .1042, 


991. . 1041 






Seq. No. 


49234 


Seq. ID 


OJ990303_10.0420 


.C24 




Gene No. 


104815 


Strand 








Start 


965 


End 


1046 





50952 



Name 

Start 

GI 

Exons 



OJ990303_10 . 0420 . C24 . ol . tw Method TBLASTX : Wheat 

545 End 1035 

none Score 118 

545. .604, 679. .828, 679. .828, 714. .836, 931. .1032, 932. .1033, 
932. .1030, 994. .1035 



Seq. No. 49234 Seq. ID 

Gene No. 104815 Strand 

Start 965 End 

Name OJ990303_10 . 0420 .C24 . ol . tm ' Method 

Start 574 End 

GI none Score 
Exons 



OJ990303_10.0420.C24 
1046 

TBLASTX: Maize 

1046 

47 



574. .600, 574 . .600, 575. .601, 679. .828, 679. .828, 680. .829, 
905. .1045, 930. .1046, 931. .1044, 932. .1045 



Seq. No. 49234 Seq. ID 

Gene No. 104815 Strand 

Start 965 End 

Name OJ990303_10 . 0420 . C24 . o2 . gp Method 

Start 965 End 

GI none Score 

Exons 965.. 1046 



OJ990303_10.0420.C24 

1046 
AAT/GAP 
1046 
164 



Seq. No. 49235 Seq. ID OJ990303_10 . 0420 . C28 

Gene No. 104816 Strand + 

Start 1 End 1433 

Name OJ990303_10 . 0420 . C28 . ol . np Method AAT/NAP 

Start 1 End 1433 

GI 6630696 Score 2388 

Exons 1..1433 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



a 

3 



Seq. No. 


49235 








Seq. ID 


OJ990303_10.0420.C28 


Gene No. 


104817 








Strand 


+ 


Start 


2540 








End 


7048 


Name 


OJ990303 10, 


.0420 


.C28.o2. 


gs 


Method 


GENSCAN 


Start 


2540 








End 


7048 


GI 


none 








Score 


.51 


Exons 


2540. .2872, 


2967 


. .3150, 


3348. 


.3479, 3572. .3711, 5222. .5486, 




5577. .5706, 


6232 


. .6370, 


6551. 


.6643, 6719. .6796, 7010. .7048 


Seq. No. 


49235 








Seq. ID 


OJ990303_10.0420.C28 


Gene No. 


104818 








Strand 




Start 


7355 








End 


8448 


Name 


OJ990303 10, 


.0420 


.C28.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2 








End 


397 


GI 


5509260 








Score 


344 


Exons 


2. .397, 28.. 


,189, 


83. .283 






GI Descrip. 














Seq. No. 


49235 








Seq. ID 


OJ990303_10.0420.C28 


Gene No. 


104818 








Strand 




Start 


7355 








End 


8448 


Name 


OJ990303 10. 


.0420 


.C28.ol. 


tc 


Method ( 


TBLASTX: Cress 


Start 


26 








End 


286 



50953 




GI 


none 






Score 


289 




Exons 


26. .286, 


28. .198 










Seq. No. 


49235 






Seq. ID 


OJ990303_10.0420. 


C2 


bene WO . 








Strand 






Start 


7355 






End 


8448 




Name 


OJ990303 


10.0420.C28.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


67 






End 


532 




GI 


none 






Score 


356 




Exons 


67. .198, 


68. .532, 203.. 


283, 319.. 429 






Seq. No. 


49235 






oeq . x u 


OJ990303J.0.0420. 


C2 


bene no . 


J. U ft 0 X O 






OtlallU 






Start 


7355 








8448 




Name 


OJ990303 


10.0420.C28.o2 


. tw 


He tnoa 


TBLASTX: Wheat 




Start 


68 








613 




GI 


none 






Score 


313 




Exons 


68. .412, 


85. .249, 407.. 


613 








Seq. No. 


49235 






oeq . x u 


OJ990303JL0.0420. 


C2 


bene lno . 


X U H O X 0 






Strand 






Start 


7355 








8448 




Name 


OJ990303 


10.0420.C28.o2 


. uS 


Method 


TBLASTX: Soybean 




Start 


466 






HjTIQ. 


817 




GI 


none 






Score 


141 




Exons 


466. .630, 


467.. 625, 625 


Q1 T 

. . o X o , 


£ 0 a Q 1 A 
OZ 0 . . 014, 


635. .817 




Seq. No. 


49235 






Seq. ID 


OJ990303_10.0420. 


C2 


bene lno . 


1 C\A Q 1 Q 
X U ft O X 0 






otrdnu 






Start 


7355 






iiina 


8448 




Name 


OJ990303 


10.0420.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


593 






T-i — -J 

tina 


937 




GI 


none 






Score 


305 




Exons 


593. .937, 


616. .933 










Seq. No. 


49235 






Seq. ID 


OJ990303_10.0420. 


C2 


Gene No. 


104818 






Strand 






Q4- -j r--h 


7355 






End 


Q A A Q 




Name 


OJ990303 


10.0420.C28.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


821 






End 


1295 




GI 


none 






Score 


86 




Exons 


821. .895, 


822. .878, 826 


. .894, 


911. .937, 


939. .1259, 941.. 


12 




941. .1291, 942. .1295 










Seq. No. 


49235 






Seq. ID 


OJ990303_10.0420. 


C2 


bene jno . 


104818 






Strand 






Start 


7355 






End 


8448 




Name 


OJ990303 


10.0420.C28.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


827 






End 


1169 




GI 


none 






Score 


88 




Exons 


827. .934, 


960. .1169, 965. .1090 






Seq. No. 


49235 






Seq. ID 


OJ990303_10.0420. 


C2 


Gene No. 


104818 






Strand 






Start 


7355 






End 


8448 




Name 


OJ990303 


10.0420.C28.o3 


.gs 


Method 


GENSCAN 




Start 


7355 






End 


8448 





50954 




GI 


none 




Score 


.78 




Exons 


7355. .7503, 8397. .8448 










Seq. No. 


49236 




Seq. ID 


OJ990303JL0.0420. 


C29 


Gene No. 


104819 




Strand 






OLaX L 






End 


865 




Name 


OJ990303 10.0420.C29.ol 


. np 


Method 


AAT/NAP 




Start 


610 




End 


865 




GI 


4585996 




Score 


108 




Exons 


610. .865 










GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


49237 




Seq. ID 


OJyyOoOo iu.U4z(j. 


C30 


Gene No . 






Strand 






Start 


459 




End 


52 6 




Name 


OJ990303 10.0420.C30.ol 


.gs 


Method 


GENSCAN 




Start 


459 




End 


C O C 

52 o 




GI 


none 




Score 


.47 




Exons 


459. .526 










Seq. No. 


49238 




Seq. ID 


ojyyujuj iu.(J4z(j. 


C31 


Gene No . 


i n A Q O 1 




Strand 


+ 




Start 


639 




End 


t c o n 




Name 


OJ990303 10.0420.C31.ol 


.gs 


Method 


GENSCAN 




Start 


639 




End 


i r q n 




GI 


none 




Score 


. / D 




Exons 


639. .696, 1442. .1689 










Seq. No. 


49239 




Seq. ID 


OJ990303_10.0420. 


C32 


Gene No . 


1U4 oZZ 




Strand 






Start 


468 




End 


632 




Name 


OJ990303 10.0420.C32.ol 


.gs 


Method 


GENSCAN 




Start 


468 




End 


632 




GI 


none 




Score 


. 94 




Exons 


468. .632 










Seq. No. 


49240 




Seq. ID 


OJ990303JL0.0420. 


C39 


Gene No. 


104823 




Strand 


+ 




Start 


1 




End 


1580 




Name 


OJ990303 10.0420.C39.ol 


-gp 


Method 


AAT/GAP 




Start 


1 




End 


361 




GI 


101595 1.R1084 




Score 


403 




Exons 


1..171, 287. .361 










GI Descrip. 


•3047066 3.0e-15 (AF058825) 


contains similarity to, 






retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 


Seq. No. 


49240 




Seq. ID 


OJ990303_10.0420. 


C39 


Gene No. 


104823 




Strand 


+ 




Start 


1 




End 


1580 




Name- 


OJ990303 10.0420.C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1580 




GI 


6630696 




Score 


2725 




Exons 


1. .1580 











GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



50955 



Seq. No. 49240 Seq. ID 

Gene No. 104823 Strand 

Start 1 End 

Name OJ990303_10 . 0420 .C39.ol . tm Method 

Start 302 End 

GI none Score 

Exons 302.. 571, 303.. 575, 304.. 570, 605.. 646 

Seq. No. 49240 Seq. ID 

Gene No. 104823 Strand 

Start 1 End 

Name OJ990303_10 . 0420 . C39 . o2 . ts Method 

Start 620 End 

GI none Score 

Exons 620.. 769, 752.. 1000 

Seq. No. 49240 Seq. ID 

Gene No. 104823 Strand 

Start 1 End 

Name OJ990303JL0 . 0420 . C39 . o2 . tm Method 

Start 758 End 

GI none Score 

Exons 758.. 1222, 997.. 1215 



OJ990303_10.0420.C39 
+ 

1580 

TBLASTX: Maize 

646 

385 



OJ990303_10.0420.C39 
+ 

1580 

TBLASTX: Soybean 

1000 

88 



OJ990303_10.0420.C39 
+ 

1580 ' 

TBLASTX: Maize 

1222 

298 



h * Seq. No. 
*-3 Gene No. 
tn Start 
f [J Name 

Start 
M GI 

Exons 

fU Seq. No. 
= Gene No. 
H Start 
l~. Name 
y Start 
H GI 
Q Exons 
f *% 

Seq. No. 
^ Gene No. 
Start 
Name 
Start 
GI 

Exons 



49240 Seq. ID 

104823 Strand 

1 End 

OJ990303_10.0420.C39.o2.tw Method 

865 End 

none Score 
865. .1065, 866. .1063, 868. .1065 

49240 Seq. ID 

104823 Strand 

1 End 

OJ990303_10.0420.C39.ol.ts Method 

1010 End 

none Score 
1010.. 1231, 1012. .1227, 1235.. 1408 

49240 Seq. ID 

104823 Strand 

1 End 

OJ990303_10 . 0420 . C39 . ol . tw Method 

1066 End 

none Score 
1066.. 1473, 1066. .1566, 1073.. 1579 



OJ990303_10.0420.C39 
+ 

1580 

TBLASTX: Wheat 

1065 

263 



OJ990303_10.0420.C39 
+ 

1580 

TBLASTX: Soybean 

1408 

207 



OJ990303_10.0420.C39 
+ 

1580 

TBLASTX: Wheat 

1579 

258 



Seq. No. 49241 Seq. ID 

Gene No. 104824 Strand 

Start 1300 End 

Name OJ990303_10 . 0420 . C47 . ol . gs Method 

Start 1300 End 

GI none Score 

Exons 1300.. 1596 



OJ990303_10.0420.C47 

1596 
GENSCAN 
1596 
.64 



Seq. No. 



49242 



Seq. ID OJ990303_10.0420.C49 



50956 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



104825 Strand + 
688 End 999 
OJ990303_10 . 04 20 . C4 9 . ol . gp Method AAT/GAP 
688 End 999 
72524_1.R1084 Score 421 
688. .999 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

49242 Seq. ID OJ990303_10 . 0420 . C4 9 

104826 Strand 

1046 End 3279 

OJ990303_10.04 20.C4 9.ol.np Method AAT/NAP 

560 End ' 741 

7106512 Score 131 
560. .608, 682. .741 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


49242 




Seq. ID 


OJ990303 


Gene No. 


104826 




Strand 




Start 


1046 




End 


3279 


Name 


OJ990303 10 


.0420.C49.o2.np 


Method 


AAT/NAP 


x» Start 


1031 




End 


3279 




7248395 




Score 


344 


W Exons 


1031. .1151, 


2935.-3279 






£n GI Descrip. 

r! 5 


(AP001389) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


49242 




Seq. ID 


OJ990303 


H Gene No. 


104826 




Strand 




^ Start 


1046 




End 


3279 


%J Name 


OJ990303 10 


.0420.C49.ol.gs 


Method 


GENSCAN 


til Start 


1046 




End 


2543 


£ GI 


none 




Score 


.42 


?~. Exons 


1046. .1129, 


1668. .1729, 2390. 


.2543 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49243 Seq. ID OJ990303_10 . 0420 . C50 

104827 Strand 

1 End 1725 

OJ990303_10.0420.C50.ol.np Method AAT/NAP 

1 End 1725 

7106512 Score 1258 

1..691, 1228. .1725 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



49244 Seq. ID 

104828 Strand 
408 End 
OJ990303_10.0420.C51.ol.gp Method 
408 End 
72524_1.R1084 Score 
408. .721 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990303_10.0420.C51 
+ 

721 

AAT/GAP 

721 

415 



Seq. No. 



49244 



Seq. ID OJ990303_10.0420.C51 



50957 



Gene No. 


104829 


Strand 




Start 


1 


End 


461 


Name 




Method 


AAT/NAP 


Start 


1 


End 


461 


GI 


7106512 


Score 


291 


Exons 


1..19, 159. .328, 402. .461 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


49245 


Seq. ID 


OJ990303_10.0420 


Gene No. 


104830 


Strand 


+ 


Start 


978 


End 


3424 


Name 


OJ990303 10.0420.C53.ol.np 


Method 


AAT/NAP 


Start 


978 


End 


3424 


GI 


1657621 


Score 


1160 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



978. .1233, 1461. .1538, 1660. .1783, 1895. .1968, 2080. .2139, 
2247. .2356, 2482. .2641, 2758. .2834, 2923. .3094, 3216. .3424 
(U72505) G6p [Arabidopsis thaliana] gi I 3068711 1 gb | AAC144 11 . 1 1 
(AF04 9236) putative acyl-coA dehydrogenase [Arabidopsis 
thaliana] gi | 5478795 | dbj | BAA82478 . 1 | (AB017643) Short-chain acyl 
CoA oxidase [Arabidopsis thaliana] 



49245 

104830 

978 

OJ990303_10.0420.C53.o2.gp 
1123 

9553_1.R1084 

1123.. 1233, 1461.. 1538, 1712 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1786 

•1657621 3.0e-23 (U72505) G6p [Arabidopsis thaliana] >gi_3068711 
(AF04 9236) putative acyl-coA dehydrogenase [Arabidopsis 
thaliana] >gi_54 787 95_dbj_BAA82478 . 1_ (AB017643) Short-chain 
acyl CoA oxidase [Arabidopsis thaliana] ' 



OJ990303_10.0420.C53 
+ 

3424 
AAT/GAP 
1786 
415 



Seq. No. 49245 

Gene No. 104830 

Start 978 

Name OJ990303_10 . 0420 . C53 . ol . gs 

Start 1127 

GI none 
Exons 



1127. 
2247, 



.1233, 1461. 
.2356, 2482. 



Seq. ID 
Strand 

End 3424 
Method GENSCAN 
End 3308 
Score .88 
1538, 1660. .1783, 1895. .1968, 
2641, 2758. .2834, 2923. .3094, 



OJ990303_10.0420.C53 
+ 



2080. 
3216. 



,2139, 
,3308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49245 

104830 

978 

OJ990303_10.0420.C53.o3.gp 
2087 

LIB3434-04 9-P1-K1-H5 

2087. .2139, 2247. .2356, 2482 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2641, 2758. .2840 
•1657621 3.0e-50 (U72505) G6p [Arabidopsis thaliana] >gi_3068711 
(AF049236) putative acyl-coA dehydrogenase [Arabidopsis 
thaliana] >gi_5478795_dbj_BAA82478 . 1_ (AB017643) Short-chain 
acyl CoA oxidase [Arabidopsis thaliana] ? 



OJ990303_10.0420.C53 
+ 

3424 
AAT/GAP 
2840 
697 



49245 
104831 



Seq. ID 
Strand 



OJ990303 10.0420.C53 



50958 



Start 
Name 
Start 
GI 

Exons 



OJ990303_10.0420.C53.ol.gp 
1 

none 
1. .178 



End 

Method 

End 

Score 



178 

AAT/GAP 

178 

290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49245 

104832 

1123 

OJ990303 
1123 
none 
1123 
1655 
2075 
2247 
2483 
2918 
3211 



10.0420.C53.ol.tm 



1233, 1129.. 1233, 1454. 

1768, 1659. .1781, 1890. 

2125, 2076.. 2126, 2080. 

2348, 2251.. 2355, 2252. 

2665, 2740. .2835, 2752. 

3094, 2919. .3095, 2923. 

3297, 3213.. 3308, 3213. 



Seq. ID OJ990303_10.0420.C53 
Strand 

End 3310 
Method TBLASTX : Mai ze 
End 3310 
Score 178 

.1543, 1458. .1544, 1654. .1782, 

.1967, 1891. .1968, 1898. .1969, 

.2139, 2244. .2321, 2246. .2356, 

.2359, 2478. .2642, 2482. .2670, 

.2835, 2757.. 2837, 2757.. 2837, 

.3099, 2923. .3102, 2930. .3112, 

.3299, 3215. .3310, 3215. .3304 



Seq. No. 

Gene No. 

Start 
a Name 
^ Start 
3 GI 
H Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49245 

104832 

1123 

OJ990303_10. 
1129 
none 
1129. 
1659. 
2080. 
2482. 
2918. 



.1233, 
.1781, 
.2142, 
.2646, 
.3094, 
3212. .3307, 



0420.C53.ol.tc 



1132. .1233, 1454. 

1890. .1967, 1891. 

2243..23S6, 2245. 

2482. .2670, 2483. 

2920. .3108, 2922. 

3213. .3308, 3214. 



49245 
104832 
1123 

OJ990303_10.0420.C53.ol.ts 
1129 



Seq. ID OJ990303_10.0420.C53 
Strand 

End 1 3310 
Method TBLASTX : Cress 
End 3309 
Score 133 

.1534, 1458. .1544, 1651. .1782, 
.2141, 2079. .2141, 
.2348, 2480. .2641, 
.2835, 2757..2828, 
.3099, 2930.. 3112, 



.1968, 2076. 

.2337, 2247. 

.2656, 2755. 

.3095, 2923. 
.3309 



End 

Method 
End 

none Score 
1129. .1233, 1370. .1540, 1458. .1544, 1654 
1890. .1967, 1891. .1968, 2079. .2141, 2080 
2247.-2348, 2482. .2598, 2482. .2601, 2483 
2740.. 2835, 2752.. 2835, 2920.. 3027, 2922 
2981.. 3094, 3022.. 3087 



Seq. ID OJ990303_10.0420.C53 
Strand 

3310 

TBLASTX : Soybean 
3094 
128 

1782, 1665.. 1781, 
2142, 2243.. 2356, 
2605, 2606.. 2656, 
2999, 2930.. 3028, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49246 

104833 

8617 

OJ990 923_1 6 . 042 1 . CI . o2 . gs 

8617 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8617. .8819, 8961. .9201, 9517. .9709, 10012 .. 10481, 10652 .. 10878 , 
10926, ,11504, 11554. .11959, 1214 6 .. 12343, 12551 .. 1387 3, 
14224. .14823 



OJ990923_16.0421.C1 
+ 

15090 
GENS CAN 
14823 
.49 



Seq. No. 
Gene No. 



49246 
104833 



Seq. ID OJ990923_16.0421.C1 
Strand + 



50959 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



8617 End 15090 

OJ990923_16.0421.Cl.o2.np Method AAT/NAP 

8617 End 15090 

5922631 Score 6586 

8617. .8741, 9000. .9244, 9503. .9696, 9742. .10313, 10356 10505, 
10632. .11496, 11921. .11981, 12588.. 15090 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104834 

20764 

OJ990923_16.0421.Cl.o5.np 

20764 

6815094 



Seq. ID OJ990923_16.0421.C1 

Strand + 

End 22596 

Method AAT/NAP 

End 22445 

Score 183 



20764. .20790, 21872 .. 22008 , 22038 .. 22248 , 22276 .. 22314 , 
22350. .22445 



GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 49246 Seq. ID 

Gene No. 104834 Strand 

Start 20764 End 

Name OJ990923_16 . 0421 . CI . o4 . gs Method 

Start 21319 End 

GI none Score 

Exons 21319. .22596 



OJ990923_16.0421.C1 
+ 

22596 
GENS CAN 
22596 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 
104835 
1 

OJ990923_16.0421.Cl.ol.np 
1 

4680203 

1..89, 243. .334, 377. .1759, 2949. .3036 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 8160 

Method AAT/NAP 

End 3036 

Score 844 



49246 

104835 

1 

OJ990923_16.0421.Cl.ol.gs 

624 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 8160 

Method GEN SCAN 

End 8160 

Score .53 



624. .805, 864. .1072, 1457. .1770, 2192. .2289, 5417. .5455, 
6501. .6575, 6743. .6902, 8155. .8160 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . oil . tw 

Start 29 

GI none 
Exons 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 297 

Score 4 4 



29..S8, 30. .59, 69. .296, 130. .297 



50960 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . o4 . ts 

Start 4 65 

GI none 

Exons 465.. 698, 544.. 699 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Soybean 

End 699 

Score 103 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . 06 . tm 

Start 534 

GI none 

Exons 534.. 728, 732.. 839 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX: Maize 

End 839 

Score 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104836 

15453 

OJ990923_16.0421.Cl.ol3.tw 

568 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX: Wheat 

End 833 

Score 96 



568. .756, 573. .728, 697. .831, 759. .833 



Seq. No. 

HI Gene No. 

§y Start 

£3 Name 

[J Start 

3 GI 

? ,r H Exons 



49246 

104836 

15453 

OJ990923_16.0421.Cl.o9.tw 

871 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 1416 

Score 55 



871. .1005, 881. .979, 1022. .1297, 1023. .1181, 1294. .1416, 
1295. .1333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104836 

15453 

OJ990923_16.0421.Cl.o3.ts 

1006 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Soybean 

End 1339 

Score 81 



1006. .1245, 1007. .1267, 1022. .1291, 1032. .1304, 1295. .1339 



49246 

104836 

15453 

OJ990923_16.0421.Cl.o8.tw 

9924 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 10319 

Score 75 



9924.. 9977, 9925.. 9978, 10002 .. 10319, 10043.. 10225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104836 

15453 

OJ990923_16.0421.Cl.o6.tw 

10948 

none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 11760 

Score 312 



10948. .11055, 10957. .11331, 11073 .. 11315, 114 67 .. 11619, 



50961 



11488. .11739, 11489. .11755, 11656.. 11760 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . o2 . tw 

Start 11998 

GI none 

Exons 11998. .12441, 11999.. 12451 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 12451 

Score 455 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name 0 J990 92 3_1 6 . 04 2 1 . CI . o4 . tm 

Start 12164 

GI none 

Exons 12164 . .12484, 12169.. 12474 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Maize 

End 12484 

Score 343 



Seq. No. 4 924 6 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . o2 . tm 

Start 12512 

GI none 

Exons 12512. .12895, 12521 .. 12718 , 12616.. 12894 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Mai ze 

End 12895 

Score 376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104836 

15453 

OJ990923_16 . 0421 .CI . ol . tw 

12569 

none 

12569. .12988, 12610.. 12987 



Seq. ID OJ990923__16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 12988 

Score 472 



49246 
104836 
15453 

OJ990923_16.0421.Cl.ol.ts 
12617 
none 

12617. .13021, 12664. .12789, 12844.. 13014 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Soybean 

End 13021 

Score 295 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 . CI . olO . tw 

Start 12997 

GI none 

Exons 12997. .13074, 12998 .. 13084 , 
13144. .13260, 13166. .13261 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Wheat 

End 13261 

Score 107 
13007. .13078, 13079. .13258, 



Seq. No. 49246 

Gene No. 104836 

Start 15453 

Name OJ990923_16 . 0421 .CI . o2 . ts 

Start 13253 

GI none 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 18369 

Method TBLASTX : Soybean 

End 13641 

Score 268 



50962 




Exons 


13253. . 13639, 13261. 


.13473, 


13501. .13641 




Seq. No.. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13262 




End 


13675 




GI 


none 




Score 


4 Uo 




Exons 


13262. . 13675, 13267. 


.13608 








Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


13315 




End 


13585 




GI 


none 




Score 


130 




Exons 


13315. .13365, 13316. 


.13486, 


13396. .13485, 13490.. 13585 




Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


"104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


ol . tm 


. Method 


TBLASTX: Maize 




Start 


13992 




End 


14319 




GI 


none 




Score 


431 




Exons 


13992. . 14318, 13993. 


.14319 








Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13998 




End 


14385 




GI 


none 




Score 


399 




Exons 


13998. .14309, 13999. 


.14385, 


14194. .14376, 14352. .14384 




Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


67 . tm 


Method 


TBLASTX: Maize 




Start 


14457 




End 


14730 




GI 


none 




Score 


101 




Exons 


14457. . 14555, 14458. 


.14556, 


14547. .14621, 14551 .. 14 631 , 






14647. . 14730 










Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14500 




End 


15111 




GI 


none 




Score 


352 




Exons 


14500. . 14958, 14520. 


.14609, 


14661. .14792, 14977. .15111 




Seq. No. 


49246 




Seq. ID 


OJ990923_16.0421 


.CI 


Gene No. 


104836 




Strand 






Start 


15453 




End 


18369 




Name 


OJ990923 16. 0421. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


14824 




End 


15075 




GI 


none 




Score 


155 





50963 



Exons 



14824. .14994, 14934 14 990, 14 973 .. 15074 , 14974. .15075 



Seq. No. 49246 Seq. ID 

Gene No. 104836 Strand 

Start 15453 End 

Name OJ990923_16 . 0421 . CI . o3 . gs Method 

Start 15453 End 

GI none Score 

Exons 15453. .15904, 16153 .. 16342 , 16416 

16823. .17028, 17111 .. 17268 , 17485 



16603, 
18369 



OJ990923_16.0421.C1 

18369 
GEN SCAN 
18369 
.68 

16682. .16789, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



C3 Seq. No. 

lj Gene No. 

fr| Start 

^1 Name 

l j* Start 

U GI 

Lli Exons 



49246 
104836 
15453 
OJ990923 
15465 
6691716 
15465. .15904, 
16682. .16855, 



OJ990923 16. 0421. CI 



Seq. ID 
Strand 

End 18369 
Method AAT/NAP 
End 18369 
Score 2685 
16241. .16342, 164 16. . 16603, 
17111. .17307, 17495. .18369 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



16.0421.Cl.o3.np 



15976. .16090, 
16920. .17028, 



49246 Seq. ID 

104836 Strand 

15453 End 
OJ990923_16.0421.Cl.ol2 .tw Method 

17959 End 

none Score 
17959. .18246 



OJ990923_16.0421.C1 
18369 

TBLASTX: Wheat 

18246 

194 



f7z Seq. No. 
"~ Gene No. 
^ Start 
I J Name 

Start 
U GI 

' a Exons 

w 

C3 

[3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49246 

104837 

21355 

OJ990923_16.0421.Cl.o3.tm 

21355 

none 

21355. .21690, 214 65 .. 21671, 
21712. .21792 

49246 
104837 
21355 . 

OJ990923_16.0421.Cl.o5.ts 

21454 

none 

21454. .21540, 21544 .. 21 621, 

49246 

104837 

21355 

OJ990923_16.0421.Cl.o7 .tw 

21469 

none 

21469. .21558, 2147 1 .. 21560 , 
21568. .21684, 21703 .. 21840, 



Seq. ID OJ990923_16.0421.C1 
Strand 

End 22104 

Method TBLASTX: Maize 

End 21792 

Score 279 
21565. .21768, 21702 .. 21791, 



Seq. ID OJ990923_16.0421.C1 
Strand 

End \ 22104 

Method TBLASTX : Soybean 

End 22104 

Score 93 
21631. .21870, 22048.. 22104 

Seq. ID OJ990923_16.0421.C1 
Strand 

End 22104 

Method TBLASTX : Wheat 

End 21857 

Score 91 
21549. .21683, 21565 .. 21732, 
21708. .21857 



50964 




Seq. No. 


49247 






Seq. ID 


OJ990923 


_16.0421.C2 


Gene No. 


104838 






Strand 


+ 




Start 


1251 






End 


3527 




Name 


OJ990923 16 


.0421 


.C2.ol.gs 


Method 


GENS CAN 




Start 


1251 






End 


3527 




GI 


none 






Score 


.56 




Exons 


1251. .1884, 


3113 


. .3527 








Seq. No. 


49247 






Seq. ID 


OJ990923_ 


_16.0421.C2 


Gene No. 


104839 






Strand 






Start 


4915 






End 


10126 




Name 


OJ990923 16 


.0421 


.C2.o2.gs 


Method 


GENSCAN 




Start 


4915 






End 


6682 




GI 


none 






Score 


.59 




Exons 


4915. .5094, 


6183 


..6238, 6475. 


.6682 






Seq. No. 


49247 






Seq. ID 


OJ990923_ 


_16.0421.C2 


Gene No. 


104839 






Strand 






Start 


4915 






End 


10126 




Name 


OJ990923 16 


.0421 


.C2.ol.np 


Method 


AAT/NAP 




Start 


6344 






End 


10126 




GI 


5042463 






Score 


115 




Exons 


6344. .6442, 


6494 


..6647, 7309. 


.7557, 9980.. 10126 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


49248 






Seq. ID 


OJ990923_ 


_16.0421.C3 


Gene No. 


104840 






Strand 


+ 




Start 


3274 






End 


4134 




Name 


OJ990923 16 


.0421 


.C3.o2.gs 


Method 


GENSCAN 




Start 


3274 






End 


4134 




GI 


none 






Score 


.56 




Exons 


3274 . .3395, 


3434 


..3535, 3540. 


.3685, 3731.. 3856, 


3953. .4134 


Seq. No. 


49248 






Seq. ID 


OJ990923^ 


_16.0421.C3 


Gene No. 


104841 






Strand 


+ 




Start 


5177 






End 


5250 




Name 


OJ990923 16 


.0421 


. C3.o3.gs 


Method 


GENSCAN 




Start 


5177 






End 


5250 




GI 


none 






Score 


.99 




Exons 


5177. .5250 












Seq. No. 


49248 






Seq. ID 


OJ990923_ 


_16.0421.C3 


Gene No. 


104842 






Strand 






Start 


480 






End 


1438 




Name 


OJ990923 16 


.0421 


.C3.ol.gs 


Method 


GENSCAN 




Start 


480 






End 


1438 




GI 


none 






Score 


.41 




Exons 


480. .612, 1098.. 


1221, 1233.. 1438 






Seq. No. 


49248 






Seq. ID 


OJ990923_ 


_16.0421.C3 


Gene No. 


104843 






Strand 






Start 


3286 






End 


5872 




Name 


OJ990923 16 


.0421 


.C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


2451 






End 


3115 




GI 


none 






Score 


53 




Exons 


2451. .2573, 


2459 


..2587, 2459. 


.2623, 2459.. 2587, 


2466. .2588, 




2476. .2631, 


2481 


..2633, 2486. 


.2629, 2621.. 2710, 


2622. .2714, 
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2650. .2802, 2661. .2801, 2667. .2804, 2676. .2834, 2693. .2815, 

2694.. 2816, 2695.. 2823, 2699.. 2821, 2699.. 2806, 2839.. 2931, 

2860. .2931, 2860. .2931, 2861. .2938, 2861. .2938, 2863. .2955, 

3001.. 3081, 3007.. 3111, 3077.. 3115 



Seq. No. 


49248 


Seq. ID 


OJ990923_16.0421.C3 


Gene No . 


104843 


Strand 




Start 


3286 


End 


5872 


Name 


OJ990923 16.0421. C3.ol.np 


Method 


AAT/NAP 


Start 


3286 


End 


5872 


GI 


3980411 


Score 


78 


Exons 


3286.. 3864, 5129.. 5256, 5759 


. .5872 




GI Descrip. 


(AC004561) putative proline- 


rich protein [Arabidopsis thaliana] 


Seq. No. 


49249 


Seq. ID 


OJ990923_16.0421.C4 


Gene No . 


104844 


Strand 


+ 


Start 


105 


End 


623 


Name 


OJ990923 16.0421.C4.ol.gp 


Method 


AAT/GAP 


Start 


105 


End 


623 


GI 


LIB3434-038-P1-K1-F1 


Score 


739 


Exons 


105. .623 






GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 1 




Seq. No. 


49249 


Seq. ID 


OJ990923_16.0421.C4 


Gene No . 


104845 


Strand 


+ 


Start 


846 


End 


1170 


Name 


OJ990923 16.0421.C4.ol.gs 


Method 


GEN SCAN 


Start 


846 


End 


1170 


GI 


none 


Score 


.52 


Exons 


846.. 872, 1109. .1170 






Seq. No. 


49250 


Seq. ID 


OJ990923_16.0421.C7 


Gene No . 


104846 


Strand 




Start 


150 


End 


410 


Name 


OJ990923 16-0421. C7.ol.gs 


Method 


GENSCAN 


Start 


150 


End 


410 


GI 


none 


Score 


.85 


Exons 


150. .410 






Seq. No. 


49251 


Seq. ID 


OJ990923_16.0421.C8 


Gene No . 


104847 


Strand 


+ 


Start 


1 


End 


1517 


Name 


OJ990923 16.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


951 


GI 


4544372 


Score 


411 


Exons 


1. .951 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


49251 


Seq. ID 


OJ990923_16.0421.C8 


Gene No. 


104847 


Strand 


+ 


Start 


1 


End 


1517 


Name 


OJ990923 16.0421.C8.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1517 


GI 


629693 


Score 


445 


Exons 


1..954, 1473. .1517 







50966 




GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 





Seq. No. 


49251 


Seq. ID 


OJ990923_16.0421.C8 




Gene No. 


104848 


Strand 






Start 


1352 


End 


2194 




Name 


OJ990923 16.0421.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


8 


End 


349 




GI 


none 


Score 


80 




Exons 


8. .127, 125. .349 








Seq. No. 


49251 


Seq. ID 


OJ990923_16.0421.C8 




Gene No. 


104848 


Strand 






Start 


1352 


End 


2194 




Name 


OJ990923 16.0421.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8 


End 


370 




GI 


none 


Score 


202 




Exons 


8 . .370 








Seq. No. 


49251 


Seq. ID 


OJ990923_16.0421.C8 




Gene No . 


104848 


Strand 






Start 


1352 


End 


2194 




Name 


OJ990923 16.0421.C8.o2.gs 


Method 


GENSCAN 


f ^ 


Start 


1352 


End 


2194 




.GI 


none 


Score 


.94 




Exons 


1352. .1496, 1654.. 2000, 2081. 


.2194 




f i | 


Seq. No. 


49252 


Seq. ID 


OJ990923 16. 0421. C9 




Gene No . 


104849 


Strand 


+ 


t . = 
~~ ^ 


Start 


8 


End 


352 




Name 


OJ990923 16.0421.C9.ol.gs 


Method 


GENSCAN 


'SJ 


Start 


8 


End 


352 


I U 


GI 


none 


Score 


.74 


E 


Exons 


8. .352 








Seq. No. 


49252 


Seq. ID 


OJ990923_16.0421.C9 




Gene No. 


104850 


Strand 


+ 


?~ 


Start 


4115 


End 


4427 




Name 


OJ990923 16.0421.C9.ol.gp 


Method 


AAT/GAP 


f =1 


Start 


4115 


End 


4427 


f ^ 
~ tt 


GI 


72524 1.R1084 


Score 


440 




Exons 


4115. .4427 








GI Descrip. 


, 5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


■84 Oryza sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


49252 


Seq. ID 


OJ990923_16.0421.C9 




Gene No. 


104851 


Strand 


+ ■ 




Start 


12388 


End 


19837 




Name 


OJ990923 16.0421. C9.ol-np 


Method 


AAT/NAP 




Start 


12382 


End 


18009 




GI 


6623973 


Score 


2197 



Exons 12382. .12878, 13547 .. 16950, 17940.. 18009 

GI Descrip. (AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 

Seq. No. 49252 Seq. ID OJ990923_16 . 0421 . C9 

Gene No. 104851 Strand + 



50967 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12388 End 

OJ990923JL6 . 0421 . C9 . o4 . gs Method 

12388 End 

none Score 



19837 
GENSCAN 
19837 
.48 



12388. .12617, 13011 .. 13176, 13285 134 37 , 13641 14034, 

14355. .15229, 15314 .. 15424 , 15739. . 15898, 1 64 19 .. 16619, 

16835. .16906, 17136 .. 17230, 17287 17374 , 174 54 17565, 

18851. .19534, 19747. .19837 



Seq. ID- OJ990923_16.0421.C9 
Strand 

End 5939 

Method GENSCAN 

End 5939 

Score .55 

1172. .1368, 1760. .1846, 2262. .2315, 2510. .2606, 3811. .3938, 
5786. .5939 



49252 

104852 

1172 

OJ990923_16 . 0421 . C9 . o2 . gs 

1172 

none 



49252 

104853 

6265 

OJ990923_16.0421.C9.o3.gs 

6265 

none 



Seq. ID OJ990923_16.0421.C9 
Strand 

End 9620 

Method GENSCAN 

End 9620 

Score .52 



6265. .6692, 6724. .6856, 7026. .7362, 8062. .8711, 8796. .8935, 
9335. . 9620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49252 
104854 
18477 

OJ990923_16.0421.C9.o2.gp 
18477 

538_1.R1084 
18477. .19550 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990923_16.0421.C9 
Strand 

End 19550 

Method AAT/GAP 

End 19550 

Score 2085 



49252 
104854 
18477 

OJ990923_16.0421.C9.o2.np 
18813 
113509 
18813. .19493 

LECTIN PRECURSOR (AGGLUTININ) gi | 72352 | pir | | LNRZ lectin 
precursor - rice gi 1530790 (M24504) lectin [Oryza sativa] 



Seq. ID OJ990923_16.0421.C9 
Strand 

End 19550 

Method AAT/NAP 

End 19493 

Score 1316 



49252 

104855 

36866 

OJ990923_16.0421.C9.o2.tw 

14464 

none 



Seq. ID OJ990923_16.0421.C9 
Strand 

End 37020 

Method TBLASTX : Wheat 

End 15130 

Score 292 



14464. .14634, 14465 .. 14917, 14 680 .. 14 84 1, 14 935 .. 15006, 
14950. .15009, 15026.. 15130 



Seq. No. 



49252 



Seq. ID OJ990923_16.0421.C9 



50968 




Gene No. 


104855 




Strand 




Start 


36866 

\J **J w w 




End 


37020 


Name 


OJ990923 16 0421 C9 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


14525 ~~ 




End 


15151 


GI 


none 




Score 


69 


Exons 

U AVI 1 *J 


14525 14590. 14591 


. . 15028, 


14770. .15024, 1502 6. .15151 


Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 

V U V V 




• End 


37020 


Name 


OJ990923 16 0421 C9 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


14699 ~~ 




End 


15163 


GI 


none 




Score 


245 


Exon s 


14699 15028, 14728 


. . 14838, 


14857. .15027, 15014. .15163 


Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 




End 


37020 


Name 


OJ990923 16 0421 C9 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


14732 ~~ 




End 


15274 


GI 


none 




Score 


145 


Exons 


14732 . . 15010, 15026 


. . 15274 






Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 




End 


37020 


Name 


OJ990923 16 0421 C9 


• o3 • tw 


Method 


TBLASTX: Wheat 


Start 


15365 _ 




End 


15662 


GI 


none 




Score 


85 


Exon ^ 


15365 15466 15446 


15661, 


15480. . 15662 


Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 




End 


37020 


Name 


OJ990923 16 0421 C9 


. o2 . ts 


Method 


TBLASTX: Soybean 


Start 


15512 ~~ 




End 


15861 


GI 


none 




Score 


195 


Exon s 


15512 15730. 15513 


15731, 


15730. .158 61, 15741. .15827 


Sea No 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 




End 


37020 


Name 


OJ990923 16 0421 C9 


ol . tw 


'Method 


TBLASTX: Wheat 


Start 


15665 ~ 




End 


16438 


GI 


none 




Score 


76 


E x o n 


15665 15751 15666 


15731 


15741. .15953, 15745 .. 15987 , 




15982 16113 16112 


16438 






Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 


Gene No. 


104855 




Strand 




Start 


36866 




End 


37020 


Name 


OJ990923 16. 0421. C9 


. o5.tm 


Method 


TBLASTX: Maize 


Start 


15780 




End 


16095 


GI. 


none 




Score 


253 


Exons 


15780. . 16019, 15781 


. .16095 






Seq. No. 


49252 




Seq. ID 


OJ990923_16.0421 



50969 




Gene No. 


104855 






Strand 






Start 


36866 






End 


37020 




Name 


OJ990923 16. 0421. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16118 






End 


16542 




GI 


none 






Score 


93 




Exons 


16118. .16249, 


16211. 


. 16522, 


16225. .16542, 16225.. 16518 




Seq. No. 


49252 






Seq. ID 


OJ990923_16.0421 


.C9 


Gene No. 


104855 






Strand 






Start 


36866 






End 


37020 




Name 


OJ990923 16. 0421. C9. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


16400 






End 


16893 




GI 


none 






Score 


103 




Exons 


16400. .16540, 


16559. 


. 16750, 


16789. .16893 




Seq. No. 


49252 






Seq. ID 


OJ990923_16.0421 


.C9 


Gene No. 


104855 






Strand 






Start 


36866 






End 


37020 




Name 


OJ990923 16. 0421. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16564 






End 


16967 




GI 


none 






Score 


142 




F,5? on 


16564. .16782, 


16565. 


. 16750, 


16788. . 16967, 16789. .16950 




O C ^ . Vt \J . 


49252 






Seq. ID 


OJ990923_16.0421 


.C9 


VjJC 11" LIlJ ■ 


104855 






Strand 






Start 


36866 






End 


37020 ■ 




Name 


OJ990923 16. 0421. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16591 






End 


18000 






none 






Score 


180 




DAUllO 


16591. .16752, 


16592. 


. 16759, 


16603. .16761, 16619. .16753, 






16756. .16950, 


16764. 


. 16871, 


16771. .16950, 17938. .18000, 






17939. .17998 












jc^i in \j . 


49252 






Seq. ID 


OJ990923_16.0421 


.C9 


Gene No. 


104855 






Strand 






Start 


36866 






End 


37020 




Name 


OJ990923 16. 0421. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18993 






End 


19409 




GI 


none 






Score 


126 




p von 


18993. .19148, 


19000. 


. 19146, 


19095. .19133, 19131. .19247, 






19132. .19257, 


19215. 


. 19250, 


19258. .19404, 19320.. 19409 




Sea No 


49252 






Seq. ID 


OJ990923_16.0421 


.C9 


\J C11C 1NU . 


104855 






Strand 






Start 


36866 






End 


37020 




Name 


OJ990923 16. 0421. C9. 


o £\ "t~ m 


Method 


TBLASTX: Maize 




u Lai L 


31098 






End 


31828 




GI 


none 






Score 


44 




F von q 


31098. .31154, 


31150. 


219 


31167. .31289, 31173 .. 31319, 






31175. .31324, 


31176. 


* ji jc j/ 


31182. .31301, 31186. .31272, 






31195. .31314, 


31195. 


. 31320, 


31263. .31340, 31265 .. 31354 , 






31317. .31409, 


31317. 


.31409, 


31331. .31504, 31342. .31371, 






31344. .31496, 


31344. 


.31421, 


31352. .31510, 31353. .31505, 






31361. .31501, 


31362. 


.31499, 


31392. .31529, 31394 .. 31519, 






31518. .31664, 


31521. 


.31655, 


31526. .31651, 31529 .. 31654 , 






31529. .31660, 


31555. 


.31677, 


31559. .31684, 31673 .. 31738 , 






31673. .31828, 


31674. 


.31784, 


31681. .31806, 31710. .31787, 





50970 



31710. .31784, 31714. .31791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49252 
104855 
36866 
OJ990923 
31924 
none 
31924 
32086 
32240 



16.0421.C9.o7.tm 



32007, 31974. .32009, 
32124, 32128. .32184, 
32278, 32269. .32292, 



49252 

104855 

36866 

OJ990923_16.0421.C9.o3.np 
36866 
7444442 
36866. .37020 
gag/pol polyprotein - 
gi|531389|gb|AAA57005 
Hopscotch polyprotein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 16. 0421. C9 



37020 

TBLASTX: Maize 
32293 
46 

32051. .32125, 32051 .. 32101, 
32147. .32188, 32233 .. 32268, 
32270. .32293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_16.0421.C9 

37020 
AAT/NAP 
37020 
43 



maize retrotransposon Hopscotch 
1| (U12626) copia-like retrotransposon 
[Zea mays] 



Seq. No. 49252 

Gene No. 104856 

Start 39317 

Name 0 J990 92 3_1 6.0421.C9.o2.tm 

Start 39317 

GI none 

Exons 39317. .39568, 39851 .. 39961, 
40266. .40349, 40445 .. 4 0522 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40067 

40458 



OJ990923 16. 0421. C9 



40801 

TBLASTX: Maize 
40801 
157 

40126, 40119. .40226, 
40538, 40556.. 40801 



Seq. No. 


49253 










Seq. ID 


OJ990923_ 


16. 


0421 


.C14 


Gene No. 


104857 










Strand 










Start 


265 










End 


285 








Name 


OJ990923 


16 


.0421.C14 


.ol 


. gs 


Method 


GEN SCAN 








Start 


265 










End 


285 








GI 


none 










Score 


.79 








Exons 


265. .285 




















Seq. No. 


49254 










Seq. ID 


OJ990923_ 


16. 


0421 


.C15 


Gene No. 


104858 










Strand 










Start 


267 










End 


413 








Name 


OJ990923 


16 


.0421.C15 


.ol 


.gs 


Method 


GENSCAN 








Start 


267 










End 


413 








GI 


none 










Score 


.87 








Exons 


267. .413 




















Seq. No. 


49255 










Seq. ID 


OJ990923_ 


16. 


0421 


.C16 


Gene No. 


104859 










Strand 










Start 


82 










End 


505 








Name 


OJ990923 


_16 


.0421. C16 


.ol 


.gs 


Method 


GENSCAN 








Start 


82 










End 


505 








GI 


none 










Score 


.61 








Exons 


82. .145, 


48 


9. .505 
















Seq. No. 


49256 










Seq. ID 


OJ990923_ 


16. 


0421 


.C18 



50971 



Gene No. 104860 Strand 

Start 110 End 253 

Name OJ990923_15 . 0421 .C18 . ol . gs Method GEN SCAN 

Start 110 End 253 

GI none Score .89 

Exons 110.. 253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49257 

104861 

687 

OJ990923_16.0421.C21.ol.gs 

687 

none 

687. .789, 972. .1159 

49258 

104862 

87 

OJ990923_16.0421.C28.ol.np 
87 

7106512 

87. .147, 221. .328, 695. .724 
(AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_16.0421.C21 
+ 

1159 
GENSCAN 
1159 
.74 



OJ990923_16.0421.C28 
+ 

724 

AAT/NAP 

724 

119 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



49258 Seq. ID 

104862 Strand 

87 End 
OJ990923_16.0421.C28.ol.gs Method 

408 End 

none Score 
408. .693 



OJ990923_16.0421.C28 
+ 

724 

GENSCAN 

693 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49259 Seq. ID OJ990923_1 6 . 0421 . C29 

104863 Strand 

1 End 3918 

OJ990923_16.0421.C29.ol.np Method AAT/NAP 

1 End 3343 

7248394 Score 1673 

1..103, 1139. .2152, 2420. .3343 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 49259 

Gene No. 104863 

Start 1 

Name OJ990923_16 . 0421 .C29 .o4 . ts 

Start 250 

GI none 

Exons 250.. 333, 390.. 530 

Seq. No. 49259 

Gene No. 104863 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990923_16.0421.C29 
3918 

TBLASTX : Soybean 

530 

132 



OJ990923 16.0421.C29 



3918 



50972 






Name 


OJ990923 16 


.0421 


.C29.ol 


. as 


Method 


GEN SCAN 






Start 


356 








End 


3918 






GI 


none 








Score 


.49 






Exons 


356. .460, 528. .671, 697 


. .858, 


1332.. 1446, 1480.. 2248, 








2549. .2700, 


2816 


. .2984, 


3093. 


.3257, 3735.. 3918 






Seq. No. 


49259 








Seq. ID 


OJ990923JL6.0421. 


C29 




Gene No. 


104863 








Strand 








Start 


1 








End 


3918 






Name 


OJ990923 16 


.0421 


.C29.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


905 








End 


1276 






GI 


none 








Score 


73 






Exons 


905. . 1117, 


1035. 


. 1118, 


1134 . . 


1274, 1139.. 1276 






Seq. No. 


49259 








Seq. ID 


OJ990923JL6.0421. 


C29 




Gene No. 


104863 








Strand 


— 






Start 


1 








End 


3918 






Name 


OJ990923 16 


.0421 


.C29.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1497 








End 


1866 






GI 


none 








Score 


97 






Exons 


1497 . . 1568, 


1548 


. . 1865, 


1552. 


. 1866 








Seq. No. 


49259 








Seq. ID 


OJ990923_16.0421. 


C29 


£3 


Gene .No. 


104863 








Strand 








Start 


1 








End 


3918 




*3 


Name 


OJ990923 16 


.0421 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 




f n 


Start 


1554 








End 


2015 




f\\ 


GI 


none 








Score 


303 






Exons 


1554 . .2015, 


1555 


. .2013, 


1626. 


.2015 








Seq. No. 


49259 








Seq. ID 


OJ990923_16.0421. 


C2 9 




Gene No. 


104863 








Strand 






rU 


Start 


1 








End 


3918 






Name 


OJ990923 16 


.0421 


.C29.o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


1587 








End 


1868 






GI 


none 








Score 


89 




?== 


Exons 


1587. .1868, 


1735 


. .1830 












Seq. No. 


49259 








Seq. ID 


OJ990923JL6.0421. 


C2 9 


Is J 


Gene No. 


104863 








Strand 








Start 


1 








End 


3918 






Name 


OJ990923 16 


. 0421 


.C29.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1884 








End 


2288 






GI 


none 








Score 


94 






Exons 


1884 . .2237, 


1885 


. .2037, 


1899. 


.2228, 2089. .2229, 2232. .22 


:88 




Seq. No. 


49259 








Seq. ID 


OJ990923JL6.0421. 


C29 




Gene No. 


104863 








Strand 








Start 


1 








End 


3918 






Name 


OJ990923 16 


.0421 


.C29.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2016 








End 


2234 






GI 


none 








Score 


114 






Exons 


2016. .2234, 


2034 


. .2222, 


2089. 


.2229 








Seq. No. 


49259 








Seq. ID 


OJ990923JL6.0421. 


C29 




Gene No. 


104863 








Strand 








Start 


1 








End 


3918 





50973 





OJ990923 16 0421 C29 o3 


. ts 


Method 


TBLASTX 


O L. O. i. L. 


2085 ~ 




End 


2439 




n on 




Score 


62 


LAUJ 1 0 


2085 2216 2133 2213 


2226. 


2438, 2260.. 2439 


Seq. No. 


49260 




Seq. ID 


OJ99092 


Gene No. 


104864 




Strand 


- 


Start 


46 




End 


1510 


NT ;a m 


OJ990923 16 0421 C30 ol 




Method 


GENSCAN 


oiai 1 


4 6 ~~ 




End 


1510 




n nnp 




Score 


. 64 


Cj AUllO 


46 347 1106 1510 

T U • • J *i / , X X V U ■ * X <»J X v 








Q^ao* No 


49260 




Seq. ID 


OJ99092 


Gene No. 


104865 




Strand 


- 


Start 


1432 




End 


1833 


Name 


OJ990923 16 0421 C30.ol 


.np 


Method 


AAT/NAP 


uLQl l 


1 4 32 ~~ 




End 


1833 


(IT 
\j x 


7248393 




Score 


394 


V von q 


14 32 1833 










(AP001389) hvoothetical 


protein [Oryza 


sativa] 


Seq. No. 


V 4 9261 




Seq. ID 


OJ99092 


Gene No. 


104866 




Strand 


+ 


Start 


435 




End 


1894 




O.TQQ0Q23 1 6 0421 C31 r>1 


.gs 


Method 


GENSCAN 


Cf a r f 
0 Lai i_ 


4 3S ~~ 
1 j j 




End 


1894 




none 




Score 


.58 


von q 


435 442 1692 1894 










4 9261 




Seq. ID 


OJ99092 


Gene No . 


104866 




Strand 


+ 


Start 


435 




End 


1894 


Name 


OJ990923 16.0421.C31.ol 


• gp 


Method 


AAT/GAP 


Start 


1264 




End 


1607 


\J x 


5816475 




Score 


428 




1264. .1607 








X L/GO \->X X . 


5042437/gb|AC007789.1|AC00778 9 1.0e-65 


Oryza s 




genomic sequence, complete sequence 




Seq. No. 


49262 




Seq. ID 


OJ99092 


Gene No. 


104867 




Strand 


+ 


Start 


1015 




End 


3037 


Name 


OJ990923 16.0421.C32.ol 


. gs 


Method 


GENSCAN 




1015 




End 


3037 


(IT 
\J X 


none 




Score 


.54 


P 1 von c: 


1015.. 1020, 2292.. 2329, 


2908. . 


3037 




Seq. No. 


49262 




Seq. ID 


OJ99092 


Gene No. 


104868 




Strand 


+ 


Start 


3602 




End 


4009 


Name 


OJ990923 16.0421.C32.o2 


.gs 


Method 


GENSCAN 


Start 


3602 




End 


4009 


GI 


none 




Score 


.64 


Exons 


3602. .4009 








Seq. No. 


49262 




Seq. ID 


OJ99092 



50974 



Gene No. 104869 Strand 

Start 615 End 1131 

Name OJ990923_16 . 0421 . C32 . ol . gp Method AAT/GAP 

Start 615 End 1131 

GI uC-osrocyp033g02al Score 744 

Exons 615.. 799, 928.. 1131 

GI Descrip. ' 5042437/gb | AC007789. 1 | AC007789 1.0e-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 





Seq. No. 


49263 








Seq. ID 


OJ990923 




Gene No. 


104870 








Strand 






Start 


281 








End 


415 




Name 


OJ990923 16 


.0421 


.C33.ol 


. np 


Method 


AAT/NAP 




Start 


281 ~ 








End 


415 




GI 


7340868 








Score 


86 






281. .415 














(IT Dpcirrin 


f AP001551) 


hypothetical protein [Oryza 


sativa 1 




Seq. No. 


49263 








Seq. ID 


OJ990923 




Gene No. 


104871 








Strand 






Start 


1554 








End 


2510 




Name 


OJ990923 16 


.0421 


.C33.ol 


.gs 


Method 


GENSCAN 




Start 


1554 ~ 








End 


2510 




GI 


none 








Score 


.51 


3. 




1554 1598 


2397 


. .2510 










Seq. No. 


49263 








Seq. ID 


OJ990923 




Gene No. 


104872 








Strand 






Start 


4975 








End 


8891 




Name 


OJ990923 16 


.0421 


.C33.o2 


.np 


Method 


AAT/NAP 




Start 


4292 ~~ 








End 


7804 


J 


GI 


6815109 








Score 


146 


11 


P, von c 


4292 4326 


6427 


. .6748, 


6847. 


.6928, 7684. .7804 




fiT Dp qrrin 

vJ J. i-x v^; o _i_ _i_ ■ 


f AP001081 ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49263 








Seq. ID 


OJ990923 




Gene No. 


104872 








Strand 






Start 


4975 








End 


8891 


J 


Name 


OJ990923 16 


.0421 


.C33.o2 


.gs 


Method 


GENSCAN 




Start 


4975 








End 


7871 


J. 


GI 


none 








Score 


.57 




Exons 


4975. .5296, 


6291 


. .6439, 


6847. 


.6973, 7816. .7871 




Seq. No. 


49263 








Seq. ID 


OJ990923 




Gene No. 


104872 








Strand 






Start 


4975 








End 


8891 




Name 


OJ990923 16 


.0421 


,C33.o3 


.np 


Method 


AAT/NAP 




Start 


7181 








End 


8891 




GI 


6721562 








Score 


255 




Exons 


7181. .7201, 


8515 


. .8891 









GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 



49264 



Seq. ID OJ990923_16.0421.C34 



50975 




bene wo . 


1 CiA ft 1 1 


C 4- -v~ n /H 


4_ 

T 




Start 


239 


End 


511 




Name 


OJ990923 16.0421.C34.ol.gs 


Method 


GEN SCAN 




Start 


239 


End 


511 




GI 


none 


Score 


.69 




Exons 


239. .436, 509. .511 








Seq. No. 


49264 


Seq. ID 


OJ990923_16. 


0421. C34 


Gene No. 


104874 


Strand 






Start 


1 


End 


5027 




Name 




Method 


AAT/NAP 




Start 


1 


End 


4099 




GI 


7106512 


Score 


176 




Exons 


1..76, 3852. .3967, 4040. .4099 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


49264 


Seq. ID 


OJ990923_16. 


0421. C34 


Gene No. 


104874 


Strand 






o cart 


1 


End 


5027 




Name 


OJ990923 16.0421.C34.o2.gs 


Method 


GENSCAN 




Start 


993 


End 


5027 




GI 


none 


Score 


.4 




Exons 


993. .998, 1274. .1312, 1749. .2007, 2105 


..2257, 2340. 


.2863, 




3029.. 3175, 3231.. 3533, 3907. 


.3967, 4993. .5027 




Seq. No. 


49264 


Seq. ID 


OJ990923_16. 


0421. C34 


Gene No. 


104874 


Strand 






Start 


1 


End 


5027 




Name 


OJ990923 16.0421.C34.ol.gp 


Method 


AAT/GAP 




Start 


3997 


End 


4242 




GI 


3761181 


Score 


425 




Exons 


3997. .4242 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


49265 


Seq. ID 


OJ990923_16. 


0421. C35 


bene wo . 


104875 


Strand 


+ 




Start 


5435 


End 


5617 




Name 


OJ990923 16.0421.C35.o3.gs 


Method 


GENSCAN 




Start 


5435 


End 


5617 




GI 


none 


Score 


.59 




Exons 


5435. .5617 








Seq. No. 


49265 


Seq. ID 


OJ990923_16. 


0421. C35 


bene jno . 


104876 


Strand 






Start 


128 


End 


290 




Name 


OJ990923 16.0421.C35.ol.gs 


Method 


GENSCAN 




Start 


128 


End 


290 




GI 


none 


Score 


. 69 




Exons 


128. .290 








Seq. No. 


49265 


Seq. ID 


OJ990923JL6. 


0421. C35 


Gene No. 


104877 


Strand 






Start 


2783 


End 


4650 




Name 


OJ990923 16.0421.C35.o2.gs 


Method 


GENSCAN 




Start 


2783 


End 


4650 





50976 





GI 


none 


Score 


.86 






Exons 


2783. .2889, 3948. .4167, 4246. 


.4416, 4546. .4650 






Seq. No. 


49266 


Seq. ID 


OJ990923_16.0421 


.C36 




Gene No. 


104878 


Strand 








Start 


364 


End 


1242 






Name 


OJ990923 16.0421.C36.ol.gp 


Method 


AAT/GAP 






Start 


187 


End 


964 






GI 


5002953 


Score 


460 






Rxons 

i-j *\. x-/ n j 


187. .369, 850. .964 










GI Descrip. 


4 680203/gb|AAD27566.1 |AF114171_7 1 . Oe- 


39 (AF114171) TNP2-li 






protein [Sorghum bicolor] 










Seq. No. 


49266 


Seq. ID 


OJ990923 16.0421 


.C36 




Gene No. 


104878 


Strand 








Start 


364 


End 


1242 






Name 


OJ990923 16 0421 C36 ol nD 


Method 


AAT /NAP 






Start 


301 ~ 


End 


1242 






GI 


4 68020^ 


Score 


532 






Exons 


JUl i ■ J. ^ 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


49266 


Seq. ID 


OJ990923JL6.0421 


. C36 




Gene No. 


104878 


Strand 








Start 


364 


End 


1242 




3 


Name 


OJ990923 16.0421.C36.ol.gs 


Method 


GENSCAN 






Start 


364 


End 


1177 




\) 


GI 


none 


Score 


.88 






Exons 


364. .665, 733. .1177 










Sea No. 


49266 


Seq. ID 


OJ990923_16.0421 


.C36 




Gene No. 


104878 


Strand 






sf 


Start 


364 


End 


1242 






Name 


OJ990923 16.0421. C36.ol.tw 


Method 


TBLASTX: Wheat 




=~ 


Start 


412 


End 


1241 






GI 


none 


Score 


67 






Exons 


412. .504, 505. .609, 533. .610, 


634. .672, 680. .727, 716.. 


898, 






747. .872, 911. .1072, 915. .1055, 1100.. 


1240, 1143. .1241 • 






Seq. No. 


49266 


Seq. ID 


OJ990923_16.0421 


. C36 


3 


Gene No. 


104878 


Strand 








Start 


364 


End 


1242 






Name 


OJ990923 16.0421.C36.ol.tc 


Method 


TBLASTX: Cress 






Start 


920 


End 


1241 






GI 


none 


Score 


68 






Exons 


920. .1072, 933. .1055, 1103. .1240, 1143 


. .1241 






Seq. No. 


49267 


Seq. ID 


OJ990913_16.0421 


.CI 




Gene No. 


104879 


Strand 


+ 






Start 


82 


End 


716 






Name 


OJ990913 16.0421.Cl.ol.gs 


Method 


GENSCAN 






Start 


82 


End 


716 






GI 


none 


Score 


.58 






Exons 


82..24S, 554. .716 










Seq. No. 


49268 


Seq. ID 


OJ990913_16.0421 


.C5 




Gene No. 


104880 


Strand 







50977 



Start 


1 


End 


730 




Name 


OJ990913 16.0421.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


730 




GI 


4760702 


Score 


300 




Exons 


1..214, 262. .730 








GI Descrip. 


(AB024438) peroxidase 2 [Scutellaria baicalensis ] ■ 




Seq. No. 


49268 


Seq. ID 


OJ990913_16.0421 


.C5 


Gene No. 


104880 


Strand 






Start 


1 


End 


730 




Name 


OJ990.913 16.0421.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


715 




GI 


none 


Score 


79 




Exons 


1..228, 298. .549, 404. .484, 613. .714, 


617. .715 




Seq. No. 


49268 


Seq. ID 


OJ990913_16.0421 


.C5 


Gene No. 


104880 


Strand 






Start 


1 


End 


730 




Name 


OJ990913 16.0421.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


718 




GI 


none 


Score 


97 




Exons 


1..210, 2. .154, 217. .312, 224 


..313, 316. .519, 317. .493, 






499. .717, 545. .718 








Seq. No. 


49268 


Seq. ID 


OJ990913 16.0421 


.C5 


Gene No. 


104880 


Strand 






Start 


1 


End 


730 




Name 


OJ990913 16.0421.C5.ol.gs 


Method 


GENSCAN 




Start 


34 


End 


672 




GI 


none 


Score 


.45 




Exons 


34. .672 








Seq. No. 


49268 


Seq. ID 


OJ990913_16.0421 


.C5 


Gene No. 


104880 


Strand 






Start 


1 


End 


730 




Name 


OJ990913_16.0421.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


358 


End 


715 




GI 


none 


Score 


71 




Exons 


358. .609, 604. .714, 611. .715 








Seq. No. 


49268 


Seq. ID 


OJ990913JL6.0421 


.C5 


Gene No. 


104880 


Strand 






Start 


1 


End 


730 




Name 


OJ990913 16.0421.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


382 


End 


717 




GI 


none 


Score 


78 




Exons 


382. .633, 613. .717, 614. .712 








Seq. No. 


49269 


Seq. ID 


OJ990913_16.0421 


.C8 


Gene No. 


104881 


Strand 






Start 


43 


End 


787 




Name 


OJ990913 16.0421.C8.ol.gs 


Method 


GENSCAN 




Start 


43 


End 


787 




GI 


none 


Score 


.71 




Exons 


43. .183, 272. .787 








Seq. No. 


49269 


Seq. ID 


OJ990913_16.0421 


.C8 



50978 



f II 



Gene No. 


104881 


Strand 




Start 


43 


End 


787 


Name 


OJ990913 16.0421.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


106 


End 


557 


GI 


none 


Score 


120 


Exons 


106. .183, 311. .547, 312. .557 






Seq. No. 


49270 


Seq. ID 


OJ990913_16.0421.C13 


Gene No. 


104882 


Strand 


+ 


Start 


70 


End 


262 


Name 


OJ990913 16.0421.C13.ol.gs 


Method 


GENS CAN 


Start 


70 


End 


262 


GI 


none 


Score 


. 9 


Exons 


70. .213, 244. .262 






Seq. No. 


49270 


Seq. ID 


OJ990913_16.0421.C13 


Gene No. 


104883 


Strand 


+ 


Start 


589 


End 


1063 


Name 


OJ990913 16.0421.C13.ol.gp 


Method 


AAT/GAP 


Start 


589 


End 


1063 


GI 


uC-osroM202020e03bl 


Score 


815 


Exons 


589. .712, 743. .1063 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 2 . Oe- 


10 Oryza sativa 


indica (GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 1 


Seq. No. 


49271 


Seq. ID 


OJ990913_16.0421.C16 


Gene No . 


104884 


Strand 


+ 


Start 


1 


End 


95 


Name 


OJ990913 16.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


95 


GI 


6907087 


Score 


121 


Exons 


1. .95 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


49271 


Seq. ID 


OJ990913_16.0421.C16 


Gene No . 


104885 


Strand 


+ 


Start 


558 


End 


773 


Name 


OJ990913 16.0421.C16.ol.gp 


Method 


AAT/GAP 


Start 


558 


End 


773 


GI 


uC-osflcyp033a04bl 


Score 


393 


Exons 


558. .773 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


49271 


Seq. ID 


OJ990913_16.0421.C16 


Gene No. 


104886 


Strand 




Start 


491 


End 


773 


Name 


OJ990913 16-0421. C16.o2.np 


Method 


AAT/NAP 


Start 


491 


End 


773 


GI 


4680186 


Score 


229 


Exons 


491. .773 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


49272 


Seq. ID 


OJ990913_16.0421.C18 


Gene No. 


104887 


Strand 


+ 



50979 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



732 

AAT/NAP 
732 
93 



OJ990913_16.0421.C18.ol.np 
1 

6970044 
1..35, 634. .732 

(AF195243) apospory-associated protein C; APOC [Chlamydomonas 
reinhardtii] 



49272 

104887 

1 

OJ990913_16.0421.C18.ol.gp 
626 

34683_1.R1084 
626. .732 

' 2501555/sp | Q40784 | AAPC_PENCL 
APOSPORY-ASSOCIATED PROTEIN C 



Seq. ID OJ990913_16. 0421. CIS 

Strand + 

End 732 

Method AAT/GAP 

End 732 

Score 182 

2.0e-13 POSSIBLE 

>gi_549984 (U13148) possible 



apospory-associated protein [Pennisetum ciliare] ? 



49273 Seq. ID 

104888 Strand 

543 End 
OJ990913_16.0421.C20.ol.gs Method 

543 End 

none Score 
543. .671 



OJ990913_16.0421.C20 
+ 

671 

GENSCAN 

671 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49274 Seq. ID OJ990223_08 . 04 19 . C2 

104889 Strand + 

1 End 1544 

OJ990223_08 . 0419 . C2 . ol . np Method AAT/NAP 

1 End 1544 

6689381 Score 545 

1..259, 339. .447, 1040. .1145, 1220. .1544 

(AJ238622) deoxyhypusine synthase [Senecio vernalis] 



49274 

104889 

1 

OJ990223_08.0419.C2.ol.gs 

292 

none 

292. .384, 1220. .1455 

49274 

104889 

1 

OJ990223_08 . 0419 . C2 . ol . tm 

361 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C2 
+ 

1544 
GENSCAN 
1455 
.6 



OJ990223_08.0419.C2 
+ 

1544 

TBLASTX: Maize 

1468 

147 



361. .447, 363. .446, 1034. .1144, 1037. .1144, 1039. .1146, 
1039. .1149, 1050. .1160, 1198. .1461, 1200. .1457, 1217. .1468, 
1229. .1468 



Seq. No. 
Gene No. 
Start 



49274 

104889 

1 



Seq. ID OJ990223_08.0419.C2 
Strand + 
End 1544 



50980 



Name 


OJ990223 08.0419.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


397 ~ 


End 


1284 


GI 


none 


Score 


76 


Exons 


397. .447, 995. .1123, 1039. 


. 1122, 1198 . , 


. 1284, 1200. . 1283 


Seq. No. 


49275 


Seq. ID 


OJ990223 08.0419 


Gene No. 


104890 


Strand 


+ 


Start 


955 


End 


1487 


Name 


OJ990223 08.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


955 


End 


1256 


GI 


6539588 


Score 


297 


Exons 


955. .1256 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


49275 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104890 


Strand 


+ 


Start 


955 


End 


1487 


Name 


OJ990223 08 . 0419.C3.ol .gs 


Method 


GEN SCAN 


Start 


1111 


End 


1487 


GI 


none 


Score 


.44 


Exons 


1111. .1256, 1331. .1487 






Seq. No. 


49276 


Seq. ID 


OJ990223JD8.0419 


Gene No. 


104891 


Strand 


+ 


Start 


57 


End 


362 


Name 


OJ990223 08.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


57 


End 


362 


GI 


none 


Score 


. 91 


Exons 


57. .120, 277. .362 






Seq. No. 


49276 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104892 


Strand 




Start 


893 


End 


1994 


Name 


OJ990223 08.0419.C5.o2.gs 


Method 


GENSCAN 


Start 


893 


End 


1994 


GI 


none 


Score 


. 76 


Exons 


893..946, 1860. .1994 






Seq. No. 


49277 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104893 


Strand 




Start 


115 


End 


496 


Name 


OJ990223 08.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


115 


End 


496 


GI 


none 


Score 


. 63 



Exons 



115. .247, 270. .496 



Seq. No. 49278 Seq. ID 

Gene No. 104894 Strand 

Start 363 End 

Name OJ990223_08 .0419.C7.ol.gs Method 

Start 363 End 

GI none Score 

Exons 363.. 489 



OJ990223_08.0419.C7 
+ 

489 

GENSCAN 

489 

.92 



Seq. No. 
Gene No. 
Start 



49279 

104895 

54 



Seq. ID OJ990223_08.0419.C8 
Strand + 
End 790 



50981 



Name 


OJ990223 08.0419.C8.ol.gs 


Method 


GEN SCAN 


Start 


54 


End 


790 


GI 


none 


Score 


. 95 


Exons 


54. .312, 378. .525, 664. .790 




Seq. No. 


49279 


Seq. ID 


OJ990223 08.0419 


Gene No. 


104896 


Strand 




Start 


1 


End 


859 


Name 


OJ990223 08.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


859 


GI 


7498539 


Score 


" 78 


Exons 


1..270, 831. .859 






GI Descrip. 


hypothetical protein F07C4 


.7 - Caenorhabditis elegans 




gi| 1699081 Igb IAAC48014.il 


(U80023) F07C4.7 gene product 




[Caenorhabditis elegans] 






Seq. No. 


49280 


Seq. ID 


OJ990223 08 0419 


Gene No. 


104897 


Strand 




Start 


378 


End 


1324 


Name 


OJ990223 08.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


378 


End 


1324 


GI 


none 


Score 


.52 


Exons 


378.-486, 710. .827, 1019.. 


1177, 1224.. 


1324 


Seq. No. 


49280 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104898 


Strand 




Start 


2475 


End 


2881 


Name 


OJ990223 08.0419.C9.o2.gs 


Method 


GENSCAN 


Start 


2475 


End 


2881 


GI 


none 


Score 


.84 


Exons 


2475. .2539, 2593. .2749, 2858. .2881 




Sea. No. 


49281 


Seq. ID 


OJ990223JD8.0419 


Gene No . 


104899 


Strand 




Start 


1 


End 


781 


Name 


OJ990223 08.0419.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


781 


GI 


7459616 


Score 


271 


Exons 


1..122, 210. .781 






GI Descrip. 


hypothetical protein F18B3 


.120 - Arabidopsis thaliana 




gi| 4835235 | emb | CAB42913.il 


(AL049862) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


49281 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104899 


Strand 




Start 


1 


End 


781 


Name 


OJ990223 08.0419.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4 


End 


682 


GI 


none 


Score 


70 


Exons 

^-i \S x 1 


4. .111, 5. .112, 223. .507, 


248. .295, 392. .499, 547. .597, 




608. .682, 640. .681 






Seq. No. 


49281 


Seq. ID 


OJ990223_08.0419 


Gene No. 


104899 


Strand 




Start 


1 


End 


781 


Name 


OJ990223 08.0419.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


265 


End 


613 



50982 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

265. .303, 265. .600, 392. .613 

49282 Seq. ID 

104900 Strand 

1229 End 
OJ990223_08.0419.C15.ol.gp Method 

1229 End 

none ■ Score 
1229.. 1639 



67 



OJ990223_08.0419.C15 
+ 

1639 
AAT/GAP 
1639 
815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49282 Seq. ID 

104901 Strand 

650 End 
OJ990223__08.0419.C15.ol.gs Method 

650 End 

none Score 

650. .908, 1563. .1642 



OJ990223_08.0419.C15 

1642 
GENS CAN 
1642 
.64 



OJ990223 08.0419.C16 



49283 Seq. ID 

104902 Strand 
883 End 2928 

OJ990223_08.0419.C16.ol.gp Method AAT/GAP 
748 End 2777 

277_1.R1084 Score 3888 

748. .2777 

■126401/sp|P29250|LOX2_ORYSA 0.0e+00 LIPOXYGENASE L-2 

>gi_100690_pir S23454 lipoxygenase (EC 1.13.11.12) L-2 - rice 

>gi_20267_emb_CAA45738_ (X64396) lipoxygenase [Oryza sativa] ' 



49283 Seq. ID 

104902 Strand 

883 End 
OJ990223_08.0419.C16.ol.gs Method 

883 End 

none Score 
883. .2777 



OJ990223_08.0419.C16 

2928 
GENSCAN 
2777 
.58 



Seq. No. 49283 Seq. ID 

Gene No. 104902 Strand 

Start 883 End 

Name OJ990223_08 .0419.C16.ol.tc Method 

Start 883 End 

GI none Score 
Exons 



OJ990223_08.0419.C16 
2928 

TBLASTX: Cress 

2742 

47 



883. .957, 949. .1719, 950. .1774, 1699. .1986, 1703. .1933, 
1949. .1987, 2065. .2154, 2173. .2742, 2189. .2473, 2600. .2740, 
2647. .2742 



Seq. No. 49283 Seq. ID 

Gene No. 104902 Strand 

Start 883 End 

Name OJ99022 3_08 . 04 1 9 . CI 6 . ol . tm Method 

Start 884 End 

GI none Score 
Exons 



OJ990223__08.0419.C16 
2928 

TBLASTX: Maize 

2778 

41 

1248, 1118. .1138, 



884. .967, 955. .1116, 958. .1116, 1105. 
1264. .1767, 1265. .1768, 1768. .2040, 1769. .1921, 1864. .1971, 
2032. .2112, 2039. .2107, 2119. .2157, 2162. .2458, 2170. .2460, 



50983 



2248. .2460, 2710. .2778 



Seq. No. 49283 
Gene No. 104902 
Start 883 

Name OJ990223_08 . 04 1 9 . C16 . ol . np 

Start 886 
GI 126401 
Exons 886.-2795, 2833.-2928 

GI Descrip. LIPOXYGENASE L-2 gi 1 100690 | pir || S23454 lipoxygenase (EC 
1.13.11.12) L-2 - rice gi | 20267 | emb | CAA4 5738 | (X64396) 
lipoxygenase [Oryza sativa] 



Seq. ID OJ990223_08.0419.C16 
Strand 

End 2928 

Method AAT/NAP 

End 2928 

Score 3087 





Seq. No. 


49283 








Seq. ID 


OJ990223_08.0419.C16 




Gene No. 


104902 








Strand 






Start 


883 








End 


2928 




Name 


OJ990223 08 


.0419 


.C16.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


943 








End 


2739 




GI 


none 








Score 


138 




Exons 


943. .1998, 


944 . . 


1183, 1259.. 


1999, 2039 


..2107, 2065. .2154, 






2176. .2271, 


2276 


. .2521, 


2290 


..2520, 2554.. 2631, 2623.. 2739, 






2641. .2739 














Seq. No. 


49283 








Seq. ID 


OJ990223_08.0419.C16 




Gene No. 


104902 








Strand 




%J 


Start 


883 








End 


2928 


f T"~. 


Name 


OJ990223 08 


.0419 


.C16.o3 


. tw 


Method 


TBLASTX: Wheat 


? i ; 
I IJ: 


Start 


1231 








End 


1500 


S 3 


GI 


none 








Score 


347 


■X S3" 

i J 


Exons 


1231. . 1497, 


1259 


. . 1498, 


1444 


. .1500 






Seq. No. 


49283 








Seq. ID 


OJ990223_08.0419.C16 


f 11 


Gene No. 


104902 








Strand 






Start 


883 








End 


2928 


a 


Name 


OJ990223 08 


.0419 


.C16.o2 


tw 


Method 


TBLASTX: Wheat 


~ , jj 


Start 


1684 








End 


2181 




GI 


none 








Score 


102 


j= si 
i. 1 


Exons 


1684 . . 1806, 


1684 


. .1998, 


1685 


..1999, 2071. .2181, 2071. .2181 




Seq. No. 


49283 








Seq. ID 


OJ990223_08.0419.C16 


fT 


Gene No. 


104902 








Strand 






Start 


883 








End 


2928 ' 




Name 


OJ990223 08 


.0419 


.C16.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2203 








End 


2614 




GI 


none 








Score 


384 




Exons 


2203. .2607, 


2207 


. .2539, 


2573 


. .2614 






Seq. No- 


49283 








Seq. ID 


OJ990223_08.0419.C16 




Gene No. 


104902 








Strand 






Start 


883 








End 


2928 




Name 


OJ990223 08 


.0419 


.C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2461 








End 


2604 




GI 


none 








Score 


89 




Exons 


2461. .2604, 


2462 


. .2548 










Seq. No. 


49284 








Seq. ID 


OJ990223_08.0419.C17 




Gene No. 


104903 








Strand 


+ 



50984 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



296 End 

OJ990223_08 . 0419 .C17 . ol . gs Method 

296 End 

none Score 
296. .577 



577 

GENSCAN 

577 

.55 



OJ990223 08.0419.C17 



49284 Seq. ID 

104904 Strand 
1 End 104 

OJ990223_08 . 0419 . C17 . ol . gp Method AAT/GAP 
1 End 104 

277_1.R1084 Score 188 

1. .104 

' 126401/sp|P29250|LOX2_ORYSA 0.0e+00 LIPOXYGENASE L-2 

>gi__100690_pir S23454 lipoxygenase (EC 1.13.11.12) L-2 - rice 

>gi__20267_emb_CAA45738_ (X64396) lipoxygenase [Oryza sativa] 1 



49285 Seq. ID 

104905 Strand 

1 End 

OJ990223_08 .0419.C19.ol.np Method 

1 End 

7459616 Score 
1..255, 337. .514, 557. .645 

hypothetical protein F18B3.120 - Arabidopsis thaliana 

gi|4835235|emb|CAB42913.1| (AL049862) putative protein 
[Arabidopsis thaliana] 



OJ990223_08.0419.C19 
+ 

654 

AAT/NAP 
645 
382 



49285 Seq. ID 

104905 Strand 
. 1 End 

OJ990223_08 . 0419 .C19 . ol . gs Method 

96 End 

none Score 
96..6S4 

49285 Seq. ID 

104906 Strand 
1712 End 
OJ990223_08 . 04 1 9 . CI 9 . o2 . gs Method 
1712 End 
none Score 
1712. .1942 

49285 Seq. ID 

104907 Strand 
4318 End 
OJ990223_08 . 0419 . C19. ol . tc Method 
1 End 
none Score 
1..216, 3. .137 

49285 Seq. ID 

104-907 ' Strand 

4318 End 
OJ990223_08 . 0419 . C19. ol . tm Method 

1 End 



OJ990223_08.0419.C19 
+ 

654 

GENSCAN 

654 

.89 



OJ990223_08.0419.C19 
+ 

1942 
GENSCAN 
1942 
.65 



OJ990223_08.0419.C19 
4379 

TBLASTX: Cress 

216 

240 



OJ990223__08.0419.C19 
4379 

TBLASTX: Maize 
480 



50985 




GI 


none 




Score 


283 




Exons 


1..240, 3. .203, 298. 


.480, 366 


. .464 






Seq. No. 


49285 




Seq. ID 


OJ990223_08.0419 


.C19 


Gene No. 


104907 




Strand 






Start 


4318 




End 


4379 




Name 


OJ990223 08.0419.C19 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


636 




GI 


none 




Score 


308 




Exons 


1..234, 3. .215, 354. 


.452, 355 


..480, 562.-636, 567. .620 




Seq. No. 


49285 




Seq. ID 


OJ990223_08.0419 


.C19 


Gene No. 


104907 




Strand 






Start 


4318 




End 


4379 




Name 


OJ990223 08.0419.C19 


. o3 . qs 


Method 


GENSCAN 




Start 


4318 




End 


4379 




GI 


none 




Score 


.74 




Exons 


4318. .4379 










Seq. No. 


49286 




Seq. ID 


OJ990223_08.0419 


.C23 


Gene No. 


104908 




Strand 


+ 




Start 


296 




End 


1112 




Name 


OJ990223 08.0419.C23 


. ol .np 


Method 


AAT/NAP 




Start 


296 




End 


1112 




GI 


99922 




Score 


417 




Exons 


296. .557, 691. .1112 










GI Descrip. 


hypothetical protein 


- soybean gi | 930025 | emb | CAA31883 | 


(X13528) 




ORF (334 AA) [Glycine- max] 








Seq. No. 


49286 




Seq. ID 


OJ990223_08.0419 


.C23 


Gene No. 


104908 




Strand 


+ 




Start 


296 




End 


1112 




Name 


OJ990223 08.0419.C23 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


299 




End 


642 




GI 


none 




Score 


62 




Exons . 


299. .358, 372. .539, 


550. .642 








Seq. No. 


49287 




Seq. ID 


OJ990223_08.0419 


-C25 


Gene No. 


104909 




Strand 






Start 


489 




End 


607 




Name 


OJ990223 08.0419.C25 


. ol .gs 


Method 


GENSCAN 




Start 


489 




End 


607 




GI 


none 




Score 


.93 




Exons 


489. .607 










Seq. No. 


49288 




Seq. ID 


OJ990223_08.0419 


.C26 


Gene No. 


104910 




Strand 






Start 


154 




End 


594 




Name 


OJ990223 08.0419.C26 


.ol .gs 


Method 


GENSCAN 




Start 


154 




End 


594 




GI 


none 




Score 


.48 




Exons 


154. .302, 480. .594 










Seq. No. 


49289 




Seq. ID 


OJ990223_08.0419 


.C27 


Gene No. 


104911 




Strand 






Start 


1512 




End 


3178 




Name 


OJ990223 08.0419.C27 


. o2 .gs 


Method 


GENSCAN 





50986 




Start 


1512 








End 


3178 




GI 


none 








Score 


.75 




Exons 


1512 . . 1752, 


1817 


. . 1927, 


2934 


. . 3178 






Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419 


.C28.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


470 








End 


838 




GI 


none 








Score 


74 




Exons 


470. .838, 471. .593 










Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419 


.C28.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


563 








End 


1063 




GI 


none 








Score 


123 




Exons 


563. .649, 662. .1033, 804. .1034, 815.. 


1063 




Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419 


.C28.o4 


.tw 


Method 


TBLASTX : Wheat 




Start 


932 








End 


1402 




GI 


none 








Score 


90 




Exons 


932. .1030, 


1107. 


.1316, 


1283. 


.1402 






Seq- • No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419 


.C28.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1083 








End 


1277 




GI 


none 








Score 


113 




Exons 


1083. .1277, 


1093 


.1266 










Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419 


C28.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1104 








End 


1627 




GI 


none 








Score 


53 




Exons 


1104. .1289, 


1310 


.1435, 


1311 


..1394, 1403. .1627, 1470. .1511 


Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End 


2194 




Name 


OJ990223 08 


.0419. 


C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1283 








End 


2194 




GI 


none 








Score 


147 




Exon 


1283. .1429, 


1406. 


.2194, 


1572 


..1829, 1796. .2155, 1869. .2171 


Seq. No. 


49290 








Seq. ID 


OJ990223_08.0419. 


C28 


Gene No. 


104912 








Strand 






Start 


470 








End- 


2194 




Name 


OJ990223 08 


.0419. 


C28.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


1556 








End 


1831 





50987 



GI 

Exons 



none Score 
1556. .1708, 1718. .1831, 1785. .1829 



55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49290 

104912 

470 

OJ990223_08.0419.C28.o3.tw 

1832 

none 



Seq. ID OJ990223_08.0419.C28 
Strand 

End 2194 

Method TBLASTX : Wheat 

End 2143 

Score 184 



1832. .2143, 1869. .2108, . 1870. .2109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
f2 Name 
*i Start 

Exons 



49290 

104913 

2334 

OJ990223_08.0419.C28.o3.tm 

2334 

none 



Seq. ID OJ990223_08.0419.C28 
Strand 

End 3105 

Method TBLASTX: Maize 

End 3105' 

Score 58 



2334. .2432, 2335. .2394, 2388. .2579, 2422. .2568, 2553. .2864, 
2620. .2742, 2855. .3040, 2872. .3048, 3067. .3105 



49290 

104913 

2334 

OJ990223_08.0419.C28.ol.tw 

2472 

none 

2472. .2864, 2482. .2814 



Seq. ID OJ990223_08.0419.C28 
Strand 

End 3105 

Method TBLASTX : Wheat 

End 28 64* 

Score 127 



s 5 ^ 

I J- 



£3 Seq. No. 

li\ Gene No. 

"5 Start 

If. Name 

=^ Start 

s GI 

[J Exons 

i2 Seq. No. 

Gene No. 
^ Start 
E3 Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



End 

Method 
End 
Score 



49290 
104914 
3106 

OJ990223_08.0419.C28.o5.tw 
3106 
none 

3106.. 3273, 3258.-3329, 332 

49291 
104915 
26 

OJ990223_08 . 04 19 . C29 . ol . tm 
26 

none 

26. .241, 41. .241, 84. .284, 311. .349 



Seq. ID OJ990223_08.0419.C28 
Strand 

3459 

TBLASTX: Wheat 
3459 
52 



8. .3459, 3330. .3455 



Seq. ID OJ990223_08.0419.C29 
Strand 

349 

TBLASTX: Maize 
349 
98 



End 

Method 
End 
Score 



49292 

104916 

173 

OJ990223_08 .0419. C32 . ol . gs 

173 

none 



Seq. ID OJ990223_08.0419.C32 
Strand 

End 1619 

Method GENSCAN 

End 1619 

Score .75 



173. .337, 1199. .1231, 1481. .1619 



49293 

104917 

120 

OJ990223_08.0419.C33.ol.gs 
120 



Seq. ID OJ990223_08.0419.C33 

Strand + 

End 338 

Method GENSCAN 

End 338 



50988 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

*Z s Seq. No. 

*J Gene No. 

^ n Start 

FU Name 

H Start 

*s Exons 

^ Seq. No. 
3 Gene No. 
n Start 

•= est 

%.i Name 

: : Start 

? Z GI 

W Exons 

Q Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

120. .338 
49293 



Score 



Seq. ID OJ990223_08.0419.C33 



104918 Strand 
2622 End 3137 

OJ990223_08 . 04 1 9 . C33 . ol . np Method AAT/NAP 
2622 End 3137 

6069646 Score 253 

2622.. 3137 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



49293 

104918 

2622 

OJ990223_08.0419.C33.ol.tm 

2628 

none 

2628.. 2852, 2868.. 3101, 3001. 

49294 

104919 

177 

OJ990223_08.0419.C34.ol.tm 
3 

none 

3. .662, 4. .231, 265. .417 

49294 

104919 

177 

OJ990223_08.0419.C34.ol.tw 
33 

none 

33. .335, 43. .333 

49294 

104919 

177 

OJ990223_08.0419.C34.ol.gs 

177 

none 

177. .495, 664. .2279 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3105 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C33 
3137 

TBLASTX: Maize 

3105 

74 



OJ990223_08.0419.C34 
2976 

TBLASTX: Maize 

662 

47 



OJ990223_08.0419.C34 
2976 

TBLASTX: Wheat 

335 

117 



Seq. ID OJ990223_08.0419.C34 
Strand 

End 2976 

Method GENS CAN 

End 2279 

Score .71 



OJ990223 08.0419.C34 



49294 Seq. ID 

104919 Strand 
177 End 2976 

OJ990223_08 . 04 19 . C34 . ol . np Method AAT/NAP 
177 End 2976 

6069646 Score 566 

177. .996, 2573. .2976 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 



(AC005315) 
Similar to 



50989 




Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 49294 

Gene No. 104919 

Start 177 

Name OJ990223_08 .0419. C34 . o2 . 

Start 459 

GI none 

Exons 459.. 773 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C34 
2976 

TBLASTX: Wheat 

773 

194 



Seq. No. 49294 

Gene No. 104919 

Start 177 

Name OJ990223_08 . 04 19 . C34 . o3 , 

Start 663 

GI none 

Exons 663.. 863, 664.. 996, 927. 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.1007 



OJ990223_08.0419.C34 
2976 

TBLASTX: Maize 

1007 

138 



Seq. No. 49294 

Gene No. 104919 

Start 177 

Name OJ990223JD8 . 04 19 . C34 . o2 , 

Start 1170 

GI none 

Exons 1170.. 1604, 1315.. 1554 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C34 
2976 

TBLASTX: Maize 

1604 

167 



Seq. No. 49294 

Gene No. 104919 

Start 177 

Name OJ990223_08 . 0419. C34 .o3 , 

Start 1599 

GI none 

Exons 1599.. 1979 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C34 
2976 

TBLASTX: Wheat 

1979 

190 



Seq. No. 49294 

Gene No. 104919 

Start 177 

Name OJ990223_08 . 0419 . C34 . o4 , 

Start 1833 

GI none 

Exons 1833.. 1922, 1839.. 1922, 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C34 
2976 

TBLASTX: Maize 

2066 

48 



1926. .2066, 1977. .2063 



Seq. No. 49295 

Gene No. 104920 

Start 814 

Name OJ990223_08 . 0419.C36.ol , 

Start 814 

GI none 

Exons 814.. 994 



gs 



Seq. ID OJ990223_08.0419.C36 

Strand + 

End 994 

Method GENSCAN 

End 994 

Score . 64 



Seq. No. 49295 

Gene No. 104921 

Start 1 

Name OJ990223_08 . 04 19 . C36 . ol , 

Start 1 



gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ990223_08.0419.C36 
410 

AAT/GAP 
410 



50990 



GI LIB3432-059-P1-K1-D8 Score 746 

Exons 1..410 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 49295 Seq. ID 

Gene No. 104922 Strand 

Start 1183 End 

Name OJ990223_08 .0419.C36.o2 .gs Method 

Start 1183 End 

GI none Score 

Exons 1183.. 1400 



OJ990223_08.0419.C36 

1400 
GENSCAN 
1400 
.91 



Seq. No. 49296 Seq. ID 

Gene No. 104 923 Strand 

Start 375 End 

Name OJ990223_08 . 04 19 . C42 . ol . gs Method 

Start 375 End 

GI none Score 

Exons 375.-472 



OJ990223__08.0419.C42 
472 

GENSCAN 

472 

.58 



Seq. No. 49297 Seq. ID 

Gene No. 104924 Strand 

Start 436 End • 

Name OJ990223_08 . 04 19 . C4 3 . ol . tm Method 

Start 427 End 

GI none Score 

Exons 427.. 666, 428.. 667 



OJ990223_08.0419.C43 
+ 

958 

TBLASTX: Maize 

667 

251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49297 Seq. ID 

104924 Strand 

436 End 
OJ990223_08.0419.C4 3.ol.np Method 

436 End 

6523417 Score 
436. .668, 828.-958 

(AJ242017) deoxyhypusine synthase [Nicotiana tabacum] 



OJ990223_08.0419.C43 
+ 

958 

AAT/NAP 
958 
108 



49297 Seq. ID 

104924 Strand 

436 End 
OJ990223_08 . 04 19 . C43 . ol . gs Method 

452 End 

none Score 
452. . 646 



OJ990223_08.0419.C43 
+ 

958 

GENSCAN 

646 

.83 



Seq. No. 49298 Seq. ID 

Gene No. 104 925 Strand 

Start 269 End 

Name OJ990223_08 . 04 1 9 . C4 8 . ol . gs Method 

Start 269 End 

GI none Score 

Exons 269.. 442, 975.. 1131 



OJ990223_08.0419.C48 

1131 
GENSCAN 
1131 
.77 



Seq. No. 
Gene No. 
Start 



49299 

104926 

172 



Seq. ID OJ990223_08.0419.C56 
Strand + 
End 891 



50991 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990223_08 . 0419 . C56 . ol . gs Method 

172 End 

none Score 
172. .388, 452. .581, 789. .891 



GENS CAN 

891 

.41 



49299 Seq. ID 

104926 Strand 
172 End 
OJ990223_08 . 04 1 9 . C5 6 . ol . gp Method 
452 End 
184_1.R1084 Score 
452. .557 

* 5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ990223_08.0419.C56 
+ 

891 

AAT/GAP 

557 

164 



49299 

104927 

1 

OJ990223 J)8 . 04 1 9 . C5 6 . ol . np 
1 

3915008 

1..92, 451. .560, 1855. .1909 
SUPEROXIDE DISMUTASE [CU-ZN] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990223_08.0419.C56 

2066 
AAT/NAP 
1909 
134 



CHLOROPLAST PRECURSOR 



gi I 7433304 | pir | | T03685 probable superoxide dismutase (EC 
1.15.1.1) (Cu-Zn) precursor, chloroplast - rice 
gi 1 1805502 | dbj |BAA12745. 1| (D85239) superoxide dismutase 
precusor [Oryza sativa] 



49299 Seq. ID 

104927 Strand 

1 End 

OJ990223_08 . 0419 .C56 . ol . tm Method 

451 End 

none Score 
451. .561, 451. .555, 452. .556 

49299 Seq. ID 

104927 Strand 

1 End 

OJ990223_08 . 04 19 . C56 . o2 . gs Method 

1666 End 

none Score 
1666. .1756, 2008. .2066 



49300 

104928 

1 

OJ990223_06.0419.C3.ol.np 
1 

6598752 



OJ990223_08.0419.C56 
2066 

TBLASTX: Maize 

561 

180 



OJ990223_08.0419.C56 

2066 
GEN SCAN 
2066 
.78 



OJ990223 06. 0419. C3 



Seq. ID _ 
Strand 
End 818 
Method AAT/NAP 
End 818 
Score 377 
1..67, 262. .439, 521. .640, 711. .818 

(AC007290) putative chromosome associated protein [Arabidopsis 
thaliana] 



49300 
104928 



Seq. ID 
Strand 



OJ990223 06. 0419. C3 



50992 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990223_06.0419.C3.ol.tm 

254 

none 



End 

Method 

End 

Score 



818 

TBLASTX: Maize 

445 

50 



254. .316, 263. .352, 265. .444, 268. .444, 395. .445 



49300 

104928 

1 

OJ990223_06.0419.C3.ol.gs 

266 

none 

266. .444, 580. .622 



Seq. ID OJ990223_06.0419.C3 

Strand 

End 818 

Method GENSCAN 

End 622 

Score . 69 



49301 
104929 
1 

OJ990713_07.0419.C2.ol.np 
1 

7228457 
1. .750 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990713_07.0419.C2 
Strand 

End 750 

Method AAT/NAP 

End 750 

Score 1079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49301 

104929 

1 

OJ990713_07.0419.C2.ol.tw 

151 

none 

151. .636, 182. .442, 464. .637 



Seq. ID OJ990713_07.0419.C2 
Strand 

End 750 

Method TBLASTX : Wheat 

End 637 

Score 147 



49302 
104930 
618 

OJ990713_07.0419.C3.ol.np 
618 

7228457 
618. .1457, 1524. .2089 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990713_07.0419.C3 
Strand 

2089 
AAT/NAP 
2089 
2216 



End 

Method 

End 

Score 



49302 

104930 

618 

OJ990713_07 .0419.C3.ol.tw 

644 

none 



Seq. ID OJ990713_07.0419.C3 
Strand 

End 2089 

Method TBLASTX : Wheat 

End 1034 

Score 4 8 



644. .700, 646. .831, 722. .832, 820. .1011, 822. .1034 



49302 

104930 

618 

OJ990713_07.0419.C3.ol.tm 
676 



Seq. ID OJ990713_07.0419.C3 
Strand 

End 2089 

Method TBLASTX : Mai ze 

End 1037 



50993 




GI 


none 


Score 


98 




Exons 


676. .723, 695. .811, 715. .834, 


728. .832, 


819. .1037, 820.. 


1008 


Seq. No. 


49302 


Seq. ID 


OJ990713_07.0419. 


C3 


Gene No. 


104930 


Strand 






Start 


618 


End 


2089 




Name 


OJ990713 07.0419.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1230 


End 


1542 




GI 


none 


Score 


62 




Exons 


1230. .1490, 1366. .1542 









Seq. No. 


49302 






Seq. ID 


OJ990713_07.0419.C3 


Gene No. 


104930 






Strand 




Start 


618 






End 


2089 


Name 


OJ990713 07. 


0419 


-C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1290 






End 


1856 


GI 


5666795 






Score 


62 


Exons 


1290. .1490, 


1545 


..1682, 1758. 


. 1856 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


49302 






Seq. ID 


OJ990713_07.0419.C3 


Gene No. 


104930 






Strand 




Start 


618 






End 


2089 


Name 


OJ990713 07. 


0419 


.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1545 






End 


1978 


GI 


none 






Score 


88 


Exons 


1545. .1694, 


1546 


..1683, 1560. 


.1685, 1728. .1895, 1729. .1896, 




1892. .1978 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49303 

104931 

886 

OJ990713_07.0419.C5.ol.gp 
810 

LIB3431-033-P1-K1-E1 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 

Method AAT/GAP 

End 162 9 

Score 834 



810. .908, 1017. .1188, 1450. .1629 

•3980412 1.0e-45 (AC004561) pumilio-like protein [Arabidopsi 
thaliana] 1 



49303 

104931 

886 

OJ990713_07.0419.C5.ol.gs 

886 

none 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 

Method GEN SCAN 

End 4331 

Score . 65 



886. .908, 1017. .1188, 1450. .1644, 1990. .2100, 2185. .2397, 
3221.. 3328, 3492.. 3633, 3731.. 4331 



49303 

104931 

886 

OJ990713_07.0419.C5.ol.np 
969 

3980412 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 

Method AAT/NAP 

End 4 44 3 

Score 1050 



969. .1188, 1450. .1644, 1990. .2100, 2185. .2397, 3221. .3328, 
3492. .3633, 3731. .4020, 4117. .4443 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 



50994 



[Arabidopsis thaliana] 



Seq. No. 49303 
Gene No. 104931 
Start 886 

Name OJ990713_07 . 04 19 . C5 . ol . tm 

Start 997 
GI none 

Exons 997.. 1185, 1021.. 1197, 1051., 

1130. .1189, 1131. .1190, 1429, 
1990. .2100, 1991. .2086, 1991, 
2180. .2398, 2185. .2400, 2185, 
3222..3269, 3258.-3332, 3264, 
3504.. 3653, 3504.. 3635, 3548, 
3733. .4101 



Seq. ID 
Strand 
End 

Method 

End 

Score 
1176, 1126. 
.1635, 1448 
.2101, 2176 
.2322, 3212 
.3341, 3480 
.3637, 3731 



OJ990713 07. 0419. C5 



4443 

TBLASTX: Maize 
4104 
77 

1185, 1126. .1188, 
.1678, 1450. .1647, 
.2397, 2177. .2344, 
.3274, 3215. .3292, 
.3638, 3493.-3636, 
.4102, 3733. .4104, 



Seq. No. 49303 

Gene No. 104931 Strand 

Start 886 End 

Name OJ990713_07 . 04 19 . C5 . o2 . tc Method 

Start 997 End 

GI none Score 

Exons 997.. 1188, 1012.. 1191, 1133.. 1189 



Seq. ID OJ990713_07.0419.C5 



4443 

TBLASTX: Cress 

1191 

128 



Seq. No. 49303 
Gene No. 104931 
Start 886 

Name OJ990713_07 . 0419.C5 .ol . ts 

Start 1036 
GI none 
Exons 1036. 

2176. 

3215. 



.1182, 1039. 

.2400, 2185. 

.3274, 3222. 

3493. .3636, 3512. 



,1215, 1039. 

,2394, 2185. 

.3329, 3488. 

.3655, 3548. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 07. 0419. C5 



4443 

TBLASTX: Soybean 
3984 
201 

1197, 2173.. 2397, 2174. .2398, 
2376, 2189.. 2311, 3215. .3331, 
3517, 3492. .3647, 3492. .3647, 
3661, 3725.. 3826, 3733. .3984 



vj Seq. No. 

i2 Gene No. 

;% Start 

'l~ Name 

Q Start 

C3 GI 

Exons 



49303 

104931 

886 

OJ990713__07.0419.C5.ol.tc 

1990 

none 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 

Method TBLASTX : Cress 

End 3647 

Score 77 



1990. .2100, 1994. .2059, 2173. .2397, 2189. .2344, 3215. .3292, 
3215.. 3283, 3492.. 3647 



Seq. No. 49303 

Gene No. 104931 

Start 886 

Name OJ990713_07 . 04 19 . C5 . o2 . gp 

Start 2185 

GI 429012 

Exons 2185.. 2397, 3221.. 3327 

GI Descrip. 3980412 1.0e-45 (AC004561) pumilio-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 

Method AAT/GAP 

End 3327 

Score 617 



Seq. No. 
Gene No. 
Start 



49303 

104931 

886 



Seq. ID OJ990713_07.0419.C5 
Strand 

End 4443 



50995 



Name 

Start 

GI 

Exons 



OJ9907 1 3_07 . 04 1 9 . C5 . o2 . tm Method TBLASTX : Mai ze 

4153 End 4360 

none Score 129 

4153. .4278, 4154. .4279, 4154. .4279, 4278. .4358, 4280. 



.4360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49304 Seq. ID 

104932 Strand 

3283 End 

OJ9907 13_07 . 04 1 9 . C6 . o2 . gs Method 

3283 End 

none Score 



OJ990713_07.0419.C6 
+ 

4717 
GENSCAN 
4717 
.44 



3283.-3459, 3618. .3751, 3897. .3988, 4623. .4717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49304 Seq. ID 

104933 Strand 

1 End 

OJ990713_07.0419.C6.ol.np Method 

1 End 

4104929 Score 



OJ990713_07.0419.C6 

3631 
AAT/NAP 
3631 
1210 



1..220, 376. .514, 583. .658, 990. .1112, 1193. .1357, 1469. .1559, 
1772. .1856, 1944. .2099, 2196. .2252, 2372. .2470, 3464. .3631 
(AF042195) auxin response factor 7 [Arabidopsis thaliana] 



49304 

104933 

1 

OJ990713_07.0419.C6.o3.tm 
1 

none 



Seq. ID OJ990713_07.0419.C6 
Strand 

End 3631 

Method TBLASTX : Mai ze 

End 621 

Score 234 



1..225, 3. .221, 377. .514, 378. .518, 589. .621 



Seq. No. 49304 
Gene No. 104933 
Start 1 

Name OJ990713_07 . 04 19 . C6 . ol . tc 

Start 52 
GI none 

Exons 52.. 90, 78.. 134, 85.. 123, 147, 

571. .660, 571. .660, 582. .683, 
1059. .1100, 1164. .1355, 1165.. 
1469. .1561, 1490. .1564, 1755.. 
1944. .2108, 2184. .2261, 2197., 
2379. .2435, 2441. .2473, 3461.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 07. 0419. C6 



3631 

TBLASTX: Cress 
3562 
38 

.221, 148. .222, 368. .520, 
984. .1046, 986. .1051, 1058. .1111, 
1359, 1166.. 1360, 1468.. 1560, 
1856, 1771.. 1857, 1942.. 2109, 
2262, 2199.. 2261, 2375.. 2434, 
3562, 3462.. 3560 



Seq. No. 49304 Seq. ID OJ990713_07 . 04 19 . C6 

Gene No. 104 933 Strand 

Start 1 End 3631 

Name OJ990713_07 . 0419 . C6 . ol . gs Method GENSCAN 

Start 170 End 2902 

GI none Score . 62 

Exons 170. .220, 376. .526, 619. .658, 990. .1112, 1193. .1357, 1469. .1559, 
1772.. 1856, 1944.. 2099, 2897.. 2902 



Seq. No. 49304 Seq. ID OJ990713_07 . 04 19 . C6 

Gene No. 104 933 Strand 

Start 1 End 3631 

Name OJ990713 07 . 04 19 . C6 . o2 . ts Method TBLASTX: Soybean 



50996 



Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 




368 End 1297 

5509656 Score 103 

368. .520, 372. .515, 372. .530, 571. .657, 572. .658, 581. .667, 
984. .1046, 986. .1051, 1058. .1114, 1059. .1115, 1180. .1278, 
1199. .1297, 1201. .1269 

4103243 7.0e-51 (AF022368) BIPOSTO [Arabidopsis thaliana] 



49304 

104933 

1 

OJ990713_07.0419.C6.ol.tm 

622 

none 



Seq. ID OJ990713_07.0419.C6 
Strand 

End 3631 

Method TBLASTX : Maize 

End 197 7 

Score 66 



622. .663, 984. .1148, 986. .1114, 1191. .1361, 1193. .1360, 
1468. .1587, 1469. .1561, 1755. .1856, 1761. .1856, 1771. .1857, 
1942. .1977, 1944. .1976 



49304 

104933 

1 

OJ990713_07.0419.C6.ol.ts 

1782 

none 



Seq. ID OJ990713_07.0419.C6 
Strand 

End 3631 

Method .TBLASTX: Soybean 

End 224 4 

Score 62 



1782. .1847, 1782. .1856, 1789. .1851, 1942. .2109, 1944. .2108, 
2197. .2244, 2199. .2243 



Seq. No. 49304 

Gene No. 104933 

Start 1 

Name OJ990713_07.0419.C6.o2.tm 

Start 1977 

GI none 
Exons 



Seq. ID OJ990713_07.0419.C6 
Strand 

End 3631 
Method TBLASTX: Maize 
End 3548 
Score 121 

1977. .2108, 1978. .2109, 1978. .2109, 1979. .2116, 2193. .2252, 
2193. .2252, 2194. .2283, 2194. .2283, 2358. .2471, 2372. .2473, 
2372. .2473, 3461. .3505, 3461. .3547, 3462. .3548 



s ^ Seq. No. 


49305 








Seq. ID 


OJ990713 


f Z Gene No. 


104934 








Strand 


+ 


U Start 


3077 








End 


4600 


Cl Name 


OJ990713 07, 


.0419. 


C7.ol. 


gs 


Method 


GEN SCAN 


fi Start 


3077 








End 


4600 


*~ GI 


none 








Score 


.56 


Exons 


3077. .3143, 


4269. 


.4600 








Seq. No. 


49306 








Seq. ID 


OJ990713 


Gene No. 


104935 








Strand 


+ 


Start 


2231 








End 


5839 


Name 


OJ990713 07. 


.0419. 


C8.ol. 


np 


Method 


AAT/NAP 


Start 


2231 






End 


5839 


GI 


6721547 








Score 


86 


Exons 


2231. .2332, 


5727. 


.5839 









GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. No. 49306 Seq. ID 

Gene No. 104935 Strand 

Start 2231 End 

Name OJ990713JD7 . 04 19 . C8 . ol . gp Method 



OJ990713_07.0419.C8 
+ 

5839 
AAT/GAP 



50997 




Start 


3084 








End 


3305 


GI 


none 








Score 


367 


Exons 


3084. .3305 












Seq. No. 


49306 








Seq. ID 


OJ990713_07.0419.C8 


UCllc LNt> . 










O t ranu 




Start 


2164 








End 


3848 


Name 


OJ990713 07 


.0419 


C8.ol. 


gs 


Method 


GENSCAN 


Start 


2164 








End 


3848 


GI 


none 








Score 


.57 


Exons 


2164. .2180, 


2871, 


.3090, 


3159. 


.3848 




Seq. No. 


49306 








Seq. ID 


OJ990713_07.0419.C8 












Of v nrl 

ot ranu. 




Start 


4823 








End 


5821 


Name 


OJ990713 07 


.0419. 


C8.o2. 


gs 


Method 


GENSCAN 


Start 


4823 








End 


5821 


GI 


none 








Score 


1 


Exons 


,4823. .5821 












Seq. No. 


49306 








Seq. ID 


OJ990713_07.0419.C8 


Gene No. 


104937 








Strand 




J Lai. L 










End 


5821 


Name 


OJ990713 07 


.0419. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


4826 








End 


5818 


GI 


6751704 








Score 


550 


Exons 


4826. .5818 












GI Descrip. 


(AC018848) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


49307 








Seq. ID 


OJ990713_07.0419.C9 




± U *i y JO 








Strand 


+ 


Start 


1558 








End 


1845 


Name 


OJ990713 07 


.0419. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


1558 








End 


1845 


GI 


none 








Score 


. 96 


Exons 


1558. .1684, 


1774. 


.1845 








Seq. No. 


49307 








Seq. ID 


OJ990713_07.0419.C9 


Gene No. 


104939 








Strand 


+ 


Start 


2243 








End 


2612 


Name 


OJ990713 07 


.0419. 


C9.ol. 


gp 


Method 


AAT/GAP 


Start 


2243 








End 


2612 


GI 


60 1.R1084 








Score 


651 


Exons 


2243. .2612 












GI Descrip. 


'3252794/dbj |BAA29041| 


0.0e+00 (AB015615) isoamylase [Oryza 




sativa] ' 












Seq. No. 


49307 








Seq. ID 


OJ990713_07.0419.C9 


Gene No . 


104940 








Strand 




Of a >-f- 


2354 








End 


2693 


Name 


OJ990713 07 


.0419. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2328 








End 


2628 


GI 


none 








Score 


152 


Exons 


2328. .2480, 


2330. 


.2482, 


2332. 


.2481, 2482. .2628, 2494. .2607, 




2523. .2612 












Seq. No. 


49307 








Seq. ID 


OJ990713_07.0419.C9 



50998 




Gene No. 


104940 


Strand 


- 




Start 


2354 


End 


2693 




Name 


OJ990713 07.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


2332 


End 


2693 




GI 


3252794 


Score 


446 




Exons 


2332. .2693 








GI Descrip. 


(AB015615) isoamylase [Oryza 


sativa] 






Seq. No. 


49307 


Seq. ID 


OJ990713_07.0419. 


C9 


Gene No. 


104940 


Strand 






Start 


2354 


End 


2693 




Name 


OJ990713 07.0419.C9.o2.gs 


Method 


GENSCAN 




Start 


2354 


End 


2610 




GI 


none 


Score 


.47 




Exons 


2354. .2393, 2444. .2610 








Seq. No. 


49308 


Seq. ID 


OJ990713_07.0419. 


C14 


Gene No. 


104941 


Strand 


+ 




Start 


1 


End 


1812 




Name 


OJ990713 07.0419.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1812 




GI 


6815072 


Score 


1646 




Exons 


1. .1812 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 





n 


Seq. No. 


49308 




Seq. ID 


OJ990713_07.0419.C14 




Gene No. 


104941 




Strand 


+ 




Start 


1 




End 


1812 




Name 


OJ990713 07.0419.C14.ol. 


gs 


Method 


GENSCAN 




Start 


347 




End 


1498 




GI 


none 




Score 


.52 


! I 
*«" 


Exons 


347. .579, 854. .1498 










Seq. No. 


49308 




Seq. ID 


OJ990713_07.0419.C14 


iS 


Gene No. 


104941 




Strand 


+ 




Start 


1 




End 


1812 




Name 


OJ990713 07.0419.C14.ol. 


tm 


Method 


TBLASTX: Maize 


J 


Start 


728 




End 


1096 




GI 


none 




Score 


289 




Exons 


728. .1096, 734. .826, 751 


. .972 








Seq. No. 


49308 




Seq. ID 


OJ990713_07.0419.C14 




Gene No. 


104941 




Strand 


+ 




Start 


1 




End 


1812 




Name 


OJ990713 07.0419.C14.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1400 




End 


1727 




GI 


none 




Score 


58 




Exons 


1400. .1474, 1418. .1543, 


1422. 


.1544, 1422. .1553, 1636. .1725, 






1677 . .1727 










Seq. No. 


49308 




Seq. ID 


OJ990713_07.0419.C14 




Gene No. 


104941 




Strand 


+ 




Start 


1 




End 


1812 




Name 


OJ990713 07.0419.C14.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1651 




End 


1812 




GI 


none 




Score 


190 



50999 



Exons 



1651. .1812, 1656. .1811 



Seq. No. 49309 

Gene No. 104942 

Start 73 

Name OJ990713_07 . 0419 . C15 .ol , 

Start 73 

GI none 

Exons 73.. 225, 334.. 610, 681., 
2355.. 2533, 2651.. 2735 



gs 



Seq. ID OJ99071.3_07.0419.C15 

Strand + 

End 2735 

Method GEN SCAN 

End 2735 

Score . 65 



774, 859.-992, 1069. .1150, 1674. .1980, 



Seq. No. 49310 

Gene No. 104943 

Start 130 

Name OJ990713_07 . 04 19 . C16 . ol . 

Start 130 

GI none 

Exons 130.. 355 



gs 



Seq. ID OJ990713_07.0419.C16 

Strand + 

End 355 

Method GENSCAN 

End 355 

Score .87 



■3 ST 



Seq. No. 49310 

Gene No. 104944 

Start 1164 

Name OJ990713_07 . 0419.C16.ol. 

Start 1164 

GI none 

Exons 1164.. 1229, 1236.. 1424, 



tm 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990713_07.0419.C16 
1424 

TBLASTX: Maize 

1424 

67 



1248. .1406, 1273. .1419 



fjj Seq. No. 

Gene No. 
J* Start 
^-f Name 
U Start 

r Li gi 

Exons 



49311 

104945 

61 

OJ990713_07.0419.C17.ol. 
61 

none 
61. .396 



gs 



Seq. ID OJ990713_07.0419.C17 

Strand + 

End 396 

Method GENSCAN 

End 396 

Score .66 



Seq. No. 49311 

Gene No. 104946 

Start 1929 

Name OJ990713_07 . 0419.C17 .ol . 

Start 1929 

GI 7375_1.R1084 

Exons 1929.. 2287 

GI Descrip. 1 404 9342/emb | CAA22567 . 1 | 
translocator (brittle-1) 



gp 



Seq. ID OJ990713_07.0419.C17 

Strand + 

End 2287 

Method AAT/GAP 

End 2287 

Score 616 



3.0e-14 (AL034567) adenylate 
-like protein [Arabidopsis thaliana] 1 



Seq. No. 49311 

Gene No. 104947 

Start 2061 

Name OJ990713_07 . 0419 . C17 . o2 . 

Start 2061 

GI none 

Exons 2061.. 2165 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_07.0419.C17 

2165 
GENSCAN 
2165 
. 99 



Seq. No. 49312 

Gene No. 104948 

Start 2643 

Name OJ990713 07 . 0419. C18 .ol . 



gs 



Seq. ID OJ990713_07.0419.C18 

Strand + 

End 2743 

Method GENSCAN 



51000 



